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<213> Homo sapiens 
<400> 1950 



Met 


Leu 


His 


Glu 


Arg Leu Ala Pro Leu Leu Lys 


Arg His Leu Pro Leu 


1 








5 10 


15 


Ala 


Asp 


Val 


Ala 


Arg Arg Thr Gly Arg His Val 


lie Arg Leu Asp Val 








20 


25 


30 


Thr 


Leu 


Arg 


Met 


Pro Arg Arg Asp Ala His Lys 


Leu Pro Leu Ala lie 






35 




40 


45 


Arg 


Gly 


Ser 


Leu 


Gly Leu Asp Arg Ala Tyr Asn 


Arg Val Tyr Met Val 




50 






55 


60 


Ala 


Met 


Pro 


Pro 


lie Gly Gin Trp His Ser Thr 


Val Arg Ala Ala Ala 


65 








70 75 


80 


Val 


Val 


Phe 


Ala 


Pro Glu Pro lie Ala Leu Cys 


Phe Arg Gin Pro Ala 










85 90 


95 


His 


Ala 


Leu 


Cys 


Ser Thr Ala Gly Val Ala Ala 


Ser Trp Gin Ala Thr 








100 


105 


110 


Pro 


Arg 


Ser 


Ala 


Pro Ala Ser Ser Leu Thr Ala 


Pro Gly 






115 




120 


125 



<210> 1951 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 1951 

cggccgccgc ctctccgctc ccgggccccc gccgccaccg cgccccccgc gggagatgga 
60 

acagcggaac cggctcggtg ccctcggata cctgccgcct ctgctgctgc atgccctgct 
120 

gctcttcgtg gccgacgctg cattcacaga agtccccaaa gatgtgacag tacgggaggg 
180 

agacgacatc gaaatgccct gcgcgttccg ggccagcgga gccacctcgt attcgctgga 
240 

gattcagtgg tggtacctca aggagccacc ccgggagctg ctgcacgagc tggcgctcag 
300 

cgtgccgggc gcccggagca aggtaacaaa taaggatgca actaaaatca gcaccgtacg 

360 

cgt 

363 

<210> 1952 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1952 

Arg Pro Pro Pro Leu Arg Ser Arg Ala Pro Ala Ala Thr Ala Pro Pro 

15 10 15 

Ala Gly Asp Gly Thr Ala Glu Pro Ala Arg Cys Pro Arg lie Pro Ala 

20 25 30 

Ala Ser Ala Ala Ala Cys Pro Ala Ala Leu Arg Gly Arg Arg Cys lie 

35 40 45 

His Arg Ser Pro Gin Arg Cys Asp Ser Thr Gly Gly Arg Arg His Arg 
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50 55 60 

Asn Ala Leu Arg Val Pro Gly Gin Arg Ser His Leu Val Phe Ala Gly 
65 * 70 75 80 

Asp Ser Val Val Val Pro Gin Gly Ala Thr Pro Gly Ala Ala Ala Arg 

85 90 95 

Ala Gly Ala Gin Arg Ala Gly Arg Pro Glu Gin Gly Asn Lys 

100 105 HO 

<210> 1953 

<211> 329 

<212> DNA 

<213> Homo sapiens 

<400> 1953 

acgcgtcagc ctgagcccaa taactataaa agagtcgcaa ccatgactgt gctattgagt 
60 

gagcgcagcc agattttccg gggtgccgat gcctacgcgg tgtcggacta cgtcaaccag 
120 

catgtgggca gccactgcat tcgcctgcct cccaagggcc ggccacgggc gagtatcagc 
180 

catcgcacct ttgccagcct ggacctgtgc cgcatcagct acggcgctcc ggtacgggtc 
240 

acatcggtgg cgctggagac catctatcac ctgcagatcc tgttgagcgg gcattgccgc 
300 

tccagctccc gtggtgagga tgacgtggn 
329 

<210> 1954 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 1954 

Thr Arg Gin Pro Glu Pro Asn Asn Tyr Lys Arg Val Ala Thr Met Thr 

15 10 15 

Val Leu Leu Ser Glu Arg Ser Gin lie Phe Arg Gly Ala Asp Ala Tyr 

20 25 30 

Ala val Ser Asp Tyr Val Asn Gin His Val Gly Ser His Cys He Arg 

35 40 45 

Leu Pro Pro Lys Gly Arg Pro Arg Ala Ser He Ser His Arg Thr Phe 

50 55 60 

Ala Ser Leu Asp Leu Cys Arg He Ser Tyr Gly Ala Pro Val Arg Val 
65 70 75 80 

Thr Ser Val Ala Leu Glu Thr He Tyr His Leu Gin He Leu Leu Ser 

85 90 95 

Gly His Cys Arg Ser Ser Ser Arg Gly Glu Asp Asp Val 

100 105 

<210> 1955 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<400> 1955 
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acgcgtggct cgacgaaaac caagtacgag acatgcccga caaggtacta tcacacatgg 
60 

tggaatactg ctgggggcgc ttcacagaca acatcaaata cgctgtagct gcccaatatt 
120 

ggaaagggcc acacaagccc gatagtgacc atcaacggat cattgtaggc tatttcaaaa 
180 

ccgccaaaca agccatgaac gcagcaaaac aattccactg gaacacccgg ctacaacaac 
240 

aatggaaaac atggatactc ccagtccaca acggcaccgt gtccgagttt ttcacccaac 
300 

aaaaaacttt gctagacgag caagacgata gcaatagcga gctgccggag catctacaaa 
360 

acgtcatgtg cggcaaaaca ctccaccacc aagacgacac catatcgtgg tgcac 
415 

<210> 1956 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1956 

Met Pro Asp Lys Val Leu Ser His Met Val Glu Tyr Cys Trp Gly Arg 

15 10 15 

Phe Thr Asp Asn He Lys Tyr Ala Val Ala Ala Gin Tyr Trp Lys Gly 

20 25 30 

Pro His Lys Pro Asp Ser Asp His Gin Arg He He Val Gly Tyr Phe 

35 40 45 

Lys Thr Ala Lys Gin Ala Met Asn Ala Ala Lys Gin Phe His Trp Asn 

50 55 60 

Thr Arg Leu Gin Gin Gin Trp Lys Thr Trp He Leu Pro Val His Asn 
65 70 75 80 

Gly Thr Val Ser Glu Phe Phe Thr Gin Gin Lys Thr Leu Leu Asp Glu 

85 90 95 

Gin Asp Asp Ser Asn Ser Glu Leu Pro Glu His Leu Gin Asn Val Met 

100 105 110 

Cys Gly Lys Thr Leu His His Gin Asp Asp Thr He Ser Trp Cys 
115 120 125 



<210> 1957 

<211> 526 

<212> DNA 

<213> Homo sapiens 



<400> 1957 
acgcgttccg 
60 

caggagctcc 
120 

gggaggaggc 
180 

agacctggca 
240 

ggtgactgcc 
300 



gagagatttt 
tccctgtgag 
ccgccggggc 
cagtgtggcg 
agcatgaacc 



cctaacctct 
gacaaagttc 
cgcagtgggc 
aaggtttcca 
gcagccgacc 



ctccgagctg 
cagagtcggg 
gaggggccct 
gtgcgatccc 
gagttctgcg 



ctgagccgat 
gtcacgggcc 
tggcgcgctc 
gagtcgaggg 
atcgggcttc 



cggtgaccac 
ttacttattg 
ctgggaggtc 
cgcatttcgc 
tccgcagagt 
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ggggaccctg gggaaggcgc caacttctct cctctgccca cctcactccc cgcgggcgtc 
360 

cctgggccgc ctgcccgggc cgcactgggc ggcctccatc gtcccttccc tctacctgca 
420 

ctgccccagg cgggagagag gccttggccc nncgagggac cagctgcagc gggcagcggg 
480 

gtcctgctcc cccaaccccc gccccatggc acggggctga accggt 
526 

<210> 1958 
<211> 175 
<212> PRT 

<213> Homo sapiens 



<400> 1958 



Thr 


Arg 


Ser 


Gly Glu 


He Phe Leu Thr Ser 


Leu 


Arg 


Ala 


Ala 


Glu 


Pro 


1 






5 


10 










15 




He 


Gly 


Asp 


His 


Gin 


Glu Leu Leu Pro Val 


Arg Thr 


Lys 


Phe 


Gin 


Ser 




20 




25 








30 






Arg 


Gly 


His 


Gly 


Pro 


Tyr Leu Leu Gly Arg 


Arg 


Pro 


Ala 


Gly 


Ala 


Ala 




35 






40 






45 








val 


Gly 


Glu 


Gly 


Pro 


Leu Ala Arg Ser Trp 


Glu 


Val 


Arg 


Pro 


Gly 


Thr 




50 








55 




60 










Val 


Trp 


Arg 


Arg 


Phe 


Pro Val Arg Ser Arg 


Val 


Glu 


Gly 


Ala 


Phe 


Arg 


65 








70 


75 










80 


Gly 


Asp 


Cys 


Gin 


His 


Glu Pro Gin Pro Thr 


Glu 


Phe 


Cys 


Asp 


Arg 


Ala 




85 


90 










95 




Ser 


Pro 


Gin 


Ser Gly 


Asp Pro Gly Glu Gly 


Ala 


Asn 


Phe 


Ser 


Pro 


Leu 








100 




105 








110 






Pro 


Thr 


Ser 


Leu 


Pro 


Ala Gly Val Pro Gly 


Pro 


Pro 


Ala 


Arg 


Ala 


Ala 






115 






120 






125 








Leu 


Gly 


Gly 


Leu 


His 


Arg Pro Phe Pro Leu 


Pro 


Ala 


Leu 


Pro 


Gin 


Ala 




130 








135 




140 










Gly 


Glu 


Arg 


Pro 


Trp 


Pro Xaa Glu Gly Pro 


Ala 


Ala 


Ala 


Gly 


Ser 


Gly 


145 










150 


155 










160 


val 


Leu 


Leu 


Pro 


Gin 


Pro Pro Pro His Gly 


Thr Gly 


Leu 


Asn 


Arg 












165 


170 










175 





<210> 1959 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 1959 

gtgcaccgga cggctcctcc aacggatcat gcgacggccc agcggaaggc tcacccgagt 
60 

cgtcagaagg atcagggcgc ttgtcgtcgt cagacttcag gacatcccac gacatggtga 
120 

acggctggga ggagaccttg tccccgtcgg tcttggcgcc gacaacaaca ccgctcatgg 
180 

tgtattttcc ggcatgagtg aagaaccagt gggcatgctg atgacccttg atcggcagtg 
240 

aggctccttt gaccacctga tatgtgtcat cagcgaggaa ggtgccgagt ttggcgttct 
300 
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cgtctgcctc gggtgaattg ccgaggaggt acatcttgcc tggacccgta atcgcggtga 
360 

agtcgacgcg caacgcgt 
378 



<210> 1960 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 1960 

Met Tyr Leu Leu Gly Asn Ser Pro Glu Ala Asp Glu Asn Ala Lys Leu 

15 10 15 

Gly Thr Phe Leu Ala Asp Asp Thr Tyr Gin Val Val Lys Gly Ala Ser 

20 25 30 

Leu Pro lie Lys Gly His Gin His Ala His Trp Phe Phe Thr His Ala 

35 40 45 

Gly Lys Tyr Thr Met Ser Gly Val Val Val Gly Ala Lys Thr Asp Gly 

50 55 60 

Asp Lys Val Ser Ser Gin Pro Phe Thr Met Ser Trp Asp Val Leu Lys 
65 70 75 80 

Ser Asp Asp Asp Lys Arg Pro Asp Pro Ser Asp Asp Ser Gly Glu Pro 

85 90 95 

Ser Ala Gly Pro Ser His Asp Pro Leu Glu Glu Pro Ser Gly Ala 

100 105 110 

<210> 1961 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 1961 

ggatccaccc cggaaaccgg caggatgaag ggggcaagtg aggagaagct ggcatctgtg 
60 

tccaacctgg tcactgtgtt tgagaatagc aggaccccag aagcagcacc cagaggccag 
120 

aggctagagg acgtgcatca ccgccctgag tgcaggcctc ccgagtcccc aggaccacgg 
180 

gagaagacga atgtcgggga ggccgtgggg tctgagccca ggacagtcag caggaggtac 
240 

ctgaactccc tgaagaacaa gctgtccagc gaagcctgga ggaaatcttg ccagcctgtg 
300 

accctctcag gatcggggac gcaggagcca gagaagaaga tcgtccagga gctgctggag 
360 

acagagcagg cctatgtggc gcgc 
384 



<210> 1962 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 1962 

Gly Ser Thr Pro Glu Thr Gly Arg Met Lys Gly Ala Ser Glu Glu Lys 
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1 








5 10 


15 


T Alt 

Lieu 


nla 


OCX 


Va 1 
val 


Cor- ten T,«»ii Val Thr* Val Php 
Sex Mail ucU voA x AiJb vc*x *uc 


Glu Asn Ser Arcr Thr 








20 


25 


30 


Pro 


Glu 


Ala 


Ala 


Pro Arg Gly Gin Arg Leu Glu 


Asp Val His His Arg 






35 




40 


45 


Pro 


Glu 


Cys 


Arg 


Pro Pro Glu Ser Pro Gly Pro 


Arg Glu Lys Thr Asn 




50 






55 


60 


Val 


Gly 


Glu 


Ala 


Val Gly Ser Glu Pro Arg Thr 


Val Ser Arg Arg Tyr 


65 








70 75 


60 


Leu 


Asn 


Ser 


Leu 


Lys Asn Lys Leu Ser Ser Glu 


Ala Trp Arg Lys Ser 










85 90 


95 


Cys 


Gin 


Pro 


Val 


Thr Leu Ser Gly Ser Gly Thr 


Gin Glu Pro Glu Lys 








100 


105 


110 


Lys 


He 


Val 


Gin 


Glu Leu Leu Glu Thr Glu Gin 


Ala Tyr Val Ala Arg 






115 




120 


125 



<210> 1963 
<211> 323 
<212> DNA 
<213> Homo 

<400> 1963 
nnncccttcc 
60 

ggcatgaaac 
120 

cacagctgcc 
180 

cgaccactca 
240 

tccctggcca 
300 

cttctttctt 
323 



sapiens 

taccctccca 
acccacctgg 
tggctcttcg 
ggcatgeate 
ttatttttct 
cttttttctc 



tactccccac 
cctctctccc 
gcgtcagtcc 
tcgcgggccc 
tcatctgggc 
ttt 



ccctcttcct 
tctgttttgc 
accaccttct 
ccttcagacc 
tgggcccgga 



ccccctgtgc 
cccttctgtc 
gcagctctcc 
teteggggtc 
ggggcgttcc 



tgagcttgea 
gtctctctcc 
ctcaccctgg 
atcttcccct 
cccccttcct 



<210> 1964 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 1964 

Xaa Pro Phe Leu Pro 

1 5 
Ala Glu Leu Ala Gly 

20 

Leu Pro Leu Leu Ser 
35 

Gin Ser Thr Thr Phe 
50 

His Ala Ser Arg Gly 
65 

Ser Leu Ala He He 

85 

Pro Pro Leu Pro Leu 



Ser His Thr Pro His 

10 

Met Lys His Pro Pro 

25 

Ser Leu Ser His Ser 
40 

Cys Ser Ser Pro Ser 
55 

Pro Pro Ser Asp Leu 
70 

Phe Leu His Leu Gly 

90 

Leu Ser Phe Phe Phe 



Pro Ser Ser Ser Pro Cys 

15 

Gly Leu Ser Pro Ser Val 

30 

Cys Leu Ala Leu Arg Arg 
45 

Pro Trp Arg Pro Leu Arg 
60 

Ser Gly Ser Ser Ser Pro 
75 80 
Trp Ala Arg Arg Gly Val 

95 

Ser 
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100 

<210> 1965 

<211> 1416 

<212> DNA 

<213> Homo sapiens 

<400> 1965 

cggctggggc aggagctgga 
60 

agcaccctgg agaagaagca 
120 

gtacttcggg cagtggagga 
180 

cgggccctgt cactgacacg 

240 

cggcagaacc gggccctgcg 
300 

ggcaagagcg tgcatgagct 
360 

ctgcgagcac aggtgacaga 
420 

cgtctggagg tgactgtgca 
480 

gatgaggctg gtgaagagag 
540 

gagcgggatg aggagcggaa 
600 

ggagagctgg aggagctgaa 
660 

gtgaagcagc ttcgcaagat 
720 

acacgcacct cccgggagga 
780 

ggcctggagg ctgaggtgct 
840 

cggcaggccc agcaggaccg 
900 

aaggcagcca ttctggagga 
960 

gagctggagg aggagcagac 
1020 

ctgcaggtag agtcactgac 
1080 

gagagcgggc ggcagcagct 
1140 

gaggatgctg gggcccgtgc 
1200 

gcccaggctg aggagcagct 
1260 

gtgcccaaaa gtaagaagcg 
1320 

gtggctgacc agctccggga 
1380 



105 



cgacgccacc atggacctgg 
gcgcaagttt gaccagcttc 
acgtgagcgg gccgaggcag 
ggcactggag gaggagcagg 
ggctgagctg gaggcactgc 
ggaacgagcc tgccgggtag 
actggaggat gagctgacag 
ggctctcaag actcagcatg 
gcggaggcag ctggccaagc 
gcagcgcact ctggccgtgg 
ggctcagatg gcctctgccg 
gcaggcccag atgaaggagc 
gatcttctcc cagaatcggg 
gcggctgcag gaggaactgg 
ggatgagatg gcagatgagg 
gaagcgtcag ctggaggggc 
anactcagag ctgctcaatg 
cacagagctg tcagctgagc 
ggaacggcag atccaggagc 
ccgccacaag atgaccattg 
agagcaagag accagagagc 
gtttaaagag gtggtgctcc 
ccagctggag aagggaaacc 



agcagcagcg gcagcttgtg 
tggcagagga gaaggcagct 
agggccggga gcgtgaggct 
aggcacgtga ggagctggag 
tgagcagcaa ggatgacgtc 
cagaacaggc agccaatgat 
cggccgagga tgccaagctg 
agcgtgacct gcagggccgt 
agctgagaga tgcagaggtg 
ctgcccgcaa gaagctggag 
gccagggcaa ggaggaggcg 
tatggcggga ggtggaggag 
aaagtgaaaa gcgcctcaag 
ccgcctcgga ccgtgctcgg 
tggccaatgg taaccttagc 
gcctggggca gttggaggaa 
accgctaccg caagctgctc 
gcagtttctc agccaaggca 
tacggggacg cctgggtgag 
ctgcccttga gtctaagttg 
gcatcctctc tggaaagctg 
aggtggagga ggagcggagg 
ttcgagtcaa gcagctgaag 
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cggcagctgg aggaggccga ggaggaggca tcccgg 
1416 

<210> 1966 
<211> 472 
<212> PRT 

<213> Homo sapiens 
<400> 1966 

Arg Leu Gly Gin Glu Leu Asp Asp Ala Thr Met Asp Leu Glu Gin Gin 

15 10 15 

Arg Gin Leu Val Ser Thr Leu Glu Lys Lys Gin Arg Lys Phe Asp Gin 

20 25 30 

Leu Leu Ala Glu Glu Lys Ala Ala Val Leu Arg Ala Val Glu Glu Arg 

35 40 45 

Glu Arg Ala Glu Ala Glu Gly Arg Glu Arg Glu Ala Arg Ala Leu Ser 

50 55 60 

Leu Thr Arg Ala Leu Glu Glu Glu Gin Glu Ala Arg Glu Glu Leu Glu 
65 70 75 80 

Arg Gin Asn Arg Ala Leu Arg Ala Glu Leu Glu Ala Leu Leu Ser Ser 

85 90 95 

Lys Asp Asp Val Gly Lys Ser Val His Glu Leu Glu Arg Ala Cys Arg 

100 105 HO 

Val Ala Glu Gin Ala Ala Asn Asp Leu Arg Ala Gin Val Thr Glu Leu 

115 120 125 

Glu Asp Glu Leu Thr Ala Ala Glu Asp Ala Lys Leu Arg Leu Glu Val 

130 135 140 

Thr Val Gin Ala Leu Lys Thr Gin His Glu Arg Asp Leu Gin Gly Arg 
145 150 155 160 

Asp Glu Ala Gly Glu Glu Arg Arg Arg Gin Leu Ala Lys Gin Leu Arg 

165 170 175 

Asp Ala Glu Val Glu Arg Asp Glu Glu Arg Lys Gin Arg Thr Leu Ala 

180 185 190 

Val Ala Ala Arg Lys Lys Leu Glu Gly Glu Leu Glu Glu Leu Lys Ala 

195 200 205 

Gin Met Ala Ser Ala Gly Gin Gly Lys Glu Glu Ala Val Lys Gin Leu 

210 215 220 

Arg Lys Met Gin Ala Gin Met Lys Glu Leu Trp Arg Glu Val Glu Glu 
225 230 235 240 

Thr Arg Thr Ser Arg Glu Glu He Phe Ser Gin Asn Arg Glu Ser Glu 

245 250 255 

Lys Arg Leu Lys Gly Leu Glu Ala Glu Val Leu Arg Leu Gin Glu Glu 

260 265 270 

Leu Ala Ala Ser Asp Arg Ala Arg Arg Gin Ala Gin Gin Asp Arg Asp 

275 280 285 

Glu Met Ala Asp Glu Val Ala Asn Gly Asn Leu Ser Lys Ala Ala He 

290 295 300 

Leu Glu Glu Lys Arg Gin Leu Glu Gly Arg Leu Gly Gin Leu Glu Glu 
305 310 315 320 

Glu Leu Glu Glu Glu Gin Thr Xaa Ser Glu Leu Leu Asn Asp Arg Tyr 

325 330 335 

Arg Lys Leu Leu Leu Gin Val Glu Ser Leu Thr Thr Glu Leu Ser Ala 

340 345 350 

Glu Arg Ser Phe Ser Ala Lys Ala Glu Ser Gly Arg Gin Gin Leu Glu 
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355 

Arg Gin lie Gin Glu 
370 

Ala Arg Ala Arg His 
385 

Ala Gin Ala Glu Glu 

405 

Ser Gly Lys Leu Val 
420 

Leu Gin Val Glu Glu 
435 

Leu Glu Lys Gly Asn 
450 

Glu Ala Glu GlU Glu 
465 



360 

Leu Arg Gly Arg Leu 
375 

Lys Met Thr He Ala 
390 

Gin Leu Glu Gin Glu 

410 

Pro Lys Ser Lys Lys 

425 

Glu Arg Arg Val Ala 
440 

Leu Arg Val Lys Gin 

455 
Ala Ser Arg 
470 



365 

Gly Glu Glu Asp Ala Gly 
380 

Ala Leu Glu Ser Lys Leu 
395 400 
Thr Arg Glu Arg He Leu 

415 

Arg Phe Lys Glu Val Val 

430 

Asp Gin Leu Arg Asp Gin 
445 

Leu Lys Arg Gin Leu Glu 
460 



<210> 1967 

<211> 401 

<212> DNA 

<213> Homo sapiens 



<400> 1967 

aaatttgaat cctggaaagc 
60 

ccgacgcgcc taatttggat 
120 

tgcatcacat ctcgcggcca 
180 

ttgcaccaga tcctctgtgg 
240 

tagtggactg taccggatct 
300 

gttatcatcg ataccaccgg 
360 

caaacggccg gggttttcat 
401 

<210> 1968 
<211> 94 
<212> PRT 

<213> Homo sapiens 



tgatctcgat aagtcgtttg 
cgtgcagtaa gagcttctcc 
gtcagctccc ctgggcttgc 
ggcgtcgggt gtggctgggc 
catttggctg accggaccgc 
cattctcttg ggtggcatga 
gcgctcgaga agctgatgct 



tcgagctgtt tgcggcgttg 
attcctcggc gccaaaggga 
actcgtcgga gatgctggcc 
attccagtcg gcagcttggt 
cttagatagg gcgcttcgca 
acgcctcatc tctagatatg 

S 



<400> 1968 

Met His His He Ser Arg Pro Val Ser Ser Pro Gly Leu Ala Leu Val 

15 10 15 

Gly. Asp Ala Gly Leu Ala Pro Asp Pro Leu Trp Gly Val Gly Cys Gly 

20 25 30 

Trp Ala Phe Gin Ser Ala Ala Trp Leu Val Asp Cys Thr Gly Ser His 

35 40 45 

Leu Ala Asp Arg Thr Ala Leu Asp Arg Ala Leu Arg Ser Tyr His Arg 

50 55 60 

Tyr His Arg His Ser Leu Gly Trp His Glu Arg Leu He Ser Arg Tyr 
65 70 75 80 

Ala Asn Gly Arg Gly Phe His Ala Leu Glu Lys Leu Met Leu 



1487 



WO 00/58473 



PCT/USOO/08621 



85 90 

<210> 1969 

<211>. 464 

<212> DNA 

<213> Homo sapiens 

<400> 1969 

nncatcgacg cgcactggac tcatctgggt gacggcccac agatggacac tctgcgcgag 
60 

gaggtcgccg ttcaccgcgt cacggatgct gtcaccctgc tcggtcacgt cgccaacacc 
120 

caggtcatgg cgacccagcg tgatctcaaa ccgtcagtat tcgtcaacct ctcctcctcg 
180 

gaaggacttc ctgtatcaat gatggaggtt gcttccctcg gtatccccat tatcgcgact 
240 

ggcgtcggcg gagtaggaga aatcgtctcg tctgacaacg ggcatctatt gcctgccgag 
300 

ttcaccgaca cccaggcatc tgacgcgtta gtgcagctgg cacgtctgtc tgaggacgag 
360 

taccagcagg tgtgtcaggc ctcccgccag gtgtgggaag aaaagttccg cgcctctgtc 
420 

gtctaccccg aattctgtcg cgagtgctgg ggcgacgctg atca 
464 

<210> 1970 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 1970 



Xaa 


lie 


Asp Ala 


His 


Trp Thr 


His 


Leu 


Gly 


Asp 


Gly 


Pro 


Gin 


Met 


Asp 


1 






5 








10 










15 




Thr 


Leu 


Arg Glu 


Glu 


Val Ala 


Val 


His 


Arg 


Val 


Thr 


Asp 


Ala 


Val 


Thr 






20 








25 










30 






Leu 


Leu 


Gly His 


Val 


Ala Asn 


Thr 


Gin 


Val 


Met 


Ala 


Thr 


Gin 


Arg 


Asp 






35 






40 










45 








Leu 


Lys 


Pro Ser 


Val 


Phe Val 


Asn 


Leu 


Ser 


Ser 


Ser 


Glu 


Gly 


Leu 


Pro 




50 






55 










60 










Val 


Ser 


Met Met 


Glu 


Val Ala 


Ser 


Leu 


Gly 


He 


Pro 


He 


lie 


Ala 


Thr 


65 








70 








75 










80 


Gly 


Val 


Gly Gly Val 


Gly Glu 


He 


Val 


Ser 


Ser 


Asp 


Asn 


Gly 


His 


Leu 








85 








90 










95 




Leu 


Pro 


Ala Glu 


Phe 


Thr Asp 


Thr 


Gin 


Ala 


Ser 


Asp 


Ala 


Leu 


Val 


Gin 






100 








105 










110 






Leu 


Ala 


Arg Leu 


Ser 


Glu Asp Glu 


Tyr 


Gin 


Gin 


Val 


Cys 


Gin 


Ala 


Ser 






115 






120 










125 








Arg 


Gin 


Val Trp 


Glu 


Glu Lys 


Phe Arg 


Ala 


Ser 


Val 


Val 


Tyr 


Pro 


Glu 




130 






135 










140 










Phe 


Cys 


Arg Glu Cys 


Trp Gly Asp Ala 


Asp 















145 150 

<210> 1971 
<211> 520 
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<212> DNA 

<213> Homo sapiens 
<400> 1971 

accggttgta ggtgtacaaa cactgctgac atcagccagc tcctgagtgt caggagagac 
60 

acagaagtac tcaggttgtt tgtgtgttga ccgagagaac agctcagatt gaggaacgag 
120 

acagacgacg acaaaaacaa ttagagcatc agttgataca atacaaatgg aatataatgc 
180 

atctaacatt tcaaattcaa gacatgattc tgatgaaatc agtggtaaaa tgaatacata 
240 

tatgaattct acgacttcta agaaggatac tggtgtgcaa acagatgact taaatatagg 
300 

aatattcacc aatgcagaat cacattgtgg atcattaatg gagagggaca tcacaaattg 
360 

ttcatctcct gagatttcgg cagaacttat tggacagttt agcaccaaga aaaacaagca 
420 

agaactaact caggataaag gagccagctt agaaaaagaa aacaatcggt gtaatgacca 
480 

gtgtaatcag ttcacaagaa ttgagaaaca aacaaaacag 
520 

<210> 1972 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 1972 

Met Glu Tyr Asn Ala Ser Asn He Ser Asn Ser Arg His Asp Ser Asp 

15 10 15 

Glu He Ser Gly Lys Met Asn Thr Tyr Met Asn Ser Thr Thr Ser Lys 

20 25 30 

Lys Asp Thr Gly Val Gin Thr Asp Asp Leu Asn He Gly He Phe Thr 

35 40 45 

Asn Ala Glu Ser His Cys Gly Ser Leu Met Glu Arg Asp He Thr Asn 

50 55 60 

Cys Ser Ser Pro Glu He Ser Ala Glu Leu He Gly Gin Phe Ser Thr 
65 70 75 80 

Lys Lys Asn Lys Gin Glu Leu Thr Gin Asp Lys Gly Ala Ser Leu Glu 

85 90 95 

Lys Glu Asn Asn Arg Cys Asn Asp Gin Cys Asn Gin Phe Thr Arg He 

100 105 f 110 

Glu Lys Gin Thr Lys Gin 
115 

<210> 1973 

<211> 331 

<212> DNA 

<213> Homo sapiens 

<400> 1973 

acgcgtacct atgcccagcg catggcggat cagttgaccg cggcactagg cagctactta 
60 
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tccgcaggtc aaaagaaatc ggacggcctc ggatccttct tcgtggccac tacccttgaa 
120 

gagctacaag cgatgaacag cgatactcgc ttcaccacga gcgtgggaat cgacctatcc 
180 

cccgctcgat ctttctccgc ttgggcgctg cgcggaacga ctttttctgc gccgtcgatg 
240 

acaaaggctt cccgctcgag ctcggccgca ccaagcgcac cgcgtcgctg tggcaaaagc 
300 

tggcgctcgc cgccagtgaa atcgtgtgca c 
331 

<210> 1974 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1974 




















Met Ala Asp 


Gin 


Leu 


Thr 


Ala Ala 


Leu 


Gly Ser Tyr 


Leu Ser 


Ala 


Gly 


1 




5 








10 




15 




Gin Lys Lys 


Ser 


Asp 


Gly 


Leu Gly 


Ser 


Phe Phe Val 


Ala Thr 


Thr 


Leu 




20 








25 




30 






Glu Glu Leu 


Gin 


Ala 


Met 


Asn Ser 


Asp 


Thr Arg Phe 


Thr Thr 


Ser 


Val 


35 








40 






45 






Gly lie Asp 


Leu 


Ser 


Pro Ala Arg 


Ser 


Phe Ser Ala 


Trp Ala 


Leu 


Arg 


50 








55 




60 








Gly Thr Thr 


Phe 


Ser 


Ala 


Pro Ser 


Met 


Thr Lys Ala 


Ser Arg 


Ser 


Ser 


65 






70 






75 






80 


Ser Ala Ala 


Pro 


Ser 


Ala 


Pro Arg 


Arg 


Cys Gly Lys 


Ser Trp 


Arg 


Ser 






85 








90 




95 




Pro Pro Val 


Lys 


Ser 


Cys 


Ala 













100 



<210> 1975 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 1975 

acgcgtcggg ccaatcgctc gtggagctgc aaaccgcgct gcaagcccgc gacgagcaac 
60 

gtctgacggc ttggaccgat gcgctgggtg caatgggcgc caagctgagc caggcgtggg 
120 

agaaggcggg tgccgacacg gcgagccgtc agcaggagat ttgcgatgcg ctggcgcaga 
180 

ctgcgcgcga catctcttcg caaacacagg cccacgccaa caacacgatc gccgagattt 
240 

ctcgactggt gcaggccgcc tcggaggcgc caaaggctgc tgccgaagtg gttgccgagc 
300 

tgcgccagaa gctgtccgac agcatggtcc gcgacacggg cgatgctgga agaacgcacg 
360 

cgcatgctgg 
370 

<210> 1976 
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<211> 121 
<212> PRT 
<213> Homo sapiens 



<400> 1976 

Met Arg Val Arg Ser Ser Ser lie Ala Arg Val Ala Asp His Ala Val 

15 10 15 

Gly Gin Leu Leu Ala Gin Leu Gly Asn His Phe Gly Ser Ser Leu Trp 

20 25 30 

Arg Leu Arg Gly Gly Leu His Gin Ser Arg Asn Leu Gly Asp Arg Val 

35 40 45 

Val Gly Val Gly Leu Cys Leu Arg Arg Asp Val Ala Arg Ser Leu Arg 

50 55 60 

Gin Arg lie Ala Asn Leu Leu Leu Thr Ala Arg Arg Val Gly Thr Arg 
65 70 75 80 

Leu Leu Pro Arg Leu Ala Gin Leu Gly Ala His Cys Thr Gin Arg lie 

85 90 95 

Gly Pro Ser Arg Gin Thr Leu Leu Val Ala Gly Leu Gin Arg Gly Leu 

100 105 110 

Gin Leu His Glu Arg Leu Ala Arg Arg 
115 120 

<210> 1977 

<211> 551 

<212> DNA 

<213> Homo sapiens 



<400> 1977 

ccgcgggcag gtggcatgtg ggctgagccc 
60 

aggtctctag gaagaagttg gctgagcagg 
120 

agagaggaga caggcagcca ggctgttaca 
180 

agccaagcgg gagggcaggc aatggccagg 
240 

aggaatgaaa ctggttggac tgactgcagg 
300 

actggatgaa aaaggtgcca caactgagac 
360 

ccaaggatgc atatcaaaga ctgctggaac 
420 

gttaaaatgg cctgatccaa agctggaggg 
480 

acggacaggc attcaggcaa gctttcaaac 
540 

cagactcatg a 
551 



cgaagaaagt caaaagataa ggaagaggac 
agttgggcag gttaagagct gggtgagggg 
cagggaggag cacaggaggt gcacgggagg 
ttggaagatc tgcacctccc tggttactgg 
gagaggctcc agttgaaaca tgagagaagt 
cagaaggcag attcctgaac tggtggggtg 
atgtgggtat caagattgaa gacagtgaag 
ggggtggagt gactggtgac tgctcttccc 
tgagctctaa attctgctct gggttctaag 



<210> 1978 

<211> 101 

<212> PRT 

<213> Homo sapiens 
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<400> 1978 

Met His Pro Trp His Pro Thr Ser Ser Gly lie Cys Leu Leu Val Ser 

15 10 15 

Val Val Ala Pro Phe Ser Ser Ser Thr Ser Leu Met Phe Gin Leu Glu 

20 25 30 

Pro Leu Pro Ala Val Ser Pro Thr Ser Phe He Pro Pro Val Thr Arg 

35 40 45 

Glu Val Gin He Phe Gin Pro Gly His Cys Leu Pro Ser Arg Leu Ala 

50 55 60 

Pro Pro Val His Leu Leu Cys Ser Ser Leu Cys Asn Ser Leu Ala Ala 
65 70 75 80 

Cys Leu Leu Ser Pro Leu Thr Gin Leu Leu Thr Cys Pro Thr Pro Ala 

85 90 95 

Gin Pro Thr Ser Ser 

100 

<210> 1979 
<211> 5530 
<212> DNA 

<213> Homo sapiens 
<400> 1979 

ncttgactca atcctgcaag caagtgtgtg tgtgtcccca tcccccgccc cgttaacttc 
60 

atagcaaata acaaataccc ataaagtccc agtcgcgcag cccctccccg cgggcagcgc 
120 

actatgctgc tcgggtgggc gtccctgctg ctgtgcgcgt tccgcctgcc cctggccgcg 
180 

gtcggccccg ccgcgacacc tgcccaggat aaagccgggc agcctccgac tgctgcagca 
240 

gccgcccagc cccgccggcg gcagggggag gaggtgcagg agcgagccga gcctcccggc 
300 

cacccgcacc ccctggcgca gcggcgcagg agcaaggggc tggtgcagaa catcgaccaa 
360 

ctctactccg gcggcggcaa ggtgggctac ctcgtctacg cgggcggccg gaggttcctc 
420 

ttggacctgg agcgagatgg ttcggtgggc attgctggct tcgtgcccgc aggaggcggg 
480 

acgagtgcgc cctggcgcca ccggagccac tgcttctatc ggggcacagt ggacgctagt 
540 

ccccgctctc tggctgtctt tgacctctgt gggggtctcg acggcttctt cgcggtcaag 
600 

cacgcgcgct acaccctaaa gccactgctg cgcggaccct gggcggagga agaaaagggg 
660 

cgcgtgtacg gggatgggtc cgcacggatc ctgcacgtct acacccgcag ggcttcagct 
720 

tcgaggccct gccgccgcgc gccagctgcg aaacccccgc gtccacaccg gaggcccacg 
780 

agcatgctcc ggcgcacagc aacccgagcg gacgcgcagc acgcctcgca gctcttggac 
840 

cagtccgctc tctcgcccgc tgggggctca ggaccgcaga cgtggtggcg gcggcggcgc 
900 

cgctccatct cccgggcccg ccaggtggag ctgcttctgg tggctgacgc gtccatggcg 
960 
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cggttgtatg 
1020 

ctgtacagcc 
1080 

ctaggcgaca 
1140 

ttttgcaagt 
1200 

gcagctatcc 
1260 

atggcagacg 
1320 

ggcctccacg 
1380 

gacgattcca 
1440 

tccatcctta 
1500 

acagaattcc 
1560 

ctgggccccg 
1620 

ttcgggcctg 
1680 

gtggtacgcc 
1740 

ccttgtggaa 
1800 

tattattcaa 
1860 

cgctcatgtg 
1920 

aacaacggac 
1980 

tgcccaccca 
2040 

tctgatgcaa 
2100 

ccagcggatg 
2160 

tctccaaagg 
2220 

gggaagtgtg 
2280 

tgcggagtat 
2340 

aaaagtaagg 
2400 

cgacagttca 
2460 

aacggtgagt 
2520 

accaatggaa 
2580 



gccggggcct 
atgctagcat 
aggacaagag 
ggcagcacca 
tgtttactcg 
ttgggaccat 
cagccttcac 
aattctgtga 
ccagcattga 
tggatgatgg 
aagaactccc 
agtactccgt 
agggccagat 
aggggagaat 
cgtcaagcca 
gaggaggagt 
gctactgcac 
atggtaaatc 
aaggagtcaa 
tgtgcaagct 
tgaccgatgg 
tgagaactgg 
gtggaggaga 
gttacactga 
aagccaaaga 
accctatcaa 
cagtcatgaa 



gcagcattac 
cgagaaccac 
cctggaagtg 
acacaaccag 
ggaggattta 
atgttctcca 
tgtggctcac 
agagaccttt 
tgcatctaag 

♦ 

ccatggtaac 
aggacagacc 
gtgtcccggc 
ggtctgtctg 
ctgcctgcag 
tggcaactgg 
gcagtttgcc 
agggaagagg 
atttcgtcat 
aacttttgtg 
gacctgcaga 
cactgaatgt 
ctgtgacggc 
caactccagc 
cgtggtgagg 
ccagactaga 
tggaaagtac 
ctatagcggt 



ctgctgaccc 
atccgcctgg 
agcaagaacg 
ctgggagatg 
tgtgggcatc 
gagcgcagct 
gaaatcggac 
ggttccacag 
ccctggtcca 
tgtttgctgg 
tacgatgcca 
atggatgtct 
accaagaagc 
ggcaaatgtg 
ggatcttggg 
tatcgtcact 
gccatctacc 
gaacagtgtg 
gaatgggttc 
gccaagggca 
aggccgtaca 
atcattggct 
tgtacaaaga 
attcctgaag 
ttcactgcct 
atgatctcca 
tggagccaca 



tggcctccat 
ccgtggtgaa 
ctgccaccac 
accatgagga 
attcatgtga 
gtgctgtgat 
atttacttgg 
aagataagcg 
aatgcacttc 
acctaccacg 
cccagcagtg 
gtgctcgcct 
tgcctgcggt 
tggacaaaac 
gatcctgggg 
gtaataaccc 
actcctgcag 
aggccaaaaa 
ccaaatatgc 
ctggctacta 
gtaattccgt 
caaagctgca 
ttgttggaac 
gggcaaccca 
atttagccct 
cttcagagac 
gggatgactt 



cgccaatagg 
ggtggtggtg 
actcaagaac 
gcactacgat 
caccctggga 
tgaagacgat 
cctctcccat 
cttaatgtct 
agccaccatc 
aaagcagatc 
caacctgaca 
gtggtgtgct 
ggaagggacg 
caagaaaaaa 
ccagtgttct 
tgctcccaga 
tctcatgccc 
tggctatcag 
aggtgtcctg 
tgtggtattt 
ctgcgtccgg 
gtatgacaag 
ctttaataag 
cataaaagtt 
gaaaaagaaa 
tatcattgac 
cctgcatggc 
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atgggctact 
2640 

aaaccactag 
2700 

tctgtcacta 
2760 

acgggcccat 
2820 

cagtgccagg 
2860 

gcgtttaagc 
2940 

ataactggag 
3000 

gaaagtcatg 
3060 

tgtgaccaaa 
3120 

aacttgggag 
3180 

ggggacattt 
3240 

tttaatggta 
3300 

aaatacattc 
3360 

atatttctat 
3420 

gtttccagaa 
3480 

agatgtagta 
3540 

gcaagtatct 
3600 

atacatacac 
3660 

gccaaattaa 
3720 

actcaagagt 
3780 

ttcactgtgt 
3840 

atatctcaca 
3900 

acattcaaca 
3960 

tttgttttgt 
4020 

ttagaaacat 
4080 

tgtggttaat 
4140 

atttcttaat 
4200 



ctgccacgaa 
atgtccgtta 
gtcatggcag 
ggctcgcctg 
atggaaaccg 
aatgcttgtt 
gattcagcac 
cttcagtgac 
agaggatgtg 
ttattgaaca 
gaagatggca 
tcataatcat 
tcccttggta 
aaaaaaagtg 
agagctgtgg 
tattttctga 
tctgagaaat 
gggttcattt 
tgcataattt 
ctaaaaacta 
tttcaattta 
atgtatgata 
ctggtatacc 
tcaagggttc 
taaagatcac 
gccaaaaagt 
ttaaaaaatc 



ggaaattcta 
tagctttttt 
caataaagtg 
ctctaggacc 
gaagttagca 
gaagaaatgt 
cgatgcagtc 
attgtcaaca 
cactgcttca 
tcccctgggc 
gaactgtccc 
tttcacccat 
cgtcacttta 
tttgaccaaa 
atattttact 
ctacaggaga 
tttgaaaagt 
acttaaacct 
cagatgtaga 
gtttccttgt 
tattttcaca 
tacgtacaaa 
tcctaccagc 
agtaagacct 
ttggtagtta 
ggttaatatt 
taagtatatt 



atagtgcaga 
gttcccaaga 
ggatcacaca 
tgtgacacag 
aaaggatgtc 
tagcctgtgg 
gtggtgaaca 
ggagtccaat 
cgtgacagtg 
ttacaagaaa 
ccccttgtca 
aatacacagt 
tatcccctgg 
gtaggtctgc 
ggaaattaag 
taaaatttca 
aaatagatct 
ttgactgcct 
agtagggttt 
gttggaaatt 
actactttct 
acacacagca 
aagcctttaa 
acaatgtttt 
gccacattga 
aataagactg 
cctattgtac 



ttcttgcaac 
agtccactcc 
cttcgcagcc 
gttggcacac 
ctctctccca 
ttatgatctt 
ggaggtctac 
tatgggcaga 
gtgaccttgc 
cactgatgaa 
cctacctctg 
agcttcttct 
ttctattaaa 
agctatttca 
aacttgctgc 
gtcaaaaaac 
cagtgtatct 
gtattttttt 
gcgtgtgtgt 
taaaaggaaa 
ctctccagag 
agttttctat 
aatgcatttg 
gtatttcttg 
gaagtggtta 
tttccacacc 
taaatatttt 



agaccccact 
aaaagtaaac 
gcagtgggtc 
cagaacggtg 
aaggccttct 
atgcacaaag 
ctaacgcaca 
atctgctctc 
aatatagaaa 
tgtaaaatca 
atagaatgtc 
tactgtttgt 
atatccatat 
acttccttcc 
tgttttaata 
cattttgaca 
agtcacttaa 
caggtagcta 
gtgtgatcat 
aaaatcgtat 
ctttcatctg 
catgtccaac 
tgtttgctta 
acttatttta 
tcattgttaa 
ataggcaata 
tcccaactgg 
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aaagcacttg attgtacccg taagtgtttg agtgatgaca tgtgatgatt ttcagaaagt 
4260 

tgttgttttt gtttccatag cctgtttaag taggttgtaa gtttgaatag ttagacatgg 
4320 

aaattatttt ataagcacac acctaaagat atctttttag atgataaaat gtacaccccc 
4380 

ccatcaccaa cctcacaact tagaaaatct aagttgtttg atttcattgg gatttctttt 

4440 

gttgtgaaac actgcaaagc caatttttct ttataaaaat tcatagtaat cctgccaaat 
4500 

gtgcctattg ttaaagattt gcatgtgaag atcttaggga accactgttt gagttctaca 
4560 

agctcatgag agtttatttt tattataaga tgtttttaat gtaaaagaat tatgtaactg 
4620 

atcactatat tacatcattt cagtgggcca ggaaaataga tgtcttgctg ttttcagtat 
4680 

tttcttaaga aattgctttt aaaacaaata attgttttac aaaaccaata attatccttt 
4740 

gaattttcat agactgactt tgctttcgac gtagaaattt ttttttctta ataaattatc 
4800 

actttgagaa atgaggcctg tacaaggctg ataacctata tgtgatggag atcacccaat 
4860 

gccaagggca gaaagcaaac ctagttaaat aggtgagaaa aaaaataata atcccagtgc 
4920 

catttgtctg tgcaaagaga attaggagag aggttaatgt tacttttttc cattttggaa 
4960 

ataattttaa tcaagtaact caaatgtgac aaaatttatt tttatttttt gtggttatat 
5040 

tcccaacaac attaaaaaat actcgaggca taaatgtagt tgtctcctac tctgcttctc 
5100 

ttactatact catacatttt taatatggtt tatcaatgat tcatgtttcc ctcaaatagt 
5160 

gatggtttac acctgtcatg gaaacaatcc tagagagctc agagcaatta aaccactatt 
5220 

ccatgctttt aagtagtttt ctccaccttt ttcttatgag tctcactaga ttgactgagg 
5280 

aatgtatgtc taaattcctg gagaagatga tatggattgg aaactgaaat tcagagaaat 
5340 

ggagtgttca atagatacca cgaattgtga acaaagggaa aattctatac aactcaatct 
5400 

aagtcagtcc actttgactt cgtactgtct ttcacctttc cattgttgca tcttgaattt 
5460 

tttaaaatgt ctagaattca ggatgctagg ggctacttct ccaaaaaaaa aaaaaaaaaa 
5520 

aaaaaaaaaa 
5530 

<210> 1980 

<211> 929 

<212> PRT 

<213> Homo sapiens 

<400> 1980 

Met Leu Leu Gly Trp Ala Ser Leu Leu Leu Cys Ala Phe Arg Leu Pro 
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1 

Leu Ala Ala Val 

20 

Gin Pro Pro Thr 
35 

Glu Glu Val Gin 
50 

Ala Gin Arg Arg 
65 

Tyr Ser Gly Gly 

Arg Phe Leu Leu 

100 

Phe Val Pro Ala 
115 

His Cys Phe Tyr 
130 

Val Phe Asp Leu 
145 

Ala Arg Tyr Thr 

Glu Lys Gly Arg 

180 

Tyr Thr Arg Arg 
195 

Ala Lys Pro Pro 
210 

Thr Ala Thr Arg 
225 

Ser Ala Leu Ser 

Arg Arg Arg Arg 

260 

Val Ala Asp Ala 
275 

Tyr Leu Leu Thr 
290 

Ser lie Glu Asn 
305 

Gly Asp Lys Asp 

Leu Lys Asn Phe 

340 

Asp His Glu Glu 
355 

Leu Cys Gly His 
370 

Thr lie Cys Ser 
385 

Leu His Ala Ala 

Leu Ser His Asp 

420 

Glu Asp Lys Arg 



5 




Gly 


Pro Ala Ala 


Ala 


Ala Ala Ala 




A ft 

40 


Glu 


Arg Ala Glu 




55 


Arg 


mm, m »« ^ 

Ser Lys Gly 




70 


Gly 


Lys Val Gly 


85 




Asp 


Leu Glu Arg 


Gly 


Gly Gly Thr 




120 


Arg 


Gly Thr Val 




135 


Cys 


Gly Gly Leu 




150 


Leu 


Lys Pro Leu 


165 




Val 


Tyr Gly Asp 


Ala 


Ser Ala Ser 




200 


Arg 


Pro His Arg 




215 


Ala 


Asp Ala Gin 




230 


Pro 


Ala Gly Gly 


245 




Ser 


lie Ser Arg 


Ser 


Met Ala Arg 




280 


Leu 


Ala Ser lie 




mm **» r~ 

295 


His 


lie Arg Leu 




310 


Lys 


Ser Leu Glu 


325 




Cys 


Lys Trp Gin 


His 


Tyr Asp Ala 




360 


His 


Ser Cys Asp 




375 


Pro 


Glu Arg Ser 




390 


Phe 


Thr Val Ala 


405 




Asp 


Ser Lys Phe 


Leu 


Met Ser Ser 



10 

Thr Pro Ala Gin 
25 

Ala Gin Pro Arg 

Pro Pro Gly His 

60 

Leu Val Gin Asn 
75 

Tyr Leu Val Tyr 
90 

Asp Gly Ser Val 
105 

Ser Ala Pro Trp 

Asp Ala Ser Pro 

140 

Asp Gly Phe Phe 
155 

Leu Arg Gly Pro 
170 

Gly Ser Ala Arg 
185 

Arg Pro Cys Arg 

Arg Pro Thr Ser 

220 

His Ala Ser Gin 
235 

Ser Gly Pro Gin 
250 

Ala Arg Gin Val 
265 

Leu Tyr Gly Arg 

Ala Asn Arg Leu 

300 

Ala Val Val Lys 
315 

Val Ser Lys Asn 
330 

His Gin His Asn 
345 

Ala lie Leu Phe 

Thr Leu Gly Met 

380 

Cys Ala Val He 
395 

His Glu He Gly 
410 

Cys Glu Glu Thr 
425 

He Leu Thr Ser 



15 




Aop L/5 Hla 




30 




Arg Arg Gin 


Gly 


A C 




Pro His Pro 


T Alt 

Lieu 


He Asp Gin 


T Alt 

Lieu 




80 


Ala Gly Gly 


Arg 


a c 




Gly lie Ala 


Gly 


110 




Arg His Arg 


Ser 


125 




Arg Ser Leu 


Ala 


Ala Val Lys 


His 




160 


Trp Ala Glu 


Glu 


175 




^ mr mm. + a. IT« mm 

He Leu His 


1 1 — i 
Val 


190 




Arg Ala Pro 


Ala 


r\ f\ m— 

205 




m m A. mj m. _ ^_ _. 

Met Leu Arg 


Arg 


Leu Leu Asp 


Gin 




*> A f\ 

240 


Thr Trp Trp 


Arg 


ICC 




Glu Leu Leu 


T 

Leu 


270 




Gly Leu Gin 


His 


O Q C 




Tyr ser his 


Aia 


Val val val 


Leu 




ion 


Ala Ala Tnr 


Thr 


J J3 




Gin Leu Gly 


Asp 


350 




Thr Arg Glu 


Asp 


3 65 




Ala Asp Val 


Gly 


Glu Asp Asp 


Gly 




400 


His Leu Leu 


Gly 


415 




Phe Gly Ser 


Thr 


430 




He Asp Ala 


Ser 
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433 








440 










445 








Lys 


Pro 


Trp 


Ser Lys 


Cys 


Thr Ser 


Ai a 


i nr 


lie 


i nr 






T.oi I 






450 










455 


















Asp 


Gly 


His 


Gly Asn 


Cys 


Leu Leu 


ASp 


Leu 


pro 


Arg 


T I # o 
Lp/S 


uin 


lie 


T .All 


465 










470 


















4S0 


Gly 


Pro 


Glu 


Glu 


Leu 


Pro Gly Gin 


Tnr 


Tyr 


TV A 

ASp 


Aid 


1 nr 




VjJ.Il 


^.ys 








485 








A OA 

4 














Asn 


Leu 


Thr 


Phe Gly 


Pro Glu Tyr 


Ser 


val 


Cys 


pro 


Gly 


wet 


ASp 


vai 








500 








505 
















Cys 


Ala 


Arg 


Leu Trp 


Cys 


Ala Val 


Val 


Arg 


uin 


vjiy 


bin 


riec 


vai 


v~ys 






515 








520 


















Leu 


Thr 


Lys 


Lys 


Leu 


Pro 


Ala Val 


Glu 


Gly 


Thr 


Pro 


Cys 


Gly 


Lys 


Gly 




530 










535 








C A A 

540 










Arg 


He 


Cys 


Leu 


Gin 


Gly Lys Cys 


Val 


Asp 


Lys 


Thr 


Lys 


Lys 


Lys 


Tyr 


545 










550 








c c c 

555 










bo U 


-Tyr 


Ser 


Thr 


Ser 


Ser 


His Gly Asn 


Trp 


Gly 


Ser 


Trp 


Gly 


Ser 


Trp 


Gly 










565 








570 










C 1 c 

575 




Gin 


Cys 


Ser 


Arg 


Ser 


Cys Gly Gly 


Gly 


mm ^ 

Val 


Gin 


r\ l_ - 

Phe 


Ala 


Tyr 


Arg 


HIS 








580 








r* r* 

585 










C Q ft 

590 






Cys 


Asn 


Asn 


Pro 


Ala 


Pro Arg Asn 


Asn 


Gly 


Arg 


Tyr 


Cys 


Thr 


Gly 


Lys 






595 








600 










r t\ t~- 

605 








Arg 


Ala 


He 


Tyr 


His 


Ser 


Cys Ser 


Leu 


Met 


Pro 


Cys 


Pro 


Pro 


Asn 


Gly 




610 










615 








620 










Lys 


Ser 


Phe 


Arg 


His 


Glu Gin Cys 


Glu 


Ala 


Lys 


Asn 


Gly 


Tyr 


Gin 


Ser 


625 










630 








635 










C A A 

640 


Asp 


Ala 


Lys 


Gly Val 


Lys 


Thr Phe 


Val 


Glu 


Trp 


Val 


Pro 


Lys 


Tyr 


Ala 










645 








650 










655 




Gly 


Val 


Leu 


Pro 


Ala 


Asp 


Val Cys 


Lys 


Leu 


Thr 


Cys 


Arg 


Ala 


Lys 


Gly 








660 








r w 

665 










C T ft 

670 






Thr 


Gly 


Tyr 


Tyr 


Val 


Val 


Phe Ser 


Pro 


Lys 


Val 


Thr 


Asp 


Gly 


Thr 


Glu 






675 








680 










/T O C 

685 








Cys 


Arg 


Pro 


Tyr 


Ser 


Asn 


Ser Val 


Cys 


val 


Arg 


Gly 


Lys 


Cys 


Val 


IV 

Arg 




6 90 










695 








•7 ft ft 
700 










Thr 


Gly 


Cys 


Asp Gly 


He 


He Gly 


Ser 


Lys 


Leu 


Gin 


Tyr 


Asp 


Lys 


Cys 


705 










710 








/ 15 










"7*5 n 


Gly 


Val 


Cys 


Gly Gly 


Asp 


Asn Ser 


Ser 


Cys 


Thr 


Lys 


lie 


vai 


taiy 


i nr 










725 








Tift 










TIC 

/J J 




Phe 


Asn 


Lys 


Lys 


Ser 


Lys 


Gly Tyr 


Tnr 


Asp 


va J. 


vai 


Arg 


lie 


pro 


vjIU 








740 








1 A C 

74 5 










/ jU 






Gly 


Ala 


Thr 


His 


He 


Lys 


Val Arg 


Gin 


Phe 


Lys 


Ala 


Lys 


Asp 


oin 


rnr 






t c e 

755 








760 










/OD 








Arg 


Phe 


Thr 


Ala 


Tyr 


Leu 


Ala Leu 


Lys 


Lys 


Lys 


Asn 


Gly 


Glu 


Tyr 


Leu 




770 










775 








780 










He 


Asn 


Gly 


Lys 


Tyr 


Met 


He Ser 


Thr 


Ser 


Glu 


Thr 


He 


He 


Asp 


He 


785 










790 








795 










800 


Asn 


Gly 


Thr 


Val 


Met 


Asn 


Tyr Ser 


Gly 


Trp 


Ser 


His 


Arg 


Asp 


Asp 


Phe 










805 








810 










815 




Leu 


His 


Gly 


Met Gly 


Tyr 


Ser Ala 


Thr 


Lys 


Glu 


He 


Leu 


He 


Val 


Gin 








820 








825 










830 






He 


Leu 


Ala 


Thr Asp 


Pro 


Thr Lys 


Pro 


Leu 


Asp 


Val 


Arg 


Tyr 


Ser 


Phe 






835 








840 










845 








Phe 


Val 


Pro 


Lys 


Lys 


Ser 


Thr Pro 


Lys 


Val 


Asn 


Ser 


Val 


Thr 


Ser 


His 




850 










8S5 








860 










Gly 


Ser 


Asn 


Lys 


Val 


Gly 


Ser His 


Thr 


Ser 


Gin 


Pro 


Gin 


Trp 


Val 


Thr 
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865 

Gly Pro Trp Leu Ala 

885 

Arg Thr Val Gin Cys 

900 

Pro Leu Ser Gin Arg 
915 

Cys 



870 875 
Cys Ser Arg Thr Cys Asp 

890 

Gin Asp Gly Asn Arg Lys 

905 

Pro Ser Ala Phe Lys Gin 
920 



880 

Thr Gly Trp His Thr 

895 

Leu Ala Lys Gly Cys 
910 

Cys Leu Leu Lys Lys 
925 



<210> 1981 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 1981 

tcatgaatgg tgtacaggcc ttttctggtg ccttcggcga tgggcgatcc gggatccgtt 
60 

ggcgccgcta ctttgaacga gtctatgtgc gcaagcaggc ttggcgttaa cccgcgtggg 
120 

gtcgataatc gcacgtcaat ggccgtgttt tcgccgccaa aagctgccgg aggcgggcgc 
180 

tgcccggggc cttgccgaat aatggcttgg ccggggcaac gggcctcatc gtcgggacgg 
240 

gggcgtggcc cggcgctgtc ggaatgggcg tcttgcttga atggttcaaa agtgcgcgcg 
300 

ggctcgccgg gctcggaggc ggacgcn 
327 

<210> 1982 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 1982 










Met Val 


Tyr 


Arg 


Pro 


Phe Leu Val Pro Ser 


Ala Met Gly Asp Pro Gly 


1 






5 


10 


15 


Ser Val 


Gly 


Ala 


Ala 


Thr Leu Asn Glu Ser 


Met Cys Ala Ser Arg Leu 






20 




25 


30 


Gly Val 


Asn 


Pro 


Arg 


Gly Val Asp Asn Arg 


Thr Ser Met Ala Val Phe 




35 






40 


45 


Ser Pro 


Pro 


Lys 


Ala 


Ala Gly Gly Gly Arg 


Cys Pro Gly Pro Cys Arg 


50 








55 


60 


lie Met 


Ala 


Trp 


Pro 


Gly Gin Arg Ala Ser 


Ser Ser Gly Arg Gly Arg 


65 








70 


75 80 


Gly Pro 


Ala 


Leu 


Ser 


Glu Trp Ala Ser Cys 


Leu Asn Gly Ser Lys Val 








85 


90 


95 


Arg Ala 


Gly 


Ser 


Pro 


Gly Ser Glu Ala Asp 


Ala 






100 




105 





<210> 1983 

<211> 383 

<212> DNA 

<213> Homo sapiens 
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<400> 1983 
ttcaacaaca 
60 

cacgtggggt 
120 

ccaaagcgag 
180 

gaatacgaca 
240 

gaagttaatc 

300 

tttaatgtcc 
360 

gttatgaacc 
383 



tggtgcatga 
caaaaattgc 
acgcttctgt 
gttacaccgt 
gtgcaggtgg 
cgcacgatca 
gtttcgatca 



gctgcgcgaa 
tgatcaggcg 
cttctttatt 
tgttgacctg 
agtcgttaat 
cccggatcca 
tga 



caacagcata 
ctctctgctc 
gacattattg 
ctcaatcgct 
aaattcgccg 
gcaggcgcat 



taaaagacct 
agcctgaaga 
ggtctacaaa 
tctacacaat 
gcgatgcagt 
cactctattg 



attccgccaa 
acgaaacgtc 
gctcagttta 
tgttgtagag 
actagccatt 
cgctcgggta 



<210> 1984 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1984 



Phe 


Asn 


Asn 


Met 


Val His Glu Leu Arg Glu Gin 


Gin 


His 


He 


Lys 


Asp 


1 








5 10 








15 




Leu 


Phe 


Arg 


Gin 


His Val Gly Ser Lys He Ala 


Asp 


Gin 


Ala 


Leu 


Ser 








20 


25 






30 






Ala 


Gin 


Pro 


Glu 


Glu Arg Asn Val Pro Lys Arg 


Asp Ala 


Ser 


Val 


Phe 






35 




40 




45 








Phe 


lie 


Asp 


lie 


He Gly Ser Thr Lys Leu Ser 


Leu 


Glu 


Tyr 


Asp 


Ser 




50 






55 


60 










Tyr 


Thr 


Val 


Val 


Asp Leu Leu Asn Arg Phe Tyr 


Thr 


He 


Val 


Val 


Glu 


65 








70 75 










80 


Glu 


Val 


Asn 


Arg 


Ala Gly Gly Val Val Asn Lys 


Phe 


Ala 


Gly 


Asp 


Ala 










85 90 








95 




Val 


Leu 


Ala 


lie 


Phe Asn Val Pro His Asp His 


Pro Asp 


Pro 


Ala 


Gly 








100 


105 






110 






Ala 


Ser 


Leu 


Tyr 


Cys Ala Arg Val Val Met Asn 


Arg 


Phe 


Asp 


His 








115 




120 




125 









<210> 1985 

<211> 381 

<212> DNA 

<213> Homo sapiens 



<400> 1985 
actagtgatg 
60 

tagctgcagc 
120 

atccgattca 
180 

tggaccccac 
240 



ggtacttgtt 
ttgttagcac 
aatactcgag 
attggttcgc 



gtggctttgc 
gtcggataag 
tgtcagcgaa 
aggccttata 



aatcccatcc 
cgtttgctca 
tggcctggcg 
acccttgatg 



ggcacttgat 
tctgccgttt 
aaggtggtgg 
cgatccaggc 



caaaacgctt 

gggctgtttc 

gtctaccccc 
ccatttgaac 
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cagaaccgaa gaaatatttt gcatgcgaaa ctcaattgag ccttcagtac ggccaaccaa 
300 

tggtccctgg cgcagtaatc gattttcatg ggctttggta aaagacagtg ccctcttttc 
360 

ccacgccagc attttgaggt a 
381 



<210> 1986 

<211> 124 

<212> PRT 

<213> Homo sapiens 



<400> 1986 
Met Leu Ala Trp 
1 

Asn Arg Leu Leu 

20 

lie Glu Phe Arg 
35 

Leu Asp Arg lie 
50 

Gly Gly Arg Pro 
65 

Phe Glu Ser Asp 

Arg Arg Ala Asn 

100 

Gly lie Ala Lys 
115 



Glu Lys Arg Ala 
5 

Arg Gin Gly Pro 

Met Gin Asn lie 

40 

Lys Gly Tyr Lys 
55 

Thr Thr Phe Ala 
70 

Glu Thr Ala Gin 
85 

Lys Leu Gin Leu 

Pro Gin Gin Val 

120 



Leu Ser Phe Thr 
10 

Leu Val Gly Arg 
25 

Ser Ser Val Leu 

Ala Cys Glu Pro 

60 

Arg Pro Phe Ala 
75 

Thr Ala Asp Glu 
90 

Lys Arg Phe Asp 
105 

Pro lie Thr Ser 



Lys Ala His Glu 
15 

Thr Glu Gly Ser 
30 

Val Gin Met Gly 
45 

Met Trp Gly Pro 

Asp Thr Arg Val 

80 

Gin Thr Leu lie 
95 

Gin Val Pro Asp 
110 



<210> 1987 

<211> 419 

<212> DNA 

<213> Homo sapiens 



<400> 1987 
aagcttgtcg 
60 

cttgcagctg 
120 

atgatcaacc 
180 

ttctggatgc 
240 

ncctgccttt 
300 

aatgcgggga 
360 

ctggagcaca 
419 



ccgatggtca 
ccctcgaccc 
gttatctctt 
gcgtcgcgat 
acgactccat 
cccatncggc 
tcgcccagac 



ccttgacgag 
cactcgtgac 
gcgcactccc 
ggggctgagc 
gagcaacctg 
tcagctatct 
gatccgcgac 



cgtctgggac 
gacctcatcg 
gataagcagg 
ctcactgagg 
cgccacctgg 
aactgcttcg 
gtcatgtgga 



gagatttcga 
ggttcatggg 
ctttggaggt 
acgatcccac 
ccgctggatc 
tcatgcgcac 
tcaccaaggg 



cctcgagacg 
cgtgcgcacc 
accgcagtac 
ttcctcggcc 
cacccttgtc 
tgaggacaat 
caccgtcgn 



<210> 1988 
<211> 139 
<212> PRT 
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<213> Homo sapiens 
<400> 1988 

Lys Leu Val Ala Asp Gly His Leu Asp Glu Arg Leu Gly Arg Asp Phe 

1 5 10 15 j 

Asp Leu Glu Thr Leu Ala Ala Ala Leu Asp Pro Thr Arg Asp Asp Leu 

20 25 30 

He Gly Phe Met Gly Val Arg Thr Met He Asn Arg Tyr Leu Leu Arg 

35 40 45 

Thr Pro Asp Lys Gin Ala Leu Glu Val Pro Gin Tyr Phe Trp Met Arg 

50 55 60 

val Ala Met Gly Leu Ser Leu Thr Glu Asp Asp Pro Thr Ser Ser Ala 
65 70 75 80 

Xaa Cys Leu Tyr Asp Ser Met Ser Asn Leu Arg His Leu Ala Ala Gly 

85 90 95 

Ser Thr Leu Val Asn Ala Gly Thr His Xaa Ala Gin Leu Ser Asn Cys 

100 105 HO 

Phe Val Met Arg Thr Glu Asp Asn Leu Glu His He Ala Gin Thr He 

115 120 125 

Arg Asp Val Met Trp He Thr Lys Gly Thr Val 
130 135 

<210> 1989 
<211> 10795 
<212> DNA 

<213> Homo sapiens 
<400> 1989 

ccagagcccc ctcgccccaa aggtcactgg gactatttgt gcgaagagat gcagtggctc 
60 

tctgctgact ttgctcagga gcgccgttgg aaacggggtg tggcccggaa ggtggtgcgc 
120 

atggtgatcc ggcaccacga ggagcagcgg cagaaagagg aacgggcccg gagggaggag 
180 

caggccaagc tgcgtcgaat tgcttccacc atggccaagg atgtcaggca gttctggagc 
240 

aatgtggaga aggtggtgca attcaagcaa cagtcccggc ttgaggaaaa gcgcaaaaaa 
300 

gccctggacc tgcatttgga cttcattgtg gggcaaactg aaaagtactc ggaccttctg 
360 

tctcagagcc tcaaccagcc attaacctcc agcaaagcag gctcttcccc ttgcctcggc 
420 

tcttcctcag ctgcctccag tcctccaccc cctgcttctc gcctggatga tgaagatggg 
480 

gactttcaac cccaagagga tgaggaagag gatgatgagg aaacgattga agttgaagaa 
540 

caacaggaag gcaatgatgc agaggcccag aggcgtgaga ttgagctgct tcgccgtgag 
600 

ggagaattgc cactggaaga gctgctccgt tcccttcccc ctcagctgtt ggaagggcct 
660 

tccagcccct ctcaaacccc ctcatctcat gatagtgaca cccgagatgg gcctgaagaa 
720 

ggtgctgaag aagagccccc tcaggtgttg gagataaagc ccccaccctc tgctgtcaca 
780 
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cagcgcaaca 
840 

gaggaagcgg 
900 

gatcatgcca 
960 

ttgcagcagt 
1020 

gatgaggttg 
1080 

cctcctcagg 
1140 

gaagatgaac 
1200 

tctgaagagt 
1260 

gattttgggg 
1320 

agtgggcctc 
1380 

gctgcagcag 
1440 

acgcccattc 
1500 

tggctggtta 
1560 

gggaagacca 
1620 

ggtccccatt 
1680 

cgttggtgcc 
1740 

aagcggcagg 
1800 

gtgctgcagg 
I860 

gcgcagaaca 
1920 

cagagacgcc 
1980 

ttgatgcact 
2040 

tctaatcccc 
2100 

cgcctccaca 
2160 

cagatgccca 
2220 

ctctatgatg 
2280 

atgagcgtca 
2340 

gaccctcgac 
2400 



aacagccttg 
aggatgaaga 
tggagctgag 
atgcaggagc 
atgctaatag 
aggatagtag 
attcagagga 
ctgaggatgc 
tggagtactt 
ctactccagg 
ctgaaagtct 
ccctgcttct 
ccatgtatga 
tccagaccat 
taatcattgt 
ccagctttaa 
gctggaccaa 
accaccaggc 
tcaagaactt 
tgctcctgac 
ttttgatgcc 
taactggcat 
aggttttgag 
aaaagtacga 
acttcatggc 
tcaacatttt 
cggttacctc 



gcatccagat 
ggatactata 
cgagctggct 
ctatgcccca 
ctctgactgt 
cagtcagtca 
ggaagaaaca 
ccaatcacag 
gcttgccagg 
gcccactact 
ccagcccaag 
gcggggccag 
gaagaagctt 
ctctctgctt 
tcccaccagc 
aatcctcact 
gcccaatgcc 
cttccgtcgc 
caagtcacag 
aggaactccc 
ccatgtcttc 
gattgagggc 
gcctttttta 
gcatgttatc 
acagaccaca 
gatgcagctg 
ccctttcatc 



gaagatgatg 
gcagctgagg 
cgagaaggtg 
ggctctggga 
gaaccagagg 
gactctgtgg 
agtggaagtt 
agccaagcag 
gatgaagagc 
ctaggtccaa 
ggttacacgc 
ctccgggagt 
aatggcattc 
gcccacttgg 
gtgatgttga 
tactatggag 
tttcatgtgt 
aagaactggc 
cgctggcagt 
ttgcagaaca 
cagtctcatc 
agccaagagt 
ctgcgccgag 
cgctgcaggc 
actaaggaga 
agaaaagttt 
accccaggca 



aagagtttac 
aacagttgga 
agctttccat 
gcagtgaaga 
ggcccgtgga 
aggaccggag 
cagcatcaga 
atgaagagga 
agagtgaggc 
agaaagaaat 
tggccacgac 
accagcacat 
ttgctgatga 
cttgtgagaa 
actgggagat 
cccagaaaga 
gtatcacatc 
gctatctcat 
cactcctcaa 
gcctcatgga 
gcgagttcaa 
ataatgaagg 
ttaaggtgga 
tctccaagcg 
cactagccac 
gcaatcatcc 
tctgctccag 



tgccaacgaa 
aggggaggtg 
ggaggagcta 
cgaggatgaa 
agcggaagag 
tgaggatgag 
ggaatctgag 
ggaagatgat 
agatgcaggc 
tactgacatt 
ccaggtaaag 
tgggctagac 
gatggggctt 
aggtaactgg 
ggagttgaaa 
gaggaagctc 
ttacaagctg 
tctggatgag 
cttcaacagc 
gctgtggtcc 
ggagtggttc 
tctagtcaaa 
tgttgagaag 
tcaacgctgt 
aggccatttc 
aaatctgttc 
caccgcctct 
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ctggtgctaa gggccacgga tgtccatccc 
2460 

cttattggcc tggaaggtcg tgtctctcga 
2520 

cgcctctctc gccgggtact gttagaagtg 
2580 

aagccagtca agatgaaggt caacaggatg 
2640 

acagtggtgg tggtgaacaa cccacgggcg 
2700 

ccaggtcctg agctctcagc ccagcccacc 
2760 

tcactgatgg tttcagcctc acctgccggg 
2820 

ggccctgtcc tcttgcctcc actgcagccc 
2880 

tcccccctgg gggtcctgag tgggacctca 
2940 

ccaacaccac ctgccccagt tcgcctgagc 
3000 

ttgaagcccc tgacagtgcc accaggctac 
3060 

tctaccacca cggcaactgc taccaccaca 
3120 

cgcctcattc tatctcccga tatgcaggct 
3180 

gggcagttag cctcactggc acaacgtcca 
3240 

accttccaaa tccagggcaa caagctgact 
3300 

gtggggcagc cccgcccgct gcaaatgcca 
3360 

aagattgtag tgagacaagc ccctcgggat 
3420 

gcaccccggc ctccgagctc tgggcttcca 
3460 

cctggccggc tacccacacc tactctgggt 

3540 

ctggtgaggc ctcttctcaa gctggtccac 
3600 

cccggagctg cccccttgac catctcttct 
3660 

ccagcctctt ctccaatgcc aattcccaac 
3720 

acagtctcag ttccattgtc atcttcactc 
3780 

ccagcctcgg ctccactcac catccccatc 
3840 

ccagctctgt tgaccagtgt gactccacca 
3900 

cctccctcct tggcaccatc tggtgcttcc 
3960 

gccacagctc catccctgtc ttcatctcag 
4020 



ctccagcgga 


tagacatggg 


tcgatttgac 


tatgaggcag 


acacatttct 


gccccggcac 


gctactgctc 


ctgacccccc 


accccggccc 


ctgcagccag 


tacctaagca 


agaaggccgg 


cccctgggcc 


ctgtcccagt 


tcgacctcct 


cctggcccag 


tcccccaagt 


gctgccagca 


cccccgctta 


ttcctgcatc 


tcggcctcct 


aacagtggtt 


ctctccccca 


ggtgttgcca 


cggcctccca 


cgccaacctt 


gtccctaaag 


ccagccccac 


ctccaggccc 


ctctagcctg 


accttccctc 


ctgctgctgc 


caccaccact 


gcagtgccag 


ctccgactcc 


tgcaccacag 


cgcctgccct 


caggcgaagt 


ggtcagcatc 


gtggctaatg 


cagggggaag 


caaacctctc 


ttgactggtg 


cccaggtgcg 


ccagcttgct 


ccaaccatgg 


tgaataatac 


aggcgtggtg 


ggactgactc 


ctgttcctcc 


attggcccca 


gctgtgttga 


atccacgccc 


cacgttaacc 


actgctcgag 


cccccatgcc 


cacacccact 


agtccttcac 


ctgaagtcag 


tgcttcagcc 


cctctccacg 


tgccatcctc 


actccctggg 


tcctctcccc 


ttgctagtcc 


tgtgtcctct 


cccatctctg 


tccccaccac 


acttcctgcc 


tcagccccct 


tgactgtttc 


tgcttcgggc 


ttggcacctg 


ttgtcccagc 


ggctcctgga 


ccgtcagcat 


cagccttgac 


tctaggtttg 


acacctggtc 


accctctgtt 


gttggctccc 
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acctcttcac atgttccagg 

4080 

gtgccagctt cggctctggc 

4140 

gcttcccttc tggctccagc 
4200 

atggcggctc cacagacagc 
4260 

ccggtcctgg caccatcgcc 
4320 

ccagttatgg ctccatcgtc 
4380 

gctccaaccc ctgtgttggc 
4440 

tcacctctcc cgagcccggc 
4500 

actcttggag gctcatctcc 
4560 

ccctttccaa ctcagacatt 
4620 

cagacactgt ctttggcacc 
4680 

ccagcacccc ctctggctcc 
4740 

ttggctccag catcgtcatc 
4800 

ttgagccctg ccccagttcc 
4860 

ccagcctcca cacagtcccc 
4920 

gccgctccct tgcctgtcac 
4980 

acactgacat tgcgctctgg 
5040 

ccccggcctc gacgccagcc 
5100 

gaggaaaagc ggaagcggca 
5160 

gctcatgggg ccctggcacc 
5220 

caacctgttg ccagccccat 
5280 

acttataccg aggctgccca 
5340 

tcagaaatca ttgagaggtt 
5400 

ctgcatgcct gccacccacc 
5460 

ttggcctctg agctctggcc 
5520 

acccagttcc ctgacttaag 
5580 

gtgctgttgc ggcagctcaa 
5640 



gttgaactca accgtggccc 
cagtcctttt ccgtcagcac 
atcttctgca tctcaggctc 
aatcctggct ccttctccag 
aggtgctgct cctgtcctgg 
tactccagga acctctttag 
tccatcatca actcaaacta 
ttctacgcag acactggccc 
atctcagaca ctctctttgg 
gtcattaact ccagcatcat 
aggaccacca ctgggtccaa 
agcttctcca gtgggcccag 
tgcttcactc ctggccccag 
taccctgggc ccggccgcag 
agcttcccag gcatcttccc 
catggtatcc cggctgcctg 
tccccccagc cctccctcca 
ccccccacca cctcgttccc 
gcggtctgaa cgcctggaac 
tgtgtatggg actgaagtcc 
cggccctcgt tctcctggcc 
ccgggctgta ctgtttcccc 
catctttgtc atgcctcctg 
tccttggctg gccccacgtc 
ccgggctcgt cctttgcacc 
actcatccag tatgattgcg 
ggcagagggc caccgagt^c 



cagcatgctc acctgtcctg 
caaatccagc tccagctcag 
tagccacccc tctggctcct 
ctcctcctct ggctcctctt 
cttcatcaca gactccggtt 
cctcagcttc accggtacca 
tgctaccagc cccggttccg 
tagccccagc tttagcaccc 
gaacggggaa cccccaggga 
ccctggtacc aactccagcc 
ctcagacgct gtctctggct 
ccccagctca cacgctgact 
cttcagtgca gacactgacc 
ctcagacctt ggcgctggcc 
ttgtggtttc ggcatctggt 
tttccaagga tgagcctgac 
ctgctacctc gtttggtggc 
ctttttatct ggactccctg 
ggattttcca acttagtgag 
tggatttctg taccctgccc 
ccagccaccc caccttttgg 
agcagcgact agaccagctg 
tggaggcacc tcccccttcc 
aggcagcctt ccaggagcaa 
gtattgtgtg taacatgcgc 
gaaagttgca gacgttggca 
tcatcttcac ccagatgacc 
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cgaatgctgg 
5700 

gatggatcta 
5760 

cgcatattct 
5920 

gcagacactg 
5880 

gaccgctgtc 
5940 

cggacagtgg 
6000 

gccattgagg 
6060 

tttgatatgc 
6120 

gaagagactg 
6180 

gatgaagagg 
6240 

gaatttaatg 
6300 

gctgaggatg 
6360 

acccccattg 
6420 

gaggagctca 
6480 

aaggaggagg 
6540 

agttcctgtg 
6600 

aggccgggga 
6660 

aaccacactc 
6720 

agtcctgcca 
6780 

gctccggctg 
6640 

gccccaaatc 
6900 

cagattcctc 
6960 

gctcatacac 
7020 

ggtccacctt 
7080 

gaggcagagc 
7140 

gccagttcag 
7200 

gtggagatcc 
7260 



atgtactgga 
ctagagttga 
gcttcatcct 
ttgtttttta 
accgaattgg 
aggagaacat 
gaggcaactt 
ccctggagga 
tggccagcaa 
atatccgtgc 
agaacgatgg 
aggagatgtc 
agcgctatgc 
aacaggcaga 
tgttccgcct 
ggactggtgg 
ctcgtgtcag 
ctgtcatatc 
gggagcgagt 
caattcctgc 
caataaccat 
cttgttcttc 
cgcctccagc 
ctgtgcccat 
tgtgtgccca 
aaacctcctc 
tgcctgtgtc 



gcagtttctc 
acagagacag 
ttcaactcgg 
tgacagcgac 
ccagacccgg 
cctaaaaaag 
caccacagcc 
accttctagc 
gcagactcat 
agccacccag 
gtttcctgct 
ccgggctgag 
catgaaattc 
agagcaagtg 
accccaagag 
aggcacccac 
tgagcgtctt 
cgcccatcaa 
tcccaggcca 
ccttgttcct 
tctccctgtc 
tcctgcctgc 
ccaaacctgt 
ctctgcctca 
ggcattggca 
actttctctt 
agagaagaac 



acctaccatg 
gccttgatgg 
agtgggggtg 
tggaatccca 
gatgtccaca 
gcaaatcaga 
tatttcaaac 
tcatccgtgc 
attctggagc 
gccaaggctg 
ggtgagggag 
caggaaattg 
ctggaggcct 
gaagctgccc 
gaggaggagg 
cggcgcagta 
cgtggagccc 
actcgcagca 
gcacctaggc 
gtcccagttt 
catatcttgc 
acccctcctc 
cttgtaactc 
gtcactaatc 
tctccagagt 
gtgcccccta 
ctttctctca 



gccatctcta 
aacggttcaa 
tgggcgtgaa 
ccatggatgc 
tatataggct 
agagaatgtt 
agcagaccat 
cctctgcccc 
aggcattgtg 
aacaggtggc 
aggaagctgg 
ctgccctcgt 
cactggagga 
gcaaagacct 
ggccgggggc 
aaaaggccaa 
gggctgagac 
ccaccacacc 
ctcgacccac 
ctgccccagt 
cttctcctcc 
ctgcctgtac 
cttcctctcc 
tccccttggg 
ccctggagct 
aagatctgtt 
ccccttctgc 



cctgcgcctg 
tgcagacaaa 
cctgacagga 
tcaggcccag 
tatcagtgaa 
gggggacatg 
ccgagagctg 
tgaagaggag 
tcgggcagaa 
tgagcttgca 
ccggcctggg 
agaacagctg 
ggtgagccga 
ggaccaagcc 
tggggatgag 
agcccctgag 
tcaaggggca 
accccgctgc 
tccagcttca 
acccatttca 
ccctccttca 
ccctccacca 
tctcttgctt 
cttgaggcct 
ggcttctgtg 
gccagttgct 
acccagcctg 
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accttggagg 
7320 

gggaccaccc 
7380 

aatggcctgg 
7440 

gctgacagga 
7500 

ccacaggaac 
7560 

tcgcctgagg 
7620 

attaggggtc 
7680 

ctgccaggac 
7740 

cagcggggag 
7800 

agcccgtctg 
7860 

gaagctgctc 
7920 

cacattgagc 
7980 

gccatcaccc 
8040 

ccagcagatg 
8100 

aatggggctg 
8160 

ccacagctta 
8220 

ctcctgtcac 
8280 

atccctggga 
8340 

ccacacccat 
8400 

gccaacactg 
8460 

cctcccaaga 
8520 

acttctgtcc 
8580 

agtgagggta 
8640 

cggcttgaag 
8700 

attcaggatg 
8760 

gtggtctcac 
8820 

ccactagaga 
8880 



ctggcagcat 
ttacagtgct 
agctcccacc 
cctcggaaga 
tcgttacagc 
gtccttcacc 
aagggactgg 
ggctggtaac 
ctgccagcac 
tccgcagcat 
cttcatcctc 
tgggggtgac 
cacctgctgt 
ctgggagagg 
acccagtccc 
ttcctgggcc 
ctgtggagaa 
ccatctcctc 
cacccctaac 
tcaccactgt 
atcctccatc 
tcgagagctg 
gttcctctga 
cagaaggaat 
acctggactt 
taaccccaaa 
ctgagaagtt 



ccccaatggt 
gcctgaaggt 
ctcagcagca 
gctgacagag 
tgaggttgca 
tgcccgacct 
tcggccagga 
tgtggtagag 
cctagtgcct 
gtcagggcca 
actgcccact 
tggtggtggc 
gaaacgtcgg 
tgtggatgag 
tgggcctgag 
ccagcctctt 
aagaaggcga 
tgcaggggat 
cccactccca 
caccatttca 
acctcggccc 
tggattgggg 
tgaggatgga 
gcgaggacgg 
agcagatagc 
actgcgctcg 
gcctcgcaaa 



caagagcagg 
gaggagttgc 
tctgatgagc 
gccaagaccc 
gctccatcca 
cctcggcgtc 
caaccaccag 
gaaaaggaac 

ggggtctctg 

gaatcctccc 
ccaccccagc 
agccccgaga 
agggggaggc 
gcaccctcat 
accctaattg 
ggaccccagc 
ggacgacccc 
ggcaactccg 
ccactgctag 
acgtccccac 
agccagctcc 
aggcgacggc 
agccgccccc 
aagagtggag 
gggccaggcg 
acccggctgc 
cgagcagggg 



aggcaccaga 
ccctgtgtgt 
cacttcagga 
caacctccag 
cctcatcttc 
gcaccagtgc 
gccccaaagt 
tggtgcggcg 
agactagtgc 
ctcccattgg 
agcccttcat 
atggagacgg 
cccccaagaa 
ccaccttgaa 
ttgcagatcc 
cagctcacag 
ctaaagcacg 
aaagtcggac 
tttgtcccac 
ccaaacggaa 
ccgtcttgga 
aaccccaggg 
tcacccgccc 
ggtccatggt 
ggttggaatt 
gtccagggtc 
ccccagttgg 



ttctgctgag 
gagtgagagc 
gccactggag 
cccagagaag 
agccacttcc 
tgatgtggaa 
gcttcgaaag 
gcggcggcag 
cagcccggga 
tgggccctgt 
tgctcgccgt 
agcactgctc 
gaacaggtct 
gggaaaaacc 
tgtcctggaa 
acccaatccc 
agatttgccc 
acagccaccc 
tgctactgtt 
gaggggccga 
ccgtgacagc 
ccaaggggag 
ggcccgcctt 

ggtggctgta 

gacaccacct 
tctagtcccc 
tgggagtcct 
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gggctggcaa agcggggccg 
8940 

gaggagtctg aggctgaagc 
9000 

cgtcctggcc cccgccggct 
9060 

agcagcgccc ctccctccct 
9120 

acgtgagtgg gctgcccctc 
9180 

gcctgactct gttaaccact 
9240 

gggccttctc ccttcttccc 
9300 

ggatcatcac agtccccttc 
9360 

gatagtctct gtccccaccc 
9420 

cacccttagg ggaaggggga 
9480 

ttttaagaag aaaaaataat 
9540 

tgattttctg gtctggtgga 
9600 

ttgttcttgc aaagatccta 
9660 

aatctaccca agaagaggga 
9720 

cagtttgaag tcacagatat 
9780 

cctcggagct ctttgatgcc 
9840 

tttcacaact ttttccagag 
9900 

tcccctggct cttcatctag 
9960 

tgggctcttc acgtggtggc 
10020 

gagtcagctc catcaccacc 
10080 

tccttcaagg cctatagcca 
10140 

aacacggaag ctgctcatcc 
10200 

ttggcagcta ctagcattat 
10260 

gccatcaagg cggaagagcg 
10320 

gcccgggccc ggaaactcat 
10380 

ggtcccctgc tgctgtggtt 
10440 

gcctctgctg agagccagcc 
10500 



cctacagccc ccaagtcccc 
cccaggtgag gaggaggaag 
tgttgggacc accaaccaag 
ggctggccct gctgttagtc 
cacctaggct ttccaccgtg 
acttgaagtc ttgaggggga 
accaaagtag ggggtaggca 
ccctccaccc cacgtggctg 
ccttgtactt gattccccag 
ggggcttctc tacaatgagg 
aaacttagtt tctgtatgag 
gggttgggtg ggaacttggg 
gcacctgatc tctagcccag 
agattggtga atttgatgtg 
ccttttcctc tcatttcttt 
tcagaccttt cccttttatc 
ggcaggcgtc ctagctccag 
ccaaactggt ttgagtcagc 
tggccactca accccacccc 
caagccaaac caaagctgag 
ggtgatggag gacgaggaga 
tccatccccc atccgctgct 
ctgtggctgc tcttgcctgg 
gcataaagca ggccggtccg 
cctggccagc tttgctgtct 
gctctcctac gccatcgctc 
gagacctcct ggatcctgca 



tggggcctga gggttcagta 
gggatgggac cccacgccga 
gggaccagcg catcctgcgc 
acagaggccg caaggccaag 
gccactccct ccatgaccag 
aagcctccag ggagacatag 
actggttgtc atggaaatgg 
ggcagtgtta agggtggcaa 
ctgtctttca cacagccccc 
tttttttctt tttttttttt 
catccgcgta aggaggcttc 
catcgtcttt ctcctccctc 
gactatatgt tccaggcaga 
gtagggtgcc tttccccagt 
tccctcggtt cctagacgtt 
ccccttgctc aggtgcttcc 
ttgctccatc ccttgggccc 
cacacccctt cccagctccc 
tgggcttggc ttggagccct 
gcaggagccg aaactcagag 
aggcagtgga gatcttgggc 
gctggctccg cctccgctgc 
gagtcatggc tctggtgttt 
aggaggcagt gcgctggggg 
ggcttgctgt cctcattctg 
aggctgagtg accctggatg 
atgcggcatt gctaaggtcc 
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tgtgacagca gtggttggaa ggatcctggt tggaaggatg gggactctct caaggggctt 
10560 

tggaagagct cttctagccc tttataaaag gagggcagca gctgagactg atgagaggag 
10620 

ggcagcctgc tctgttcttt cagggccccc cacccccatc tcccctaccc tagcccaccc 
10680 

tagggcctct acccagcggg aggggttgaa gaccaggcct ggttttatta gaattcattt 
10740 

tgtaataaaa gcctttttta gtggtaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
10795 

<210> 1990 
<211> 2971 
<212> PRT. 
<213> Homo sapiens 
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his ffie 


T Q t 1 

beu 


Met 


Pro 


His 


val 


IrilC 


m n 




His 


Aro 


Glu 


Phe 


Lvs 


Glu 




373 










600 

o \J w 










605 








i i p trie 


C A V 

o exr 


Asn 


Pro 


Leu 


Thr 


Glv 




He 

X A C 


Glu 


Glv 


Ser 


Gin 


Glu 


Tvr 


610 

V X w 










615 










620 










Asn Glu 


Gly 


Leu 


Val 


Lys Arg 


Leu 


His 


Lys 


Val 


Leu 


Arg 


Pro 


Phe 


Leu 


625 








630 










635 










640 


Leu Arg 


Arg 


val 


Lys 


Val 


Asp 


val 


Glu 


Lys 


Gin 


Met 


Pro 


Lys 


Lys 


Tyr 








645 










650 










655 




Glu His 


Val 


lie 


Arg 


Cys 


Arg 


Leu 


Ser 


Lys 


Arg 


Gin 


Arg 


Cys 


Leu 


Tyr 






660 










665 










670 






Asp Asp 


Phe 


Met 


Ala 


Gin 


Thr 


Thr 


Thr 


Lys 


Glu 


Thr 


Leu 


Ala 


Thr 


Gly 




675 










660 










685 








His Phe 


Met 


Ser 


Val 


He 


Asn 


He 


Leu 


Met 


Gin 


Leu 


Arg 


Lys 


Val 


Cys 


690 










695 










700 










Asn His 


Pro 


Asn 


Leu 


Phe 


Asp 


Pro 


Arg 


Pro 


Val 


Thr 


Ser 


Pro 


Phe 


He 


705 








710 










715 










720 


Thr Pro 


Gly 


lie 


Cys 


Phe 


Ser 


Thr 


Ala 


Ser 


Leu 


Val 


Leu 


Arg 


Ala 


Thr 
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725 730 735 



Asp 


Val 


His 


Pro 


Leu 


Gin 


Arg 


He 


Asp 


Met 


Gly 


Arg 


Phe 


Asp 


Leu 


He 








740 










745 










750 






Gly 


Leu 


Glu 


Gly 


Arg 


val 


Ser 


Arg 


Tyr 


Glu 


Ala 


Asp 


Thr 


Phe 


Leu 


Pro 






755 










760 










765 








Arg 


His 


Arg 


Leu 


Ser 


Arg 


Arg 


Val 


Leu 


Leu 


Glu 


Val 


Ala 


Thr 


Ala 


Pro 




770 










775 










780 










Asp 


Pro 


Pro 


Pro 


Arg 


Pro 


Lys 


Pro 


Val 


Lys 


Met 


Lys 


Val 


Asn 


Arg 


Met 


785 










790 










795 










800 


Leu 


Gin 


Pro 


Val 


Pro 


Lys 


Gin 


Glu 


Gly 


Arg 


Thr 


Val 


Val 


Val 


val 


Asn 










805 










810 










815 




Asn 


Pro 


Arg 


Ala 


Pro 


Leu 


Gly 


Pro 


Val 


Pro 


Val 


Arg 


Pro 


Pro 


Pro 


Gly 








820 










825 










830 






Pro 


Glu 


Leu 


Ser 


Ala 


Gin 


Pro 


Thr 


Pro 


Gly 


Pro 


Val 


Pro 


Gin 


Val 


Leu 






835 










840 










845 








Pro 


Ala 


Ser 


Leu 


Met 


Val 


Ser 


Ala 


Ser 


Pro 


Ala 


Gly 


Pro 


Pro 


Leu 


lie 




850 










855 










860 






• 




Pro 


Ala 


Ser 


Arg 


Pro 


Pro 


Gly 


Pro 


Val 


Leu 


Leu 


Pro 


Pro 


Leu 


Gin 


Pro 


865 










870 










875 










880 


Asn 


Ser 


Gly 


Ser 


Leu 


Pro 


Gin 


Val 


Leu 


Pro 


Ser 


Pro 


Leu 


Gly 


val 


Leu 










885 










890 










895 




Ser 


Gly 


Thr 


Ser 


Arg 


Pro 


Pro 


Thr 


Pro 


Thr 


Leu 


Ser 


Leu 


Lys 


Pro 


Thr 








900 










905 










910 






Pro 


Pro 


Ala 


Pro 


Val 


Arg 


Leu 


Ser 


Pro 


Ala 


Pro 


Pro 


Pro 


Gly 


Pro 


Ser 






915 










920 










925 








Ser 


Leu 


Leu 


Lys 


Pro 


Leu 


Thr 


Val 


Pro 


Pro 


Gly 


Tyr 


Thr 


Phe 


Pro 


Pro 




930 










935 










940 










Ala 


Ala 


Ala 


Thr 


Thr 


Thr 


Ser 


Thr 


Thr 


Thr 


Ala 


Thr 


Ala 


Thr 


Thr 


Thr 


945 










950 










955 










960 


Ala 


Val 


Pro 


Ala 


Pro 


Thr 


Pro 


Ala 


Pro 


Gin 


Arg 


Leu 


He 


Leu 


Ser 


Pro 










965 










970 










975 




Asp 


Met 


Gin 


Ala 


Arg 


Leu 


Pro 


Ser 


Gly 


Glu 


Val 


Val 


Ser 


He 


Gly 


Gin 








980 










985 










990 






Leu 


Ala 


Ser 


Leu 


Ala 


Gin 


Arg 


Pro 


Val 


Ala 


Asn 


Ala 


Gly 


Gly 


Ser 


Lys 






995 










1000 








1005 






Pro 


Leu 


Thr 


Phe 


Gin 


He 


Gin 


Gly Asn 


Lys 


Leu 


Thr 


Leu 


Thr 


Gly 


Ala 




1010 








1015 








1020 








Gin 


Val 


Arg 


Gin 


Leu 


Ala 


Val 


Gly Gin 


Pro 


Arg 


Pro 


Leu 


Gin 


Met 


Pro 


1025 








1030 








1035 








104< 


Pro 


Thr 


Met 


Val 


Asn 


Asn Thr Gly Val 


Val 


Lys 


He 


Val 


Val 


Arg 


Gin 










1045 








1050 








10S5 


Ala 


Pro Arg 


Asp 


Gly Leu Thr 


Pro 


Val 


Pro 


Pro 


Leu 


Ala 


Pro 


Ala 


Pro 








1060 








1065 








1070 




Arg 


Pro 


Pro 


Ser Ser Gly Leu 


Pro 


Ala 


Val 


Leu 


Asn 


Pro 


Arg 


Pro 


Thr 






1075 








1080 








1085 






Leu Thr Pro Gly Arg Leu Pro Thr 


Pro Thr Leu Gly Thr 


Ala 


Arg 


Ala 




1090 








1095 








1100 








Pro 


Met 


Pro 


Thr 


Pro 


Thr 


Leu 


Val 


Arg 


Pro 


Leu 


Leu 


Lys 


Leu 


Val 


His 



1105 1110 1115 1120 

Ser Pro Ser Pro Glu Val Ser Ala Ser Ala Pro Gly Ala Ala Pro Leu 

1125 1130 1135 

Thr He Ser Ser Pro Leu His Val Pro Ser Ser Leu Pro Gly Pro Ala 

1140 1145 1150 

Ser Ser Pro Met Pro He Pro Asn Ser Ser Pro Leu Ala Ser Pro Val 
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1155 1160 1165 

Ser Ser Thr Val Ser Val Pro Leu Ser Ser Ser Leu Pro lie Ser Val 

1170 1175 1180 

Pro Thr Thr Leu Pro Ala Pro Ala Ser Ala Pro Leu Thr He Pro He 
1185 1190 1195 1200 

Ser Ala Pro Leu Thr Val Ser Ala Ser Gly Pro Ala Leu Leu Thr Ser 

1205 1210 ' 1215 

Val Thr Pro Pro Leu Ala Pro Val Val Pro Ala Ala Pro Gly Pro Pro 

1220 1225 1230 

Ser Leu Ala Pro Ser Gly Ala Ser Pro Ser Ala Ser Ala Leu Thr Leu 

1235 1240 1245 

Gly Leu Ala Thr Ala Pro Ser Leu Ser Ser Ser Gin Thr Pro Gly His 

1250 1255 1260 

Pro Leu Leu Leu Ala Pro Thr Ser Ser His Val Pro Gly Leu Asn Ser 
1265 1270 1275 1280 

Thr Val Ala Pro Ala Cys Ser Pro Val Leu Val Pro Ala Ser Ala Leu 

1285 1290 1295 

Ala Ser Pro Phe Pro Ser Ala Pro Asn Pro Ala Pro Ala Gin Ala Ser 

1300 1305 1310 

Leu Leu Ala Pro Ala Ser Ser Ala Ser Gin Ala Leu Ala Thr Pro Leu 

1315 1320 132S 

Ala Pro Met Ala Ala Pro Gin Thr Ala He Leu Ala Pro Ser Pro Ala 

1330 1335 1340 

Pro Pro Leu Ala Pro Leu Pro Val Leu Ala Pro Ser Pro Gly Ala Ala 
1345 1350 1355 1360 

Pro Val Leu Ala Ser Ser Gin Thr Pro Val Pro Val Met Ala Pro Ser 

1365 1370 1375 

Ser Thr Pro Gly Thr Ser Leu Ala Ser Ala Ser Pro Val Pro Ala Pro 

1380 1385 1390 

Thr Pro Val Leu Ala Pro Ser Ser Thr Gin Thr Met Leu Pro Ala Pro 

1395 1400 1405 

Val Pro Ser Pro Leu Pro Ser Pro Ala Ser Thr Gin Thr Leu Ala Leu 

1410 1415 1420 

Ala Pro Ala Leu Ala Pro Thr Leu Gly Gly Ser Ser Pro Ser Gin Thr 
1425 1430 1435 1440 

Leu Ser Leu Gly Thr Gly Asn Pro Gin Gly Pro Phe Pro Thr Gin Thr 

1445 1450 1455 

Leu Ser Leu Thr Pro Ala Ser Ser Leu Val Pro Thr Pro Ala Gin Thr 

1460 1465 1470 

Leu Ser Leu Ala Pro Gly Pro Pro Leu Gly Pro Thr Gin Thr Leu Ser 

1475 1480 1485 

Leu Ala Pro Ala Pro Pro Leu Ala Pro Ala Ser Pro Val Gly Pro Ala 

1490 1495 1500 

Pro Ala His Thr Leu Thr Leu Ala Pro Ala Ser Ser Ser Ala Ser Leu 
1505 1510 1515 1520 

Leu Ala Pro Ala Ser Val Gin Thr Leu Thr Leu Ser Pro Ala Pro Val 

1525 1530 1535 

Pro Thr Leu Gly Pro Ala Ala Ala Gin Thr Leu Ala Leu Ala Pro Ala 

1540 1545 1550 

Ser Thr Gin Ser Pro Ala Ser Gin Ala Ser Ser Leu Val Val Ser Ala 

1555 1560 156S 

Ser Gly Ala Ala Pro Leu Pro Val Thr Met Val Ser Arg Leu Pro Val 

1570 1575 1580 

Ser Lys Asp Glu Pro Asp Thr Leu Thr Leu Arg Ser Gly Pro Pro Ser 
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1585 1590 1595 1600 

Pro Pro Ser Thr Ala Thr Ser Phe Gly Gly Pro Arg Pro Arg Arg Gin 

1605 1610 1615 

Pro Pro Pro Pro Pro Arg Ser Pro Phe Tyr Leu Asp Ser Leu Glu Glu 

1620 1625 1630 

Lys Arg Lys Arg Gin Arg Ser Glu Arg Leu Glu Arg lie Phe Gin Leu 

1635 1640 1645 

Ser Glu Ala His Gly Ala Leu Ala Pro Val Tyr Gly Thr Glu Val Leu 

1650 1655 1660 

Asp Phe Cys Thr Leu Pro Gin Pro Val Ala Ser Pro He Gly Pro Arg 
1665 1670 1675 1680 

Ser Pro Gly Pro Ser His Pro Thr Phe Trp Thr Tyr Thr Glu Ala Ala 

1685 1690 1695 

His Arg Ala Val Leu Phe Pro Gin Gin Arg Leu Asp Gin Leu Ser Glu 

1700 1705 1710 

He He Glu Arg Phe He Phe Val Met Pro Pro Val Glu Ala Pro Pro 

1715 1720 1725 

Pro Ser Leu His Ala Cys His Pro Pro Pro Trp Leu Ala Pro Arg Gin 

1730 1735 1740 

Ala Ala Phe Gin Glu Gin Leu Ala Ser Glu Leu Trp Pro Arg Ala Arg 
1745 1750 1755 1760 

Pro Leu His Arg He Val Cys Asn Met Arg Thr Gin Phe Pro Asp Leu 

1765 1770 1775 

Arg Leu He Gin Tyr Asp Cys Gly Lys Leu Gin Thr Leu Ala Val Leu 

1780 1785 1790 

Leu Arg Gin Leu Lys Ala Glu Gly His Arg Val Leu He Phe Thr Gin 

1795 1800 1805 

Met Thr Arg Met Leu Asp Val Leu Glu Gin Phe Leu Thr Tyr His Gly 

1810 1815 1820 

His Leu Tyr Leu Arg Leu Asp Gly Ser Thr Arg Val Glu Gin Arg Gin 
1825 1830 1835 1840 

Ala Leu Met Glu Arg Phe Asn Ala Asp Lys Arg He Phe Cys Phe He 

1845 1850 1855 

Leu Ser Thr Arg Ser Gly Gly Val Gly Val Asn Leu Thr Gly Ala Asp 

1860 1865 1870 

Thr Val Val Phe Tyr Asp Ser Asp Trp Asn Pro Thr Met Asp Ala Gin 

1875 1880 1885 

Ala Gin Asp Arg Cys His Arg He Gly Gin Thr Arg Asp Val His He 

1890 1895 1900 

Tyr Arg Leu He Ser Glu Arg Thr Val Glu Glu Asn He Leu Lys Lys 
1905 1910 1915 1920 

Ala Asn Gin Lys Arg Met Leu Gly Asp Met Ala He Glu Gly Gly Asn 

1925 1930 1935 

Phe Thr Thr Ala Tyr Phe Lys Gin Gin Thr He Arg Glu Leu Phe Asp 

1940 1945 1950 

Met Pro Leu Glu Glu Pro Ser Ser Ser Ser Val Pro Ser Ala Pro Glu 

1955 1960 1965 

Glu Glu Glu Glu Thr Val Ala Ser Lys Gin Thr His He Leu Glu Gin 

1970 1975 1980 

Ala Leu Cys Arg Ala Glu Asp Glu Glu Asp He Arg Ala Ala Thr Gin 
1985 1990 1995 2000 

Ala Lys Ala Glu Gin Val Ala Glu Leu Ala Glu Phe Asn Glu Asn Asp 

2005 2010 2015 

Gly Phe Pro Ala Gly Glu Gly Glu Glu Ala Gly Arg Pro Gly Ala Glu 
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2020 2025 2030 

Asp Glu Glu Met Ser Arg Ala Glu Gin Glu lie Ala Ala Leu Val Glu 

2035 2040 2045 

Gin Leu Thr Pro He Glu Arg Tyr Ala Met Lys Phe Leu Glu Ala Ser 

2050 2055 2060 

Leu Glu Glu Val Ser Arg Glu Glu Leu Lys Gin Ala Glu Glu Gin Val 
2065 2070 2075 2080 

Glu Ala Ala Arg Lys Asp Leu Asp Gin Ala Lys Glu Glu Val Phe Arg 

2085 2090 2095 

Leu Pro Gin Glu Glu Glu Glu Gly Pro Gly Ala Gly Asp Glu Ser Ser 

2100 2105 2110 

Cys Gly Thr Gly Gly Gly Thr His Arg Arg Ser Lys Lys Ala Lys Ala 

2115 2120 2125 

Pro Glu Arg Pro Gly Thr Arg Val Ser Glu Arg Leu Arg Gly Ala Arg 

2130 2135 2140 

Ala Glu Thr Gin Gly Ala Asn His Thr Pro Val He Ser Ala His Gin 
2145 2150 2155 2160 

Thr Arg Ser Thr Thr Thr Pro Pro Arg Cys Ser Pro Ala Arg Glu Arg 

2165 2170 2175 

Val Pro Arg Pro Ala Pro Arg Pro Arg Pro Thr Pro Ala Ser Ala Pro 

2180 2185 2190 

Ala Ala He Pro Ala Leu Val Pro Val Pro Val Ser Ala Pro Val Pro 

2195 2200 2205 

He Ser Ala Pro Asn Pro He Thr He Leu Pro Val His He Leu Pro 

2210 2215 2220 

Ser Pro Pro Pro Pro Ser Gin He Pro Pro Cys Ser Ser Pro Ala Cys 
2225 2230 2235 2240 

Thr Pro Pro Pro Ala Cys Thr Pro Pro Pro Ala His Thr Pro Pro Pro 

2245 2250 2255 

Ala Gin Thr Cys Leu Val Thr Pro Ser Ser Pro Leu Leu Leu Gly Pro 

2260 2265 2270 

Pro Ser Val Pro He Ser Ala Ser Val Thr Asn Leu Pro Leu Gly Leu 

2275 2280 2285 

Arg Pro Glu Ala Glu Leu Cys Ala Gin Ala Leu Ala Ser Pro Glu Ser 

2290 2295 2300 

Leu Glu Leu Ala Ser Val Ala Ser Ser Glu Thr Ser Ser Leu Ser Leu 
2305 2310 2315 2320 

Val Pro Pro Lys Asp Leu Leu Pro Val Ala Val Glu He Leu Pro Val 

2325 2330 2335 

Ser Glu Lys Asn Leu Ser Leu Thr Pro Ser Ala Pro Ser Leu Thr Leu 

2340 2345 2350 

Glu Ala Gly Ser He Pro Asn Gly Gin Glu Gin Glu Ala Pro Asp Ser 

2355 2360 2365 

Ala Glu Gly Thr Thr Leu Thr Val Leu Pro Glu Gly Glu Glu Leu Pro 

2370 2375 2380 

Leu Cys Val Ser Glu Ser Asn Gly Leu Glu Leu Pro Pro Ser Ala Ala 
2385 2390 2395 2400 

Ser Asp Glu Pro Leu Gin Glu Pro Leu Glu Ala Asp Arg Thr Ser Glu 

2405 2410 2415 

Glu Leu Thr Glu Ala Lys Thr Pro Thr Ser Ser Pro Glu Lys Pro Gin 

2420 2425 2430 

Glu Leu Val Thr Ala Glu Val Ala Ala Pro Ser Thr Ser Ser Ser Ala 

2435 2440 2445 

Thr Ser Ser Pro Glu Gly Pro Ser Pro Ala Arg Pro Pro Arg Arg Arg 
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2450 2455 2460 

Thr Ser Ala Asp Val Glu He Arg Gly Gin Gly Thr Gly Arg Pro Gly 
2465 2470 2475 2480 

Gin Pro Pro Gly Pro Lys Val Leu Arg Lys Leu Pro Gly Arg Leu Val 

2485 2490 2495 

Thr Val Val Glu Glu Lys Glu Leu Val Arg Arg Arg Arg Gin Gin Arg 

2500 2505 2510 

Gly Ala Ala Ser Thr Leu Val Pro Gly Val Ser Glu Thr Ser Ala Ser 

2515 2520 2525 

Pro Gly Ser Pro Ser Val Arg Ser Met Ser Gly Pro Glu Ser Ser Pro 

2530 2535 2540 

Pro He Gly Gly Pro Cys Glu Ala Ala Pro Ser Ser Ser Leu Pro Thr 
2545 2550 2555 2560 

Pro Pro Gin Gin Pro Phe He Ala Arg Arg His He Glu Leu Gly Val 

2565 2570 2575 

Thr Gly Gly Gly Ser Pro Glu Asn Gly Asp Gly Ala Leu Leu Ala He 

2580 2585 2590 

Thr Pro Pro Ala Val Lys Arg Arg Arg Gly Arg Pro Pro Lys Lys Asn 

2595 2600 2605 

Arg Ser Pro Ala Asp Ala Gly Arg Gly Val Asp Glu Ala Pro Ser Ser 

2610 2615 2620 

Thr Leu Lys Gly Lys Thr Asn Gly Ala Asp Pro Val Pro Gly Pro Glu 
2625 2630 2635 2640 

Thr Leu He Val Ala Asp Pro Val Leu Glu Pro Gin Leu He Pro Gly 

2645 2650 2655 

Pro Gin Pro Leu Gly Pro Gin Pro Val His Arg Pro Asn Pro Leu Leu 

2660 2665 2670 

Ser Pro Val Glu Lys Arg Arg Arg Gly Arg Pro Pro Lys Ala Arg Asp 

2675 2680 2685 

Leu Pro He Pro Gly Thr He Ser Ser Ala Gly Asp Gly Asn Ser Glu 

2690 2695 2700 

Ser Arg Thr Gin Pro Pro Pro His Pro Ser Pro Leu Thr Pro Leu Pro 
2705 2710 2715 2720 

Pro Leu Leu Val Cys Pro Thr Ala Thr Val Ala Asn Thr Val Thr Thr 

2725 2730 2735 

Val Thr He Ser Thr Ser Pro Pro Lys Arg Lys Arg Gly Arg Pro Pro 

2740 2745 2750 

Lys Asn Pro Pro Ser Pro Arg Pro Ser Gin Leu Pro Val Leu Asp Arg 

2755 2760 2765 

Asp Ser Thr Ser Val Leu Glu Ser Cys Gly Leu Gly Arg Arg Arg Gin 

2770 2775 2780 

Pro Gin Gly Gin Gly Glu Ser Glu Gly Ser Ser Ser Asp Glu Asp Gly 
2785 2790 2795 2800 

Ser Arg Pro Leu Thr Arg Leu Ala Arg Leu Arg Leu Glu Ala Glu Gly 

2805 2810 2815 

Met Arg Gly Arg Lys Ser Gly Gly Ser Met Val Val Ala Val He Gin 

2820 2825 2830 

Asp Asp Leu Asp Leu Ala Asp Ser Gly Pro Gly Gly Leu Glu Leu Thr 

2835 2840 2845 

Pro Pro val Val Ser Leu Thr Pro Lys Leu Arg Ser Thr Arg Leu Arg 

2850 2855 2860 

Pro Gly Ser Leu Val Pro Pro Leu Glu Thr Glu Lys Leu Pro Arg Lys 
2865 2870 2875 2880 

Arg Ala Gly Ala Pro Val Gly Gly Ser Pro Gly Leu Ala Lys Arg Gly 
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2885 2890 2895 

Arg Leu Gin Pro Pro Ser Pro Leu Gly Pro Glu Gly Ser Val Glu Glu 

2900 2905 2910 

Ser Glu Ala Glu Ala Ser Gly Glu Glu Glu Glu Gly Asp Gly Thr Pro 

2915 2920 2925 

Arg Arg Arg Pro Gly Pro Arg Arg Leu Val Gly Thr Thr Asn Gin Gly 

2930 2935 2940 

Asp Gin Arg lie Leu Arg Ser Ser Ala Pro Pro Ser Leu Ala Gly Pro 
2945 2950 2955 2960 

Ala Val Ser His Arg Gly Arg Lys Ala Lys Thr 

2965 2970 

<210> 1991 

<211> 3102 

<212> DNA 

<213> Homo sapiens 

<400> 1991 

nntcctttgc aggctttttt cccccttccc ccctcccccg acctcctttg cgtacaagaa 
60 

gtgaagagtt tgggggaaaa gggacacatg ctctgcttct gcagagaaat gcttctcagg 
120 

gggttggact gttctgtaaa cccccactcc ccgccagcgc aggtgttttg aactccagct 
180 

gagggcctgc tggctgctgg gaaactccta ggcagcagag gcccacgact acttcctcct 
240 

gagtgccgtt cagtggcctg tgtccaggct ctgaagggct ccaagaagct ggtgctgtct 
300 

gtgtactcag cagggcgcat ccctgggggc tacgtcacca accacatcta cacctgggtg 
360 

gacccgcagg gccgcagcat ctccccaccc tcgggcctgc cccagcccca cggtggtgcc 
420 

ctgaggcagc aggagggtga ccggaggagc accctgcacc tcctgcaagg aggggatgag 
480 

aaaaaggtga acctggtgct gggggacggc cggtccctgg gcctcacgat ccgtggggga 
540 

gctgagtacg gccttggcat ttacatcact ggcgtggacc caggctctga agcagaaggc 
600 

agcgggctca aggttgggga ccagattcta gaagtgaatg ggcggagctt tctcaacatc 
660 

ctacacgacg aggctgtcag gctgcttaag tcatctcggc acctcatcct gacagtgaag 
720 

gacgtcggga ggctgcccca tgcccgcacc actgtggacg agaccaagtg gatcgccagt 
780 

tcccggatca gggagaccat ggcgaactcg gcagggtttc ttggcgatct cacaacagaa 
840 

ggaataaaca agccaggatt ttacaagggc ccagccggct cccaggtgac cctgagcagc 
900 

ctggggaacc agacacgagt gctgctggag gagcaggctc ggcacctgct gaacgagcag 
960 

gaacacacca ccatggccta ctacctggat gagtaccgtg gcggcagcgt ctctgtggag 
1020 

gccctcgtca tggccctgtt caagctgctc aacacccacg ccaagttctc actcctctct 
1080 
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gaggtgagag gcaccatttc 
1140 

cgtgagattg agtccatgaa 
1200 

tccatggtct cctacagtga 
1260 

gtcagctcgg ccaggaacac 
1320 

atcaacgccc tcccagatgt 
1380 

agcttcaagc cactgcctcg 

1440 

cagccaagga agctggggag 
1500 

ggcactgtct tctcggctcc 
1560 

gggacctcct ctgcacagga 
1620 

aaccccagct ccaagaggcc 
1660 

ggccccttcc cacgggtcca 
1740 

gtggctgggg gctgccttct 
1800 

aaccagcact ttgtcatggt 
1860 

gtgagggcgc tgccccagac 
1920 

cagactctaa gcgaggacag 
1980 

cgaggaaggc agtcggtgtc 
2040 

aggcccacag atggggccaa 
2100 

cgtgtgaaga aaagtgcggc 
2160 

cagcccctgc ctaggattgt 
2220 

ctcaaggtgg gccacgtgat 
2280 

cgggaggccg cccgcattat 
2340 

tttctggtca ctgagttcaa 
2400 

ctgcccagcc cctggtccca 
2460 

ttggggctgc atggccaggg 
2520 

cagaactggg agaggaagag 
2580 

gctgtactgg gtacacagta 
2640 

aaaggaaggg cagagtgctg 
2700 



cccgcaagac ctagaacgct 
ggcgcggcag cccccaggcc 
cacgggttca tccacaggca 
tctggacctg gaggaaactg 
gtccgtggat gatgtcagat 
cccaccacct ctggcccaag 
agaggacctc cagccacctt 
acagaaccgc agcccgccag 
cttgccctct tcccccatct 
gctggacgcc catctggccc 
gtcacccccg cacctgaaaa 
gcccccatca ccctctggcc 
ggaggtccac cgccccgaca 
gcgcacagcc tctacgctct 
tggtgtggat gctggcgagg 
caccaagagc aggagtagca 
caaaccgcct ggacttctgg 
caccctgggc atcgccatcg 
cactattcag agaggcggct 
tctggaagtg aatgggctga 
cgccgaggcc ttcaagacta 
tgtgatgctc tagaggccaa 
gtccctttcc accgttggct 
tggcaggaag acatcccccc 
agcaggacaa ggcagacaga 
ggcgcccagg acaagtgggt 
gtttctccag gttgggttgg 



tcgaccacct ggtgctgagg 
ccggggctgg ggacacctac 
gccacggcac ctccaccacc 
gcgaggctgt ccagggcaat 
ccacctccca ggggctgtca 
gcaacgacct cccactaggc 
cctccatgcc ttcctgctcg 
cgggcaccgc acccacccca 
atgcctccgt ctcccctgcc 
tggtcaacca acaccccatc 
gcccctctgc agaggccaca 
acccagacca gacaggcaca 
gcgagccaga cgtcaatgaa 
cccagctctc ggacagcggg 
cagaggccag cgccccaggc 
aggagctgcc tcggaacgag 
agcccacgtc cactctggtc 
agggtggcgc caacacccgc 
cagctcacaa ctgtgggcag 
cgcttcgggg caaggagcac 
aggaccgtga ctacattgac 
ggcctgaggg cctcccacca 
tcatcaagct ccttgcgggg 
tccatcccag cccactggac 
aggtcaggtc aggaactggt 
tgcaagacag gaagaaagga 
gggcactgct gtcccccctc 
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cagctaggac ccagcccatc cccagatgcc tgagcctttg tccaaagtga ggtcactcga 
2760 

gaattcatgg acacggcccc cagtcagggg gcatcttgca agacctttag tgccacaaat 
2820 

aagcatcgag cacctcccca ttcacacccc cattcctcct ggctccttat cccccatggt 
2880 

gtttattatt tatttccctc cccatgcccc tggggacccc aaggccccag cttccctctg 
2940 

cacccccagc ctatcccaga ggccttgcag gtgaccagca gtgtcattgt atttatatac 
3000 

agagcttatg actttaattt ttcaataaag aaatctgaac aaggttaaaa aaaaaaaaaa 
3060 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 
3102 

<210> 1992 
<211> 733 
<212> PRT 

<213> Homo sapiens 



<400> 1992 



Thr 


Pro 


Ala 


Glu 


Gly 


Leu 


Leu 


Ala 


Ala 


Gly 


Lys 


Leu 


Leu 


Gly Ser Arg 


1 








5 










10 










15 


Gly 


Pro 


Arg 


Leu 


Leu 


Pro 


Pro 


Glu 


Cys 


Arg 


Ser 


Val 


Ala 


Cys 


Val Gin 








20 










25 










30 




Ala 


Leu 


Lys 


Gly 


Ser 


Lys 


Lys 


Leu 


Val 


Leu 


Ser 


Val 


Tyr 


Ser Ala Gly 






35 










40 










45 






Arg 


He 


Pro 


Gly 


Gly 


Tyr 


Val 


Thr 


Asn 


His 


He 


Tyr Thr 


Trp 


Val Asp 




50 










55 










60 








Pro 


Gin 


Gly 


Arg 


Ser 


He 


Ser 


Pro 


Pro 


Ser 


Gly 


Leu 


Pro 


Gin 


Pro His 


65 










70 










75 








80 


Gly 


Gly 


Ala 


Leu 


Arg 


Gin 


Gin 


Glu 


Gly 


Asp 


Arg 


Arg 


Ser 


Thr 


Leu His 










85 










90 










95 


Leu 


Leu 


Gin 


Gly 


Gly 


Asp 


Glu 


Lys 


Lys 


Val 


Asn 


Leu 


Val 


Leu Gly Asp 








100 










105 










110 




Gly 


Arg 


Ser 


Leu 


Gly 


Leu 


Thr 


He 


Arg 


Gly 


Gly 


Ala 


Glu 


Tyr Gly Leu 






115 










120 










125 






Gly 


He 


Tyr 


He 


Thr 


Gly 


Val 


Asp 


Pro 


Gly 


Ser 


Glu 


Ala 


Glu Gly Ser 




130 










135 










140 








Gly 


Leu 


Lys 


val 


Gly 


Asp 


Gin 


He 


Leu 


Glu 


Val 


Asn Gly 


Arg 


Ser Phe 


145 










150 










155 








160 


Leu 


Asn 


He 


Leu 


His 


Asp 


Glu 


Ala 


Val 


Arg 


Leu 


Leu 


Lys 


Ser 


Ser Arg 










165 










170 










175 


His 


Leu 


He 


Leu 


Thr 


Val 


Lys 


Asp 


Val 


Gly 


Arg 


Leu 


Pro 


His 


Ala Arg 








180 










185 










190 




Thr 


Thr 


Val 


Asp 


Glu 


Thr 


Lys 


Trp 


He 


Ala 


Ser 


Ser 


Arg 


He 


Arg Glu 






195 










200 










205 






Thr 


Met 


Ala 


Asn 


Ser 


Ala 


Gly 


Phe 


Leu 


Gly 


Asp 


Leu 


Thr 


Thr 


Glu Gly 




210 










'215 










220 








He 


Asn 


Lys 


Pro 


Gly 


Phe 


Tyr 


Lys 


Gly 


Pro 


Ala 


Gly Ser 


Gin 


Val Thr 


22S 










230 










235 








240 


Leu 


Ser 


Ser 


Leu 


Gly 


Asn 


Gin 


Thr 


Arg 


Val 


Leu 


Leu 


Glu 


Glu 


Gin Ala 










245 










250 










255 


Arg 


His 


Leu 


Leu 


Asn 


Glu 


Gin 


Glu 


His 


Thr 


TKr 


Met 


Ala 


Tyr 


Tyr Leu 
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260 265 270 

Asp Glu Tyr Arg Gly Gly Ser Val Ser Val Glu Ala Leu Val Met Ala 

275 280 285 

Leu Phe Lys Leu Leu Asn Thr His Ala Lys Phe Ser Leu Leu Ser Glu 

290 295 300 

Val Arg Gly Thr He Ser Pro Gin Asp Leu Glu Arg Phe Asp His Leu 
305 310 315 320 

Val Leu Arg Arg Glu He Glu Ser Met Lys Ala Arg Gin Pro Pro Gly 

325 330 335 

Pro Gly Ala Gly Asp Thr Tyr Ser Met Val Ser Tyr Ser Asp Thr Gly 

340 345 350 

Ser Ser Thr Gly Ser His Gly Thr Ser Thr Thr Val Ser Ser Ala Arg 

355 360 365 

Asn Thr Leu Asp Leu Glu Glu Thr Gly Glu Ala Val Gin Gly Asn He 

370 375 380 

Asn Ala Leu Pro Asp Val Ser Val Asp Asp Val Arg Ser Thr Ser Gin 
385 390 395 400 

Gly Leu Ser Ser Phe Lys Pro Leu Pro Arg Pro Pro Pro Leu Ala Gin 

405 410 415 

Gly Asn Asp Leu Pro Leu Gly Gin Pro Arg Lys Leu Gly Arg Glu Asp 

420 425 430 

Leu Gin Pro Pro Ser Ser Met Pro Ser Cys Ser Gly Thr Val Phe Ser 

435 440 445 

Ala Pro Gin Asn Arg Ser Pro Pro Ala Gly Thr Ala Pro Thr Pro Gly 

450 455 460 

Thr Ser Ser Ala Gin Asp Leu Pro Ser Ser Pro He Tyr Ala Ser Val 
465 470 475 480 

Ser Pro Ala Asn Pro Ser Ser Lys Arg Pro Leu Asp Ala His Leu Ala 

485 490 495 

Leu Val Asn Gin His Pro He Gly Pro Phe Pro Arg Val Gin Ser Pro 

500 505 510 

Pro His Leu Lys Ser Pro Ser Ala Glu Ala Thr Val Ala Gly Gly Cys 

515 520 525 

Leu Leu Pro Pro Ser Pro Ser Gly His Pro Asp Gin Thr Gly Thr Asn 

530 535 540 

Gin His Phe Val Met Val Glu Val His Arg Pro Asp Ser Glu Pro Asp 
545 550 555 560 

Val Asn Glu Val Arg Ala Leu Pro Gin Thr Arg Thr Ala Ser Thr Leu 

565 570 575 

Ser Gin Leu Ser Asp Ser Gly Gin Thr Leu Ser Glu Asp Ser Gly Val 

580 585 590 

Asp Ala Gly Glu Ala Glu Ala Ser Ala Pro Gly Arg Gly Arg Gin Ser 

595 600 605 

Val Ser Thr Lys Ser Arg Ser Ser Lys Glu Leu Pro Arg Asn Glu Arg 

610 615 620 

Pro Thr Asp Gly Ala Asn Lys Pro Pro Gly Leu Leu Glu Pro Thr Ser 
625 630 635 640 

Thr Leu Val Arg Val Lys Lys Ser Ala Ala Thr Leu Gly He Ala He 

645 650 655 

Glu Gly Gly Ala Asn Thr Arg Gin Pro Leu Pro Arg He Val Thr He 

660 665 670 

Gin Arg Gly Gly Ser Ala His Asn Cys Gly Gin Leu Lys Val Gly His 

675 680 685 

Val He Leu Glu Val Asn Gly Leu Thr Leu Arg Gly Lys Glu His Arg 
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690 695 700 

Glu Ala Ala Arg He He Ala Glu Ala Phe Lys Thr Lys Asp Arg Asp 
705 710 715 720 

Tyr He Asp Phe Leu Val Thr Glu Phe Asn Val Met Leu 

725 730 

<210> 1993 
<211> 957 
<212> DNA 

<213> Homo sapiens 
<400> 1993 

nngaaaacct acgggatgac acgtgccctc gatcacatcg acatcgccat cccagctggc 
60 

cagtcggtcg ccgtcatggg gccgtccggg tcaggcaaga ccaccctgct gcactgcttg 
120 

tcggggatcc tctcgcctga ctccggcagt atcgaactgg ctctgccgga ccgcaccgtc 
180 

aacgtcgaaa acctctctaa cgaaggccga gcaaagctac gccgtcaatc ccttggtttc 
240 

gtcttccaac aaggaatgct cgtacccgag ctcactgctg tcgagaacac cgccctaccc 
300 

ctcatgctta acggcgtatc ccaaaccgat gcggtcaggt atgccaccca atggcttgaa 
360 

tcgatggggt taggcggcat ggaggatcgt cggattggtc agctctccgg gggccaagct 
420 

caacgcgtca ctattgcccg gtcccaggta atcgatccgt cgattgtctt cgctgacgaa 
480 

cccaccggag ccctcgactc agccaccgcc gtcgaagtca tggccattct gctttcggcg 
540 

acgaccgggc ggggacgcac cctcgtcgtc gtcacccatg acgaggacgt tgcccgccgc 
600 

tgccagcgca tccttcatct gcacgacggt cggatcgtct ctgaccacgt acgtcattcc 
660 

gatgggaggt ggtgatcatg actataacgc cccctatcga accgggaacc gccgatcaaa 
720 

ggatcccgtc cctccccgtc cccgagcccc tgggagctac gcccggacgt cttaccactg 
780 

ctgcgatcct cagcatgacc ctccgtgcct cagccgctga ccactccacc tggcggttgc 
840 

cggtagttgc tttcgctgtc attgcaacca tcatcctcga cgtcactggc ggtgccgtca 
900 

tgatgtggca tctaccggga gacaactctg gcttctacaa gctgacctcg acaattg 
957 

<210> 1994 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 1994 

Xaa Lys Thr Tyr Gly Met Thr Arg Ala Leu Asp His He Asp He Ala 

15 10 15 

He Pro Ala Gly Gin Ser Val Ala Val Met Giy Pro Ser Gly Ser Gly 
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20 25 






30 




Lys 


Tnr 


i nr 


T ah T ah U{ c ^ue T on Cot" f2 1 \/ T 1 f» 

bcu bcu nis Lys bcu act oiy xxc 


Leu 


Ser 


Pro Asp 


Ser 






1 c 
J 3 






45 






Giy 


ser 


lie 


(jIU UcU nlo LcU rtO HSp Hiy 


Val 


Asn 


Val Glu 


Asn 




SO 






60 








Leu 


Ser 


Asn 


CjIu laiy Arg Aia uys Lieu Arg M*g 


Gin 


Ser 


Leu Gly Phe 


6 D 






/ U » 3 








80 


val 


Phe 


Gin 


/— > 1 1 , , Ma<- Taii Ua 1 T3v-/-» Pin T.Alt 

Gin Q»iy Met lcu vax rro uiu ucu 


Thr 


Ala 


Val Glu 


Asn 














95 




Thr 


» i . 

Aid 


Leu 


Pro Leu Met L»eu Asn t»iy vai aer 


Gin 


Thr 


Asp Ala 


Val 








1DU AU3 






110 




Arg 


Tyr 


Ala 


Thr Gin Trp Leu Glu Ser Met Gly 


Leu Gly Gly Met Glu 






115 


120 




125 






Asp 


Arg 


Arg 


He Gly Gin Leu Ser Gly Gly Gin 


Ala Gin Arg Val 


Thr 




130 




135 


140 








lie 


Ala 


Arg 


Ser Gin Val He Asp Pro Ser He 


Val 


Phe 


Ala Asp 


Glu 


145 






150 155 








160 


Pro 


Thr 


Gly 


Ala Leu Asp Ser Ala Thr Ala Val 


Glu 


Val 


Met Ala 


He 








165 170 






175 




Leu 


Leu 


Ser 


Ala Thr Thr Gly Arg Gly Arg Thr 


Leu 


Val 


Val Val 


Thr 








1B0 185 






190 




His 


Asp 


Glu 


Asp Val Ala Arg Arg Cys Gin Arg 


He 


Leu 


His Leu 


His 






195 


200 




205 






Asp 


Gly 


Arg 


He Val Ser Asp His Val Arg His 


Ser Asp Gly Arg Trp 




210 




215 


220 









<210> 1995 

<211> 285 

<212> DNA 

<213> Homo sapiens 

<400> 1995 

catcaccacc attatcaaca ccatcatcac caccattatc acctttatca ccaccatcat 
60 

caccatcacc accatcatca ctaccaccat cacgcccatc atcatgtgat gactctcaat 
120 

actgtcctca tcatgtgtga cttggactgt ggaccagccc ctcgggctct gctctgctga 
180 

cctatattct ttgtctcttg ttcctgagaa gctgggagtt gagacccagt aaggtgttgt 
240 

acagacactt gtgaccccaa attccatgag acagaggacc tcccn 
285 

<210> 1996 
<211> 59 
<212> PRT 

<213> Homo sapiens 
<400> 1996 

His His His His Tyr Gin His His His His His His Tyr His Leu Tyr 

15 10 15 

His His His His His His His His His His His Tyr His His His Ala 

20 25 30 

His His His Val Met Thr Leu Asn Thr Val Leu He Met Cys Asp Leu 
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35 40 45 

Asp Cys Gly Pro Ala Pro Arg Ala Leu Leu Cys 
50 55 

<210> 1997 

<211> 313 

<212> DNA 

<213> Homo sapiens 

<400> 1997 

ccgccggtgg tggtgctgct gattggcatg gccatctata ccttccgcaa gaaagacctg 
60 

ggcaagctgc acaagccggt cagcatcggc cggcgcgaga tgctggtggg gctggccatc 
120 

ggtggcggca tcggttttta cgacggcctg ttcgggccgg gtaccggcag tttcctgatg 
180 

ttcctgttcg tgcggttttt gcgttttgat ttcttgcatg cttctgccgc ggccaaggtt 
240 

gtcaacctgg ccaccaatgt ggcggcactg tgctttttca ttcccagcgg caatgtgctg 
300 

tatggctacg cgt 
313 

<210> 1998 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1998 



Pro Leu 


Val 


Val 


Val Leu Leu lie Gly Met Ala 


lie Tyr Thr 


Phe 


Arg 


1 






5 10 




15 




Lys Lys 


Asp 


Leu 


Gly Lys Leu His Lys Pro Val 


Ser lie Gly 


Arg 


Arg 






20 


25 


30 






Glu Met 


Leu 


Val 


Gly Leu Ala lie Gly Gly Gly lie Gly Phe 


Tyr 


Asp 




35 




40 


45 






Gly Leu 


Phe 


Gly 


Pro Gly Thr Gly Ser Phe Leu 


Met Phe Leu 


Phe 


Val 


50 






55 


60 






Arg Phe 


Leu 


Arg 


Phe Asp Phe Leu His Ala Ser 


Ala Ala Ala 


Lys 


Val 


65 






70 75 






80 


Val Asn 


Leu 


Ala 


Thr Asn Val Ala Ala Leu Cys 


Phe Phe lie 


Pro 


Ser 








85 90 




95 




Gly Asn 


val 


Leu 


Tyr Gly Tyr Ala 












100 











<210> 1999 

<211> 399 

<212> DNA 

<213> Homo sapiens 

<400> 1999 

ccgcggcgca agttggaatg gcaaaacatt ttcattcccg gcgagcaagg tagcttgagt 
60 

tccactgcgc agagggcaga tgtgaagtac tccggtactg ttcattttac cggtgttggc 
120 
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ggaagaatgg atcttactct cgctgaccct gagattgtcg ttaacaatgg cgatgatcat 
180 

gtgattatgt ctgtgaagtc caagactatg gtcgggcagt tggttgacta tggccgtata 
240 

actttcgttg atatgaccgg ctctattacg cagggtcaaa acgatgcagc tcaggttgtg 
300 

gggaccaatg tcaagctgaa tagccaagcc gtcgatgcat tcgctggctt ctatcaagct 
360 

ggaaagccca tggatgacat cgattcgtcc ttaaagctt 
399 

<210> 2000 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 2000 

Met Asp Leu Thr Leu Ala Asp Pro Glu He Val Val Asn Asn Gly Asp 

15 10 15 

Asp His Val He Met Ser Val Lys Ser Lys Thr Met Val Gly Gin Leu 

20 25 30 

Val Asp Tyr Gly Arg He Thr Phe Val Asp Met Thr Gly Ser He Thr 

35 40 45 

Gin Gly Gin Asn Asp Ala Ala Gin Val Val Gly Thr Asn Val Lys Leu 

50 55 60 

Asn Ser Gin Ala Val Asp Ala Phe Ala Gly Phe Tyr Gin Ala Gly Lys 
65 70 75 80 

Pro Met Asp Asp He Asp Ser Ser Leu Lys Leu 

85 90 

<210> 2001 

<211> 1434 

<212> DNA 

<213> Homo sapiens 

<400> 2001 

nngaatgaag gacgtcataa tttgctgatc agcagtgcag ctgactggag gagggacaaa 
60 

tttggcagga ccccactgca ctatgcagct gctaacggta gctaccagtg tgcagtaaca 
120 

ttggtgactg ctggggcagg tgtcaacgag gccgactgta aaggctgctc tcccctccac 
180 

tacgctgccg cttctgacac ttacaggnag agcggaaccc catacacctt ccagccatga 
240 

tgccgaagag ganncgagcc actgaaggag tcccgcagga aggaggcctt cttctgtctg 
300 

gagttcttac tggataacgg tgcagacccc tccctgcggg acaggcaggg ctacacagct 
360 

gtgcactatg cagccgccta tggcaacaga cagaacctcg aactgctctt agaaatgtcc 
420 

tttaactgcc tggaggatgt ggagagcacc attccagtca gccctttgca cttagctgcc 
480 

tacaacggtc actgtgaagc cttgaagacg ctggcggaga cgctggtgaa tctggacgta 
540 
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agggaccaca agggccggac 
600 

gtggaggtgc ttacagccca 
660 

acacccctgc acgccgctgc 
720 

agtggggaac gagctgacat 
780 

ctggccatca tgaatggcca 
840 

gctgatgctg ctgacctccg 
900 

gaggactgcc tggctgccct 
960 

ggccgcacgc ccattcacct 
1020 

ctgcaggctg ccctttccac 
1080 

cccatgcact gggcctccta 
1140 

agcccgtttt cgtacctgga 
1200 

aaccaagaca gcaccacaga 
1260 

cgagatgcca aaggacggac 
1320 

ctccggatgc tgctgcagca 
1380 

gcgctcatga cggcggctga 
1434 

<210> 2002 
<211> 79 
<212> PRT 

<213> Homo sapiens 



cgcactcttc ctggccacgg 
cggcgcctct gccctcatca 
tgcctctggc cacactgact 
cacagatgtc atggatgcct 
tgtggactgt gtacatctgc 
gggccgcact gccctccacc 
gctggaccac gacgcatttg 
ggcctcagcc tgtggccaca 
agatcccctg gatgccgggg 
cactggacat gaagattgtc 
aggaaacccc ttcactcctt 
gatgctactg ggagctctgg 
cccccttcac gccgctgcct 
tcaagctgag gtgaacgcca 
gaacgggcag accgctgctg 



agcgcggctc tactgagtgt 
aggagcgcaa gcgcaagtgg 
ccctgcactt gctgatcgac 
atggacagac cccactgatg 
tgctagagaa aggatccaca 
gcggggcagt gactggctgt 
tgctgtgccg agactttaag 
ctgcagtact gcggaccctg 
tggattacag cggatactcg 
tggagttgtt acttgaacac 
tgcactgtgc agtgattaat 
gtgccaagat tgtgaacagc 
tcgcggacaa tgtctctggg 
ctgaccacac tggccgcact 
tggaatttct gctg 



<400> 2002 

Xaa Asn Glu Gly Arg His Asn Leu Leu He Ser Ser Ala Ala Asp Trp 

15 10 15 

Arg Arg Asp Lys Phe Gly Arg Thr Pro Leu His Tyr Ala Ala Ala Asn 

20 25 30 

Gly Ser Tyr Gin Cys Ala Val Thr Leu Val Thr Ala Gly Ala Gly Val 

35 40 45 

Asn Glu Ala Asp Cys Lys Gly Cys Ser Pro Leu His Tyr Ala Ala Ala 

50 55 60 

Ser Asp Thr Tyr Arg Xaa Ser Gly Thr Pro Tyr Thr Phe Gin Pro 
65 70 75 



<210> 2003 

<211> 688 

<212> DNA 

<213> Homo sapiens 

<400> 2003 
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ntcatgacta cggagacact 
60 

attgcagata ccattaagga 
120 

ttgagcaaag agagggaaaa 
180 

ggaagaaaac agataatatc 
240 

tttgaagtcc agagtcagaa 
300 

aaggcaaaat ccaacttgga 
360 

cagacccaga aaaagtgtaa 
420 

aggatgaaaa ccgaagaaga 
480 

gagcagcagg tgggtcccca 
540 

atactgagga aacaaaaaga 
600 

tgaactttag ctcatgtttt 
660 

gtaatttgag agagtgcagg 
688 



gaagaaaatt cagattgata 
gttgcaagat tcggccactt 
caaaatgcat ttctatgaca 
acttcaaaaa cagctaatta 
tgagtatatt gctaacctca 
gaatcgctac atgaaaacca 
cagaacagag gaactcttgg 
ggcccggact catacagaga 
cagcttttct atgctttgac 
atattttgaa ggaaaaccaa 
ctttcagggt tatgcatctg 
taaaattg 



ggcagttttt cagcgatgtg 
acaacagtct cctgcaagct 
tcatttccag ggaggaaaaa 
acttcaaaaa ggaatggcaa 
aggaccaact gcaagagatg 
ataccgagct gcagattgcc 
tggaagagat tgagaaactc 
ttgaaatgtt ccttagaaag 
tttttttttg tactctgctt 
ccatcattct ttcagcctaa 
aatagatatc ttatatagct 



<210> 2004 

<211> 172 

<212> PRT 

<213> Homo sapiens 



<400> 2004 

Xaa Met Thr Thr Glu Thr Leu Lys Lys He Gin He Asp Arg Gin Phe 

15 10 15 

Phe Ser Asp Val He Ala Asp Thr He Lys Glu Leu Gin Asp Ser Ala 

20 25 30 

Thr Tyr Asn Ser Leu Leu Gin Ala Leu Ser Lys Glu Arg Glu Asn Lys 

35 40 45 

Met His Phe Tyr Asp He He Ser Arg Glu Glu Lys Gly Arg Lys Gin 

50 55 60 

He He Ser Leu Gin Lys Gin Leu He Asn Phe Lys Lys Glu Trp Gin 
65 70 75 80 

Phe Glu val Gin Ser Gin Asn Glu Tyr He Ala Asn Leu Lys Asp Gin 

85 90 95 

Leu Gin Glu Met Lys Ala Lys Ser Asn Leu Glu Asn Arg Tyr Met Lys 

100 105 110 

Thr Asn Thr Glu Leu Gin He Ala Gin Thr Gin Lys Lys Cys Asn Arg 

115 120 125 

Thr Glu Glu Leu Leu Val Glu Glu He Glu Lys Leu Arg Met Lys Thr 

130 135 140 

Glu Glu Glu Ala Arg Thr His Thr Glu He Glu Met Phe Leu Arg Lys 
145 150 155 160 

Glu Gin Gin Val Gly Pro His Ser Phe Ser Met Leu 

165 170 
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<210> 2005 

<211> 354 

<212> DNA 

<213> Homo sapiens 



<400> 2005 
gctagcacca 
60 

caagtgaact 
120 

tcggagtcag 
180 

agcccgccgt 
240 

cagtgctgtg 
300 

gtctactccc 
354 



agccaaggtt 
gattgacccc 
gggtggcctt 
gtcacagggt 
tttgctcaga 
tgctttggtc 



atgtttcctt 
cagccctgtg 
tnagccaagg 
ctcctgaccg 
tggacgcaca 
tgtcctgaaa 



gcttgcatgt 
gggaatttca 
ctgcattaac 
gctgggtagg 
tggaaaccag 
acaattgcaa 



ggggtttctg 
ggggggtatt 
ttttgggaaa 
gtttggcctt 
gctaggatca 
agacattgtg 



gccagtcagc 
gtcttggtca 
agaaatggga 
atcttacagc 
tcttcccaat 
gctg 



<210> 2006 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 2006 

Met Phe Pro Cys Leu His Val Gly Phe Leu Ala Ser Gin Pro Ser Glu 

15 10 15 

Leu He Asp Pro Gin Pro Cys Gly Glu Phe Gin Gly Gly He Val Leu 

20 25 30 

Val lie Gly Val Arg Gly Gly Leu Xaa Ala Lys Ala Ala Leu Thr Phe 

35 40 45 

Gly Lys Arg Asn Gly Lys Pro Ala Val Ser Gin Gly Leu Leu Thr Gly 

50 55 60 

Trp Val Gly Phe Gly Leu He Leu Gin Pro Val Leu Cys Leu Leu Arg 
65 70 75 80 

Trp Thr His Met Glu Thr Arg Leu Gly Ser Ser Ser Gin Cys Leu Leu 

85 90 95 

Pro Ala Leu Val Cys Pro Glu Asn Asn Cys Lys Asp He Val Ala 

100 105 HO 

<210> 2007 

<211> 335 

<212> DNA 

<213> Homo sapiens 

<400> 2007 

nnacgcgtgc catgtgcatg tgtatatgca tgtatgtgcg tatgtgtgtg catgtgtgtg 
60 

tgtatatgca tgtgtgtatg tgcatgtacg tgtnngtgca tatgcgtgtg catgcatgcg 
120 

tgtgcgtatg tgtgcatann catgtgcaca catgtacaca cgtgtacatg ttcatgcatg 
180 

tgcacgtgca tatgtgtaca cgtgtatgcg tgtacatgta tgagcatatg tacacgtgtg 
240 
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gatgtgtgtg tatgcatgtg tgtgtgcaca gatatgcctt ttcctttcat acaggctggt 
300 

ttgagtattg ctggtaggca gggacaactt tccgt 
335 



<210> 2008 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 2008 

Xaa Arg Val Pro Cys Ala Cys Val Tyr Ala Cys Met Cys Val Cys Val 

15 10 15 

Cys Met Cys Val Cys He Cys Met Cys Val Cys Ala Cys Thr Cys Xaa 

20 25 30 

Cys He Cys Val Cys Met His Ala Cys Ala Tyr Val Cys He Xaa Met 

35 40 45 

Cys Thr His Val His Thr Cys Thr Cys Ser Cys Met Cys Thr Cys He 

50 55 60 

Cys Val His Val Tyr Ala Cys Thr Cys Met Ser He Cys Thr Arg Val 
65 70 75 60 

Asp Val Cys Val Cys Met Cys Val Cys Thr Asp Met Pro Phe Pro Phe 

85 90 95 

He Gin Ala Gly Leu Ser He Ala Gly Arg Gin Gly Gin Leu Ser 

100 105 HO 

<210> 2009 
<211> 288 
<212> DNA 

<213> Homo sapiens 
<400> 2009 

gacatcaccc cgctgctggc caaccccaac ggtttctccg cagcgatcga ggaactggtg 
60 

ctgcgttccc cacgcgacat cgacgtggtc gtcggcatgg aggctcgcgg cttcctcttc 
120 

gcagctccgg tcgccctggc catcggggca ggattcgtgc cggtgcgcaa gccggggaag 
180 

ctccccggcc aggtgtattc cgagaccttt gccatggagt acggggagga gaccctcacc 
240 

gtccaccagt acgccatcaa gccggggtcg cgcgtcatca tcgtcgac 
288 

<210> 2010 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 2010 
Asp He Thr Pro 
1 

Glu Glu Leu Val 

20 

Met Glu Ala Arg 



Leu Leu Ala Asn 
5 

Leu Arg Ser Pro 
Gly Phe Leu Phe 



Pro Asn Gly Phe 
10 

Arg Asp He Asp 
25 

Ala Ala Pro val 



Ser Ala Ala He 
15 

Val Val Val Gly 
30 

Ala Leu Ala He 
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35 40 
Gly Ala Gly Phe Val Pro Val Arg 

50 55 
Val Tyr Ser Glu Thr Phe Ala Met 
65 70 
Val His Gin Tyr Ala He Lys Pro 

85 



45 

Lys Pro Gly Lys Leu Pro Gly Gin 

60 

Glu Tyr Gly Glu Glu Thr Leu Thr 

75 80 
Gly Ser Arg Val He He Val Asp 
90 95 



<210> 2011 

<211> 384 

<212> DNA 

<213> Homo sapiens 



<400> 2011 
ctcgagcagt 
60 

cttgccgccg 
120 

gaagtcaacg 
180 

gattgtaaat 
240 

atgttgattg 
300 

aagcaaatgt 
360 

accttccatt 
384 



ctctgcatgt 
cctgcgtgct 
gtggacgacg 
tggtagaacg 
ttatagccat 
gagccgaggg 
ctgtgggcag 



taacaccccc 
tcgctaggcg 
ggttggaggg 
gggaacagag 
ctctggagga 
gacagtgccg 
aatt 



gtacggcccg 
gccggtgaac 
tttgttgatt 
attagtcaca 
gagggaaaaa 
tccttcgttc 



taaagcataa 
ccacctgagg 
ggcgagtggg 
atgacgagaa 
gccaggtatc 
ctcggcaact 



ccgtctccga 
gccggatgta 
gaagcgagca 
cgacaacaga 
tagacagcga 
cccacgaggc 



<210> 2012 

<211> 123 

<212> PRT 

<213> Homo sapiens 



<400> 2012 








Met 


Glu 


Gly Ala Ser Trp Glu Leu Pro Arg Asn Glu Gly 


Arg 


His 


Cys 


1 




5 10 




15 




Pro 


Leu 


Gly Ser His Leu Leu Ser Leu Ser Arg Tyr Leu 
20 25 


Ala 
30 


Phe 


Ser 


Leu 


Ser 


Ser Arg Asp Gly Tyr Asn Asn Gin His Ser Val 
35 40 45 


Val 


Val 


Leu 


Val 


He 
50 


Val Thr Asn Leu Cys Ser Pro Phe Tyr Gin Phe 

55 60 


Thr 


He 


Cys 


Ser 


Leu 


Pro His Ser Pro He Asn Lys Pro Ser Asn Pro 


Ser 


Ser 


Thr 


65 




70 75 






80 


Val 


Asp 


Phe Tyr He Arg Pro Ser Gly Gly Phe Thr Gly 
85 90 


Arg 


Leu 
95 


Ala 


Lys 


His 


Ala Gly Gly Gly Lys Ser Glu Thr Val Met Leu 
100 105 


Tyr 
110 


Gly 


Pro 


Tyr 


Gly 


Gly Val Asn Met Gin Arg Leu Leu Glu 









115 120 



<210> 2013 
<211> 309 
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<212> DNA 

<213> Homo sapiens 



<400> 2013 
gcgtatcccc 
60 

gccttgctcg 
120 

gataaccaga 
180 

cgcggcaacg 
240 

gaaaaacctg 
300 

nnncccncn 
309 



acggctacgg 
cccaggtcca 
cggttatcgc 
gcgtcgccaa 
ccgaaacact 



catgaccgcg 
cagcacacaa 
gggcagcgac 
acgcttggcc 
ggcccaagcc 



cttatcggcc 
accccggtgt 
ggggcaatga 
gtcagcgtgc 
ttcgctgaag 



cggacctgtc 
acctggccaa 
aagcagtcgc 
cgtcccattg 
tgacgctgaa 



caccgtcgaa 
tatcaatgcc 
caatctggtc 
tgcgctgctg 
aacgccgncn 



<210> 2014 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 2014 

Ala Tyr Pro His Gly Tyr Gly Met Thr Ala Leu lie Gly Pro Asp Leu 

1 5 10 15 

Ser Thr Val Glu Ala Leu Leu Ala Gin Val His Ser Thr Gin Thr Pro 

20 25 30 

Val Tyr Leu Ala Asn He Asn Ala Asp Asn Gin Thr Val He Ala Gly 

35 40 45 

Ser Asp Gly Ala Met Lys Ala Val Ala Asn Leu Val Arg Gly Asn Gly 

50 55 60 

Val Ala Lys Arg Leu Ala Val Ser Val Pro Ser His Cys Ala Leu Leu 
65 70 75 80 

Glu Lys Pro Ala Glu Thr Leu Ala Gin Ala Phe Ala Glu Val Thr Leu 

85 90 95 

Lys Thr Pro Xaa Xaa Pro Xaa 

100 

<210> 2015 
<211> 329 
<212> DNA 

<213> Homo sapiens 
<400> 2015 

acgcgtgcca tgctcggtat ccgccgccac caccccgtct ttgggaccgg cgagttcacc 
60 

gatctaggcg ggccggacat ggcagtgatg tccttcctac gtcacaacga gcacgaaacg 
120 

gtcctgtgcc tggctaatct ctccgatact gagcggacgg ttgcccttca ccttccacaa 
180 

ttcgcgggcg tggcgggctc ttctctcatc catggtcagg acgcgcaacc agtaaaagct 
240 

gacggaacac tgtccgtacc gttgtggcca tatggctatc gatggctgca gatgtccggt 
300 
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gaggagaggt catgaccgct tgggaagac 
329 



<210> 2016 


















<211> 104 


















<212> PRT 


















<213> Homo sapiens 














<400> 2016 


















Thr Arg Ala 


Met 


Leu 


Gly 


He 


Arg 


Arg 


His His 


Pro Val Phe Gly Thr 


1 




5 










10 


15 


Gly Glu Phe 


Thr 


Asp 


Leu 


Gly 


Gly 


Pro 


Asp Met 


Ala Val Met Ser Phe 




20 










25 




30 


Leu Arg His 


Asn 


Glu 


His 


Glu 


Thr 


Val 


Leu Cys 


Leu Ala Asn Leu Ser 


35 










40 






45 


Asp Thr Glu 


Arg 


Thr 


Val 


Ala 


Leu 


His 


Leu Pro 


Gin Phe Ala Gly Val 


50 








55 








60 


Ala Gly Ser 


Ser 


Leu 


He 


His 


Gly 


Gin 


Asp Ala 


Gin Pro Val Lys Ala 


65 






70 








75 


80 


Asp Gly Thr 


Leu 


Ser 


Val 


Pro 


Leu 


Trp 


Pro Tyr 


Gly Tyr Arg Trp Leu 






85 










90 


95 


Gin Met Ser 


Gly 


Glu 


Glu 


Arg 


Ser 









100 



<210> 2017 

<211> 457 

<212> DNA 

<213> Homo sapiens 

<400> 2017 

accaaggtca gattcatggc ctcttttcct ccagcggcca gcaggaaacg cggggagccc 
60 

ttgatcatct ccgacatcaa gaaaggcagc gtggcacaca ggacgggcac cctggagcca 
120 

ggcgacaagc tactggccat tgacaatatc cgcctggaca actgccccat ggaggacgcc 
180 

gtgcaaatcc tgcggcagtg cgaggacctg gtgaagctga agatccggaa ggacgaggac 
240 

aactctgatg agctggagac cacaggtgcc gtcagttaca cagtggagct gaagcgctac 
300 

gggggtcccc tgggcatcac catttcgggc acggaggaac cttttgaccc cattttcatc 
360 

tcaggcctcc ccaaacgtgg cctggctgag aggactggtg ccatccagtg ggggaaccgc 
420 

ttcggaccat aacaacgtta ttctcaggga cggacca 
457 

<210> 2018 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 2018 

Thr Lys Val Arg Phe Met Ala Ser Phe Pro Pro Ala Ala Ser Arg Lys 



1529 



WO 00/58473 



PCT/US00/08621 



15 10 15 

Arg Gly Glu Pro Leu He He Ser Asp He Lys Lys Gly Ser Val Ala 

20 25 30 

His Arg Thr Gly Thr Leu Glu Pro Gly Asp Lys Leu Leu Ala He Asp 

35 40 45 

Asn He Arg Leu Asp Asn Cys Pro Met Glu Asp Ala Val Gin He Leu 

50 55 60 

Arg Gin Cys Glu Asp Leu Val Lys Leu Lys He Arg Lys Asp Glu Asp 
65 70 75 80 

Asn Ser Asp Glu Leu Glu Thr Thr Gly Ala Val Ser Tyr Thr Val Glu 

85 90 95 

Leu Lys Arg Tyr Gly Gly Pro Leu Gly He Thr He Ser Gly Thr Glu 

100 105 110 

Glu Pro Phe Asp Pro He Phe He Ser Gly Leu Pro Lys Arg Gly Leu 

115 120 125 

Ala Glu Arg Thr Gly Ala He Gin Trp Gly Asn Arg Phe Gly Pro 
130 135 140 

<210> 2019 

<211> 483 

<212> DNA 

<213> Homo sapiens 

<400> 2019 

cgcgtcggcg acgattttat cctcggggtt cgttataccg ccgatgaatg tctcgagaac 
60 

ggcaccggca aggcggaagg catcgaaatc tccagacggc tgaaggagag cggcctgatc 
120 

gactatctca acgtcatcag gggacatatc gacaccgatc ccggcctgac cgacgtcatc 
180 

cccattcagg gcatggcgag cgcgccgcat cttgatttcg caggcgaaat ccgcgcggcg 
240 

accagcttcc ccgtcttcca tgccgccaaa attcaggatg tcgccaccgc ccggcatgcg 
300 

attgccgccg gcaaggtcga catgatcggc atgacccgcg cccacatgac cgatccgcat 
360 

atcgtccgca agatcatgga aaaacaggag gaggacatcc gcccctgcgt cggcgccaat 
420 

tattgtcttg atcgcattta tcaaggcggc ctcgccttct gcattcacaa tgcggcaacc 

480 

ggc 

483 

<210> 2020 

<211> 161 

<212> PRT 

<213> Homo sapiens 

<400> 2020 

Arg Val Gly Asp Asp Phe He Leu Gly Val Arg Tyr Thr Ala Asp Glu 

15 10 15 

Cys Leu Glu Asn Gly Thr Gly Lys Ala Glu Gly He Glu He Ser Arg 

20 25 30 

Arg Leu Lys Glu Ser Gly Leu He Asp Tyr Leu Asn Val He Arg Gly 



1530 



WO 00/58473 



PCT/USOO/08621 







35 




His 


He 


Asp Thr Asp 


Pro \jLy i-»eu 




50 






Met 


Ala 


Ser Ala Pro 


His Leu Asp 


65 






70 


Thr 


Ser 


Phe Pro Val 


Phe His Ala 






85 




Ala Arg 


His Ala He 


Ala Ala Gly 






100 




Arg 


Ala 


His Met Thr 


Asp Pro His 






115 


120 


Gin 


Glu 


Glu Asp lie 


Arg Pro Cys 




130 




135 


Arg 


He 


Tyr Gin Gly 


Gly Leu Ala 


145 






150 


Gly 









45 



Thr Asp Val 


He Pro He 


Gin 


Gly 




60 






Phe Ala Gly 


Glu He Arg 


Ala 


Ala 


75 






80 


Ala Lys He 


Gin Asp Val 


Ala 


Thr 


90 




95 




Lys Val Asp 


Met He Gly Met 


Thr 


105 


110 






He Val Arg 


Lys He Met 


Glu 


Lys 




125 






Val Gly Ala 


Asn Tyr Cys 


Leu 


Asp 




140 






Phe Cys He 


His Asn Ala 


Ala 


Thr 


155 






160 



<210> 2021 

<211> 797 

<212> DNA 

<213> Homo sapiens 

<400> 2021 

ngaattcggt cactggctta actcggagca cagcttcacc acgacccatg acaaggaagg 
60 

gtttctcctg agaagggcca gcaagtgtgt ttaaggacat cctccctcct gtccctgcag 
120 

ccctcctccc tcagtactcg cgagactacg aaaacacgtg ctgaaatgga cacccgctcc 
180 

gggagccagt gttccgtcac cccagaagcc atactcaata atgaaaagct ggtcttgccg 
240 

ccccgcatct ccagagtgaa cggctggtcg ttacccctgc actacttcca ggtggtgacc 
300 

tgggctgtct tcgtgggcct ttcctcggcc accttcggga tcttcattcc cttcctgcct 
360 

cacgcgtgga aatacatcgc ctatgtggta tccttttcat cgtggcatgg tctaagcggg 
420 

aggggttcct ggaggaccct gcgatggacc tggctgtggg gtctgggcca tggctgcccg 
480 

gtggcaccag tcacctgtcc tgggccagac tatgtccccc gagcctgcag gtgggcccag 
540 

tggcccctta tggttttggc cagccccggt taagggtcag gccaggccag cgttggctga 
600 

gggagttccg gagagggaat ctgtcaggag ggacagcagc cccctggcgt ggcgcaggac 
660 

ccgccctgct ggcagccttc cgctaaaatc cctgcgcagc attttgcaca tggccagccc 
720 

ctttctcctt gcccctggtg ccaaggagga acagcgccat gccccgcagg tcggcagcct 
780 

gcgtttccat gccaagc 
797 

<210> 2022 
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<211> 135 
<212> PRT 

<213> Homo sapiens 



<400> 2022 






Met Asp 


Thr 


Arg 


Ser Gly Ser Gin 


1 






5 


Leu Asn 


Asn 


Glu 


Lys Leu Val Leu 






20 




Gly Trp 


Ser 


Leu 


Pro Leu His Tyr 




35 




40 


Phe Val 


Gly 


Leu 


Ser Ser Ala Thr 


50 






55 


Pro His 


Ala 


Trp 


Lys Tyr lie Ala 


65 






70 


His Gly 


Leu 


Ser 


Gly Arg Gly Ser 








85 


Leu Trp 


Gly 


Leu 


Gly His Gly Cys 






100 




Gly Pro 


Asp 


Tyr 


Val Pro Arg Ala 




115 




120 


Met Val 


Leu 


Ala 


Ser Pro Gly 


130 






135 



Cys Ser Val Thr Pro Glu Ala lie 

10 15 
Pro Pro Arg lie Ser Arg Val Asn 
25 30 
Phe Gin Val Val Thr Trp Ala Val 

45 

Phe Gly lie Phe lie Pro Phe Leu 
60 

Tyr Val Val Ser Phe Ser Ser Trp 

75 80 
Trp Arg Thr Leu Arg Trp Thr Trp 

90 95 
Pro Val Ala Pro Val Thr Cys Pro 
105 110 
Cys Arg Trp Ala Gin Trp Pro Leu 

125 



<210> 2023 

<211> 462 

<212> DNA 

<213> Homo sapiens 

<400> 2023 

naatctccga cgatccctgc cgacgtgctc 
60 

cgcaccgcga tccttgaggt gatgaacgag 
120 

actgctccgc gcatcattac cgtccacatc 
180 

cccaagggca agatgattaa ccagattcag 
240 

gacgatggca cgattttcat cggggctgat 
300 

atgatcaacg cgatcgctaa cccacagatg 
360 

gtcgtcaaga cgacgagctt tggcgctttc 
420 

ttgcacatct ccaagatgcg tgaccttaac 
462 



gccggtgctc tcaagcaggc taaggaggct 
gccatcgatt ctcccgatga aatggccccg 
ccagtggaca agatcggtga ggtcatcggc 
gacgacactg gcgccaatat ctctattgag 
aacggagatt cggccgagtc tgcccgttcg 
cccgaggtcg gtgagcgtta cctcggcacc 
gtctctctgc tgcccggcaa ggatggtctg 
gacggtaaac gc 



<210> 2024 

<211> 154 

<212> PRT 

<213> Homo sapiens 



<400> 2024 

Xaa Ser Pro Thr lie Pro Ala Asp Val Leu Ala Gly Ala Leu Lys Gin 



1532 



WO 00/58473 



PCT/US00/08621 



15 10 15 

Ala Lys Glu Ala Arg Thr Ala lie Leu Glu Val Met Asn Glu Ala lie 

20 25 30 

Asp Ser Pro Asp Glu Met Ala Pro Thr Ala Pro Arg He He Thr Val 

35 40 45 

His He Pro Val Asp Lys He Gly Glu Val He Gly Pro Lys Gly Lys* 

50 55 60 

Met He Asn Gin He Gin Asp Asp Thr Gly Ala Asn He Ser He Glu 
65 70 75 80 

Asp Asp Gly Thr He Phe He Gly Ala Asp Asn Gly Asp Ser Ala Glu 

85 90 95 

Ser Ala Arg Ser Met He Asn Ala He Ala Asn Pro Gin Met Pro Glu 

100 105 HO 

Val Gly Glu Arg Tyr Leu Gly Thr Val Val Lys Thr Thr Ser Phe Gly 

115 120 125 

Ala Phe Val Ser Leu Leu Pro Gly Lys Asp Gly Leu Leu His He Ser 

130 135 140 

Lys Met Arg Asp Leu Asn Asp Gly Lys Arg 
145 150 

<210> 2025 

<211> 872 

<212> DNA 

<213> Homo sapiens 



<400> 2025 
cgtggtaacg 
60 

tgctctctgc 

120 

agggaggtct 
180 

ggtgggacga 
240 

gagaccagaa 
300 

gaagaaatcc 
360 

acttctctgc 
420 

acacgctgga 
480 

gcaccgcctc 
540 

cggaaaacca 
600 

gcgctccgca 
660 

cttcatctcc 
720 

tgtccacatc 
780 

tgtcgcagag 
840 



atttacagga 
agagaataag 
gtacctcctc 
gagcgaggga 
cggcacccca 
agccaaggtc 
ctcctgcagc 
ggctgctctc 
ctgtaactgc 
atggcgaaat 
tttgttgact 
tgtgcagttt 
aatagccacc 
gtggaggcgg 



aagaacagct 
tgcacacagg 
cctcatctca 
gcactgtctc 
gagagcacgg 
acttttcctg 
tccctcagtg 
cgggtgttcc 
agctgaagct 
attttgtcac 
cgtaaatcac 
tgctcaagga 
actgtgaagt 
tgggtacagt 



ggaactcgtg 
ttggtgtctt 
ttttacacaa 
tggcagcagc 
gggaaatggc 
tgtgagcatg 
tggcttggag 
cactggggac 
ggaaagagac 
agatgacctg 
atcttgaaaa 
tttccctcat 
cgctccggat 
ccctgtcgaa 



ctgggataac 
ctgaccgaga 
ggcgacaggt 
acttgccact 
tcatctttaa 
tttaaggcca 
gagttggcga 
cccagggtct 
cgcagagctc 
caggttgttg 
acagtcaaag 
tttaggttca 
ggcaaagttt 
atggttcccc 



caggtacaag 
gccctcctga 
cagaggccag 
ccacaatgtg 
aacaatggca 
gagagtggct 
agcttccaga 
gcacattcct 
ttgagaggcg 
tttacgcgct 
aaattgcagt 
aaaaaggcca 
tccggcttga 
atgtccaaga 
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agctgagtgc gaggcccctg atggccctgg cc 
872 

<210> 2026 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 2026 



Met 


Gly 


Asn His 


Phe 


Asp 


Arg 


Asp 


Cys 


Thr 


His 


Arg 


Leu 


His Leu Cys 


l 






5 










10 








15 


Asp 


He 


Lys Pro 


Glu 


Asn 


Phe 


Ala 


He 


Arg 


Ser 


Asp 


Phe 


Thr Val Val 






20 










25 










30 


Ala 


He 


Asp Val 


Asp 


Met 


Ala 


Phe 


Phe 


Glu 


Pro 


Lys 


Met 


Arg Glu He 






35 








40 










45 




Leu 


Glu 


Gin Asn 


Cys 


Thr 


Gly 


Asp 


Glu 


Asp 


Cys 


Asn 


Phe 


Phe Asp Cys 




50 








55 










60 






Phe 


Ser 


Arg Cys 


Asp 


Leu 


Arg 


Val 


Asn 


Lys 


Cys 


Gly 


Ala 


Gin Arg Val 


65 








70 










75 






80 


Asn 


Asn 


Asn Leu 


Gin 


val 


He 


Cys 


Asp 


Lys 


He 


Phe 


Arg 


His Trp Phe 








85 










90 








95 


Ser 


Ala 


Pro Leu 


Lys 


Ser 


Ser 


Ala 


Val 


Ser 


Phe 


Gin 


Leu 


Gin Leu Gin 






100 










105 










110 


Leu 


Gin 


Glu Ala 


Val 


Gin 


Glu 


Cys 


Ala 


Asp 


Pro 


Gly 


Val 


Pro Ser Gly 






115 








120 










125 




Asn 


Thr 


Arg Arg 


Ala 


Ala 


Ser 


Ser 


Val 


Phe 


Trp 


Lys 


Leu 


Arg Gin Leu 




130 








135 










140 






Leu 


Gin 


Ala Thr 


Leu 


Arg 


Glu 


Leu 


Gin 


Glu 


Ala 


Glu 


Lys 




145 








150 










155 









<210> 2027 
<211> 721 
c212> DNA 

<213> Homo sapiens 
c400> 2027 

tgtacaatga cagaccaagt ataaggcttt ggttgagaga ccagctttta aatattgaaa 
60 

gacaaatata gtgtaaaagg cgcaatggaa tttgtatagt gaaggagatt ctctagtccc 
120 

agggttgtaa tgtcacttct gtctaattca ttacagaatt acagaatcaa atcatgttag 
180 

ccctagaaga aactgcagat cattttgttc aatcttctca ttatatagga aaggaaattt 
240 

gagggccagt gcaatggttt gccaaggtca cacaactagt tagtggaagg atccaggcat 
300 

tctaattcct ttctttcact aatacatttg gactgctcta cagaattact tctgtctgat 
360 

actatccact ttgaagagta gctagcatat agtagccatt tacttttggc tcaattaaaa 
420 

gcaaacattt ttgggacaaa atcaggcttt cctgattact tcttagataa cagagcccac 
480 

acagtattaa aacatgcagc ctttctttat gcaaaaagat tgaatatgga gccacttgaa 
54 0 
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tcttaaactt cagtctgcag ctataaccaa tatcatcaga agttatacac aattggcaaa 
600 

agaatagctt attctgccca aatacttgtc cagtcactag gatcatttca cttttttgaa 
660 

taccatttgc tttggggagg gaagtattgc cagaccgtga attcattatt acctctgatc 

720 

a 

721 

<210> 2028 
<211> 114 
<212> PRT 

<213> Homo sapiens 



<400> 2028 


























Met Asn 


Ser 


Arg 


Ser Gly Asn 


Thr 


Ser 


Leu 


Pro Lys 


Ala 


Asn 


Gly 


He 


1 






5 










10 








15 




Gin Lys 


Ser 


Glu 


Met 


He 


Leu 


Val 


Thr 


Gly 


Gin Val 


Phe 


Gly 


Gin 


Asn 






20 










25 








30 






Lys Leu 


Phe 


Phe 


Cys 


Gin 


Leu 


Cys 


He 


Thr 


Ser Asp 


Asp 


He 


Gly 


Tyr 




35 










40 








45 








Ser Cys 


Arg 


Leu 


Lys 


Phe 


Lys 


He 


Gin 


Val 


Ala Pro 


Tyr 


Ser 


He 


Phe 


50 










55 








60 










Leu His 


Lys 


Glu 


Arg 


Leu 


His 


Val 


Leu 


He 


Leu Cys 


Gly 


Leu 


Cys 


Tyr 


65 








70 










75 








80 


Leu Arg 


Ser 


Asn 


Gin 


Glu 


Ser 


Leu 


He 


Leu 


Ser Gin 


Lys 


Cys 


Leu 


Leu 








85 










90 








95 




Leu lie 


Glu 


Pro 


Lys 


Val 


Asn 


Gly Tyr 


Tyr 


Met Leu 


Ala 


Thr 


Leu 


Gin 






100 










105 








110 






Ser Gly 





























<210> 2029 

<211> 8028 

<212> DNA 

c213> Homo sapiens 

<400> 2029 

ngggagtcca tggtgattgg accagaagcc cgcgacggcg ggcggggatt ggctgcgcgc 
60 

tgggtcaggg aagcctggga aggggcggag gaaggagact agagcaggaa gagcagcggc 
120 

gaggcggcgg tggtggctga gtccgtggtg gcagaggcga aggcgacagc tctaggggtt 
180 

ggcaccggcc ccgagaggag gatgcgggtc cggatagggc tgacgctgct gctgtgtgcg 
240 

gtgctgctga gcttggcctc ggcgtcctcg gatgaagaag gcagccagga tgaatcctta 
300 

gattccaaga ctactttgac atcagatgag tcagtaaagg accatactac tgcaggcaga 
360 

gtagttgctg gtcaaatatt tcttgattca gaagaatctg aattagaatc ctctattcaa 
420 

gaagaggaag acagcctcaa gagccaagag ggggaaagtg tcacagaaga tatcagcttt 
480 
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ctagagtctc caaatccaga 
540 

gctttgaccg ccattgaagg 
600 

ctagataagg agtatgatga 
660 

gctacaacct atgactacaa 
720 

gctgctaaga gacggcagat 
780 

cttaatggaa gcaataagaa 
840 

gcaagcatga accataccaa 
900 

tacttgccac agaatatcca 
960 

tctcccaagg gacagactgc 
1020 

agtcaggcaa aggctcttgt 
1080 

cacatggttt tgggttacag 
1140 

gccctgactc actatcgtct 
1200 

ggctcagtag tacagagaat 
1260 

ggaatgctag aagaagattt 
1320 

caagcacagg ttggtcttgg 
1380 

catcagagag catttgacta 
1440 

gcctttttgg gaaagatgta 
1500 

gctctccact actttaagaa 
1560 

ggaatggcct acctctatgg 
1620 

ttccagaaag ctgctgaaca 
1680 

tataatggca ttggagtcaa 
1740 

tctcagggag gccatatctt 
1800 

ggcgtgatgc gatcatgtca 
1860 

cgttggtctg aaaggcttat 

1920 

gcagtgatcc agtacctcct 
1980 

gcctttattc ttgatcagag 
2040 

gctttgctac attggaacag 
2100 



aaacaaggac tatgaagagc 
cacagcacat ggggagccct 
atgtacatca gatgggaggg 
agcagatgaa aagtggggct 
gcaggaagca gaaatgatgt 
aagccaaaaa agagaagcat 
agccctggag agagtgtcat 
ggcagcgaga gagatgtttg 
tcttggcttt ctgtatgcct 
atatcataca tttggagctc 
atactgggct ggcatcggcg 
tgttgccaat catgttgcta 
acggctgcct gatgaagtgg 
gattcaatat taccagttcc 
acaactgcac ctgcacggag 
cttcaattta gcagcaaatg 
ttcggaagga agtgacattg 
agctgctgac atgggcaacc 
gagaggagtt caagttaatt 
aggctgggtg gatgggcagc 
gagagattat aaacaggcct 
ggctttctat aacctagctc 
cactgcagtg gagttgttta 
gactgcctat aacagctata 
cctggctgaa cagggctatg 
agaagcaagc attgtaggtg 
ggccgcctct caaggctata 

1536 



caaagaaagt acggaaacca 
gccacttccc ttttcttttc 
aagatggcag actgtggtgt 
tttgtgaaac tgaagaagag 
atcaaactgg aatgaaaatc 
atcggtatct ccaaaaggca 
atgctctttt atttggtgat 
agaagctgac tgaggaaggc 
ctggacttgg tgttaattca 
ttgggggcaa tctaatagcc 
tcctccagag ttgtgaatct 
gtgatatctc gctaacagga 
aaaatccagg aatgaacagt 
tagctgaaaa aggtgatgta 
ggcgtggagt agaacagaat 
ctggcaatcc acatgccatg 
tacctcagag taatgagaca 
cagttggaca gagtgggctt 
atgatctagc ccttaagtat 
tacagcttgg ttccatgtac 
tgaagtattt taatttagct 
agatgcatgc cagtggcacc 
agaatgtatg tgaacgaggc 
aagatggcga ttacaatgct 
aagtggcaca aagcaatgca 
agaatgaaac ttatcccaga 
ctgtggctag aattaagctc 
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ggagactacc atctctatgg gtttggcacc 
2160 

taccgtctgg cttctgagca gcaacacagt 
2220 

catgagaaag gactgggcat taaacaggat 
2280 

gcagctgaag ccagcccaga tgcacaagtt 
2340 

gtcgtctatt tcttgcagta catacgggaa 
2400 

gatatggacc agcttttggg acctgagtgg 
2460 

ctgttgggaa cagtcatagc ttacaggcaa 
2520 

cctccagggc cacggccagc tccaccccag 
2580 

cagtaatagg cactgggtcc agccttgatc 
2640 

acacttgcat ttgatttagg accttggatc 
2700 

aaggaagcat tgaattccta aagctgctta 
2760 

taactcttac ctaaactgag ctgaatgttt 
2820 

agtggctttt ttttttcttt tctggaaaca 
2880 

tatccagcta tctttcttgg atccttttgg 
2940 

gtcaaccatc tttaaggtat tgtgcatcga 
3000 

acccagttgc aagtttaaac gtgttcgaaa 
3060 

aaaaaaaaaa aaaagctatc ttgaaaatgt 
3120 

accagtccac atgcaattaa acatattcag 
3180 

gaggtttctt attggtgatt gtcacacggt 
3240 

aggccttgtt aaggagtttt ttgtgagctt 
3300 

aaaccttgtg aactgactcc ttgcactaac 
3360 

cttgtttgtt ttgaatataa cagagccttg 
3420 

agaaattaga aaacaaaacg aactctggtt 
3480 

ttttcctaaa gttgaagcat ttgttcccag 
3540 

caaagaacac atcaccttcc tgaattcttt 
3600 

ttacagtgac tactattata atactaaaac 
3660 

ggttgatgaa agccaaaacc tgtttgtact 
3720 



gatgtagatt atgaaactgc atttattcat 
gcacaagcta tgtttaatct gggatatatg 
attcaccttg cgaaacgttt ttatgacatg 
ccagtctccc tagccctctg caaattgggc 
acaaacattc gagatatgtt cacccaactt 
gacctttacc tcatgaccat cattgcgctg 
aggcagcacc aagacatgcc tgcacccagg 
caggaggggc caccagagca gcagccacca 
agtgacagcg aaggaagtta tctgctggga 
agtggtcacc tcccagaaga ggcacggcac 
gaatctgatg cctttatttt cagggataag 
gtttcagtgc catatggaat aacaactttc 
tatgtgagac actcagagta atgtctactg 
tcattatttc agtgtgcata agttcttaat 
cactaaaaac tgatcagtgt aaaaaggaaa 
gtctgaaaat agaacttgcc ttttaagtta 
tttggaactg cgataactga gaaacttctt 
catatttgtt attttaaaag ggagggttgg 
ataccatact cctctccttc aaagaatgaa 
tacttctttg gaatggaata tacttatgca 
gcgagtttgc cccacctact ctgtaatttg 
atccagaagc cagaggatgg actaagtggg 
ggggtactac gatcacagac acagacatac 
gatttatttt actttgcatt tttttttgca 
aaatatgaaa tatcattgcc agggtatggc 
tcagagaatc aaagatggat taaactcagt 
gttctatact attcaggtat ctttttattt 
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ctgatagttt tatattataa 
3780 

tctcactgtt aacattagga 

3840 

gtatgggaaa aaaactgaag 
3900 

aactgaattt gtatttcatt 
3960 

tgagactgca ttcgtatctg 
4020 

taaccttcat gcttttttcc 
4080 

cttgtagagt tgtactgctt 
4140 

ctagtctata atgaacatga 
4200 

agaattatgg gaaacctggt 
4260 

agagttagtc accaagagag 
4320 

acccccccta agtgtaatgt 
4360 

ctcttacatg tagagatttg 
4440 

ccttctcccc gcttcaaaat 
4S00 

aactgttata atttatttaa 
4560 

tttttcttct gccatccacc 
4620 

ttccctccat tgagtacgtg 
4680 

ggctggatgg gaaagtgcag 
4740 

cccacttgcc tttttctatt 
4800 

tcattttaac cctgggtcac 
4860 

tagttcctat ggcttcactt 
4920 

tgttcatggg acatggtacc 
4980 

atgctcaata cttacctaat 
5040 

tagttaatgt cagtgacatt 
5100 

agatttaaca gatagagtgt 
5160 

tttctagtct gtcttcctgc 
5220 

ttgtgcattt ggtttgttgg 
5280 

ttattttaca gaggtagcat 
5340 



tagaaagcca gccactgctt 
aaatcaaggc tactatgctt 
agtttcaaca taattacaca 
ttattgtcag atggtggtgt 
agcaggtttt ctatgcctac 
cagaatccct catctgccag 
tgatttttga agttggggta 
aggcttttat atatgaagtt 
aagcaaaact ttcctcccag 
ccatatgtat gaaagcgtat 
tgctttaggc aactcttgta 
agtgcagttg gtacagtact 
aagtgtaatc cacggtagca 
aagttgaaaa accacccaag 
ctcatttttc ctttagcaag 
ctttgagaaa acatttctta 
tcttgttgtt catataaaaa 
gttaatgttc tgaatttcct 
ttgctgccag cagtttgtga 
aaagactgtc tcaaaaatac 
taagcaaata ggagttgggt 
caaatggcat ccatttgaat 
aaactaactc caggattcag 
ggcttcattt gtccatggta 
cttcgaactt gatgacagta 
ttagccgact gtcttgaaac 
tggtgggttt tttttttttt 



agctatcata gtcaccattt 
caggattgtc tggttaaata 
cgtgaaataa ttacagctta 
tcaccagcct gtatcttgtc 
tgatgtcagt atgtttatac 
aaaacttgaa aagtttattg 
gtagttagaa ctagatttaa 
gtataccttt ttgtgtttag 
ataattgctt ccaaattcga 
ctgtgaaagg taggaaactt 
aatagtgaga cttgtttggt 
ttggtgtctc caccactgtc 
gccacacttc cttcagaagg 
atgactacca actttcactt 
atttttatat ctaactttcc 
aaacagtgtg tgccacctaa 
acacacttct tattagttta 
tttcttggct tgtttctact 
atggtgtctt tcaaataact 
cttgctctct tcttcttttt 
ttggtttttc tcctaaaata 
aaaatgacaa taactaaagc 
gagttttaat gttagaattt 
gcccatctct cctaagacct 
aaaccctgtt tagtattctc 
tattcatttt gcttctagtt 
ttctgtctct gtgtttgaag 
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tttcagtttc tgttttctag gtaaggctta 
5400 

agtaaatcaa agatgacttc ttttcaaaat 
5460 

gatgaattta taaattatta atcttgatac 
5520 

ttaattttta ccttacatgt gagagtctta 
5580 

ggaagttttg gaaacccctg ccagtgatct 
5640 

cgttgatgcc tccaggaaac ttaagtattt 
5700 

ttttgctttg tctttctctc ccttctttta 

5760 

tggaagtatg catgcaggcc tataaatgaa 
5820 

tattaatgtc taactacata cgcaaaaact 
5880 

catgcacatt tcaaaacaag atgtgtcatg 
5940 

agggctatat ttcagtgaca gctgatattt 
60O0 

tgtattacac attattatga ctagaagtat 
6060 

ctattttcat gcaaatattt ttcatcagtc 
6120 

actcctgaat gcctgaggca cgatctggat 
6180 

ctctccaccc acttggtatt tcaagaaaat 
6240 

atgttaaagt gactgcacaa gtaaaagtcc 
6300 

ttatgtgcag ggaatcatct cacatgctgt 
6360 

cactattctc tttgattaga aaataaactc 
6420 

tgtaaccact ataaatacgt agaagaggaa 
6480 

aggaacacca tggtagactc tttttgtaaa 
6540 

aaggttggtg aagtgtaata taattgtgta 
6600 

aatcgttttg tactgtatct tgaaacttgt 
6660 

tatgctgtaa tataccacaa ccaagcaccc 
6720 

aatccaattt tttaatgttt tttggaaatt 
6780 

aatttgaatt tatctttcat tttaaactcc 
6840 

gccctaggga gaacatgaat ttgctaagaa 
6900 

tcttgaagca gccttgatat gtagtaagcg 
6960 



tttttgatta gcagtcaatg gcaaagaaaa 
gtatggccct tttattgcac ttttaactca 
taaggatttg ttactttttt gcatattagg 
ccactaagcc attctgtctc tgtactgttg 
ggtgatgatc tgatgattta tttaaagagc 
tattaatata tatataggaa ttttttttta 
tcctcatgtt cattcttcaa accagtgttt 
aaacacaatt ctttatgtgt atagcatgtg 
tcctttacag aggttcggac taacatttca 
aaaacagccc ctttacctgc caagacaagc 
gttttgaaag tgaatctcat aatatatata 
gtaagaaatg atcagaacaa aagaaaattt 
atcactctca aatataagtt aaaatataac 
tttaaatgtg tggtattcat tgaaaagaag 
ttaaaacgat cccaaggaaa gatgatttgt 
aatgttgtgt gcatgaaaag gattccttgg 
ttttcctatt tggtttgaga aacaggctga 
ataaaactca taatgttgat ataatcaaga 
gttttaaaag accttaagct ggcattgtga 
tgtattttgt atttaatgaa atgcagtata 
aacaaatcct gttaatagag agatgtacag 
gaaataaaga ttccacctct ggttatcctg 
tttccagaca gacttttttt aagctgaatg 
cagaagcttc tgaaaacatt cacttgtggc 
tgaaattcag atttttacaa gtccaatatt 
atgttatctt ttaaatctct gatatctttg 
tgattcactt tagcctgatt ataatattat 
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ttatctaaag tttgtttatg cattgccttg 
7020 

gacacgtacc acacagtaac atttagacta 
7080 

aatattaaat caagagtgaa catgtacaca 
7140 

gcccccagct tcccagcagg caactcaaag 
7200 

aagcattgga tcttggataa aaagcctaca 
7260 

atctcaagat ctcaaattgt acttgtggga 
7320 

tgacctaaaa gttgtggggg aagtcggatg 
7380 

caacctgggg caatgcctgc ctgttcacca 
7440 

gtcctccatc ttcattggct gcaacttgat 
7500 

tgatgctagt ttaggttggt tataccagct 
7560 

atacacaaat tagatgcaag taaaaaaaat 
7620 

taaaaaggaa agtttttact ttttgggtat 
7680 

atcagttcaa aaggaggtac tgctgtgtaa 

7740 

tacgtcacta cttcgccatc aaattgaaca 
7800 

tgctagtagt ttattggtag tattatattt 
7860 

aaattctttt tatctgggtt aatttctttt 
7920 

attaaatccc atttctaaaa accacacaat 
7980 

ttagttaact gaatttggaa tgttcatata 
8028 



tcccaggaat tttttaagag gacttgcaga 
aatatgctct gagtaaagga gaaatgaaaa 
aagtgcaatt ggaagtgggc tacaaattta 
aggtaactga ggtaaaatgt tccagctcag 
tgatgcaaac tgtggcaact gagatgtcag 
gcacagtcag tgaccccaga tgaccttgac 
tcagagcctt aacaccagca ggtgaccatc 
cttagcctct ttctggcaag tcattagaat 
gagctacagc ctctttccta acttccttta 
tggaagtatg cttagattaa gttacagcag 
cagaatttct gtagtagaaa ctacgaaaaa 
ttttttacga ataagaaaaa gtgagcgtta 
tgggctttgt acgttccttc tcatgtcact 
agcttttaat tagatcctga aaattcacta 
tgagtagaac tctgattttc cctagaggcc 
aaacataaca atgttaatgc tgaattgtat 
tttttctcat gtaagttgag tggaatgtgg 
aataatttgt tgctgctc 



<210> 2030 

<211> 794 

<212> PRT 

<213> Homo sapiens 



<4O0> 2030 
Met Arg Val Arg 
1 

Ser Leu Ala Ser 

20 

Leu Asp Ser Lys 
35 

Thr Thr Ala Gly 
50 

Glu Ser Glu Leu 
65 

Ser Gin Glu Gly 



lie Gly Leu Thr 
5 

Ala Ser Ser Asp 

Thr Thr Leu Thr 

40 

Arg Val Val Ala 
55 

Glu Ser Ser lie 
70 

Glu Ser val Thr 



Leu Leu Leu Cys 
10 

Glu Glu Gly Ser 
25 

Ser Asp Glu Ser 

Gly Gin He Phe 

60 

Gin Glu Glu Glu 
75 

Glu Asp lie Ser 



Ala Val Leu Leu 
15 

Gin Asp Glu Ser 
30 

Val Lys Asp His 
45 

Leu Asp Ser Glu 

Asp Ser Leu Lys 

80 

Phe Leu Glu Ser 
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85 




90 


95 




Pro Asn 


Pro 


Glu 


Asn 


Lys 


Asp Tyr Glu Glu 


Pro Lys Lys Val Arg 


Lys 






100 






105 


110 




Pro Ala 


Leu 


Thr 


Ala 


He 


Glu Gly Thr Ala 


His Gly Glu Pro Cys 


* • * 

His 




115 








120 


125 




Phe Pro 


Phe 


Leu 


Phe 


Leu 


Asp Lys Glu Tyr 


Asp Glu Cys Thr Ser 


Asp 


130 










135 


140 




Gly Arg 


Glu 


Asp 


Gly Arg 


Leu Trp Cys Ala 


Thr Thr Tyr Asp Tyr 


Lys 


145 








150 




155 


160 


Ala Asp 


Glu 


Lys 


Trp Gly 


Phe Cys Glu Thr 


Glu Glu Glu Ala Ala 


Lys 








165 




170 


175 




Arg Arg 


Gin 


Met 


Gin 


Glu 


Ala Glu Met Met 


Tyr Gin Thr Gly Met 


Lys 






180 






185 


190 




lie Leu 


Asn 


Gly 


Ser 


Asn 


Lys Lys Ser Gin 


Lys Arg Glu Ala Tyr 


Arg 




195 








200 


205 




Tyr Leu 


Gin 


Lys 


Ala 


Ala 


Ser Met Asn His 


Thr Lys Ala Leu Glu 


Arg 


210 










215 


220 




Val Ser 


Tyr 


Ala 


Leu 


Leu 


Phe Gly Asp Tyr 


Leu Pro Gin Asn He 


Gin 


225 








230 




235 


240 


Ala Ala 


Arg 


Glu 


Met 


Phe 


Glu Lys Leu Thr 


Glu Glu Gly Ser Pro 


Lys 








245 




250 


255 




Gly Gin 


Thr 


Ala 


Leu Gly 


Phe Leu Tyr Ala 


Ser Gly Leu Gly Val 


Asn 






260 






265 


270 




Ser Ser 


Gin 


Ala 


Lys 


Ala 


Leu Val Tyr Tyr 


Thr Phe Gly Ala Leu 


Gly 




275 








280 


285 




Gly Asn 


Leu 


He 


Ala 


His 


Met Val Leu Gly 


Tyr Arg Tyr Trp Ala 


Gly 


290 










295 


300 




lie Gly 


Val 


Leu 


Gin 


Ser 


Cys Glu Ser Ala 


Leu Thr His Tyr Arg 


Leu 


305 








310 




315 


320 


Val Ala 


Asn 


His 


Val 


Ala 


Ser Asp He Ser 


Leu Thr Gly Gly Ser 


Val 








325 




330 


335 




Val Gin 


Arg 


He 


Arg 


Leu 


Pro Asp Glu Val 


Glu Asn Pro Gly Met 


Asn 






340 






345 


350 




Ser Gly 


Met 


Leu 


Glu 


Glu 


Asp Leu lie Gin 


Tyr Tyr Gin Phe Leu 


Ala 




355 








360 


365 




Glu Lys 


Gly 


Asp 


Val 


Gin 


Ala Gin Val Gly 


Leu Gly Gin Leu His 


Leu 


370 










375 


380 




99 ■ A ^ 

His Gly 


Gly 


Arg 


Gly Val 


j-m m ** — mm t 

Glu Gin Asn His 


Gin Arg Ala Phe Asp 


Tyr 


385 








390 




395 


400 


Phe Asn 


Leu 


— <• 

Ala 


Ala 


Asn 


Ala Gly Asn Ser 


His Ala Met Ala Phe 


Leu 








405 




410 


415 




Gly Lys 


Met 


Tyr 


Ser 


Glu 


Gly Ser Asp He 


Val Pro Gin Ser Asn 


Glu 






420 






425 


430 




Thr Ala 


Leu 


His 


Tyr 


Phe 


Lys Lys Ala Ala 


Asp Met Gly Asn Pro 


Val 




435 








440 


445 




Gly Gin 


Ser 


Gly 


Leu Gly 


Met Ala Tyr Leu 


Tyr Gly Arg Gly Val 


Gin 


450 










455 


460 




Val Asn 


Tyr 


Asp 


Leu 


Ala 


Leu Lys Tyr Phe 


Gin Lys Ala Ala Glu 


Gin 


465 








470 




475 


480 


Gly Trp 


Val 


Asp 


Gly Gin 


Leu Gin Leu Gly 


Ser Met Tyr Tyr Asn 


Gly 








485 




490 


495 




He Gly 


Val 


Lys 


Arg 


Asp 


Tyr Lys Gin Ala 


Leu Lys Tyr Phe Asn 


Leu 






500 






505 


510 




Ala Ser 


Gin 


Gly 


Gly His 


He Leu Ala Phe 


Tyr Asn Leu Ala Gin 


Met 
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515 520 525 

His Ala Ser Gly Thr Gly Val Met Arg Ser Cys His Thr Ala Val Glu 

530 535 540 

Leu Phe Lys Asn Val Cys Glu Arg Gly Arg Trp Ser Glu Arg Leu Met 
545 550 555 560 

Thr Ala Tyr Asn Ser Tyr Lys Asp Gly Asp Tyr Asn Ala Ala Val lie 

565 570 575 

Gin Tyr Leu Leu Leu Ala Glu Gin Gly Tyr Glu Val Ala Gin Ser Asn 

580 585 590 

Ala Ala Phe lie Leu Asp Gin Arg Glu Ala Ser lie Val Gly Glu Asn 

595 600 605 

Glu Thr Tyr Pro Arg Ala Leu Leu His Trp Asn Arg Ala Ala Ser Gin 

610 615 620 

Gly Tyr Thr Val Ala Arg He Lys Leu Gly Asp Tyr His Phe Tyr Gly 
625 630 635 640 

Phe Gly Thr Asp Val Asp Tyr Glu Thr Ala Phe He His Tyr Arg Leu 

645 650 655 

Ala Ser Glu Gin Gin His Ser Ala Gin Ala Met Phe Asn Leu Gly Tyr 

660 665 670 

Met His Glu Lys Gly Leu Gly He Lys Gin Asp He His Leu Ala Lys 

675 680 685 

Arg Phe Tyr Asp Met Ala' Ala Glu Ala Ser Pro Asp Ala Gin Val Pro 

690 695 700 

Val Phe Leu Ala Leu Cys Lys Leu Gly Val Val Tyr Phe Leu Gin Tyr 
705 710 715 720 

He Arg Glu Thr Asn He Arg Asp Met Phe Thr Gin Leu Asp Met Asp 

725 730 735 

Gin Leu Leu Gly Pro Glu Trp Asp Leu Tyr Leu Met Thr He He Ala 

740 745 750 

Leu Leu Leu Gly Thr Val He Ala Tyr Arg Gin Arg Gin His Gin Asp 

755 760 765 

Met Pro Ala Pro Arg Pro Pro Gly Pro Arg Pro Ala Pro Pro Gin Gin 

770 775 780 

Glu Gly Pro Pro Glu Gin Gin Pro Pro Gin 
785 790 

<210> 2031 
<211> 662 
<212> DNA 

<213> Homo sapiens 
<400> 2031 

atcatcgaaa gcagcgcccg ccagcaggat tcgatttctc gccaactgac ccagcagttc 
60 

atcagccaat ggcaggcggc tcacccggcg gatcagatca ccgtgcgtga cgtggcgctg 
120 

aaccccgtgc cgcacctgga cacgcatctg ctcggcggct ggatgaaacc tgccgaacag 
180 

cgcagcgcga tcgaacaggc ttccctggac cgctccaatc aattgaccga cgaattgctc 
240 

gccgccgacg tgctggtgat ggctgcaccg atgtacaact tcgctatccc cagcaccctc 
300 

aaagcctggc tggaccacgt gttgcgtgcc ggtgtgacct tcaagtacac cgccaccggc 
360 
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ccccagggat tgctgcacgg caagcgcgcg attgtgctga ccgctcgcgg cggcattcat 
420 

accggcgcca gctccgatca ccaggaaccg tacctgcgcc aggtcatggc ctttatcggg 
480 

attcatgacg tcacgttcat tcatgccgaa ggggtgaact tgagcggtga cttccaggaa 
540 

aaaggcctta accacgccaa ggcgttgctg gcgcaacttg tggcatgaac cgagtcaacg 
600 

gttaatcgtc acataatcgc cgggtgttta tatcgcttca cgcaaaccct tcaagtacgc 
660 

gt 

662 

<210> 2032 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 2032 



lie 


He 


Glu 


Ser 


Ser 


Ala 


Arg Gin Gin 


Asp 


Ser 


He 


Ser 


Arg 


Gin 


Leu 


1 








5 






10 










15 




Thr 


Gin 


Gin 


Phe 


He 


Ser 


Gin Trp Gin 


Ala 


Ala 


His 


Pro 


Ala 


Asp 


Gin 








20 






25 










30 






He 


Thr 


Val 


Arg 


Asp Val 


Ala Leu Asn 


Pro 


Val 


Pro 


His 


Leu 


Asp 


Thr 






35 








40 








45 








His 


Leu 


Leu 


Gly 


Gly Trp 


Met Lys Pro 


Ala 


Glu 


Gin 


Arg 


Ser 


Ala 


He 




50 










55 






60 










Glu 


Gin 


Ala 


Ser 


Leu Asp 


Arg Ser Asn 


Gin 


Leu 


Thr 


Asp 


Glu 


Leu 


Leu 


65 










70 






75 










80 


Ala 


Ala 


Asp 


Val 


Leu 


Val 


Met Ala Ala 


Pro 


Met 


Tyr 


Asn 


Phe 


Ala 


He 










85 






90 










95 




Pro 


Ser 


Thr 


Leu 


Lys 


Ala 


Trp Leu Asp 


His 


Val 


Leu 


Arg 


Ala 


Gly 


Val 








100 






105 










110 






Thr 


Phe 


Lys 


Tyr 


Thr 


Ala 


Thr Gly Pro 


Gin 


Gly 


Leu 


Leu 


His 


Gly 


Lys 






115 








120 








125 








Arg 


Ala 


He 


Val 


Leu 


Thr 


Ala Arg Gly 


Gly 


He 


His 


Thr 


Gly 


Ala 


Ser 




130 










13 5 






140 










Ser 


Asp 


His 


Gin 


Glu 


Pro 


Tyr Leu Arg 


Gin 


Val 


Met 


Ala 


Phe 


He 


Gly 


145 










150 






155 










160 


He 


His 


Asp 


Val 


Thr 


Phe 


He His Ala 


Glu 


Gly 


Val 


Asn 


Leu 


Ser 


Gly 










165 






170 










175 




Asp 


Phe 


Gin 


Glu 


Lys Gly 


Leu Asn His 


Ala 


Lys 


Ala 


Leu 


Leu 


Ala 


Gin 








180 






185 










190 







Leu Val Ala 



195 

<210> 2033 
<211> 380 
<212> DNA 

<213> Homo sapiens 
<400> 2033 

aaattttaaa acggtcatca tttaacaggc gaagctgtaa aacgcagtct tgaagaggga 
60 
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atgaaaaaaa gtgatttgtt aaaaggatca cttcctatca aatcaatcaa cgctcatgga 
120 

caaaaagtca caatcaatac taaagaacct tatccagaat taaagtctga actcgcaagc 
180 

ccatctgctg ctatatacga cacaaaagct aaaaacaaag taactgatca acctgttggt 

240 

acgggtcctt atcaaattga cagttataaa cgttcgcaaa aaatcgtatt aaaacaattc 
300 

aaagactact ggcaaggtac gccaaaatta aaaagaatta atgtcactta tcatgaagat 
360 

ggtaatantc gtgttgatca 
380 

<210> 2034 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 2034 



Met 


Lys 


Lys 


Ser 


Asp 


Leu 


Leu 


Lys 


Gly 


Ser 


Leu Pro He 


Lys Ser 


He 


1 








5 










10 




15 




Asn 


Ala 


His 


Gly 


Gin 


Lys 


val 


Thr 


He 


Asn 


Thr Lys Glu 


Pro Tyr 


Pro 








20 










25 






30 




Glu 


Leu 


Lys 


Ser 


Glu 


Leu 


Ala 


Ser 


Pro 


Phe 


Ala Ala He 


Tyr Asp 


Thr 






35 










40 






45 






Lys 


Ala 


Lys 


Asn 


Lys 


Val 


Thr 


Asp 


Gin 


Pro 


Val Gly Thr 


Gly Pro 


Tyr 




50 










55 








60 






Gin 


He 


Asp 


Ser 


Tyr 


Lys 


Arg 


Ser 


Gin 


Lys 


He Val Leu 


Lys Gin 


Phe 


65 










70 










75 




80 


Lys 


Asp 


Tyr 


Trp 


Gin 


Gly 


Thr 


Pro 


Lys 


Leu 


Lys Arg He 


Asn Val 


Thr 










85 










90 




95 




Tyr His 


Glu 


Asp 


Gly 


Asn 


Xaa 


Arg 


Val 


Asp 














100 










105 











<210> 2035 

<2ll> 495 

<212> DNA 

<213> Homo sapiens 

<400> 2035 

ngaattcctt tactgcttgc aacacaggcc caagctactc gcagccatga tacttcctgt 
60 

cttcacttct ttcatgtatg tatgtatgta tgtatgtatg tatgtatgta tgtatgtatg 
120 

tatgctntaa tgttcccctt tcatctcgca tgtctccact tctgctgcta ttgctgttac 
180 

ttgtgtgttg gtgcacctaa tggtgtccca tatttctctg atgctgtgtt catttttctt 
240 

gattctttct actgtctggt cttcagtttg cataatccat attgttctct ctactagttc 
300 

actggtgctt ttgcctgcca gctctaattt actgttatcc cctttagtga aattttttct 
360 

ttttttctct tctcattcca gttattatac agaactattc aacttcaaga tttgtggggt 
420 
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tttgttttgt tttgttttga gaccccatct caaaaaaaaa aaaaaccagc tttctcctca 
480 

acttggggga acctt 
495 



<210> 2036 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 2036 

Xaa lie Pro Leu Leu Leu Ala Thr Gin Ala Gin Ala Thr Arg Ser His 

15 10 15 

Asp Thr Ser Cys Leu His Phe Phe His Val Cys Met Tyr Val Cys Met 

20 25 30 

Tyr Val Cys Met Tyr Val Cys Met Tyr Ala Xaa Met Phe Pro Phe His 

35 40 45 

Leu Ala Cys Leu His Phe Cys Cys Tyr Cys Cys Tyr Leu Cys Val Gly 

50 55 60 

Ala Pro Asn Gly Val Pro Tyr Phe Ser Asp Ala Val Phe lie Phe Leu 
65 70 75 80 

Asp Ser Phe Tyr Cys Leu Val Phe Ser Leu His Asn Pro Tyr Cys Ser 

85 90 95 

Leu Tyr 



<210> 2037 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 2037 

acgcgtgaag ggaaggggga gaccccggca gaaatggaga aatgggggcg cacacagacg 
60 

ggaagagtga ggttggagtg cctttcccgc gctcatcttc cgtccccact ccacgcccag 
120 

caaatccaaa caccgcggcc tctggtggcc cgggcttcca tttcccctgg aggggcaagg 
180 

gcgtttcctc ttccgcccaa ccggggcgct gagcggcggg aacagcggcg ggggctttgt 
240 

ggtcccgggg ggtccgagtg tgtgtcaggg gctggggcgg gggatgggcg cggcccctgg 
300 

gtatccctca cggtcctggt tcatgag 
327 



<210> 2038 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 2038 

Met Glu Lys Trp Gly Arg Thr Gin Thr Gly Arg Val Arg Leu Glu Cys 

15 10 15 

Leu Ser Arg Ala His Leu Pro Ser Pro Leu His Ala Gin Gin lie Gin 
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20 

Thr Pro Arg Pro 
35 

Arg Ala Phe Pro 
50 

Arg Arg Gly Leu 
65 

Gly Ala Gly Asp 
His Glu 



Leu Val Ala Arg 

40 

Leu Pro Pro Asn 
55 

Cys Gly Pro Gly 
70 

Gly Arg Gly Pro 
85 



25 

Ala Ser lie Ser 

Arg Gly Ala Glu 

60 

Gly Ser Glu Cys 
75 

Trp Val Ser Leu 
90 



30 

Pro Gly Gly Ala 
45 

Arg Arg Glu Gin 

Val Ser Gly Ala 

80 

Thr Val Leu Val 
95 



<210> 2039 
<211> 307 
<212> DMA 

<213> Homo sapiens 
<400> 2039 

accggtgatc cactctgcga aagcggccgc gagcgaagcg ttcttggtct tcttcgagat 
60 

cgcgatgtat tgcccggaaa acagcggctt gatgccgtca ttgagaggct ctgggccaac 
120 

accggtacgg gcatatgcct gggcggcatt cttttggatg ttgcgaagaa aggacgcatt 
180 

cggcgtgccg aaagccaggg atccttcacc gtagaccttg gaccgatgga ggcccccggc 
240 

aatcgagtcc ttcgaaattc ccccttggca tacatgtcgg ccatcgtcgt cagccagagt 
300 

aacgcgt 
307 

<210> 2040 
<211> 94 
c212> PRT 

<213> Homo sapiens 
c400> 2040 



Met 


Ala 


Asp 


Met 


Tyr Ala Lys 


Gly Glu 


Phe 


Arg 


Arg Thr 


Arg 


Leu 


Pro 


l 








5 






10 








15 




Gly Ala 


Ser 


He 


Gly Pro Arg 


Ser 


Thr 


Val 


Lys 


Asp Pro 


Trp 


Leu 


Ser 








20 






25 








30 






Ala 


Arg 


Arg 


Met 


Arg Pro Phe 


Phe 


Ala 


Thr 


Ser 


Lys Arg 


Met 


Pro 


Pro 






35 






40 








45 








Arg 


His 


Met 


Pro 


Val Pro Val 


Leu 


Ala 


Gin 


Ser 


Leu Ser 


Met 


Thr 


Ala 




50 






55 










60 








Ser 


Ser 


Arg 


Cys 


Phe Pro Gly 


Asn 


Thr 


Ser 


Arg 


Ser Arg 


Arg 


Arg 


Pro 


65 








70 








75 








80 


Arg 


Thr 


Leu 


Arg 


Ser Arg Pro 


Leu 


Ser 


Gin 


Ser 


Gly Ser 


Pro 







85 90 



<210> 2041 

<211> 348 

<212> DNA 

<213> Homo sapiens 
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<400> 2041 
nnccggcgat 
60 

gccagcttcc 
120 

cagctggtcg 
180 

tgggacctca 
240 

gcggccctgg 
300 

ctgctgacgg 
348 



gcagggattc 
tgccgttcgc 
ccaagctgac 
gcctggtcga 
ccggctgggt 
attggcgcag 



gcccgcgatg 
cagacgcatc 
cctgcccggc 
ccgggacaat 
cgcgaccccg 
cggcgcggtc 



cgctcgaacc 
gccgaggcgg 
atgcccgaca 
cgccgccccg 
ccggaggaac 
aagctggccg 



cggcgcgggg 
gggtgcgcaa 
tctaccaggg 
tcgactacga 
gcgccgcggc 
tgacgcgt 



ggcgttcctc 
ttcgctcgcc 
ctgcgagatg 
gacacgcgac 
gctgcgcacc 



<210> 2042 
<211> 116 
<212> PRT 

<213> Homo sapiens 



<400> 2042 

Xaa Arg Arg Cys Arg Asp Ser Pro Ala Met Arg Ser Asn Pro Ala Arg 

1 " " 5 10 15 

Gly Ala Phe Leu Ala Ser Phe Leu Pro Phe Ala Arg Arg He Ala Glu 

20 25 30 

Ala Gly Val Arg Asn Ser Leu Ala Gin Leu Val Ala Lys Leu Thr Leu 

35 40 45 

Pro Gly Met Pro Asp He Tyr Gin Gly Cys Glu Met Trp Asp Leu Ser 

50 55 60 

Leu Val Asp Arg Asp Asn Arg Arg Pro Val Asp Tyr Glu Thr Arg Asp 
65 70 75 80 

Ala Ala Leu Ala Gly Trp Val Ala Thr Pro Pro Glu Glu Arg Ala Ala 

85 90 95 

Ala Leu Arg Thr Leu Leu Thr Asp Trp Arg Ser Gly Ala Val Lys Leu 

100 105 HO 

Ala Val Thr Arg 
115 

<210> 2043 
<211> 712 
<212> DNA 

<213> Homo sapiens 
<400> 2043 

gatctgacgg tctcgactaa gcctgaccat tccgaggtca ccgacgccga ccttgccgtc 
60 

gaagattcgg tgcgcagagc cctgtctcga atgcgctccc gggatgccgt ccacggcgag 
120 

gaacgtgccg ataccgggga tggaccccgc cggtggatca ttgatccgat cgacggcact 
180 

gcgaattttc tgcgtggggt cccagtgtgg gccaccctca ttgccctcag cgtcgaggac 
240 

cagattgtcg catctgtggt ctctgctcct gccctcaagc gacgctggtg ggcagcccgt 
300 
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ggctcaggag catggtcggg caaatccctg gcctcagcga caccgatcca cgtctcgaat 
360 

gtgcgcaatc ttgccgacgc attcttgtcc tactcttcgc tgcacggatg ggtcgagagc 
420 

ggacgagggc acgggttcgg tgaactcatg cggtcggtgt ggcggacccg agccttcggc 
480 

gatttctggt cttacatgat ggtggcagaa ggtgtcgtcg atgtggcatg cgagccggaa 
540 

ctcagcctgc acgacatggc cgccctcgac gctatcgtca ccgaggcggg cggtaagttc 
600 

accggtctcg atggcaaaga cggcccgtgg tctgggaatg ctctggcgtc gaatggtttc 
660 

cttcatgacc aggccctagc catggtccag cctcaggagt gagcaccgat eg 
712 

<210> 2044 

<211> 233 

<212> PRT 

<213> Homo sapiens 



<400> 2044 



Asp Leu Thr Val 


Ser Thr 


Lys 


Pro 


Asp 


His Ser 


Glu 


Val 


Thr 


Asp Ala 


1 






5 








10 








15 


Asp 


Leu 


Ala Val 


Glu Asp 


Ser 


val 


Arg 


Arg Ala 


Leu 


Ser 


Arg 


Met Arg 






20 








25 








30 




Ser 


Arg 


Asp Ala 


Val His 


Gly 


Glu 


Glu 


Arg Ala 


Asp 


Thr 


Gly 


Asp Gly 






35 






40 








45 






Pro 


Arg 


Arg Trp 


He He 


Asp 


Pro 


He 


Asp Gly 


Thr 


Ala 


Asn 


Phe Leu 




50 






55 








60 








Arg 


Gly 


val Pro 


Val Trp 


Ala 


Thr 


Leu 


He Ala 


Leu 


Ser 


Val 


Glu Asp 


65 






70 








75 








80 


Gin 


lie 


Val Ala 


Ser Val 


Val 


Ser 


Ala 


Pro Ala 


Leu 


Lys 


Arg 


Arg Trp 








85 








90 








95 


Trp 


Ala 


Ala Arg 


Gly Ser 


Gly 


Ala 


Trp 


Ser Gly 


Lys 


Ser 


Leu 


Ala Ser 






100 








105 








110 




Ala 


Thr 


Pro lie 


His Val 


Ser 


Asn 


Val 


Arg Asn 


Leu 


Ala 


Asp 


Ala Phe 






115 






120 








125 






Leu 


Ser 


Tyr Ser 


Ser Leu 


His 


Gly 


Trp 


Val Glu 


Ser 


Gly 


Arg 


Gly His 




130 






135 








140 








Gly 


Phe 


Gly Glu 


Leu Met 


Arg 


Ser 


Val 


Trp Arg 


Thr 


Arg 


Ala 


Phe Gly 


14 5 






150 








155 








160 


Asp 


Phe 


Trp Ser 


Tyr Met 


Met 


Val 


Ala 


Glu Gly 


Val 


Val 


Asp 


Val Ala 








165 








170 








175 


Cys 


Glu 


Pro Glu 


Leu Ser 


Leu 


His 


Asp 


Met Ala 


Ala 


Leu 


Asp 


Ala He 






180 








185 








190 




Val 


Thr 


Glu Ala 


Gly Gly 


Lys 


Phe 


Thr 


Gly Leu 


Asp 


Gly 


Lys 


Asp Gly 






195 






200 








205 






Pro 


Trp 


Ser Gly 


Asn Ala 


Leu 


Ala 


Ser 


Asn Gly 


Phe 


Leu 


His 


Asp Gin 




210 






215 








220 








Ala 


Leu 


Ala Met 


Val Gin 


Pro 


Gin 


Glu 












225 






230 



















c210> 204S 
<211> 406 
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<212> DNA 

<213> Homo sapiens 

<400> 2045 

nnttggacac cggcgactat gccgccaccg cacggatcaa tcgcggaccc agggcagggg 
60 

atgcgccgga tgggcgacgg tgatggaccg ggcgctggac ctgggcggtc gcttcgacga 
120 

cantacaggc tttggccgag gcgggttgga agaaaccggt caaccggtgg tttggccccg 
180 

catcaatgcc cagaaccaga agccttgcgc attcgtccca ggccgttcaa ggccgatggc 
240 

gagatcgtcg cgatgactgg cgacggtgtc aacgacgccc cctcgctcaa ggcggcccat 
300 

atcggtgccg ccatggacaa acgcggcacc gacgtcgcgc gcgaggcttc cgccatggtc 
360 

ctgctcgagg atgattttgg atcgatcgtg cagtcggtcc ggctcg 
406 

<210> 2046 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 2046 



Xaa 


Trp 


Thr 


Pro 


Ala Thr Met Pro Pro Pro His Gly Ser 


He 


Ala 


Asp 


1 






5 10 




15 




Pro 


Gly 


Gin 


Gly 


Met Arg Arg Met Gly Asp Gly Asp Gly 


Pro 


Gly 


Ala 






20 


25 


30 






Gly 


Pro 


Gly 


Arg 


Ser Leu Arg Arg Xaa Tyr Arg Leu Trp 


Pro 


Arg 


Arg 




35 




40 45 








Val 


Gly 
50 


Arg 


Asn 


Arg Ser Thr Gly Gly Leu Ala Pro His 
55 60 


Gin 


Cys 


Pro 


Glu 


Pro 


Glu 


Ala 


Leu Arg He Arg Pro Arg Pro Phe Lys 


Ala 


Asp 


Gly 


65 








70 75 






80 


Glu 


He 


Val 


Ala 


Met Thr Gly Asp Gly Val Asn Asp Ala 
85 90 


Pro 


Ser 
95 


Leu 


Lys 


Ala 


Ala 


His 


He Gly Val Ala Met Asp Lys Arg Gly 


Thr 


Asp 


Val 






100 


105 


110 






Ala 


Arg 


Glu 


Ala 


Ser Ala Met Val Leu Leu Glu Asp Asp 


Phe 


Gly 


Ser 




115 




120 125 








He 


Val 


Gin 


Ser 


Val Arg Leu 









130 135 



<210> 2047 

<211> 796 

<212> DNA 

<213> Homo sapiens 

<400> 2047 

aagctttgga acgagacccc tgagctctgg gttcagcccc gaggaagccc agcaacagga 
60 

tgaggaattt gagaagaaga ttccaagtgt ggaagacagc cttggagagg gcagcaggga 
120 
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tgctggccgg ccaggagaga 
180 

gccggatggg gcactcgggc 
240 

ggaggtggga gggcatcagg 
300 

cctggaagat ggggagatgg 
360 

cccccagcga gaggcagcat 
420 

cgaggccagt gagaggagct 

480 

tggctttagc ccttctagca 
540 

agctggctcg gtggactgga 
600 

tgtgggttct gggggctcga 
660 

aggtggcctg agcttgagag 
720 

agagccgggg ggaatcggaa 
780 

caaagatttg gctgag 
796 

<210> 2048 

<211> 160 

<212> PRT 

<213> Homo sapiens 



<400> 2048 



Met 


Gly 


Lys 


Arg 


Gly Trp 


1 








5 


Gin 


Arg 


Glu 


Ala 


Ala Phe 








20 




Phe 


Cys 


lie 


Glu 


Ala Ser 






35 






Asn 


Asp 


Arg Val 


Ser Gly 




50 








Gly 


Gly 


His 


Phe 


Val Pro 


65 








70 


Trp 


Thr 


Asp 


Gin 


Leu Gly 










85 


Gly 


Ser 


Gly Gly 


Ser Ser 








100 




Gly 


Trp 


Ser 


Gly 


Gly Leu 






115 






Leu 


Glu 


Ser 


Gly 


Gly Ser 




130 








Lys 


Asp 


Trp 


Thr 


Ser Asp 


145 








150 



<210> 2049 
<211> 516 



gaggatccgg gggcttgttc 
agagagacca gagcagctgg 
agagacagca ggcaggggct 
gaaagcgagg ctgggtcggt 
ttagcccagg gcagcaggac 
atcagtttgg catcattggc 
agatggaagg tggtcacttt 
ctgaccagct gggtctcagg 
gcgaggccag ggagagtgcc 
acatgaacct gaccggctgt 
ttggggagaa ggactggact 



Val 


Gly 


Glu 


Phe 


Ser 








10 




Ser 


Pro 


Gly 


Gin 


Gin 






25 






Glu 


Arg 


Ser 


Tyr 


Gin 




40 








Ala 


Gly 


Phe 


Ser 


Pro 


55 










Pro 


Gly 


Lys 


Thr 


Thr 










75 


Leu 


Arg 


Asn 


Leu 


Glu 








90 




Glu 


Ala 


Arg 


Glu 


Ser 






105 






Ser 


Leu 


Arg 


Asp 


Met 




120 








Glu 


Glu 


Pro 


Gly 


Gly 


135 










Val 


Asn 


Val 


Lys 


Ser 



155 



agtcctagca ctgcccacgt 
caaaacagtg atgctagcca 
cagggccctg gcagtgctga 
gagtttagcc tcagtgttgg 
tggagccggg acttctgcat 
aacgacagag tgagtggtgc 
gtgcctcctg ggaagaccac 
aacttggaag tgtccagctg 
gtgggacaga tgggctggtc 
ttggaaagtg gagggtctga 
tctgatgtta atgtgaagag 



Leu 


Ser 


Val 


Gly 


Pro 








15 




Asp 


Trp 


Ser 


Arg 


Asp 






30 






Phe 


Gly 


He 


He 


Gly 




45 








Ser 


Ser 


Lys 


Met 


Glu 


60 










Ala 


Gly 


Ser 


Val 


Asp 










80 


Val 


Ser 


Ser 


Cys 


Val 








95 




Ala 


Val 


Gly 


Gin 


Met 






110 






Asn 


Leu 


Thr 


Gly 


Cys 




125 








lie 


Gly 


He 


Gly 


Glu 


140 










Lys 


Asp 


Leu 


Ala 


Glu 



160 
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<212> DNA 

<213> Homo sapiens 

<400> 2049 

cgcgtcgctt acggtgcgct gaataccagc ctgctggcgc tggcggtcag cttcgcgtcg 
60 

ctgttcctcg ggatagtgtt cgggctgatg ccacgtctga tgtgcggggt gattgaactg 
120 

gccaacgctc ccccgccaat cgccctgggc ctgttagtag tcgccattag cggcccttca 
180 

gcctacggtg ccgcctgtgc ggtgatgttg gtcagttggg ctccgctggc cgcccattgt 
240 

gcttcgttgt tggcggaagc ccgcacgcag ccctatatcc gcatgttgcc ggtattgggc 
300 

gtcggccgat ggcgcacgct gacccactac ctgctgccgg cgctctctgc tcccctgctg 
360 

cgccacgcca tgttgcgtct gccgggcatt gcgctggcgc tggcggcctt gggttttttt 
420 

ggtcttgggc cgcagccacc cagtgcagaa tgggggctgg tgctggcgga aggcatgcct 
480 

tatctcgaac gggcgccctg gggagtcctg gcaccg 
516 

<210> 2050 

<211> 172 

<212> PRT 

<213> Homo sapiens 

<400> 2050 

Arg Val Ala Tyr Gly Ala Leu Asn Thr Ser Leu Leu Ala Leu Ala Val 

15 10 15 

Ser Phe Ala Ser Leu Phe Leu Gly He Val Phe Gly Leu Met Pro Arg 

20 25 30 

Leu Met Cys Gly Val He Glu Leu Ala Asn Ala Pro Pro Pro He Ala 

35 40 45 

Leu Gly Leu Leu Val Val Ala He Ser Gly Pro Ser Ala Tyr Gly Ala 

50 55 60 

Ala Cys Ala Val Met Leu Val Ser Trp Ala Pro Leu Ala Ala His Cys 
65 70 75 80 

Ala Ser Leu Leu Ala Glu Ala Arg Thr Gin Pro Tyr He Arg Met Leu 

85 90 95 

Pro Val Leu Gly Val Gly Arg Trp Arg Thr Leu Thr His Tyr Leu Leu 

100 105 HO 

Pro Ala Leu Ser Ala Pro Leu Leu Arg His Ala Met Leu Arg Leu Pro 

115 120 125 

Gly He Ala Leu Ala Leu Ala Ala Leu Gly Phe Phe Gly Leu Gly Pro 

130 135 140 

Gin Pro Pro Ser Ala Glu Trp Gly Leu Val Leu Ala Glu Gly Met Pro 
145 150 155 160 

Tyr Leu Glu Arg Ala Pro Trp Gly Val Leu Ala Pro 

165 170 

<210> 2051 
<211> 411 
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WO 00/58473 
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<212> DNA 

<213> Homo sapiens 

<400> 2051 

gagcaaaact atcgttctac cggcaatatt ctgaaaagtg ccaaccaact tatttcgaat 
60 

aatagtgatc gtctcggtaa gaatttatgg accgacggtg aaatggggga gccagtaggt 
120 

atttatgcag catttaatga attagatgag gcaaaatttg tggcgtctca aatccaaaat 
180 

tgggtagatg atggtgggga attagatgat tgtgctgttt tatatcgtag taatagccaa 
240 

tctcgtgtta ttgaagaagc cttgattcgt tgccaaattc cttatcgaat ttatggcggg 
300 

atgcgattct tcgaacgcca agaaattaaa gatgcgttgg catatttacg tttaattaat 
360 

aatcgtcaag atgatgccgc atttgagcgt gtgattaata cgcctacgcg t 
411 

<210> 2052 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 2052 



Glu 


Gin 


Asn Tyr Arg Ser 


Thr 


Gly 


Asn 


He 


Leu 


Lys 


Ser 


Ala 


Asn 


Gin 


1 




5 








10 










15 




Leu 


lie 


Ser Asn Asn Ser 


Asp 


Arg 


Leu 


Gly 


Lys 


Asn 


Leu 


Trp 


Thr 


Asp 






20 






25 










30 






Gly 


Glu 


Met Gly Glu Pro 


Val 


Gly 


He 


Tyr 


Ala 


Ala 


Phe 


Asn 


Glu 


Leu 






35 




40 










45 








Asp 


Glu 


Ala Lys Phe Val 


Ala 


Ser 


Gin 


He 


Gin 


Asn 


Trp 


Val 


Asp 


Asp 




50 




55 










60 










Gly 


Gly 


Glu Leu Asp Asp 


Cys 


Ala 


Val 


Leu 


Tyr 


Arg 


Ser 


Asn 


Ser 


Gin 


65 




70 










75 










80 


Ser 


Arg 


Val He Glu Glu 


Ala 


Leu 


He 


Arg 


Cys 


Gin 


He 


Pro 


Tyr 


Arg 






85 








90 










95 




He 


Tyr 


Gly Gly Met Arg 


Phe 


Phe 


Glu 


Arg 


Gin 


Glu 


He 


Lys 


Asp 


Ala 






100 






105 










110 






Leu 


Ala 


Tyr Leu Arg Leu 


He 


Asn 


Asn 


Arg 


Gin 


Asp Asp 


Ala 


Ala 


Phe 






115 




120 










125 








Glu 


Arg 


val He Asn Thr 


Pro 


Thr 


Arg 

















130 135 



<210> 2053 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<400> 2053 

nccatggaag ccttcaatct tgtaagagaa agtgaacagc tgttttccat atgccaaatc 
60 

ccgctcctct gctggatcct gtgtaccagt ctgaagcaag agatgcagaa aggaaaagac 
120 
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ctggccctga cctgccagag cactacctct gtgtactcct ctttcgtctt taacctgttc 
180 

acacctgagg gtgccgaggg cccgactccg caaacccagc accagctgaa ggccctgtgc 
240 

tccctggctg cagagggtat gtggacagac acatttgagt tttgtga 
287 

<210> 2054 

<211> 79 

<212> PRT 

<213> Homo sapiens 

<400> 2054 



He 


Cys 


Gin 


He 


Pro Leu Leu Cys 


Trp 


He 


Leu Cys 


Thr 


Ser 


Leu Lys 


1 






S 




10 








15 


Gin 


Glu 


Met 


Gin 


Lys Gly Lys Asp 


Leu 


Ala 


Leu Thr 


Cys 


Gin 


Ser Thr 








20 




25 








30 




Thr 


Ser 


Val 


Tyr 


Ser Ser Phe Val 


Phe 


Asn 


Leu Phe 


Thr 


Pro 


Glu Gly 






35 




40 








45 






Ala Glu Gly 


Pro 


Thr Pro Gin Thr Gin His Gin Leu Lys 


Ala 


Leu Cys 




50 






55 






60 








Ser 


Leu 


Ala 


Ala 


Glu Gly Met Trp 


Thr 


Asp 


Thr Phe 


Glu 


Phe 


Cys 


65 








70 






75 









<210> 2055 

<211> 298 

<212> DNA 

<213> Homo sapiens 

<400> 2055 

nnacgcgttg ttatgaacaa tgacggtgtc ctctaccccg atacctgcgt gggtactgat 
60 

tcccacacca ccatggaaaa tggtcttggc attctgggct ggggcgtcgg tggtattgaa 
120 

gccgaggctg ctatgcttgg ccagcccatc tccatgctta tcccccgtgt tgttggcttt 
180 

aaacttactg gccaaacaca gccgggtgtc accgctacag atgttgttct taccattact 
240 

gatatgcttc gccagcatgg tgtgggtgga aaattcgggg aattctatgg gggaagcg 
298 

<210> 2056 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 2056 

Xaa Arg Val Val Met Asn Asn Asp Gly Val Leu Tyr Pro Asp Thr Cys 

15 10 15 

Val Gly Thr Asp Ser His Thr Thr Met Glu Asn Gly Leu Gly He Leu 

20 25 30 

Gly Trp Gly Val Gly Gly He Glu Ala Glu Ala Ala Met Leu Gly Gin 

35 40 45 

Pro He Ser Met Leu He Pro Arg Val Val Gly Phe Lys Leu Thr Gly 
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50 55 60 

Gin Thr Gin Pro Gly Val Thr Ala Thr Asp Val Val Leu Thr He Thr 
65 70 75 80 

Asp Met Leu Arg Gin His Gly Val Gly Gly Lys Phe Gly Glu Phe Tyr 

85 90 95 

Gly Gly Ser 



<210> 2057 
<211> 569 
<212> DNA 

<213> Homo sapiens 
<400> 2057 

acgcgtcccg acagtaccga ctataacgga ggaaactatc aggaacggta taaaatttta 
60 

gcagaaattc gtaaggctct tgaagacgga gatcgccaaa aagccaaacg attagctgaa 
120 

caaaatctag ttggaccaaa caacgcccag tatggtcgtt atctagcctt tggtgatatc 
180 

ttcatggtct tcaataacca gaaaaagggg ctggatacag ttacagacta tcaccgtggt 
240 

ttggatatca cagaagccac tactacaact tcttacaccc aagatggaac gacctttaaa 
300 

agagaaacct tctcaagtta ccctgatgat gttactgtta ctcacttgac ccaaaaaggg 
360 

gacaaaaaac ttgattttac agtttggaat agcttaacag aagatttact tgctaacgga 
420 

gactactcag cggaatattc taactacaag agtggccatg ttacgacaga cccaaatggt 
480 

atcctactaa aaggtacagt caaagataat ggcctccagt tcgcatccta tctaggaatt 
540 

aaaacggacg gaaaagttac tgttcatga 
569 

<210> 2058 
<211> 128 
<212> PRT 

<213> Homo sapiens 



<400> 2058 



Met Val 


Phe 


Asn 


Asn 


Gin 


Lys 


Lys 


Gly 


Leu 


Asp 


Thr 


Val 


Thr 


Asp 


Tyr 


1 






5 










10 










15 




His Arg 


Gly 


Leu 


Asp 


He 


Thr 


Glu 


Ala 


Thr 


Thr 


Thr 


Thr 


Ser 


Tyr 


Thr 






20 










25 










30 






Gin Asp 


Gly 


Thr 


Thr 


Phe 


Lys 


Arg 


Glu 


Thr 


Phe 


Ser 


Ser 


Tyr 


Pro 


Asp 




35 










40 










45 








Asp Val 


Thr 


Val 


Thr 


His 


Leu 


Thr 


Gin 


Lys 


Gly 


Asp 


Lys 


Lys 


Leu 


Asp 


50 










55 










60 










Phe Thr 


Val 


Trp 


Asn 


Ser 


Leu 


Thr 


Glu 


Asp 


Leu 


Leu 


Ala 


Asn 


Gly 


Asp 


65 








70 










75 










60 


Tyr Ser 


Ala 


Glu 


Tyr 


Ser 


Asn 


Tyr 


Lys 


Ser 


Gly 


His 


Val 


Thr 


Thr 


Asp 








85 










90 










95 




Pro Asn 


Gly 


He 


Leu 


Leu 


Lys 


Gly 


Thr 


Val 


Lys 


Asp 


Asn 


Gly 


Leu 


Gin 
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100 105 110 

Phe Ala Ser Tyr Leu Gly He Lys Thr Asp Gly Lys Val Thr Val His 
115 120 125 

<210> 2059 

<211> 644 

<212> DNA 

<213> Homo sapiens 

<400> 2059 

gaattcgtgc caccgtgcca atacttcgcc acgcaacaga gtgccgtcag cggattgggc 
60 

agcaatcgac ctgtaggact cagccatgat cgactgggca tcctcgtata gtcgcgatgc 
120 

cgcaaccgcc tgcgcttcca agcctgcagc gacgtaagag gccctctcac acactgaacc 
180 

gatcgctcca gacaacgtgg aagcgataac ctcgcgtcgc ttctgctgat tctgggccaa 
240 

gctcgacaag aagaaccgca gaggggcgac ggcctggtca gggagcgcac cttcagcgtt 
300 

cgtcttggtc tccgggacag caaaaagcgg ggaatcagcc aggccacgct ccgtcatgag 
360 

tcggccgagg tccgccggta cctctctcat ggcttccaca ggaacgcggt cacacaccac 
420 

cgcgatcgac gcgtgcctct cttgagcctc gttgaggaaa tcccacggca cagcgtcagc 
480 

gtagcgggct gctgaggtga caaagatcca cagatccgcg gcctggagca actgagccgc 
540 

cagatcacga ttgcgggtca ccacagagtc gatgtccggg gcatcgagga tggccaaacc 
600 

tcgcggaatc cttgactccg cgacgagctg caaactcgac gcgt 
644 

<210> 2060 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 2060 



Met 


Arg 


Glu Val 


Pro 


Ala 


Asp 


Leu 


Gly 


Arg 


Leu 


Met 


Thr Glu Arg Gly 


1 






5 










10 








15 


Leu 


Ala 


Asp Ser 


Pro 


Leu 


Phe 


Ala 


Val 


Pro 


Glu 


Thr 


Lys 


Thr Asn Ala 






20 










25 










30 


Glu Gly 


Ala Leu 


Pro 


Asp 


Gin 


Ala 


Val 


Ala 


Pro 


Leu 


Arg 


Phe Phe Leu 






35 








40 










45 




Ser 


Ser 


Leu Ala 


Gin 


Asn 


Gin 


Gin 


Lys 


Arg 


Arg 


Glu 


Val 


He Ala Ser 




50 








55 










60 






Thr 


Leu 


Ser Gly 


Ala 


He 


Gly 


Ser 


Val 


Cys 


Glu 


Arg 


Ala 


Ser Tyr Val 


65 








70 










75 






80 


Ala 


Ala 


Gly Leu 


Glu 


Ala 


Gin 


Ala 


val 


Ala 


Ala 


Ser 


Arg 


Leu Tyr Glu 








85 










90 








95 


Asp 


Ala 


Gin Ser 


He 


Met 


Ala 


Glu 


Ser 


Tyr 


Arg 


Ser 


He 


Ala Ala Gin 






100 










105 










110 


Ser 


Ala 


Asp Gly 


Thr 


Leu 


Leu 


Arg 


Gly 


Glu 


Val 


Leu 


Ala Arg Trp His 
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115 120 125 

Glu Phe 
130 

<210> 2061 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 2061 

gttaacctgg taaggagagc gacacaggaa ggtgcagggg ttgccatggt gtggccccag 
60 

atgctgtgat tacgcgccag ccccgtcaca ccgtacgggt ggtaggactg ggcaaagaag 
120 

acgccgccac ctggatgcac tgaggtgtgc acagccacgt ggagatgatg ctgggggctc 
180 

acggtgactc tcaggaggcc ctggcctggc ctatctggag ccttctctgt gaaatgaggc 
240 

tggtaacgcc cactagcagg gttgtagggg acatggatct gtggccacct cctcaagggt 
300 

tgccacacgc accaggtcct gactgggagt ccggccccca gggcctgtgg atggctggcc 
360 

tgggcccagc ctccgccccc aagggtgctg gcacctggca tgtgcccgac agttggggcc 
420 

ggctggtggg aaggtgtgtg tcaggtggcg gagcctcggt gccaggatct cactcacgcg 

480 

t 

481 

<210> 2062 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 2062 



Met 


Pro 


Gly 


Ala 


Ser 


Thr 


Leu 


Gly 


Gly 


Gly 


Gly Trp Ala 


Gin 


Ala 


Ser 


l 








5 










10 






15 




His 


Pro 


Gin 


Ala 

20 


Leu 


Gly 


Ala 


Gly 


Leu 
25 


Pro 


Val Arg Thr 


Trp 
30 


Cys 


Val 


Trp 


Gin 


Pro 
35 


Leu 


Arg 


Arg 


Trp 


Pro 
40 


Gin 


He 


His Val Pro 
45 


Tyr 


Asn 


Pro 


Ala 


Ser 
50 


Gly 


Arg 


Tyr 


Gin 


Pro 
55 


His 


Phe 


Thr 


Glu Lys Ala 
60 


Pro 


Asp 


Arg 


Pro 


Gly 


Gin 


Gly 


Leu 


Leu 


Arg 


Val 


Thr 


Val 


Ser Pro Gin 


His 


His 


Leu 


65 










70 










75 






80 


His 


Val 


Ala 


Val 


His 
85 


Thr 


Ser 


Val 


His 


Pro 
90 


Gly Gly Gly 


Val 


Phe 
95 


Phe 


Ala 


Gin 


Ser 


Tyr 
100 


His 


Pro 


Tyr 


Gly 


Val 
105 


Thr 


Gly Leu Ala 


Arg 
110 


Asn 


His 


Ser 


He 


Trp 
115 


Gly 


His 


Thr 


Met 


Ala 
120 


Thr 


Pro 


Ala Pro Ser 
125 


Cys 


Val 


Ala 


Leu 


Leu 


Thr 


Arg 


Leu 





















130 
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<210> 2063 

<211> 4X9 

<212> DNA 

<213> Homo sapiens 



<400> 2063 
gccggcgccg 
60 

gcggacacca 

120 

atcgacgccg 
180 

tttgccgcca 
240 

gtggaagaaa 
300 

acattccggc 
360 

actccggagc 
419 

<210> 2064 
<211> 139 
<212> PRT 
<213> Homo 



tcgagcgcgt 
atgccccgca 
tccaatctgc 
ccgtcaatcc 
ccaaccggac 
ggcttatgcg 
tcgactccgt 

sapiens 



gcctttcaat 
catgctttcc 
cgccggttgc 
cgccgaggcg 
cctagatgcc 
cgagagccac 
ttttaccgcg 



atcgaggccc 
gacggccaat 
tccatccgcg 
gaactctatc 
gctaccgcgc 
atctccctgc 
gccggcgagc 



aagacatggt 
acgcctcccg 
agatctcgaa 
gccgccgcgt 
tggcatcttc 
gcgaccttta 
tgggcgctcg 



gctgctcatc 
ccggggcatc 
tgcggtggac 
gcaccacgtg 
cgatctagat 
tgaggtcacc 
catgannnn 



<400> 2064 
Ala Gly Ala Val 
1 

Val Leu Leu lie 

20 

Gin Tyr Ala Ser 
35 

Gly Cys Ser lie 
50 

Val Asn Pro Ala 
65 

Val Glu Glu Thr 

Ser Asp Leu Asp 
100 

Leu Arg Asp Leu 
115 

Thr Ala Ala Gly 
130 



Glu Arg Val 


Pro 


5 




Ala Asp Thr 


Asn 


Arg Arg Gly 


He 




40 


Arg Glu He 


Ser 


55 




Glu Ala Glu 


Leu 


70 




Asn Arg Thr 


Leu 


85 




Thr Phe Arg 


Arg 


Tyr Glu Val 


Thr 




120 


Glu Leu Gly 


Ala 


135 





Phe Asn He Glu 
10 

Ala Pro His Met 
25 

He Asp Ala Val 

Asn Ala Val Asp 

60 

Tyr Arg Arg Arg 
75 

Asp Ala Ala Thr 
90 

Leu Met Arg Glu 
105 

Thr Pro Glu Leu 
Arg Met Xaa 



Ala Gin Asp Met 
15 

Leu Ser Asp Gly 
30 

Gin Ser Ala Ala 
45 

Phe Ala Ala Thr 

Val His His Val 

80 

Ala Leu Ala Ser 
95 

Ser His He Ser 
110 

Asp Ser Val Phe 
125 



<210> 2065 

<211> 598 

<212> DNA 

<213> Homo sapiens 



<400> 2065 

gccggcgcta tggcctctct gctcgccgac gccgccgatg cccttcccgg cgcaaaggtg 
60 
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cgcgcgaccg ttactggatc 
120 

attcaggagg tcatagctga 
180 

cttctcgaac tcggtggtga 
240 

cgcatgaatg gttcgtgtgc 
300 

ctgcacaccg acactcccgg 
360 

atcgcctcgc gctgtggtgt 
420 

gcccgccacg aggatctggc 
480 

ggcctggcat gtggtcgccc 
540 

tttatgccaa gtttgcgaga 
598 



ggcgggattg ggaaccgcag 
gacggccgcc gtccaacgtt 
ggatgccaag atcacctacc 
tggtggcacc ggtgccttca 
cctcaatgac ctcgcatccc 
ttttgccaag tccgaccttc 
tgcctcggtc ctgcaggctg 
gattcgaggt aaggtcatct 
cgctttctcg cgcgtcctcg 



aggcattggg ccttactttc 
ggaatcccga cgccgacgtg 
ttaagccggt ccccgaacag 
tcgaccagat ggctaccctg 
gagccaagac catccatccg 
agcccctcat taacgaggga 
tcgccactca gtgcattgcc 
tccttggcgg tccgcttcac 
acggtaaggt tgacgcgt 



<210> 2066 

<211> 199 

<212> PRT 

<213> Homo sapiens 



<400> 2066 

Ala Gly Ala Met Ala Ser Leu Leu Ala Asp Ala Ala Asp Ala Leu Pro 

15 10 15 

Gly Ala Lys Val Arg Ala Thr Val Thr Gly Ser Ala Gly Leu Gly Thr 

20 25 30 

Ala Glu Ala Leu Gly Leu Thr Phe He Gin Glu Val He Ala Glu Thr 

35 40 45 

Ala Ala Val Gin Arg Trp Asn Pro Asp Ala Asp Val Leu Leu Glu Leu 

50 55 60 

Gly Gly Glu Asp Ala Lys He Thr Tyr Leu Lys Pro Val Pro Glu Gin 
65 70 75 80 

Arg Met Asn Gly Ser Cys Ala Gly Gly Thr Gly Ala Phe He Asp Gin 

85 90 95 

Met Ala Thr Leu Leu His Thr Asp Thr Pro Gly Leu Asn Asp Leu Ala 

100 105 110 

Ser Arg Ala Lys Thr He His Pro He Ala Ser Arg Cys Gly Val Phe 

115 120 125 

Ala Lys Ser Asp Leu Gin Pro Leu He Asn Glu Gly Ala Arg His Glu 

130 135 140 

Asp Leu Ala Ala Ser Val Leu Gin Ala Val Ala Thr Gin Cys He Ala 
14S 150 155 160 

Gly Leu Ala Cys Gly Arg Pro He Arg Gly Lys Val He Phe Leu Gly 

165 170 175 

Gly Pro Leu His Phe Met Pro Ser Leu Arg Asp Ala Phe Ser Arg Val 

180 185 190 

Leu Asp Gly Lys Val Asp Ala 
195 



<210> 2067 
<211> 366 
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<212> DNA 

<213> Homo sapiens 



<400> 2067 
ttccagcaga 
60 

aagatcgccg 
120 

tacttcggtt 
180 

ccgatcggct 
240 

gatgctttct 
300 

gtcaacttcc 
360 

accggt 
366 



tgctgcaaac 
aatggctgga 
tcgagatccc 
acatggccag 
gggccaagga 
acgccctgtt 



ctggacccgc 
tgccgacctg 
gggcgagcca 
tttcaagaac 
ctccaccgcc 
ctggccggcg 



agcggcacgc 
caacagtggg 
ggcaagtatt 
ctgtgcgacc 
gagctgtacc 
atgctcgaag 



tgcaggaggc 
acatttcccg 
tctacgtgtg 
gcacgccgga 
atttcatcgg 
gctcgggcta 



cgtggccaac 
cgatgcaccg 
gctggacgcg 
gctggacttc 
caaggacatc 
ccgtaaaccg 



<210> 2068 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 2068 



Phe Gin 


Gin 


Met 


Leu Gin 


Thr 


Trp 


Thr 


Arg 


Ser Gly 


Thr 


Leu 


Gin 


Glu 


1 






5 








10 










15 




Ala Val 


Ala 


Asn 


Lys He 


Ala 


Glu 


Trp 


Leu 


Asp 


Ala 


Asp 


Leu 


Gin 


Gin 






20 






25 










30 






Trp Asp 


He 


Ser 


Arg Asp 


Ala 


Pro 


Tyr 


Phe 


Gly 


Phe 


Glu 


He 


Pro 


Gly 


35 








40 










45 








Glu Pro 


Gly 


Lys 


Tyr Phe 


Tyr 


Val 


Trp 


Leu 


Asp 


Ala 


Pro 


He 


Gly 


Tyr 


50 






55 










60 










Met Ala 


Ser 


Phe 


Lys Asn Leu Cys 


Asp 


Arg 


Thr 


Pro 


Glu 


Leu 


Asp 


Phe 


65 






70 










75 










80 


Asp Ala 


Phe 


Trp 


Ala Lys 


Asp 


Ser 


Thr 


Ala 


Glu 


Leu 


Tyr 


His 


Phe 


He 






85 








90 










95 




Gly Lys 


Asp 


He 


Val Asn 


Phe 


His 


Ala 


Leu 


Phe 


Trp 


Pro 


Ala 


Met 


Leu 




100 








105 










110 






Glu Gly 


Ser 


Gly 


Tyr Arg 


Lys 


Pro 


Thr 


Gly 















115 120 



<210> 2069 

<211> 280 

<212> DNA 

<213> Homo sapiens 



<400> 2069 

cctagagagg atggtggaga ctgtgcgtgt 
60 

catggggcct cgccgcaggc catctctcca 
120 

gcctttggct ggaattccac cccagccttc 
180 



gcagggtgtt ccggaacctt ccctgggatg . 
gacctgggct caccctgccc ctgtgctgtt 
ttgcctcaag aacgcccttc ccccttcaga 
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tctcatgggc acaggccccg tcttcctaaa cggggtcaga gcccccagta atcatgacaa 
240 

agaccctctc ctcgatcaag ctttggtcaa gctcctaccc 
280 

<210> 2070 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 2070 

Met Val Glu Thr Val Arg Val Gin Gly Val Pro Glu Pro Ser Leu Gly 

15 10 15 

Cys Met Gly Pro Arg Arg Arg Pro Ser Leu Gin Thr Trp Ala His Pro 

20 25 30 

Ala Pro Val Leu Leu Pro Leu Ala Gly lie Pro Pro Gin Pro Ser Cys 

35 40 45 

Leu Lys Asn Ala Leu Pro Pro Ser Asp Leu Met Gly Thr Gly Pro Val 

50 55 60 

Phe Leu Asn Gly Val Arg Ala Pro Ser Asn His Asp Lys Asp Pro Leu 
65 70 75 80 

Leu Asp Gin Ala Leu Val Lys Leu Leu Pro 

85 90 

<210> 2071 
<211> 399 
<212> DNA 

<213> Homo sapiens 
<400> 2071 

acgcgtgtcc agcagactta gaaagcaggt tcctcttgtc atacagcacg ttaacatagc 
60 

tgacgaggcc tgggtgtctt catcagtact gtgatgactc tttcaccttt gacttcagat 
120 

gctggcgctt tttacttttt gtgccaaact ctacacatga aacacttttg gaataactac 
180 

agacatgact ttctttatct ggggaaaagg agggcattaa accagattag gggctgggag 
240 

gggaggttgt caggggatga gctgctcctg aggaagaggc agagatcaag cttcactcag 
300 

cagctggatt ctcacctagt ttatagactg aaatcctgca aggtggttac aacagtgaac 
360 

aatatgttca tacataaaga ctctaccctc aggtgatca 
399 

<210> 2072 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2072 

Met Thr Leu Ser Pro Leu Thr Ser Asp Ala Gly Ala Phe Tyr Phe Leu 

15 10 15 

Cys Gin Thr Leu His Met Lys His Phe Trp Asn Asn Tyr Arg His Asp 
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20 25 


30 




Phe Leu Tyr 


Leu Gly Lys Arg Arg Ala Leu Asn Gin lie Arg 


Gly Trp 


35 


40 


45 




Glu Gly Arg 


Leu Ser Gly Asp Glu Leu Leu 


Leu Arg Lys Arg 


Gin Arg 


50 


55 


60 




Ser Ser Phe 


Thr Gin Gin Leu Asp Ser His 


Leu Val Tyr Arg 


Leu Lys 


65 


70 


75 


80 


Ser Cys Lys 


Val Val Thr Thr Val Asn Asn 


Met Phe He His 


Lys Asp 




85 90 




95 


Ser Thr Leu 


Arg 







100 



<210> 2073 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 2073 

ggatccactt ctgtgccttt ccagcttcta gaggctgcct gcgttccttg gctcgtggcc 
60 

ccttcctcca ccttcaagcc agcagcggag gcctgagtcc ttctcatgcc atctctctgt 
120 

tctctctcct gcctcctcct ccacactgaa ggacccctgt gatcacactg gcccccccac 
180 

cggatgaccc aggataatcc atctccctgt ttgaaggtcg gctgattagc aaccttcatt 
240 

ccatctgcct ccttcattcc ccctggccat gtaatgggat tcacagcttc tggggattag 
300 

gacatggaca tcttgtggcg ggggcataat tctgtcgac 
339 

<210> 2074 
<211> 85 
<212> PRT 

<213> Homo sapiens 



<400> 2074 














Met Lys Glu 


Ala 


Asp 


Gly Met Lys 


Val 


Ala 


Asn Gin Pro Thr Phe Lys 


1 




5 






10 


15 


Gin Gly Asp 


Gly 


Leu 


Ser Trp Val 


He 


Arg 


Trp Gly Gly Gin Cys Asp 




20 






25 




30 


His Arg Gly 


Pro 


Ser 


Val Trp Arg 


Arg Arg 


Gin Glu Arg Glu Gin Arg 


35 






40 






45 


Asp Gly Met 


Arg 


Arg 


Thr Gin Ala 


Ser 


Ala 


Ala Gly Leu Lys Val Glu 


50 






55 






60 


Glu Gly Ala 


Thr 


Ser 


Gin Gly Thr 


Gin 


Ala 


Ala Ser Arg Ser Trp Lys 


65 






70 






75 80 


Gly Thr Glu 


val 


Asp 











85 



<210> 2075 

<211> 481 

<212> DNA 

<213> Homo sapiens 
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<400> 2075 

ntggccaggt tgacctcaaa ggtgtacatt gttttatgtg gcgacaatgg actgtcagaa 
60 

accaaggagc tctcctgtcc agagaagtcc ctgtttgaaa ggaattccag acacaccttt 
120 

atcctgagcg ctcctgccca actgggcctg ctgaggaaga tccgcctctg gcacgacagc 
180 

cgtgggcctt ccccaggctg gttcatcagc cacgtgatgg tgaaggagct gcacacggga 
240 

cagggctggt tcttccctgc ccagtgctgg ctgtctgccg gcaggcatga tggtcgcgtg 
300 

gagcgggagc tcacctgtct gcaaggggga ctcggcttct ggaagctttt ctattgcaag 
360 

ttcacagagt acctggagga tttccatgtc tggctgtcgg tgtacagcag gccctcctcc 
420 

agccgctacc tgcacacgcc gcgccccacc gtgtccttct ccctgctgtg cgtctacgcg 

480 

t 

481 

<210> 2076 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 2076 

Xaa Ala Arg Leu Thr Ser Lys Val Tyr He Val Leu Cys Gly Asp Asn 

15 10 15 

Gly Leu Ser Glu Thr Lys Glu Leu Ser Cys Pro Glu Lys Ser Leu Phe 

20 25 30 

Glu Arg Asn Ser Arg His Thr Phe He Leu Ser Ala Pro Ala Gin Leu 

35 40 45 • 

Gly Leu Leu Arg Lys He Arg Leu Trp His Asp Ser Arg Gly Pro Ser 

50 55 60 

Pro Gly Trp Phe He Ser His Val Met Val Lys Glu Leu His Thr Gly 
65 70 75 80 

Gin Gly Trp Phe Phe Pro Ala Gin Cys Trp Leu Ser Ala Gly Arg His 

85 90 95 

Asp Gly Arg Val Glu Arg Glu Leu Thr Cys Leu Gin Gly Gly Leu Gly 

100 105 110 

Phe Trp Lys Leu Phe Tyr Cys Lys Phe Thr Glu Tyr Leu Glu Asp Phe 

115 120 125 

His Val Trp Leu Ser Val Tyr Ser Arg Pro Ser Ser Ser Arg Tyr Leu 

130 135 140 

His Thr Pro Arg Pro Thr Val Ser Phe Ser Leu Leu Cys Val Tyr Ala 
145 150 155 160 

<210> 2077 
<211> 1410 
<212> DNA 

<213> Homo sapiens 
<400> 2077 
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ncagagtgtt ttgagctatc tggtatccca 
60 

caaattgaac ccaactgttt gcgaattcgg 
120 

tttttttttt tttttttttt ttttgctttc 
180 

ctttggtcta cagtgagaga aaacagaggg 
240 

agtccaggag ccttaggaag gctgaaacaa 
300 

aagagccagt gaggccacct ggtccagttc 
360 

ctgggtcccc gagcacagtg ccagggaaga 
420 

ggcagcatgg gaaaggctca gactgcaggt 
480 

cctccctcgc aagagcaggc ttgtgcacag 
540 

gcggctgtgc agcgcttacc agggggagga 
600 

tctgctggtc cagcacagcc actcgcagct 
660 

tgctggagta gacaagcagc tgggnnggct 
720 

cggcgaggct ccggggggcc tnnccccaca 
780 

ctgcacgcag ctcctgcagc ctgtgcagac 
840 

gcgtgagcag gcagcggtac tcctgcatcc 
900 

tcatgcgcag tctcagcagc gagcaggcct 
960 

ccacagcact gagcctgggc tggggcccgc 
1020 

gggttttggc agcggcggca tccgtggaat 
1080 

acaggctcga gttctgggaa gctgctttcc 
1140 

ccttctcctt gagtgtgaag gcttctgggg 
1200 

ggtccctgag gcccgcccca ggcctggggg 
1260 

cccccactga cagcagccgg cgctcagggt 
1320 

ggcccttggt gggtctcgtg tctgaagcat 
1380 

gggcggaggc tgtcgtgcca gaagaggtga 
1410 

<210> 2078 

<211> 106 

<212> PRT 

<213> Homo sapiens 



aatgatgtga atactttcag aaaccaatgg 
cacgagtaaa gatctttttt ttttttttgt 
taaagtggct ttaatatcac acaagcggct 
agccaggaaa ggctccccgc tggcctctgg 
gccctgacca gcaggcttag ttgtcctgag 
accaggtttc ccagggaagc acaggcatct 
cacccccaat ccccatctga acaggccgag 
tcatcccgca ggatggtaag gacacgtgct 
cccggcacag ggccagccag ggcggcccct 
gttcagccat caggaccttt tccaagtgga 
tgagggccgc cagggtctgc agctcctggg 
ccatgcaggc tccgctctac ccccacagga 
gacatggtct tggtggctgt tccgccaccg 
actggcccac catggcctgc agcccctcca 
agtccatggg ggctgctgag agctcctccc 
tccgcaggcg ccccgcctcc gcctccacct 
ctgaagctgt ctgcatgttc tggaggaact 
cactggtctg tgtggaactg agctgggccc 
tgaatgccgc aggcagccgc agcaggtgcc 
cctgaggagc agcggatggg gccatttgct 
ttcgggctcc catcccaaca cgggtcccat 
ggcccttggc aggcaccgtg gtctggcgga 
ggccaccagc ttggcctggg gaatgcggtg 
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<400> 2078 

Gly His Leu Val Gin Phe Thr Arg Phe Pro Arg Glu Ala Gin Ala Ser 

15 10 15 

Leu Gly Pro Arg Ala Gin Cys Gin Gly Arg His Pro Gin Ser Pro Ser 

20 25 30 

Glu Gin Ala Glu Gly Ser Met Gly Lys Ala Gin Thr Ala Gly Ser Ser 

35 40 45 

Arg Arg Met Val Arg Thr Arg Ala Pro Pro Ser Gin Glu Gin Ala Cys 

50 55 60 

Ala Gin Pro Gly Thr Gly Pro Ala Arg Ala Ala Pro Ala Ala Val Gin 
65 70 75 80 

Arg Leu Pro Gly Gly Gly Val Gin Pro Ser Gly Pro Phe Pro Ser Gly 

85 90 95 

Ser Ala Gly Pro Ala Gin Pro Leu Ala Ala 

100 105 

<210> 2079 

<211> 565 

<212> DNA 

<213> Homo sapiens 

<400> 2079 

atttacctcg caaccgaccc tgatcgtgaa ggtgaaagca tcagctggca catccagcag 
60 

gtactggcgg tcaaatccta caaacgcatt accttcaacg agatcactct caagcgcgtt 
120 

gaagaggcac tggccaatcc tcgacaaatc gatctgaaca gagttgcctc acaggaatgc 
180 

cggcgtgtgc ttgaccgctt ggtggggtac ctggtgaccc aagagttgcg gcgcctgatg 
240 

ggcaaaccta cttccgctgg ccgcgttcaa tcacccgccg tgtttcttgt ggtcttgcgc 
300 

gaacgcgaga tccgcaactt tcaggtgatc aatcactttg gcgtgcgtct gttctttgcc 
360 

gatgtaagtc ggggcaccac ttggtatgcc gagtggcaac cggtaccgga tttcgcaagc 
420 

aagcacttcc cctatgttca ggatagcaac ctggctcagc acgtcgccgg cactcgaaat 
480 

gtggtcgtgg agtcctgcga ggatcgcaag gccgagcgtc atcctcctgc accattcatc 
540 

tcatccactc ttcaacaggc cgcca 
565 

<210> 2080 
<211> 188 
<212> PRT 

<213> Homo sapiens 
<400> 2080 

lie Tyr Leu Ala Thr Asp Pro Asp Arg Glu Gly Glu Ser lie Ser Trp 

15 10 15 

His lie Gin Gin Val Leu Ala Val Lys Ser Tyr Lys Arg lie Thr Phe 

20 25 30 

Asn Glu He Thr Leu Lys Arg Val Glu Glu Ala Leu Ala Asn Pro Arg 
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35 40 45 

Gin He Asp Leu Asn Arg Val Ala Ser Gin Glu Cys Arg Arg Val Leu 

50 55 60 

Asp Arg Leu Val Gly Tyr Leu Val Thr Gin Glu Leu Arg Arg Leu Met 
65 70 75 80 

Gly Lys Pro Thr Ser Ala Gly Arg Val Gin Ser Pro Ala Val Phe Leu 

85 90 95 

Val Val Leu Arg Glu Arg Glu He Arg Asn Phe Gin Val He Asn His 

100 105 HO 

Phe Gly Val Arg Leu Phe Phe Ala Asp Val Ser Arg Gly Thr Thr Trp 

115 120 125 

Tyr Ala Glu Trp Gin Pro Val Pro Asp Phe Ala Ser Lys His Phe Pro 

130 135 140 

Tyr Val Gin Asp Ser Asn Leu Ala Gin His Val Ala Gly Thr Arg Asn 
145 150 155 160 

Val Val Val Glu Ser Cys Glu Asp Arg Lys Ala Glu Arg His Pro Pro 

165 170 175 

Ala Pro Phe He Ser Ser Thr Leu Gin Gin Ala Ala 

180 185 

<210> 2081 

<211> 319 

<212> DNA 

<213> Homo sapiens 

<400> 2081 

aagcttatgg aaaaacgggg atacggagag gagtatataa atcgctataa aatgatgaca 
60 

aggttccatc atcaacgggt tccactagta attttggtgt gtggaactgc ctgtactgga 
120 

aaatcaacaa tcgctacaca acttgctcag aggctcaatt tgcctaatgt tttgcagacg 
180 

gacatggtgt atgagctgct gcggacatca acagatgcgc cacttacttc agttcctgtg 
240 

tgggctcgcg attttaattc acctgaagag cttatcactg aattctgcag agaatgcaga 
300 

gttgtacgca agggtttgg 
319 



<210> 2082 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 2082 
Lys Leu Met Glu 
1 

Lys Met Met Thr 

20 

Val Cys Gly Thr 
35 

Ala Gin Arg Leu 
50 

Glu Leu Leu Arg 



Lys Arg Gly Tyr 
5 

Arg Phe His His 

Ala Cys Thr Gly 

40 

Asn Leu Pro Asn 
55 

Thr Ser Thr Asp 



Gly Glu Glu Tyr 
10 

Gin Arg Val Pro 
25 

Lys Ser Thr He 

Val Leu Gin Thr 

60 

Ala Pro Leu Thr 



He Asn Arg Tyr 
15 

Leu Val He Leu 
30 

Ala Thr Gin Leu 
45 

Asp Met Val Tyr 
Ser val Pro Val 
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65 70 75 80 

Trp Ala Arg Asp Phe Asn Ser Pro Glu Glu Leu He Thr Glu Phe Cys 

85 90 95 

Arg Glu Cys Arg Val Val Arg Lys Gly Leu 

100 105 

<210> 2083 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 2083 

nngcctgatt gcgacatggc cgtcgagtgc gctgtaacac gcaagcagct atataccatc 
60 

atacctactg ttgaatgcaa ctgtggccac gttttctgct ttggctgtgg tttggatgga 
120 

caccagccgg tcatttgtgc tgttgtccgc ttgtggctga aaaaatgtgc ggatgacagt 
180 

gagacgtcca actggatcgg cgctaatacc aaggaatgcc ccaaatgctg ttcgacgatt 
240 

gaaaagaatg gcggatgtaa tcatatgacg tgtcgcaagt gcaaatacga attttgttgg 
300 

atttgctcgg gcccatggtc ggagcacgga aacaactatt acaactgcaa tcggtacgat 
360 

gaaaaggcag gagatgaagg tn 
382 

<210> 2084 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 2084 



Xaa 


Pro 


Asp 


Cys 


Asp Met 


Ala Val Glu Cys 


Ala Val Thr 


Arg 


Lys 


Gin 


1 








5 


10 






15 




Leu Tyr 


Thr 


He 


He Pro 


Thr Val Glu Cys 


Asn Cys Gly 


His 


Val 


Phe 








20 




25 




30 






Cys 


Phe 


Gly 


Cys 


Gly Leu 


Asp Gly His Gin 


Pro Val He 


Cys 


Ala 


Val 






35 






40 


45 








Val 


Arg 


Leu 


Trp 


Leu Lys 


Lys Cys Ala Asp 


Asp Ser Glu 


Thr 


Ser 


Asn 




50 








55 


60 








Trp 


He 


Gly 


Ala 


Asn Thr 


Lys Glu Cys Pro 


Lys Cys Cys 


Ser 


Thr 


He 


65 








70 




75 






80 


Glu 


Lys 


Asn 


Gly 


Gly Cys 


Asn His Met Thr 


Cys Arg Lys 


Cys 


Lys 


Tyr 










85 


90 






95 




Glu 


Phe 


Cys 


Trp 


He Cys 


Ser Gly Pro Trp 


Ser Glu His 


Gly 


Asn 


Asn 








100 




105 




110 






Tyr Tyr 


Asn 


Cys 


Asn Arg 


Tyr Asp Glu Lys 


Ala Gly Asp 


Glu 


Gly 








115 






120 


125 









<210> 2085 

<211> 478 

<212> DNA 

<213> Homo sapiens 
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<400> 2085 

nnggatccca aagaccgcga tattgccatg gtgttccaaa actatgccct ctacccgcac 
60 

atgactgtcg ccgacaacat gggttttgcc ctcaaactgg cgaaagtgga taagaaagaa 
120 

atccggcgtc gcgtggagga agccgccgaa ctcctcgacc tcaccgacta tctggaccgc 
180 

aaacccaagg cactctccgg tggccagcgg cagcgcgtcg ccatggggcg cgctattgtt 
240 

cgttcccccc gcgtcttctt gatggacgag cctctttcta acctggatgc gcgtctgcgt 
300 

gtccgcaccc gcgcccagat tgcggaactg cagcgccgcc tgggcaccac caccgtttat 
360 

gtcacccatg accaggtgga ggctatgacg atgggggatc gtgtggctgt tctctgtgcc 
420 

gggaaactgc agcaggtgga tactccacgt aatcttttcg accaccccgc taacgcgt 
478 

<210> 2086 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 2086 






















Xaa 


Asp 


Pro Lys Asp 


Arg 


Asp 


He 


Ala 


Met 


Val Phe 


Gin 


Asn 


Tyr 


Ala 


1 


5 










10 








15 




Leu 


Tyr 


Pro His Met 


Thr 


Val 


Ala 


Asp 


Asn 


Met Gly 


Phe 


Ala 


Leu 


Lys 




20 








25 








30 






Leu 


Ala 


Lys val Asp 


Lys 


Lys 


Glu 


lie 


Arg 


Arg Arg 


Val 


Glu 


Glu 


Ala 






35 






40 








45 








Ala 


Glu 


Leu Leu Asp 


Leu 


Thr 


Asp 


Tyr 


Leu 


Asp Arg 


Lys 


Pro 


Lys 


Ala 




50 






55 








60 










Leu 


Ser 


Gly Gly Gin 


Arg 


Gin 


Arg 


Val 


Ala 


Met Gly 


Arg 


Ala 


He 


Val 


65 




70 










75 








80 


Arg 


Ser 


Pro Arg Val 


Phe 


Leu 


Met 


Asp 


Glu 


Pro Leu 


Ser 


Asn 


Leu 


Asp 




85 










90 








95 




Ala 


Arg 


Leu Arg Val 


Arg 


Thr 


Arg 


Ala 


Gin 


He Ala 


Glu 


Leu 


Gin 


Arg 




100 








105 








110 






Arg 


Leu 


Gly Thr Thr 


Thr 


Val 


Tyr 


Val 


Thr 


His Asp 


Gin 


Val 


Glu 


Ala 




115 






120 








125 








Met 


Thr 


Met Gly Asp 


Arg 


Val 


Ala 


Val 


Leu 


Cys Ala 


Gly 


Lys 


Leu 


Gin 




130 






135 








140 










Gin 


Val 


Asp Thr Pro 


Arg 


Asn 


Leu 


Phe 


Asp 


His Pro 


Ala 


Asn 


Ala 




145 






150 










155 











<210> 2087 
<211> 731 
<212> DNA 

c213> Homo sapiens 
<400> 2087 

gataattctc tacacggcat gagctgggga cgtacccccc ttgccaacgt cacctcacgg 
60 
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tcgtaccgtg gtgattagca gctagccgag gcgctagccg ccatataaga ttcccaaatt 
120 

aaaagaaaaa gcattgcgtc ggccaagaat tgctgtcgct gctgcaacgg ctactgcgct 
180 

ggtcggatca atcgcagcaa tcaccccctc ccccaggcag aagctaactc caataggcca 
240 

cgctcggtag ctcaagccgc tatcgccacg gatggaaagg ggataatcaa caaggactgc 
300 

cgtgatgcag tcatcaacga tgcaaagctg cgtgccgcga ttgccggtgc gttggttaag 
360 

gctggattta gttccgccga cgcggtggct ctagcgccgc gtattgccag agaaatggca 
420 

aaagagggcg tcctcctcat caaccaccac aagctaaagg ctctcatcgg agcccaggtg 
480 

ggtctgctca ctgatgcgaa gatccagcgt gctgccgctg cagtggacct cggcatcaaa 
540 

gccactctag ctgcgacaat cattcccaac gcgctgcatt cagcggcatt caaggatgcg 
600 

gtggtcgcaa atcttgtcgc cgccggtctg acaagaagtt ggcaaaggct acggctgtcg 
660 

ccattgccgc aactgcgctc aatcccgctc tcgggccgat cgcaaagact gaggccatta 

720 

aggctgagat c 
731 

<210> 2088 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2088 

Met Ala Lys Glu Gly Val Leu Leu He Asn His His Lys Leu Lys Ala 

15 10 15 

Leu He Gly Ala Gin Val Gly Leu Leu Thr Asp Ala Lys He Gin Arg 

20 25 30 

Ala Ala Ala Ala Val Asp Leu Gly He Lys Ala Thr Leu Ala Ala Thr 

35 40 45 

He He Pro Asn Ala Leu His Ser Ala Ala Phe Lys Asp Ala Val Val 

50 55 60 

Ala Asn Leu Val Ala Ala Gly Leu Thr Arg Ser Trp Gin Arg Leu Arg 
65 70 75 80 

Leu Ser Pro Leu Pro Gin Leu Arg Ser He Pro Leu Ser Gly Arg Ser 

85 90 95 

Gin Arg Leu Arg Pro Leu Arg Leu Arg 

100 105 



<210> 2089 

<211> 315 

<212> DNA 

<213> Homo sapiens 



<400> 2089 

accggtgtgg accaggctca gctgcgcgac gccatgtttt cctaccttcc ccaccacaag 
60 
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ctcggggaat tcgacatcga 
120 

ttcgacaccg accacttcga 
180 

gatcaacttg gccaagcgtt 
240 

tcgttggtgg cgtctctcac 
300 

accgattcga tcccg 
315 



tctgttgctg gaccatcgcg 
ggggtacgag cgcccccgcc 
ccttgtattg gaaggcccag 
gagtcttgtc gactctatgg 



attcccgtca gcccatcatc 
tcgtgctgca cgaagtcacc 
agccggctct cggctgggaa 
ggatccgtct gaccggcatt 



<210> 2090 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 2090 
Thr Gly Val Asp 
1 

Pro His His Lys 
20 

Arg Asp Ser Arg 
35 

Tyr Glu Arg Pro 
50 

Gin Ala Phe Leu 
65 

Ser Leu Val Ala 

Leu Thr Gly He 

100 



Gin Ala Gin Leu 
5 

Leu Gly Glu Phe 

Gin Pro He He 

40 

Arg Leu Val Leu 
55 

Val Leu Glu Gly 
70 

Ser Leu Thr Ser 
85 

Thr Asp Ser He 



Arg Asp Ala Met 
10 

Asp He Asp Leu 
25 

Phe Asp Thr Asp 

His Glu Val Thr 

60 

Pro Glu Pro Ala 
75 

Leu Val Asp Ser 
90 

Pro 
105 



Phe Ser Tyr Leu 
15 

Leu Leu Asp His 
30 

His Phe Glu Gly 
45 

Asp Gin Leu Gly 

Leu Gly Trp Glu 

80 

Met Gly He Arg 
95 



<210> 2091 

<211> 322 

<212> DNA 

<213> Homo sapiens 



<400> 2091 
actcttgtcc 
60 

tgtgtccctg 

120 

agtctctgtc 
160 

tctttcctct 
240 

ctctgctctt 
300 

ccatttctgt 
322 



attgtctctg 
tccagttctg 
tcttttgtct 
gtgtgtctct 
tttctctctg 
cccttcacgc 



tctctgcgtt 
tnnctgtgtg 
ctgtctctct 
ccatttctgt 
tgtgtctctt 



tttctctctg 
tgcgcgcatc 
ctgtgtctct 
ctctcttcct 
ttgtctctct 



tctctctgtg 
tctctctgtg 
gcccattttg 
ctgtctctct 
gtttctctgc 



tctctgtctc 
tctctgtnng 
gtctctgctt 
ccatttctgt 
gtgtctctgt 



<210> 2092 
<211> 107 
<212> PRT 
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<213> Homo sapiens 
<400> 2092 

Thr Leu Val His Cys Leu Cys Leu Cys Val Phe Leu Ser Val Ser Leu 

15 10 15 

Cys Leu Cys Leu Cys Val Pro Val Gin Phe Cys Xaa Cys Val Cys Ala 

20 25 30 

His Leu Ser Leu Cys Leu Cys Xaa Ser Leu Cys Leu Phe Cys Leu Cys 

35 40 45 

Leu Ser Leu Cys Leu Cys Pro Phe Tip Ser Leu Leu Ser Phe Leu Cys 

50 55 60 

Val Ser Leu His Phe Cys Leu Ser Ser Ser Val Ser Leu His Phe Cys 
65 70 75 80 

Leu Cys Ser Phe Ser Leu Cys Val Ser Leu Leu Ser Leu Cys Phe Ser 

85 90 95 

Ala Cys Leu Cys Pro Phe Leu Ser Leu His Ala 

100 105 

<210> 2093 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2093 

gccggcgtca tgcaaacgat caaggtggcg caatttcgcc tctgccatag tcgaaaaatg 
60 

tttgtggtgg cctacccgcg agagacccag gagatggtgc tcgatgcgca taaccgcgcc 
120 

tttgcgttct ttggcggcgt accgcagcgg gttatctacg acaaccttaa aaccgcagtg 
180 

gatgcgatct tggtcggcaa ggatcgaatc ttcaaccggc gcttcctggc gttggctaat 
240 

cattacctgt ttgaacctgt agcctgtacg cctgctgctg gctgggagaa gggccaagtt 
300 

gagaatcaag ttcgcaacat acgc 
324 

<210> 2094 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 2094 

Ala Gly Val Met Gin Thr He Lys Val Ala Gin Phe Arg Leu Cys His 

15 10 15 

Ser Arg Lys Met Phe Val Val Ala Tyr Pro Arg Glu Thr Gin Glu Met 

20 25 30 

Val Leu Asp Ala His Asn Arg Ala Phe Ala Phe Phe Gly Gly Val Pro 

35 40 45 

Gin Arg Val He Tyr Asp Asn Leu Lys Thr Ala Val Asp Ala He Leu 

50 55 60 

Val Gly Lys Asp Arg He Phe Asn Arg Arg Phe Leu Ala Leu Ala Asn 
65 70 75 80 

His Tyr Leu Phe Glu Pro Val Ala Cys Thr Pro Ala Ala Gly Trp Glu 
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85 



90 



Lys Gly Gin Val Glu Asn Gin Val Arg Asn He Arg 
100 105 



95 



<210> 2095 

<211> 402 

<212> DNA 

<213> Homo sapiens 



<400> 2095 
cccgtcacag 
60 

accctgcccc 
120 

cgcgtggtgg 
160 

aatgatgaac 
240 

gggaaactgc 
300 

gataatcttg 
360 

attctgcagg 
402 



accaggaaga 
ccgccgccaa 
gcgtgggttc 
ctcttgtgct 
cggatgcttt 
ataagcatat 
cccactcgga 



agcagacaat 
tcttctgctt 
agtgggcacc 
gcaagtgaaa 
ttcggaactg 
taaagccggc 
tccgctgctg 



atgatcgctt 
aaacaattcc 
cactccctgg 
gaagccctcc 
tccgctgggg 
aatggctacc 
gggtggacgc 



ctttcgacac 
atattgtgga 
tactgctact 
ccagtgtcct 
actcctccgg 

gggtggtggc 
gt 



ttatgttcgc 
tgttgcccgg 
gtccggcccc 
caccacccat 
gctcctcccc 
gtgccagcag 



<210> 2096 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 2096 



Pro 


Val 


Thr 


Asp 


Gin Glu Glu Ala 


1 








5 


Thr 


Tyr 


Val 


Arg 


Thr Leu Pro Pro 








20 




Phe 


His 


He 


Val 


Asp Val Ala Arg 






35 




40 


Gly 


Thr 


His 


Ser 


Leu Val Leu Leu 




50 






55 


Leu 


Val 


Leu 


Gin 


Val Lys Glu Ala 


65 








70 


Gly 


Lys 


Leu 


Pro 


Asp Ala Phe Ser 










85 


Gly 


Leu 


Leu 


Pro 


Asp Asn Leu Asp 








100 




Tyr 


Arg 


Val 


Val 


Ala Cys Gin Gin 






115 




120 


Leu 


Leu 


Gly 


Trp 


Thr Arg 




130 









Asp Asn Met He Ala Ser Phe Asp 

10 15 
Ala Ala Asn Leu Leu Leu Lys Gin 
25 30 
Arg Val Val Gly Val Gly Ser Val 

45 

Leu Ser Gly Pro Asn Asp Glu Pro 
60 

Leu Pro Ser Val Leu Thr Thr His 

75 80 
Glu Leu Ser Ala Gly Asp Ser Ser 

90 95 
Lys His He Lys Ala Gly Asn Gly 
105 HO 
He Leu Gin Ala His Ser Asp Pro 

125 



<210> 2097 

<211> 641 

<212> DNA 

<213> Homo sapiens 
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<400> 2097 

ncgtttctca cccgccctcc agcctcatca gcagctgtgg gctcaggccc ccctcccgag 
60 

gcggagcagg cgtggccgca gagcagcggg gaggaggagc tgcagctcca gctggccctg 
120 

gccatgagca aggaggaggc cgaccaggta ctgggcgtgc agctggggct gtctgtccgc 
180 

cacccgcctc cacgcctcac ttcaggctcc ctcccagcca ggcgtgggcc tggccctcac 
240 

tgtcgctgct ccacatgctg tcactcgtct cctccccagt cctgcctcat cctcacnccg 
300 

ccgtccctct gcgtgtcact ctctgcctgt cctcactggt tcagggaccc ccagcctctc 
360 

tttattcggc tctatctgac cctggctctg cctctgactc tgcctctggc ccctcccgtc 
420 

atgcccctca cactctctct cccccagccc ccgtcctgcg gccccgagga cgacgcccag 
480 

ctccagctgg cccttagttt gagccgagaa gagcatgata aggtcagagc agcctccctg 
540 

tccctgcccc tgccaggggc tcccctcaga ccagccccgt cgccccttcc taagtcaccc 
600 

cccaccatcc tgctgggccc gaagcccaca ggctcacgcg t 
641 

<210> 2098 
<211> 213 
<212> PRT 

<213> Homo sapiens 



<400> 2098 



Xaa 


Phe 


Leu 


Thr 


Arg 


Pro 


Pro Ala Ser Ser Ala 


Ala Val Gly 


Ser 


Gly 


1 








5 




10 




15 




Pro 


Pro 


Pro 


Glu 


Ala 


Glu 


Gin Ala Trp Pro Gin 


Ser Ser Gly 


Glu 


Glu 








20 






25 


30 






Glu 


Leu 


Gin 


Leu 


Gin 


Leu 


Ala Leu Ala Met Ser 


Lys Glu Glu 


Ala 


Asp 






35 








40 


45 






Gin 


Val 


Leu 


Gly 


Val 


Gin 


Leu Gly Leu Ser Val 


Arg His Pro 


Pro 


Pro 




50 










55 


60 






Arg 


Leu 


Thr 


Ser 


Gly Ser 


Leu Pro Ala Arg Arg 


Gly Pro Gly 


Pro 


His 


65 










70 


75 






80 


Cys 


Arg 


Cys 


Ser 


Thr 


Cys 


Cys His Ser Ser Pro 


Pro Gin Ser 


Cys 


Leu 










85 




90 




95 




lie 


Leu 


Thr 


Pro 


Pro 


Ser 


Leu Cys Val Ser Leu 


Ser Ala Cys 


Pro 


His 








100 






105 


110 






Trp 


Phe 


Arg 


Asp 


Pro 


Gin 


Pro Leu Phe lie Arg 


Leu Tyr Leu 


Thr 


Leu 






115 








120 


125 






Ala 


Leu 


Pro 


Leu 


Thr 


Leu 


Pro Leu Ala Pro Pro 


Val Met Pro 


Leu 


Thr 




130 










135 


140 






Leu 


Ser 


Leu 


Pro 


Gin 


Pro 


Pro Ser Cys Gly Pro 


Glu Asp Asp 


Ala 


Gin 


145 










150 


155 






160 


Leu 


Gin 


Leu 


Ala 


Leu 


Ser 


Leu Ser Arg Glu Glu 


His Asp Lys 


Val 


Arg 










165 




170 




175 




Ala 


Ala 


Ser 


Leu 


Ser 


Leu 


Pro Leu Pro Gly Ala 


Pro Leu Arg 


Pro 


Ala 
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180 185 190 

Pro Ser Pro Leu Pro Lys Ser Pro Pro Thr He Leu Leu Gly Pro Lys 

195 200 205 

Pro Thr Gly Ser Arg 
210 

<210> 2099 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 2099 

acgcgtgtgc cctgtcccct gccagacatg gacagcacct gcccacaggg gtgctcagtg 
60 

gaggcagtgc ccagggctgc tgtgcccatg cgtgtaccct gtcctctgcc agacgcggac 
120 

agcacctgcc cacggggtgc tcagtggagg cagtgcccag ggctgctgtg cccacgtgtg 
180 

tgccctcaga catccctccc cagacacttg ctgcatgacc caggaggtgg caggcagtgg 
240 

cagtattctg ttcaggtgag ctcagaggtg gcaggtgcct ggctgcggcc ctgcctcact 
300 

ccgacagcct ctgcctccag tccactggct catcccacat ggcctga 
34 7 

<210> 2100 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 2100 



Met 


Asp 


Ser 


Thr 


Cys Pro Gin 


Gly Cys 


Ser 


Val 


Glu Ala 


Val 


Pro 


Arg 


1 








5 




10 








15 




Ala 


Ala 


Val 


Pro 


Met Arg Val 


Pro Cys 


Pro 


Leu 


Pro Asp 


Ala 


Asp 


Ser 








20 




25 








30 






Thr 


Cys 


Pro 


Arg 


Gly Ala Gin 


Trp Arg 


Gin 


Cys 


Pro Gly 


Leu 


Leu 


Cys 






35 






40 






45 








Pro 


Arg 


Val 


Cys 


Pro Gin Thr 


Ser Leu 


Pro 


Arg 


His Leu 


Leu 


His 


Asp 




50 






55 








60 








Pro 


Gly 


Gly 


Gly 


Arg Gin Trp 


Gin Tyr 


Ser 


Val 


Gin Val 


Ser 


Ser 


Glu 


65 








70 






75 








80 


Val 


Ala 


Gly 


Ala 


Trp Leu Arg 


Pro Cys 


Leu 


Thr 


Pro Thr 


Ala 


Ser 


Ala 










85 




90 








95 




Ser 


Ser 


Pro 


Leu 


Ala His Pro 


Thr Trp 


Pro 


















100 




105 















c210> 2101 

<211> 549 

<212> DNA 

<213> Homo sapiens 

<400> 2101 

ctctctccga ccgcgttgac ggtccagccg gtccgcacgc cgtcatcgga atcggcatca 
60 
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acgtttcgat ggggcgtgac 
120 

ggttgaacca cgacaagaat 
180 

taacagtgtg gttggagacc 
240 

ttggtactcc ggtccgtctg 
300 

ttgagggcat cggtgtcgac 
360 

ggcgtcgcag tttcaacgct 
420 

ggcgtcctga gcgttcccac 
480 

tggtggtggc ggtttctcga 
540 

ccctgacct 
549 



gaattgcccc tgccgacggc 
gagttgctgg ccagccttct 
ggaacggtgc gggatcagta 
accttcgacc cagaaatcgt 
gttgacgttg atggcgctat 
gctgacgttc atcatttgcg 
catctagact gctgactatg 
tgtcgaaccg cggtgagcct 



gacctctctg gctctgtgtg 
catccacctt gacgagctat 
tgtggcccgc tgtgacacca 
gggtggtggt gagggggcca 
cgtggtggaa acttctgacg 
aaccaggtga gttccgctac 
acgacccaca ttttggccct 
accgctctcg accgtcacat 



<210> 2102 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 2102 
Met Gly Arg Asp 
1 

Cys Gly Leu Asn 
20 

His Leu Asp Glu 
35 

Asp Gin Tyr Val 
50 

Thr Phe Asp Pro 
65 

He Gly Val Asp 

Asp Gly Arg Arg 
100 

Arg 



Glu Leu Pro Leu 
5 

His Asp Lys Asn 

Leu Leu Thr Val 

40 

Ala Arg Cys Asp 
55 

Glu He Val Gly 
70 

Val Asp Val Asp 
85 

Ser Phe Asn Ala 



Pro Thr Ala Thr 
10 

Glu Leu Leu Ala 
25 

Trp Leu Glu Thr 

Thr He Gly Thr 
60 

Gly Gly Glu Gly 
75 

Gly Ala He Val 
90 

Ala Asp Val His 
105 



Ser Leu Ala Leu 
15 

Ser Leu Leu He 
30 

Gly Thr Val Arg 
45 

Pro Val Arg Leu 

Ala He Glu Gly 

80 

Val Glu Thr Ser 
95 

His Leu Arg Thr 
110 



<210> 2103 

<211> 459 

<212> DNA 

<213> Homo sapiens 



<400> 2103 
nnacgcgtga 
60 

atgattatgg 
120 

tgggaggggg 
180 



cttatacacc 
cggcagtgcg 
acgcatatcg 



gggacgcaat 
acagatcccc 
gtacgaccag 



gcgacggcaa 
gcccaccatg 
gttggtatgg 



cggcagagca 
agttactcgc 
aaatcaaagg 



cactatcgcc 
ttcaggggtt 
gaatgacgtc 
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ggtatcgtcg gatgcggagc ggtcgggtgc cgggttgcgg ctgtgatggc ggccatgggt 
240 

gcgaccgtgc gtgtcttcga cccgtgggcc actcctgatt cttttccagc tggcgtgatg 
300 

gcatgtgatg atctcgatga ggttctgagg ctcagccgca tcctcactct ccacgctcgt 
360 

gccaacgagg acaaccgtca catgattggc gttgaacaat tagctgagat gcctgatggc 
420 

tccgtcctcg tcaactgtgc ccgtggctcg ctggtcgac 
459 

<210> 2104 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 2104 

Xaa Arg Val Thr Tyr Thr Pro Gly Arg Asn Ala Thr Ala Thr Ala Glu 

15 10 15 

His Thr He Ala Met He Met Ala Ala Val Arg Gin He Pro Ala His 

20 25 30 

His Glu Leu Leu Ala Ser Gly Val Trp Glu Gly Asp Ala Tyr Arg Tyr 

35 40 45 

Asp Gin Val Gly Met Glu He Lys Gly Asn Asp Val Gly He Val Gly 

50 55 60 

Cys Gly Ala Val Gly Cys Arg Val Ala Ala Val Met Ala Ala Met Gly 
65 70 75 80 

Ala Thr Val Arg Val Phe Asp Pro Trp Ala Thr Pro Asp Ser Phe Pro 

85 90 95 

Ala Gly Val Met Ala Cys Asp Asp Leu Asp Glu Val Leu Arg Leu Ser 

100 105 110 

Arg He Leu Thr Leu His Ala Arg Ala Asn Glu Asp Asn Arg His Met 

115 120 125 

He Gly Val Glu Gin Leu Ala Glu Met Pro Asp Gly Ser Val Leu Val 

130 135 140 

Asn Cys Ala Arg Gly Ser Leu Val Asp 
145 150 

<210> 2105 

<211> 4057 

<212> DNA 

<213> Homo sapiens 

<400> 2105 

nnggaaaagc tccgtctagg gggcccccag catgcctgga agtcttgtgc atctgcctag 
60 

agctgaagct ttgggtctgt cctggctttg ccaggcagcc agttttattt cctttgttca 
120 

cccctatatg gctccagtcg gttttggggg gggcagctaa gtgggggagg gggaacacaa 
180 

aagtttgggc aaaacattaa cctgacaaag cttgattccg gaaaaaaatc cctcaagagc 
240 

gcaaggccag cttagccaac tggcagctga gtggaaaggt tcagtcctct cgggcagctc 
300 
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cggtggcacc tagaggggag 
360 

cttactttgc ttcttgctgt 
420 

ctccagttgt ttcccctgga 
480 

agtgtctgat ttcagccagt 
540 

tgagcgaccg gccatgggac 
600 

agtcagtgct tccttggggc 
660 

tcttcaaggt cataaagtaa 
720 

ctagaagctc cgagttctct 
780 

ctcactaaca tggatcttgc 
840 

gcaggtgggt cggatgaggc 
900 

agctcctctc tgggagggaa 
960 

ctggtcctgg tggcccacag 
1020 

acagcagcca cggttctgca 
1080 

gcaggagcat taggctgtct 
1140 

gctttgacct ccaatagtaa 
1200 

ccccgagaaa atgccagtgt 
1260 

ccttctcgcc caggagcagt 
1320 

ttgcccagtc cagcagagca 
1380 

aacttctatt tggtatgaag 
1440 

actcggtctt gaggatattc 
1500 

aggacgcagc cctggactac 
1560 

ccttaaccca tctgagcctt 
1620 

tgctttctga ggtcctttgg 
1680 

attgggggtt ttgtaatgtt 
1740 

ctagaagagg agtcgagaca 
1800 

accaaactct tttttaaaat 
1860 

cttagttctt ggaggattat 
1920 



agggtgcagg ctttgaagcc 
taccagttgg cctgacctta 
gaaagccctg tcagcctgag 
gtcccttcct gtcccttcct 
tctgtcgtga taaccaagct 
atcactcggt aacatcatgg 
ccagagtgta ttccttttgt 
tactcccagc agtgaactca 
tgcactcttc tctgacacac 
tctgaactcc ggaatcctga 
cctccctgct aataatagct 
tgatattccc ccaagcctgg 
gcagggcagc ttcagtgtgg 
ggtggctctg cccatgaaga 
cttagcagca catatcacca 
cccggaactg ctggctccaa 
tgggcagcag gaaggaagcc 

* 

gcacggtgcc caggacacag 
cactctattc agtcaccacc 
tggattaatc ctttctatgc 
aagtctggaa ctgacaagtt 
aaattctcat ttatttcctg 
agtcctgtgg ctccatggta 
gagatacttt gcctctatgc 
taagccacct tcagaggttc 
tagaattaac aagaaaaaaa 
aagagtacct ccccagtttt 



agaaagacat ggatgcaagt 
ggaaatgtta tttaatctct 
gatccaagac gcgtacgtaa 
ggggtgtgtg tcggttgccc 
tcagggtgtg ggaagaggac 
gcataaacaa aagtactcag 
tttcagatct cttacctcag 
gcagcccagg ccaaagtgag 
ctgccaatgc tagtggttct 
ctattgacgt cacttctgtg 
ccctagggcc gatggaaccc 
acagccctct ggttctcggg 
atgacgtgca gactgtgagt 
acttgagtga cgacccactg 
caccgacctc ttcgagcacc 
tcaaggtgga gccggactcg 
atgggctgcc ccagtccacg 
agctcagtgc aggcactggc 
atataggtca cttctctcat 
agacgtttct ggtttacaaa 
cttatgacct tgacaaatca 
cataaggaga tttggctaaa 
atgtgctcct ttccttgaag 
ttgtcagctc atgaccagtc 
aatggaaact ttaaaaccat 
aaagggtggg gtttatgagc 
gaggctggac agttaatata 
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ctttatatca attatacatt 
1980 

gatagtctga ctttcctgac 
2040 

aggctaaatt tgatggtgac 
2100 

cttttaaaaa atgttacatc 
2160 

gctccatgga gccacctttc 
2220 

atttctggtg tcttgcttgt 
2280 

catagtagtt gctaagtgta 
2340 

gacaagtgct cagtcagtcc 
2400 

aagctccctg gtgcagctgc 
2460 

ttaaccccgt gttcattttc 
2520 

tacaaatggt gtgtggtgaa 
2580 

ttctcttcat agcgataagt 
2640 

cagctgatgt cctctgagta 
2700 

tcattattat ttttgtgtaa 
2760 

tacagtgggt ctctaaggtg 
2820 

gtgaaaagtg tcgcggtaag 
2880 

agaaagcaga gaagtatgta 
2940 

tttagactat gaaggaatga 
3000 

agctccaagt ttgttcggcc 
3060 

ttgctggtga ctctggtttt 
3120 

ctgtagctcc cttgctaccc 
3180 

ggtctcagga aagtgggggc 
3240 

aaaaaaagca gagaggagcg 
3300 

gagcaagggc ctgagggttc 
3360 

ctgtgctctt ggttttacgt 
3420 

ttgaacttaa gggaaaaaat 
3480 

ttgcctaaac aagctttgtg 
3540 



taatataatt taatttaaaa 
ctagatggga atgatcagat 
atttatattg ttgagaatgt 
ttttgcagta ggatcagttg 
atttctttca gtcagagagg 
cggtggcaga gccatgcttg 
caggtgactg ggcagggatg 
ctggtgccag gactgtgtgc 
agctgtgggt ggaggtagag 
ttgctagctg tgtgacgttg 
tgggtcccag gtatgctacg 
gttaaactgt ctttcttagg 
ctgtctgact ccctcaggca 
gactttgaca aagtatagcc 
ggacctgccc cgggcctgcc 
gtgaccctgg gttacccagg 
attgatttta aaagtttctg 
actttgcttc tctggataag 
ctcgccacaa gtggatgtag 
gggagctcgg atatgtccca 
ttcctttgtg tctagataag 
tcagcaagaa ctgattaccg 
gggagcaatg caggtgaggc 
tctgtcactg ttactggcag 
ttctgttcag aatacccttt 
tagtaacaaa attcccagca 
aaagttaagc gttcaaacac 



taatttaaag 


attcttagga 


agggattttt 


tttgtggcac 


tacatcttat 


tttaccacaa 


tgaggcacat 


agtagctgag 


aggacagtct 


ctgtctctgc 


ccggcatttg 


cttaggtggc 


ggaggtggcc 


acaggtcaga 


ctcggtgcct 


tgggaaatgg 


aagccagcaa 


gaccttggtc 


ggctacctcg 


cttctctgag 


agctttgagg 


gctgctcttt 


aaacgttcac 


agacttgcaa 


agttcctgaa 


ttcagtacca 


cctgccacca 


gagcagcctg 


atgcacgtgt 


gtgaaacagc 


caaggctcgg 


tgtttgtttc 


tttaaaatat 


ttggctatgt 


aaagtcacat 


acattgttcc 


cgtttggccc 


tttgtgtgcc 


gaagcaggct 


tatggcactt 


tgactgacat 


gcttttcttt 


agccattcaa 


ctagccaagg 


cgtgtgtgct 


gcagccggac 


aagaaacaca 


gcaggtgttt 


tatcaactcc 


ttagttttat 


tcagtatgaa 


catattttat 


cagtgtcagt 


tacctggaag 
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gctactaagg 
3600 

gctgaatggc 
3660 

caggtacgtg 
3720 

atcttatttg 
37B0 

acctatggcc 
3840 

ggaaactgct 
3900 

gtgtatttca 
3960 

ctctattcct 
4020 

gttaaaaaaa 
4057 



taaataagca 
cttggggcct 
tacatggagc 
aaaatgttag 
tcaagcatct 
aaatcttttt 
tttgtccttt 
aatagtatta 
aaaaaaaaaa 



aagcaggcca 
gatcttggca 
caaactgtgt 
caacttactt 
gtccttccta 
ctaaaaacta 
gtatttatct 
tgacttctta 
aaaaaaaaaa 



gttgtcagga 
tggcagagac 
gtcctgtggc 
gcatttttaa 
aaaatggaat 
acagtggatt 
aaaagggttg 
tttaaaataa 
aaaaaaa 



aagcagagat 
ctggggactg 
attgtcagag 
agaccaaaca 
agtgggatgt 
tttaaaatat 
atatgatttt 
ataacaattg 



tgtgcctggt 
ccactgtccc 
ttatgttgaa 
agagctggta 
agtgcttaat 
attgtttttt 
atatcttgct 
ccggttttct 



<210> 2106 

<211> 240 

<212> PRT 

<213> Homo sapiens 

<400> 2106 

Ser Asn Gin Ser Val Phe Leu Leu Phe Ser Asp Leu Leu Pro Gin Leu 

15 10 15 

Glu Ala Pro Ser Ser Leu Thr Pro Ser Ser Glu Leu Ser Ser Pro Gly 

20 25 30 

Gin Ser Glu Leu Thr Asn Met Asp Leu Ala Ala Leu Phe Ser Asp Thr 

35 40 45 

Pro Ala Asn Ala Ser Gly Ser Ala Gly Gly Ser Asp Glu Ala Leu Asn 

50 55 60 

Ser Gly lie Leu Thr lie Asp Val Thr Ser Val Ser Ser Ser Leu Gly 
65 70 75 80 

Gly Asn Leu Pro Ala Asn Asn Ser Ser Leu Gly Pro Met Glu Pro Leu 

85 90 95 

Val Leu Val Ala His Ser Asp lie Pro Pro Ser Leu Asp Ser Pro Leu 

100 105 110 

Val Leu Gly Thr Ala Ala Thr Val Leu Gin Gin Gly Ser Phe Ser Val 

115 120 125 

Asp Asp Val Gin Thr Val Ser Ala Gly Ala Leu Gly Cys Leu Val Ala 

130 135 140 

Leu Pro Met Lys Asn Leu Ser Asp Asp Pro Leu Ala Leu Thr Ser Asn 
145 ISO 155 160 

Ser Asn Leu Ala Ala His He Thr Thr Pro Thr Ser Ser Ser Thr Pro 

165 170 175 

Arg Glu Asn Ala Ser Val Pro Glu Leu Leu Ala Pro lie Lys Val Glu 

180 185 190 

Pro Asp Ser Pro Ser Arg Pro Gly Ala Val Gly Gin Gin Glu Gly Ser 

195 200 205 

His Gly Leu Pro Gin Ser Thr Leu Pro Ser Pro Ala Glu Gin His Gly 

210 215 220 

Ala Gin Asp Thr Glu Leu Ser Ala Gly Thr GTy Asn Phe Tyr Leu Val 
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225 230 235 240 

<210> 2107 

<211> 305 

<212> DNA 

<213> Homo sapiens 

<400> 2107 

ggtaccatcc ctcagcccca cccagacatg gctcaggtgc ctatgttgaa tctgctccca 
60 

agtcctggct tggctctcgt tccagatctt aatgattctt tgagtccagt ctcaggggag 
120 

gcctcaggcc tggtgtctga aaacaccccc agacctgatg acagcagagc tatcgctcca 
180 

gcctccctcc aaatcaccag ttcttgttct ggtgaacccc tggacctgga ttccaaggat 
240 

gtctcaaggc ctgactcaca ggggcgcctc tgtccagcct caaaccccat tctggcccnn 

300 

ccncn 

305 

<210> 2108 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 2108 



Met Ala 


Gin 


Val 


Pro 


Met 


Leu 


Asn 


Leu Leu 


Pro Ser 


Pro 


Gly Leu Ala 


l 






5 








10 






15 


Leu Val 


Pro 


Asp 


Leu Asn Asp 


Ser 


Leu Ser 


Pro Val 


Ser 


Gly Glu Ala 






20 










25 






30 


Ser Gly Leu 


val 


Ser 


Glu 


Asn 


Thr 


Pro Arg 


Pro Asp Asp 


Ser Arg Ala 




35 










40 






45 




lie Ala 


Pro 


Ala 


Ser 


Leu 


Gin 


lie 


Thr Ser 


Ser Cys 


Ser 


Gly Glu Pro 


50 










55 






60 






Leu Asp 


Leu 


Asp 


Ser 


Lys 


Asp 


Val 


Ser Arg 


Pro Asp 


Ser 


Gin Gly Arg 


65 








70 








75 




80 


Leu Cys 


Pro 


Ala 


Ser 
85 


Asn 


Pro 


He 


Leu Ala 
90 


Xaa Pro 







<210> 2109 
<211> 700 
<212> DNA 

<213> Homo sapiens 
<400> 2109 

nacgcgtcac ccacgcagac catggcagcc gccgacggtt cgctcttcga caaccccagg 
60 

acgttctcca gacgtccccc agcccaggcg agtcggcaag caaaggctac gaaaagaaaa 
120 

taccaagcgt ccagtgaggc tcccccagcg aaacggagga acgaaacttc atttctccca 
180 

gccaagaaaa ctagtgttaa agaaactcag aggactttta aggggaacgc acaaaaaatg 
240 
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ttttctccaa agaagcattc ggttagcaca agtgatagaa accaggagga gagacagtgc 
300 

attaagactt catcactgtt taaaaacaac cctgacattc cagaactcca cagacctgtg 
360 

gtaaagcagg tgcaagaaaa agtgtttact tcagctgctt ttcatgagct gggcctccac 
420 

ccacatttaa tttccacaat aaatacggtc ttaaaaatgt ctagtatgac cagtgttcag 
480 

aagcaaagta ttcctgtgtt gctggaaggc agagatgctc tcgtgagatc ccagacgggc 
540 

tcaggtaaaa ttcttgccta ttgcatccct gtggtccagt cccttcaagc aatggagtca 
600 

aaaatacagc gcagtgatgg cccctatgcc ctggtgctcg tgccaacgag agaggtaagc 
660 

aggctccctt ttgggacaag ttttaagcac atgctttcat 
700 

<210> 2110 
<211> 233 
<212> PRT 

<213> Homo sapiens 



<400> 2110 



Xaa 


Ala 


Ser 


Pro 


Thr 


Gin 


Thr 


Met 


Ala 


Ala 


Ala 


Asp 


Gly 


Ser 


Leu 


Phe 


1 








5 










10 










15 




Asp 


Asn 


Pro 


Arg 


Thr 


Phe 


Ser 


Arg 


Arg 


Pro 


Pro 


Ala 


Gin 


Ala 


Ser 


Arg 








20 










25 










30 






Gin 


Ala 


Lys 


Ala 


Thr 


Lys 


Arg 


Lys 


Tyr Gin 


Ala 


Ser 


Ser 


Glu 


Ala 


Pro 






35 










40 










45 








Pro 


Ala 


Lys 


Arg 


Arg 


Asn 


Glu 


Thr 


Ser 


Phe 


Leu 


Pro 


Ala 


Lys 


Lys 


Thr 




50 










55 










60 










Ser 


Val 


Lys 


Glu 


Thr 


Gin 


Arg 


Thr 


Phe 


Lys 


Gly 


Asn 


Ala 


Gin 


Lys 


Met 


65 










70 










75 










80 


Phe 


Ser 


Pro 


Lys 


Lys 


His 


Ser 


Val 


Ser 


Thr 


Ser 


Asp 


Arg 


Asn 


Gin 


Glu 










85 










90 










95 




Glu 


Arg 


Gin 


Cys 


He 


Lys 


Thr 


Ser 


Ser 


Leu 


Phe 


Lys 


Asn 


Asn 


Pro 


Asp 








100 










105 










110 






lie 


Pro 


Glu 


Leu 


His 


Arg 


Pro 


Val 


Val 


Lys 


Gin 


Val 


Gin 


Glu 


Lys 


Val 






115 










120 










125 








Phe 


Thr 


Ser 


Ala 


Ala 


Phe 


His 


Glu 


Leu Gly 


Leu 


His 


Pro 


His 


Leu 


He 




130 










135 










140 










Ser 


Thr 


lie 


Asn 


Thr 


Val 


Leu 


Lys 


Met 


Ser 


Ser 


Met 


Thr 


Ser 


Val 


Gin 


145 










150 










155 










160 


Lys 


Gin 


Ser 


He 


Pro 


Val 


Leu 


Leu 


Glu Gly 


Arg 


Asp 


Ala 


Leu 


Val 


Arg 










165 










170 










175 




Ser 


Gin 


Thr 


Gly 


Ser 


Gly 


Lys 


He 


Leu 


Ala 


Tyr 


Cys 


He 


Pro 


Val 


Val 








180 










185 










190 






Gin 


Ser 


Leu 


Gin 


Ala 


Met 


Glu 


Ser 


Lys 


He 


Gin 


Arg 


Ser 


Asp 


Gly 


Pro 






195 










200 










205 








Tyr 


Ala 


Leu 


Val 


Leu 


Val 


Pro 


Thr 


Arg Glu 


Val 


Ser 


Arg 


Leu 


Pro 


Phe 




210 










215 










220 










Gly 


Thr 


Ser 


Phe 


Lys 


His 


Met 


Leu 


Ser 

















225 230 
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<210> 2111 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 2111 

acgcgttgtg ccggcccgga cccgatcatc gctgcccagc gtttcggtgc ggtttccgat 
60 

caaatggaaa tcacccgcaa ggctctgaaa aagcacggtc gcggcaacaa gctggcaatt 
120 

gccgagctgg tggccctggc tgagctgttc atgccaatca agctggtgcc gaagcaattt 
180 

gaaggcctgg ttgagcgtgt gcgcagtgct cttgagcgtc tgcgtgccca agagcgcgca 
240 

atcatgcagc tctgcgtacg tgatgcacgc atgccgcgtg ccgacttcct gcgccagttt 
300 

ccgggcaacg aagtggatga aagctggacc gacgcactg 
339 

<210> 2112 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 2112 



Thr Arg 


Cys 


Ala 


Gly Pro Asp Pro lie lie Ala 


Ala Gin Arg 


Phe 


Gly 


1 






5 10 




15 




Ala Val 


Ser 


Asp 


Gin Met Glu lie Thr Arg Lys 


Ala Leu Lys 


Lys 


His 






20 


25 


30 






Gly Arg 


Gly 


Asn 


Lys Leu Ala lie Ala Glu Leu 


Val Ala Leu 


Ala 


Glu 




35 




40 


45 






Leu Phe 


Met 


Pro 


lie Lys Leu Val Pro Lys Gin 


Phe Glu Gly 


Leu 


Val 


50 






55 


60 






Glu Arg 


Val 


Arg 


Ser Ala Leu Glu Arg Leu Arg 


Ala Gin Glu 


Arg 


Ala 


65 






70 75 






80 


lie Met 


Gin 


Leu 


Cys Val Arg Asp Ala Arg Met 


Pro Arg Ala 


Asp 


Phe 








85 90 




95 




Leu Arg 


Gin 


Phe 


Pro Gly Asn Glu Val Asp Glu Ser Trp Thr 


Asp 


Ala 






100 


105 


110 







Leu 



<210> 2113 

<211> 2329 

<212> DNA 

<213> Homo sapiens 

<400> 2113 

nnatacaaaa agcttttcat gtttgaacgt gttcaccatg gcgaggagct ccacatgccc 
60 

atcacagtaa tctggggcgt gtccccagaa gacaatggca acccactaaa tcccaagagt 
120 

aaagggaagt tgacattaga tagcagtttt aacatcgcca gcccagcttc ccaggcctgg 
180 
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attttgcact 
240 

gacttcacca 
300 

gagcctgccc 
360 

gaactgtgca 
420 

agcaaaaccc 
480 

ttccagagta 
540 

gtggactcgt 
600 

tttgtcagca 
660 

gccatggggc 
720 

atcataagcc 
780 

cttgtcctgc 
840 

ggcttgtctg 
900 

gaccgagaag 
960 

gccctgacca 
1020 

cagctgggca 
1080 

ttccagtgca 
1140 

aaaaaactac 
1200 

caaagcaaaa 
1260 

ctggagcatg 
1320 

aagaccactt 
1380 

ttagggatgc 
1440 

actggctctg 
1500 

ctgaatcaga 
1560 

tgccagcaga 
1620 

cagatccaaa 
1680 

caccccatca 
1740 

atgcagaatt 
1800 



cctgtcaaaa 
gctgcttcat 
tgtacccatg 
tcaagagagc 
cagggccgag 
cctacctctt 
ggatatccag 
atctggagtt 
tgtcagttgc 
tttatgccat 
tgggctggga 
tagactttgc 
gcaaagtgat 
ccttcgtggc 
ccttcatgat 
tgtgccggtg 
agtgcagtgc 
cacataccat 
agttttatga 
atgaagagac 
ctgtgcatgc 
ccttgttaca 
gatgtagctg 

tgggggactg 

acggcgtggc 
cgcacaccca 
ctctgcctag 



actgagaaac 
tgagacattc 
ctgcagccac 
tatcatggag 
gtttgatatc 
cacactggct 
tgagctgagt 
ctatgacctc 
tgttgcattt 
catttcaatt 
gctcaatgtg 
cgtccattat 
cttctctctg 
aggggccatg 
gctcatcatg 
ccttggacca 
cttttcccat 
aaatgcttat 
attagaacct 
ccacatctgc 
agcttacaac 
gccccctctt 
ccccgatgcc 
cttgtgccac 
acctctgaag 
ccactgcccc 
gaattttttc 



caaacattct 
aaacagtgga 
tggagcttcc 
ctggaaagga 
aatgatacta 
tatgaaaaga 
tcggcccctg 
caggatagcc 
agcgtgatgc 
gctggaacga 
ttggaatctg 

ggggttgcct 

agtcgcgtgg 
atgattccct 
tgtatcagtt 
cagggtacct 
gccttgtcta 
catttagatc 
ctggcttccc 
tctgaatttt 
agtgaactca 
gaacagcata 
tacaaacact 
cagtgctctc 
gccacacacc 
tgcctgcagg 
ctccacccag 



tttaccagac 
tggaaaacca 
cctacaagca 
gtacagggta 
tcagggcagt 
tgcatcagtt 
aaggcctcag 
tctccgatgg 
tgctgacaac 
tatttgtcac 
tcaccatttc 
accgcttggc 
gctctgcgat 
ccacagttct 

gggctttcgc 
gtggtcagat 
caagtcccag 
ccaggggccc 
acagctgcac 
tcaacagcca 
gcaaaagcac 
ccgtgtgtca 
tgaactatgg 
ctaccactag 
aagctgtcga 
gcagagtaaa 
tgcagcacat 



tgatgaacag 
ggactgtgat 
agagattttt 
ccatttggat 
ggtgttagag 
ttataaagag 
caatggttgg 
caccctcatt 
ttggaacatc 
tgttggttct 
ggttgccgtc 
tccagatccc 
ggccatggct 
agcttacacc 
caccttcttt 
tcctttacct 
tgacaaggga 
aaaatctgaa 
tgcccctgag 
agcaaagaat 
tgaaagtgac 
cttcttctct 
cccacactct 
cagctttgtc 
gggctttgtg 
gccagccgga 
tcaggcccaa 
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gaaaaaactg gcaagaccaa tgtacacagt cttcagagga gcatagaaga gcatcttcca 
1860 

aagatggcag agccatcgtc atttgtctgc agaagcactg gatcgttact caaaacgtgt 
1920 

tgcgaccccg agaataaaca aagggaactc tgtaaaaata gagacgtgag caatctggag 
1980 

agcagtggag ggactgaaaa caaggcagga gggaaagtgg agctgagctt gtcacagacg 
2040 

gatgcaagtg tgaactcaga acatttcaat cagaatgaac caaaagtcct atttaatcat 
2100 

ttaatggggg aggctggttg taggtcttgc ccaaataatt cacaaagttg tggcagaatt 
2160 

gtgagagtga agtgcaattc tgtggactgt caaatgccaa acatggaagc caatgtgcct 
2220 

gctgtattaa cacactcgga actttctggt gaaagtttgt taataaaaac actataataa 
2280 

atgcagcatt caattcagaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
2329 

<210> 2114 

<211> 758 

<212> PRT 

<213> Homo sapiens 

<400> 2114 

Xaa Tyr Lys Lys Leu Phe Met Phe Glu Arg Val His His Gly Glu Glu 

15 10 15 

Leu His Met Pro lie Thr Val lie Trp Gly Val Ser Pro Glu Asp Asn 

20 25 30 

Gly Asn Pro Leu Asn Pro Lys Ser Lys Gly Lys Leu Thr Leu Asp Ser 

35 40 45 

Ser Phe Asn He Ala Ser Pro Ala Ser Gin Ala Trp He Leu His Phe 

50 55 60 

Cys Gin Lys Leu Arg Asn Gin Thr Phe Phe Tyr Gin Thr Asp Glu Gin 
65 70 75 80 

Asp Phe Thr Ser Cys Phe He Glu Thr Phe Lys Gin Trp Met Glu Asn 

85 ' 90 95 

Gin Asp Cys Asp Glu Pro Ala Leu Tyr Pro Cys Cys Ser His Trp Ser 

100 105 HO 

Phe Pro Tyr Lys Gin Glu lie Phe Glu Leu Cys He Lys Arg Ala He 

115 120 125 

Met Glu Leu Glu Arg Ser Thr Gly Tyr His Leu Asp Ser Lys Thr Pro 

130 135 140 

Gly Pro Arg Phe Asp He Asn Asp Thr He Arg Ala Val Val Leu Glu 
145 150 155 160 

Phe Gin Ser Thr Tyr Leu Phe Thr Leu Ala Tyr Glu Lys Met His Gin 

165 170 175 

Phe Tyr Lys Glu Val Asp Ser Trp He Ser Ser Glu Leu Ser Ser Ala 

180 185 190 

Pro Glu Gly Leu Ser Asn Gly Trp Phe Val Ser Asn Leu Glu Phe Tyr 

195 200 205 

Asp Leu Gin Asp Ser Leu Ser Asp Gly Thr Leu He Ala Met Gly Leu 

210 215 220 

Ser Val Ala Val Ala Phe Ser Val Met Leu Lfeu Thr Thr Trp Asn He 
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mm §m> 

225 




230 








miO 










*> a n 


lie lie Ser Leu 


Tyr 
245 


Ala 


He 


He 


mm. mm* 

Ser 


lie Aia 

OCA 

250 


\jiy 


inr 


Tin 

lie 


pne 


vai 


Thr Val Gly Ser 


Leu 


Val 


▼ mm — m 

Leu 


▼ -mm. _ - 

Leu 


Gly 


Trp Glu 


T mm* 

Leu 


Asn 


val 


Leu 


Glu 


260 










*> ^ c 

265 








^ /u 






Ser Val Thr lie 


Ser 


Val 


Ala 


Val 


m*m *\ 

Gly 


Leu Ser 


Val 


Asp 


Phe 


Ala 


Val 


275 








280 








285 








His Tyr Gly Val 


Ala 


Tyr 


Arg 


Leu 


Ala 


Pro Asp 


Pro 


Asp 


Arg 


Glu 


Gly 


290 






295 








300 










Lys Val lie Phe 


Ser 


Leu 


Ser 


Arg 


Val 


mm, n mm. 

Gly Ser 


Ala 


Met 


Ala 


Met 


Ala 


305 




310 








315 










320 


Ala Leu Thr Thr 


Phe 
325 


Val 


Ala 


Gly 


Ala 


Met Met 
330 


He 


Pro 


Ser 


Thr 
335 


Val 


Leu Ala Tyr Thr 


Gin 


Leu 


Gly 


Thr 


Phe 


Met Met 


Leu 


He 


Met 


Cys 


He 


340 










345 








350 






Ser Tip Ala Phe 


Ala 


Thr 


Phe 


Phe 


Phe 


Gin Cys 


Met 


Cys 


Arg 


Cys 


Leu 


355 








360 








365 








Gly Pro Gin Gly Thr 


Cys 


Gly 


Gin 


He 


Pro Leu 


Pro 


Lys 


Lys 


Leu 


Gin 


370 






375 








380 










Cys Ser Ala Phe 


Ser 


His 


Ala 


Leu 


Ser 


Thr Ser 


Pro 


Ser 


Asp 


Lys 


Gly 


385 




390 








395 










400 


Gin Ser Lys Thr 


His 
405 


Thr 


He 


Asn 


Ala 


Tyr His 
410 


Leu 


Asp 


Pro 


Arg 
415 


Gly 


Pro Lys Ser Glu 


Leu 


Glu 


His 


Glu 


Phe 


Tyr Glu 


Leu 


Glu 


Pro 


Leu 


Ala 


420 










425 








430 






Ser His Ser Cys 


Thr 


Ala 


Pro 


Glu 


Lys 


Thr Thr 


Tyr 


Glu 


Glu 


Thr 


His 


435 








440 








445 








lie Cys Ser Glu 


Phe 


Phe 


Asn 


Ser 


Gin 


Ala Lys 


Asn 


Leu 


Gly 


Met 


Pro 


450 






455 








460 










Val His Ala Ala 


Tyr 


Asn 


Ser 


Glu 


Leu 


Ser Lys 


Ser 


mmm \ 

Thr 


m— 

Glu 


Ser 


Asp 


465 




470 








475 










480 


Thr Gly Ser Ala Leu 


Leu 


Gin 


Pro 


Pro 


Leu Glu 


Gin 


His 


Thr 


Val 


Cys 




465 










490 








495 




His Phe Phe Ser 


Leu 


Asn 


Gin 


Arg 


Cys 


Ser Cys 


Pro 


Asp 


— m 

Ala 


Tyr 


Lys 


500 










mm /S m* 

505 








fm m f\ 

510 






His Leu Asn Tyr Gly 


Pro 


His 


Ser 


Cys 


Gin Gin 


Met 


Gly 


Asp 


Cys 


mf 

Leu 


515 








c +\ r\ 

520 








e ^ r 

525 








Cys His Gin Cys 


Ser 


Pro 


mmm \ _ 

Thr 


Thr 


Ser 


Ser Phe 


Val 


Gin 


mm ^ 

He 


Gin 


Asn 


530 






535 








540 










Gly Val Ala Pro Leu 


Lys 


Ala 


Thr 


His 


Gin Ala 


Val 


-mm m. 

Glu 


-m -1 

Gly 


Phe 


mm m 

Val 


545 




f- f- r\ 

550 








555 










560 


His Pro He Thr 


His 
565 


lie 


His 


His 


Cys 


Pro Cys 
570 


Leu 


Gin 


Gly 


Arg 
575 


Val 


Lys Pro Ala Gly Met 


Gin 


Asn 


Ser 


Leu 


Pro Arg 


Asn 


Phe 


Phe 


Leu 


His 


580 










585 








590 






Pro Val Gin His 


He 


Gin 


Ala 


Gin 


Glu 


Lys He 


Gly 


Lys 


Thr 


Asn 


Val 


595 








600 








605 








His Ser Leu Gin Arg 


Ser 


He 


Glu 


Glu 


His Leu 


Pro 


Lys 


Met 


Ala 


Glu 


610 






615 








620 










Pro Ser Ser Phe 


Val 


Cys 


Arg 


Ser 


Thr 


Gly Ser 


Leu 


Leu 


Lys 


Thr 


Cys 


625 




630 








635 










640 


Cys Asp Pro Glu 


Asn 
645 


Lys 


Gin 


Arg 


Glu 


Leu Cys 
650 


Lys 


Asn 


Arg 


Asp 
655 


Val 


Ser Asn Leu Glu 


Ser 


Ser 


Gly 


Gly 


Thr 


Glu Asn 


Lys 


Ala 


Gly 


Gly 


Lys 
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660 665 670 

Val Glu Leu Ser Leu Ser Gin Thr Asp Ala Ser Val Asn Ser Glu His 

675 6BO 685 

Phe Asn Gin Asn Glu Pro Lys Val Leu Phe Asn His Leu Met Gly Glu 

690 695 700 

Ala Gly Cys Arg Ser Cys Pro Asn Asn Ser Gin Ser Cys Gly Arg lie 
705 710 715 720 

Val Arg Val Lys Cys Asn Ser Val Asp Cys Gin Met Pro Asn Met Glu 

725 730 735 

Ala Asn Val Pro Ala Val Leu Thr His Ser Glu Leu Ser Gly Glu Ser 

740 745 750 

Leu Leu He Lys Thr Leu 
755 

<210> 2115 
<211> 461 
<212> DNA 

<213> Homo sapiens 
<400> 2115 

acgcgtctct ggcctgggag cgggctcccc cgacacgcca ccttccctgc cagatggtgc 
60 

ttctgggtat tccagaatct ggaatggggg atgcctatcc ccctcctgag cccacctgct 
120 

ggtcttgggt ccttggagcc caccaagtcc acaaccacct gctctgaata gaaagctgac 
180 

attgaaccga acagccgcgt cggaggggga tatctgtgga gagctgtgac tgggagccgg 
240 

tgtgtgcctt tctgtggtca tttctcgagt cctctgccgg ctgctgccag gtgaaggcat 
300 

ctccatgccc agccggtggg cagctggggc gggtggacct ccagcttctg cccgacgggg 
360 

ttcagatgac cgagatccta cgggattgcc aatgtgtggg gacggggggc tttcaggggc 
420 

gggaaaacat gtccccatcc gtgggaagtg gagccacgtg g 
461 

<210> 2116 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 2116 

Met Gly Thr Cys Phe Pro Ala Pro Glu Ser Pro Pro Ser Pro His lie 

15 10 15 

Gly Asn Pro Val Gly Ser Arg Ser Ser Glu Pro Arg Arg Ala Glu Ala 

20 25 30 

Gly Gly Pro Pro Ala Pro Ala Ala His Arg Leu Gly Met Glu Met Pro 

35 40 45 

Ser Pro Gly Ser Ser Arg Gin Arg Thr Arg Glu Met Thr Thr Glu Arg 

50 55 60 

His Thr Pro Ala Pro Ser His Ser Ser Pro Gin He Ser Pro Ser Asp 
65 70 75 80 

Ala Ala Val Arg Phe Asn Val Ser Phe Leu Phe Arg Ala Gly Gly Cys 
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Gly Leu Gly Gly 

100 

Gly Asp Arg His 
115 

Ser Gly Arg Glu 

130 
Thr Arg 
145 



85 

Leu Gin Gly Pro 

Pro Pro Phe Gin 

120 

Gly Gly Val Ser 
135 



90 

Lys Thr Ser Arg 
105 

lie Leu Glu Tyr 

Gly Glu Pro Ala 

140 



95 

Trp Ala Gin Glu 
110 

Pro Glu Ala Pro 
125 

Pro Arg Pro Glu 



<210> 2117 

<211> 360 

<212> DNA 

<213> Homo sapiens 



<400> 2117 
nnacgcgttg 
60 

cgcgccagcg 
120 

atcaggtgac 
180 

acccaagagg 
240 

accgtcattg 
300 

ggctaccatg 
360 



gggagacgac 
ttaagacctt 
actcgcggta 
ccttcgataa 
ccaacaagat 
ccgcccgtga 



ggtgaccttc 
ctcgcgggct 
gactgaatag 
gctcacccag 
tgccgacgcc 
ggagcagggg 



ccagcaagct 
gtcaccgccg 
atgcctgagt 
gagctggagt 
cgttcggaag 
caggccgagg 



catcgcagga 
atctggagaa 
ctgaagacac 
acctcaaagg 
gcgacctttc 
cccgcatccg 



tgaaacaatc 
gtgtggaccg 
tgtgtggctg 
cgaaggccgc 
tgagaacggc 
tcaactcgag 



<210> 2118 
<211> 70 
<212> PRT 

<213> Homo sapiens 



<400> 2118 
Met Pro Glu Ser 
1 

Lys Leu Thr Gin 
20 

lie Ala Asn Lys 
35 

Asn Gly Gly Tyr 
50 

Arg lie Arg Gin 
65 



Glu Asp Thr Val 
5 

Glu Leu Glu Tyr 

lie Ala Asp Ala 

40 

His Ala Ala Arg 
55 

Leu Glu 
70 



Trp Leu Thr Gin 
10 

Leu Lys Gly Glu 
25 

Arg Ser Glu Gly 

Glu Glu Gin Gly 

60 



Glu Ala Phe Asp 
15 

Gly Arg Thr Val 
30 

Asp Leu Ser Glu 
45 

Gin Ala Glu Ala 



<210> 2119 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<400> 2119 

nacgcgtgaa gggcgcgtgt cggcctctca ctggcgcagc ctgcactgcc gctgccgcct 
60 
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cgccccgccc ttgccttggc gttgtctctg 
120 

atgggctgca agggagacgc gagcggagtt 
180 

actgttctgt ggctgttctc ctcagtaaag 
240 

acaacaaaat ggttttccac tccattgttg 
300 

agtcaagaga aattttggaa ttttgtagaa 
360 

gacggtaccg attattccta ctatcatgca 
420 

cccctccagc agaatttgtt taaattttgt 
465 



gcactgtggc ggactgacca cggcccgggc 
tgctataaaa tgggagttct ggttgtactc 
gccgactcaa aagccattac aacctctctt 
ttagaagcca gtgagttttt agcagaagac 
gccagtcaaa atattggatc atcagatcat 
atattggagg ctgcatttca gtttctgtca 
ctgtcccttc acgcg 



<210> 2120 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 2120 
Met Gly Cys Lys 
1 

Leu Val Val Leu 

20 

Ser Lys Ala lie 
35 

Leu Leu Leu Glu 
50 

Phe Tip Asn Phe 
65 

Asp Gly Thr Asp 

Gin Phe Leu Ser 

100 

Leu His Ala 
115 



Gly Asp Ala Ser 
5 

Thr Val Leu Trp 

Thr Thr Ser Leu 

40 

Ala Ser Glu Phe 
55 

Val Glu Ala Ser 
70 

Tyr Ser Tyr Tyr 
85 

Pro Leu Gin Gin 



Gly Val Cys Tyr 
10 

Leu Phe Ser Ser 
25 

Thr Thr Lys Trp 

Leu Ala Glu Asp 
60 

Gin Asn He Gly 
75 

His Ala He Leu 
90 

Asn Leu Phe Lys 
105 



Lys Met Gly Val 
15 

Val Lys Ala Asp 
30 

Phe Ser Thr Pro 
45 

Ser Gin Glu Lys 

Ser Ser Asp His 

80 

Glu Ala Ala Phe 
95 

Phe Cys Leu Ser 

110 



<210> 2121 

<211> 336 

<212> DNA 

<213> Homo sapiens 



<400> 2121 
ccggacaagg 
60 

tgtggtcctc 
120 

ggaggttctt 
180 

tactattcaa 
240 

tcagttataa 
300 



tcaatggaat 
cttatgaaac 
ttgttacaaa 
ctgactatga 
gaaatgagtc 



gaaaacctcc 
taatggccct 
atacaacaag 
gtttctggtc 
aacaaatttt 



cggccgacag 
aaaacctttt 
acaaactgtc 
tcttttcaca 
aatgctaaag 



acaatagtat 
acattttggt 
agttttatgt 
atggagtgta 
ccctgattat 



aaatgttaca 
agtcagaagt 
agataatctc 
cgagggagat 
attcctggtg 
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tttctgatta ttgtgacatc aatagccttg cttgtt 
336 

<210> 2122 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 2122 



Pro 


Asp 


Lys 


Val 


Asn Gly Met 


Lys Thr 


Ser 


Arg 


Pro 


Thr 


Asp 


Asn 


Ser 


1 








5 






10 










15 




lie 


Asn 


Val 


Thr 


Cys Gly 


Pro 


Pro Tyr 


Glu 


Thr 


Asn 


Gly 


Pro 


Lys 


Thr 








20 






25 










30 






Phe 


Tyr 


lie 


Leu 


Val Val 


Arg 


Ser Gly 


Gly 


Ser 


Phe 


Val 


Thr 


Lys 


Tyr 






35 








40 








45 








Asn 


Lys 


Thr 


Asn 


Cys Gin 


Phe 


Tyr Val 


Asp 


Asn 


Leu 


Tyr 


Tyr 


Ser 


Thr 




50 








55 








60 










Asp Tyr Glu 


Phe 


Leu Val 


Ser 


Phe His 


Asn 


Gly Val 


Tyr 


Glu 


Gly Asp 


65 








70 








75 










80 


Ser 


Val 


He 


Arg 


Asn Glu 


Ser 


Thr Asn 


Phe 


Asn 


Ala 


Lys 


Ala 


Leu 


He 










85 






90 










95 




He 


Phe 


Leu 


Val 


Phe Leu 


He 


He Val 


Thr 


Ser 


He 


Ala 


Leu 


Leu 


Val 








100 






105 










110 







<210> 2123 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 2123 

aactgggccg agttcggcaa cctgcacccg ttcgccccgg ccgagcaaag cgctggttat 
60 

cagcaactga ccgacgaact ggaagcgatg ctctgcgccg ccacaggtta tgacgcgatc 
120 

tccctgcagc cgaacgctgg ctcccagggc gagtacgccg gtctgctggc gatccgcgct 
160 

taccaccaga gccgtggcga tgagcgtcgc gacatctgcc tgattccgtc ctctgcccac 
240 

ggcaccaacc cggcaaccgc caacatggcc ggcatgcgcg tggtcgtgac cgcttgcgac 
300 

gcccgcggca acgtcgacat cgaagacctg cgcgccaagg ctatcgagca ccgcgaacac 
360 

ctcgcggcgc tgatgatcac ctacccgtcg acccacggcg tgttcgaaga aggcatccgc 
420 

gagatc 
426 

<210> 2124 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 2124 

Asn Trp Ala Glu Phe Gly Asn Leu His Pro Phe Ala Pro Ala Glu Gin 
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1 

Ser Ala Gly Tyr 
20 

Ala Ala Thr Gly 
35 

Gin Gly Glu Tyr 
50 

Arg Gly Asp Glu 
65 

Gly Thr Asn Pro 

Thr Ala Cys Asp 
100 

Lys Ala lie Glu 
115 

Pro Ser Thr His 
130 



5 

Gin Gin Leu Thr 

Tyr Asp Ala lie 

40 

Ala Gly Leu Leu 
55 

Arg Arg Asp lie 
70 

Ala Thr Ala Asn 
85 

Ala Arg Gly Asn 

His Arg Glu His 

120 

Gly Val Phe Glu 
135 



10 

Asp Glu Leu Glu 
25 

Ser Leu Gin Pro 

Ala He Arg Ala 

60 

Cys Leu He Pro 
75 

Met Ala Gly Met 
90 

Val Asp He Glu 
105 

Leu Ala Ala Leu 

Glu Gly He Arg 

140 



15 

Ala Met Leu Cys 
30 

Asn Ala Gly Ser 
45 

Tyr His Gin Ser 

Ser Ser Ala His 

80 

Arg Val Val Val 
95 

Asp Leu Arg Ala 
110 

Met He Thr Tyr 
125 

Glu He 



<210> 2125 

<211> 285 

<212> DNA 

<213> Homo sapiens 



<400> 2125 

ngtatggcat ctgctgcttc aagttttgtg gtgacaccaa atgtcacttc taacacaacc 
60 

acagtcaagc ccaatatggt tatgttacct attcaaaaca caagaggttc aagattggtt 
120 

ctaaaggcgg ctgaagacgc ggcaccaccg gctgtcaccg ttgaagcggc caaggaagag 
180 

aagccgaagc caccaccaat tggacctaag agaggagcca aggtgagaat tcttaggaag 
240 

gagtcatact ggttcaaagg agtgggatca gttgtgactg ttgat 
265 

<210> 2126 

<211> 95 

<212> PRT 

<213> Homo sapiens 

<400> 2126 



Xaa 


Met 


Ala 


Ser 


Ala 


Ala Ser Ser Phe 


Val 


Val 


Thr 


Pro 


Asn Val 


Thr 


1 








5 




10 








15 




Ser 


Asn 


Thr 


Thr 


Thr 


Val Lys Pro Asn 


Met 


Val 


Met 


Leu 


Pro He 


Gin 








20 




25 










30 




Asn 


Thr 


Arg 


Gly 


Ser 


Arg Leu Val Leu 


Lys 


Ala 


Ala Glu Asp Ala 


Ala 






35 






40 








45 






Pro 


Pro 


Ala 


Val 


Thr 


Val Glu Ala Ala 


Lys 


Glu 


Glu 


Lys 


Pro Lys 


Pro 




50 








55 






60 








Pro 


Pro 


lie 


Gly 


Pro 


Lys Arg Gly Ala 


Lys 


Val 


Arg 


He 


Leu Arg 


Lys 


65 










70 




75 








80 


Glu 


Ser 


Tyr 


Trp 


Phe 


Lys Gly Val Gly 


Ser 


Val 


Val 


Thr 


Val Asp 












85 




90 








95 
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<210> 2127 

<211> 454 

<212> DNA 

<213> Homo sapiens 

<400> 2127 

atggcagcca agatgcttgc attgttcgct ctcctagctc tttgtgcaag cgccactagt 
60 

gcgacgcata ttccagggca cttgtcacca gtcatgccat tgggtaccat gaacccatgc 
120 

atgcagtact gcatgatgca acaggggctt gccagcttga tggcgtgtcc gtccctgatg 
180 

ctgcagcaac tgttggcctt accgcttcag acgatgccag tgatgatgcc acagatgatg 
240 

acgcctaaca tgatgtcacc attgatgatg ccgagcatga tgtcaccaat ggtcttgccg 
300 

agcatgatgt cgcaaatgat gatgccacaa tgtcactgcg acgccgtctc gcagattatg 
360 

ctgcaacagc agttaccatt catgttcaac ccaatggcca tgacgattcc acccatgttc 
420 

ttacagcaac cctttgttgg tgctgcattc taga 
454 

<210> 2128 
c211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 2128 

Met Ala Ala Lys Met Leu Ala Leu Phe Ala Leu Leu Ala Leu Cys Ala 

15 10 15 

Ser Ala Thr Ser Ala Thr His He Pro Gly His Leu Ser Pro Val Met 

20 25 30 

Pro Leu Gly Thr Met Asn Pro Cys Met Gin Tyr Cys Met Met Gin Gin 

35 40 45 

Gly Leu Ala Ser Leu Met Ala Cys Pro Ser Leu Met Leu Gin Gin Leu 

50 55 60 

Leu Ala Leu Pro Leu Gin Thr Met Pro Val Met Met Pro Gin Met Met 
65 70 75 80 

Thr Pro Asn Met Met Ser Pro Leu Met Met Pro Ser Met Met Ser Pro 

85 90 95 

Met Val Leu Pro Ser Met Met Ser Gin Met Met Met Pro Gin Cys His 

100 105 HO 

Cys Asp Ala Val Ser Gin He Met Leu Gin Gin Gin Leu Pro Phe Met 

115 120 125 

Phe Asn Pro Met Ala Met Thr lie Pro Pro Met Phe Leu Gin Gin Pro 

130 135 140 

Phe Val Gly Ala Ala Phe 
145 150 



<210> 2129 

<211> 354 

<212> DNA 

<213> Homo sapiens 
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<400> 2129 

acgcgtgact tggtgaacaa acccatatcc atcaccccct tcggtgttga tacggaaata 
60 

ctcacgccct ttgacaagcg gcgtgatgcg aacggcggtg acggggtggt gcgcatcggg 
120 

actatcaagg ctctccactc caaatatggg atcggtgaac tcatccgtgc cttcagtcgg 
180 

gtccatgatg aacggcctaa taccgtcctt cgtatctggg gcggcggccc agacgagaat 
240 

cccctcaagg tcttggctcg ccgtcttgtc ccggacggtt cggtggagtt tcgcggtgcc 
300 

attgatcatt ctgaggtcag aaatgccttg ggtagtttgg acatctttgc cgcc 
354 

<210> 2130 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 2130 

Thr Arg Asp Leu Val Asn Lys Pro lie Ser He Thr Pro Phe Gly Val 

15 10 15 

Asp Thr Glu lie Leu Thr Pro Phe Asp Lys Arg Arg Asp Ala Asn Gly 

20 25 30 

Gly Asp Gly Val Val Arg He Gly Thr He Lys Ala Leu His Ser Lys 

35 40 45 

Tyr Gly He Gly Glu Leu He Arg Ala Phe Ser Arg Val His Asp Glu 

50 55 60 

Arg Pro Asn Thr Val Leu Arg He Trp Gly Gly Gly Pro Asp Glu Asn 
65 70 75 80 

Pro Leu Lys Val Leu Ala Arg Arg Leu Val Pro Asp Gly Ser Val Glu 

85 90 95 

Phe Arg Gly Ala He Asp His Ser Glu Val Arg Asn Ala Leu Gly Ser 

100 105 110 

Leu Asp He Phe Ala Ala 
115 



<210> 2131 

<211> 324 

<212> DNA 

<213> Homo sapiens 



<400> 2131 
gcatcgcggc 
60 

ccagacagtc 
120 

ctgatgaaga 
180 

caacgccccg 
240 

ctgcaagaag 
300 



cattggttat 
attatgatgg 
cggtagaggg 
acttgtctta 
agcttggttt 



gtgtgcctat 
tttgttacag 
cgcggcaggg 
tgacatagac 
tattgctcgt 



tccattggtt 
ctgggcgagt 
tgcattgagt 
ggtattgttt 
gcgccacgct 



atgtggaagg 
ggggctttcg 
attatgaaat 
ataaagttga 
gggcaattgc 



ttgggatcag 
aatcaatgac 
gctcaacgaa 
tcagattgac 
tcgaaaattt 
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cctgctcaag aagaagttac gcgt 
324 



<210> 2132 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 2132 
Ala Ser Arg Pro 
1 

Gly Trp Asp Gin 

20 

Glu Trp Gly Phe 
35 

Ala Gly Cys lie 
50 

Leu Ser Tyr Asp 
65 

Leu Gin Glu Glu 

Ala Arg Lys Phe 

100 



Leu Val Met Cys 
5 

Pro Asp Ser His 

Arg lie Asn Asp 

40 

Glu Tyr Tyr Glu 
55 

lie Asp Gly lie 
70 

Leu Gly Phe lie 
85 

Pro Ala Gin Glu 



Ala Tyr Ser lie 
10 

Tyr Asp Gly Leu 
25 

Leu Met Lys Thr 

Met Leu Asn Glu 

60 

Val Tyr Lys Val 
75 

Ala Arg Ala Pro 
90 

Glu Val Thr Arg 
105 



Gly Tyr Val Glu 
15 

Leu Gin Leu Gly 
30 

Val Glu Gly Ala 
45 

Gin Arg Pro Asp 

Asp Gin lie Asp 
80 

Arg Trp Ala lie 
95 



<210> 2133 

<211> 292 

<212> DNA 

<213> Homo sapiens 



<400> 2133 

ggtacctgca atatggtatt gcatgacatg aataaatttt tccttactct gaactcacta 
60 

gtggctgtct ttagaggacc cggcgaactt ttcctgcttt ttcccacttg ctccatcaca 
120 

tacatcacat caccaacacc catcacatac atacacagtc atgaacggcc atcaggccac 
180 

accagattac atcgctgtgg atccaaccct gcattttcct gcccctcctt tactgcgagt 
240 

gtcacctcta cccggaaagg tcttcaacct ccaagtttcc cagtaattta tt 
292 

<210> 2134 
<211> 93 
<212> PRT 

<213> Homo sapiens 



<400> 2134 
Met Val Leu His 
1 

Val Ala Val Phe 

20 

Cys Ser lie Thr 
35 

Ser His Glu Arg 



Asp Met Asn Lys 
5 

Arg Gly Pro Gly 

Tyr lie Thr Ser 

40 

Pro Ser Gly His 



Phe Phe Leu Thr 
10 

Glu Leu Phe Leu 
25 

Pro Thr Pro lie 
Thr Arg Leu His 



Leu Asn Ser Leu 
15 

Leu Phe Pro Thr 
30 

Thr Tyr He His 
45 

Arg Cys Gly Ser 
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50 55 60 

Asn Pro Ala Phe Ser Cys Pro Ser Phe Thr Ala Ser Val Thr Ser Thr 
65 70 75 80 

Arg Lys Gly Leu Gin Pro Pro Ser Phe Pro Val lie Tyr 

85 90 

<210> 2135 
<211> 439 
<212> DNA 

<213> Homo sapiens 
<400> 2135 

acgcgttcca ttggtgtgtc gaatttcaag accgagcatc tggacgccat cgagggggcc 
60 

actccgagcg tcgaccaaat cgagatgcat ccctcgttca accaggcgac cttccgcgca 
120 

gagctggccg agcgcggcat taacccggag gcctggagcc cgctgggcca gtcgaaggac 
180 

ctcgacaatc ccgtcctcac cgatatttcc aaggcgactg gaaagacgcc tgcccaggtg 
240 

gtcattcgct ggcacctgca gatcggcaac gtggtattcc ccaagtcggt gacaccatca 
300 

cgaattgccg agaactttga tgtgttcgat ttcgagctgt ctgacgagca gatcgccgca 
360 

actgatggcc tggatcacgg caacaggctc ggtggtgacc cttctaccgc cgacttctga 

420 

ttctgcaaca ataaccggt 
439 

<210> 2136 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 2136 



Thr 


Arg 


Ser 


He 


Gly 


Val 


Ser 


Asn 


Phe 


Lys 


Thr Glu His Leu Asp Ala 


1 








5 










10 


15 


He 


Glu 


Gly 


Ala 


Thr 


Pro 


Ser 


Val 


Asp 


Gin 


He Glu Met His Pro Ser 








20 










25 




30 


Phe 


Asn 


Gin 


Ala 


Thr 


Phe 


Arg 


Ala 


Glu 


Leu 


Ala Glu Arg Gly He Asn 






35 










40 






45 


Pro 


Glu 


Ala 


Trp 


Ser 


Pro 


Leu 


Gly 


Gin 


Ser 


Lys Asp Leu Asp Asn Pro 




50 










55 








60 


val 


Leu 


Thr 


Asp 


He 


Ser 


Lys 


Ala 


Thr 


Gly 


Lys Thr Pro Ala Gin Val 


65 










70 










75 80 


Val 


He 


Arg 


Trp 


His 


Leu 


Gin 


He 


Gly 


Asn 


Val Val Phe Pro Lys Ser 










85 










90 


95 


Val 


Thr 


Pro 


Ser 


Arg 


He 


Ala 


Glu 


Asn 


Phe 


Asp Val Phe Asp Phe Glu 








100 










105 




110 


Leu 


Ser 


Asp 


Glu 


Gin 


He 


Ala 


Ala 


He 


Asp 


Gly Leu Asp His Gly Asn 






115 










120 






125 


Arg 


Leu 


Gly 


Gly 


Asp 


Pro 


Ser 


Thr 


Ala 


Asp 


Phe 



130 135 
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<210> 2137 

<211> 330 

<212> DNA 

<213> Homo sapiens 



<400> 2137 
nncctttgcc 
60 

tccgggacag 
120 

aagaaggagg 
180 

tcttccggtg 
240 

ctggtggctc 
300 

atggggctga 
330 



ttggctgata 
agatggctgg 
agctgaagga 
agacacccgc 
agtatgggga 
ggtcactgtg 



ccctcaccac 
cggagcctgg 
gttccagctt 
tcagccagag 
gcagcgggcc 
cgcccaagcc 



ctgggaacat 
ggccgcctgg 
ctgctcgcca 
aagacgagtg 
cgggacctag 



cccccagaca 
cctgttactt 
ataaagcgca 
gcatggaggt 
ccctccatac 



ccctcttaac 
ggagttcctg 
ctccaggagc 
ggcctcgtac 
ctgggagcag 



<210> 2138 
<211> 86 
<212> PRT 

<213> Homo sapiens 
<400> 2138 

Met Ala Gly Gly Ala Trp Gly Arg Leu Ala Cys Tyr Leu Glu Phe Leu 

15 10 15 

Lys Lys Glu Glu Leu Lys Glu Phe Gin Leu Leu Leu Ala Asn Lys Ala 

20 25 30 

His Ser Arg Ser Ser Ser Gly Glu Thr Pro Ala Gin Pro Glu Lys Thr 

35 40 45 

Ser Gly Met Glu Val Ala Ser Tyr Leu Val Ala Gin Tyr Gly Glu Gin 

50 55 60 

Arg Ala Trp Asp Leu Ala Leu His Thr Trp Glu Gin Met Gly Leu Arg 
65 70 75 80 

Ser Leu Cys Ala Gin Ala 

85 



<210> 2139 

<211> 433 

<212> DNA 

<213> Homo sapiens 



<400> 2139 
gagcagttga 
60 

gtgaacaagc 
120 

gccgccggtg 
180 

gagctggtcg 
240 

ggtcagcgcc 
300 



gcgcccagaa 
tggcgagtac 
ccccgaacga 
ggacccaggt 
tggtgatggg 



caccgggatc 
catcgcccag 
cctgctggac 
ggtccagcgc 
caacagcacc 



aacagcaacc 
tacaacgatc 
cagcgcagcg 
ggttcgagtt 
aacaccctgt 



tgtcggacat 
agatttccaa 
aggcggtgcg 
atgacgtcta 
ccgcagtgcc 



ggccggccag 
agtcaccacc 
ccagttgtcc 
tatcggcagc 
gagcaaggac 
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gacccgagcc agtcggcctt gcagctggat cgcggcacca gcaccgtcga tatcacctcc 
360 

acggtgaccg gtggcgagat cggtggtctg ctgcgctatc gcagcgatgt gctcgacccg 
420 

tcgatcaacg cgt 
433 



<210> 2140 
<211> 144 
<212> PRT 

<213> Homo sapiens 
c400> 2140 

Glu Gin Leu Ser Ala Gin Asn Thr Gly lie Asn Ser Asn Leu Ser Asp 

15 10 15 

Met Ala Gly Gin Val Asn Lys Leu Ala Ser Thr lie Ala Gin Tyr Asn 

20 25 30 

Asp Gin lie Ser Lys Val Thr Thr Ala Ala Gly Ala Pro Asn Asp Leu 

35 40 45 

Leu Asp Gin Arg Ser Glu Ala Val Arg Gin Leu Ser Glu Leu Val Gly 

50 55 60 

Thr Gin Val Val Gin Arg Gly Ser Ser Tyr Asp Val Tyr He Gly Ser 
65 70 75 80 

Gly Gin Arg Leu Val Met Gly Asn Ser Thr Asn Thr Leu Ser Ala Val 

85 90 95 

Pro Ser Lys Asp Asp Pro Ser Gin Ser Ala Leu Gin Leu Asp Arg Gly 

100 105 HO 

Thr Ser Thr Val Asp He Thr Ser Thr Val Thr Gly Gly Glu He Gly 

115 120 125 

Gly Leu Leu Arg Tyr Arg Ser A3p Val Leu Asp Pro Ser He Asn Ala 
130 135 140 

<210> 2141 
<211> 426 
<212> DNA 

<213> Homo sapiens 
<400> 2141 

nnatatccat gcagcgatcc tcatcaattt gctgtgttat taggctttgg tgcgacggct 
60 

gtttatcctt atctttcttt ccgcttgatc aatgatatgg tggataaagg cgaagtgtta 
120 

ggtgacccaa ttgcttgtca tgttaaatat cgtaaaggta ttaacaaagg cttgatgaaa 

180 

atcctgtcta aaatgggtat ttcaacgatt gcctcttatc gtggtgcgca attgtttgaa 
240 

gcggttggct tggatactaa agtggtcgac ctttgtttca aaggcgttgc aagtcgtatc 
300 

aaaggtgctc gttttgaaga tttccagcgt gatcaagcaa cgattgccaa taatgcttgg 
360 

aagttacgta aacctattca acagggcggt tatcttaaat acgtacatga ctctgagtat 
420 

cacgcg 
426 
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<210> 2142 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 2142 
Xaa Tyr Pro Cys 
l 

Gly Ala Thr Ala 
20 

Met Val Asp Lys 
35 

Lys Tyr Arg Lys 
50 

Met Gly He Ser 
65 

Ala Val Gly Leu 

Ala Ser Arg He 
100 

Ala Thr lie Ala 
115 

Gly Gly Tyr Leu 
130 



Ser Asp Pro His 
5 

Val Tyr Pro Tyr 

Gly Glu Val Leu 

40 

Gly He Asn Lys 
55 

Thr lie Ala Ser 

70 

Asp Thr Lys Val 
85 

Lys Gly Ala Arg 

Asn Asn Ala Trp 

120 

Lys Tyr Val His 
135 



Gin Phe Ala 


Val 


10 




Leu Ser Phe 


Arg 


25 




Gly Asp Pro 


He 


Gly Leu Met 


Lys 




60 


Tyr Arg Gly 


Ala 


75 




Val Asp Leu 


Cys 


90 




Phe Glu Asp 


Phe 


105 




Lys Leu Arg 


Lys 


Asp Ser Glu 


Tyr 




140 



Leu Leu Gly Phe 
15 

Leu He Asn Asp 
30 

Ala Cys His Val 
45 

He Leu Ser Lys 

Gin Leu Phe Glu 

80 

Phe Lys Gly Val 
95 

Gin Arg Asp Gin 
110 

Pro He Gin Gin 
125 

His Ala 



<210> 2143 

<211> 1008 

<212> DNA 

<213> Homo sapiens 



<400> 2143 
gccggcttga 
60 

tgtcatattg 
120 

cttctcctgc 
180 

acggtcctca 
240 

acgctcaaga 
300 

gatggctacg 
360 

gacagtcggc 
420 

gcgttgtccg 
480 

atcacgagaa 
540 

ctgtccaacg 
600 

gctcggtggg 
660 



caagcatgtt 
tacgcagtat 
ctactgcgtg 
gcccctccaa 
gcacatatga 
ctcatgatca 
aggcccacgt 
acaaggagag 
agacggtgat 
acgggttgtg 
cgatgcaggc 



caccggtgac 
gtcttttcaa 
cgctgatgat 
ctccctcatt 
gtacctccgg 
tctggtcgcg 
cacccaactc 
atcagaggtc 
gacggatctg 
cctcacaccg 
gctggccagt 



gctgtcgtga 
cgattcttgg 
gcgcaggcgc 
cgcgagccgg 
ctcatcgacg 
gctttgcgcc 
atggcggcgt 
gacaaacgta 
cccatcgcga 
tggaaggtca 
gccgacctat 



tcgtcgaggt 
cgggggtggc 
ccgttgtcga 
cgaattcgtc 
gtcacgatct 
cgtatttggt 
catccctgaa 
cccgcctgcc 
cgatgaggcg 
agacgacttc 
tcagcaatgc 



gagccaattg 
agccatcttg 
taacctcggg 
agtcaacggg 
acccgacgac 
gaatggtgga 
aaccctcaac 
gaagggctgc 
ggagatcggc 
ttccgaggag 
taaggacgcc 
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gagaaatggg ggtgggagtc gatctcggac gggtatttgc gccatctcga gacctacagt 
720 

ggcccgagta cgactatcgc gatggccttg tcggcggcga ataccgtctc tacattgtct 
7B0 

cgttcccagc tgcaacgcat cggcgacagt ctcgcggatg cgccatatcc gaggaaggac 
840 

cttggtccgg cgctcattcg caatggaaag ccggtcaagg acaagtgcag tatcgaatcg 
900 

gcgtacctgt tgaggtattc cgggaattgg gcgtggtgac atgacggttt cttggcaagg 
960 

tgtgaccaag acattcccct cgggcgattc cgcgcgtggg gggtgcac 
1008 

<210> 2144 

<211> 307 

<212> PRT 

<213> Homo sapiens 

<400> 2144 

Met Phe Thr Gly Asp Ala Val Val lie Val Glu Val Ser Gin Leu Cys 

IS 10 15 

His He Val Arg Ser Met Ser Phe Gin Arg Phe Leu Ala Gly Val Ala 

20 25 30 

Ala He Leu Leu Leu Leu Pro Thr Ala Cys Ala Asp Asp Ala Gin Ala 

35 40 45 

Pro Val Val Asp Asn Leu Gly Thr Val Leu Ser Pro Ser Asn Ser Leu 

50 55 60 

lie Arg Glu Pro Ala Asn Ser Ser Val Asn Gly Thr Leu Lys Ser Thr 
65 70 75 80 

Tyr Glu Tyr Leu Arg Leu He Asp Gly His Asp Leu Pro Asp Asp Asp 

85 90 95 

Gly Tyr Ala His Asp His Leu Val Ala Ala Leu Arg Pro Tyr Leu Val 

100 105 HO 

Asn Gly Gly Asp Ser Arg Gin Ala His Val Thr Gin Leu Met Ala Ala 

115 120 125 

Ser Ser Leu Lys Thr Leu Asn Ala Leu Ser Asp Lys Glu Arg Ser Glu 

130 135 140 

Val Asp Lys Arg Thr Arg Leu Pro Lys Gly Cys He Thr Arg Lys Thr 
145 150 155 160 

Val Met Thr Asp Leu Pro He Ala Thr Met Arg Arg Glu He Gly Leu 

165 170 175 

Ser Asn Asp Gly Leu Cys Leu Thr Pro Trp Lys Val Lys Thr Thr Ser 

180 185 190 

Ser Glu Glu Ala Arg Trp Ala Met Gin Ala Leu Ala Ser Ala Asp Leu 

195 200 205 

Phe Ser Asn Ala Lys Asp Ala Glu Lys Trp Gly Trp Glu Ser He Ser 

210 215 220 

Asp Gly Tyr Leu Arg His Leu Glu Thr Tyr Ser Gly Pro Ser Thr Thr 
225 230 235 240 

He Ala Met Ala Leu Ser Ala Ala Asn Thr Val Ser Thr Leu Ser Arg 

245 250 255 

Ser Gin Leu Gin Arg He Gly Asp Ser Leu Ala Asp Ala Pro Tyr Pro 

260 265 270 

Arg Lys Asp Leu Gly Pro Ala Leu He Arg Asn Gly Lys Pro Val Lys 
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275 280 285 

Asp Lys Cys Ser lie Glu Ser Ala Tyr Leu Leu Arg Tyr Ser Gly Asn 

290 295 300 

Tip Ala Trp 
305 



<210> 2145 

<211> 389 

<212> DNA 

<213> Homo sapiens 



<400> 2145 
tctagaatcg 
60 

atgacaaccc 
120 

ttatttagct 
180 

agcacagtca 
240 

. atttgtttag 
300 

gctgagcagt 
360 

tggatacatt 
389 



tgtataacat 
ttgaacaatc 
cggcccagcc 
ttaaccttgc 
accttggttt 
gcttattagt 
gcgccaaaaa 



tctacacaat 
attatctcaa 
ttctgctgaa 
tttaactaat 
aaattatatt 
tttagatttg 
taaacgcgt 



aagctaagcc 
attcccgcat 
caactaaaat 
gcttcaaatc 
catattccaa 
attgatcatt 



tactcttgta 
tttcgattat 
tgattaaaga 
atcttgagaa 
ttgattggga 
tagtgcaaaa 



gagtgcgatc 
tcatgaacat 
gtttggttgt 
tgaagaccgt 
gatgccttct 
tgaaattgtt 



<210> 2146 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 2146 
Met Thr Thr Leu 
1 

He His Glu His 
20 

Lys Leu He Lys 
35 

Thr Asn Ala Ser 
50 

Leu Gly Leu Asn 
65 

Ala Glu Gin Cys 

Asn Glu He Val 

100 



Glu Gin Ser Leu 
5 

Leu Phe Ser Ser 

Glu Phe Gly Cys 

40 

Asn His Leu Glu 
55 

Tyr lie His He 
70 

Leu Leu Val Leu 
85 

Trp He His Cys 



Ser Gin He Pro 
10 

Ala Gin Pro Ser 
25 

Ser Thr Val He 

Asn Glu Asp Arg 

60 

Pro He Asp Trp 
75 

Asp Leu He Asp 
90 

Ala Lys Asn Lys 
105 



Ala Phe Ser He 
15 

Ala Glu Gin Leu 
30 

Asn Leu Ala Leu 
45 

He Cys Leu Asp 

Glu Met Pro Ser 

80 

His Leu Val Gin 
95 

Arg 



<210> 2147 

<211> 235 

<212> DNA 

<213> Homo sapiens 



<400> 2147 
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ctccctgcgg gctgcgtctc cgaggacatg tgcagtcctg acccctgttt caatggtggg 
60 

acttgcctcg tcacctggaa tgacttccac tgtacctgcc ctgccaattt cacggggcct 
120 

acatgtgccc agcagctgtg gtgtcccggc cagccctgtc tcccacctgc cacgtgtgtg 
180 

gcggaggcca cgttccgcga gggtcccccc gccgcgttca gcgggcacaa cgcgt 
235 

<210> 2148 

<211> 78 

<212> PRT 

<213> Homo sapiens 

<400> 2148 

Leu Pro Ala Gly Cys Val Ser Glu Asp Met Cys Ser Pro Asp Pro Cys 

15 10 15 

Phe Asn Gly Gly Thr Cys Leu Val Thr Trp Asn Asp Phe His Cys Thr 

20 25 30 

Cys Pro Ala Asn Phe Thr Gly Pro Thr Cys Ala Gin Gin Leu Trp Cys 

35 40 45 

Pro Gly Gin Pro Cys Leu Pro Pro Ala Thr Cys Val Ala Glu Ala Thr 

50 55 60 

Phe Arg Glu Gly Pro Pro Ala Ala Phe Ser Gly His Asn Ala 
65 70 75 

<210> 2149 

<211> 1474 

<212> DNA 

<213> Homo sapiens 

<400> 2149 

ntactgccac cattggaact tttgatgttg atggggaaga gttgcaacac ctccagggtt 
60 

gtcctgctga tggtggctgc gaatgatttg ccttgacaat agctgaaaaa ccaccatctg 
120 

caacacgtgg gagtaagact tctcctgctc tttgccagtg gtctgaggtg atgaaccacc 
180 

ctggcttggc gtgctgtgtc cagcaaacta caggggtgcc gctggtagtt atggtgaaac 
240 

cagacacttt tcttatccac gagattaaga ctcttcctgc taaagcgaag atccaagaca 
300 

tggttgctat taggcacacg gcctgcaatg agcagcagcg gacaacaatg attctgctgt 
360 

gtgaggatgg cagcctgcgc atttacatgg ccaacgtgga gaacacctcc tactggctgc 
420 

agccatccct gcagcccagc agtgtcatca gcatcatgaa gcctgttcga aagcgcaaaa 
480 

cagctacaat cacaacccng cacgtctagc caggtgactt tccccattga cttttttgaa 
540 

cacaaccagc agctgacaga tgtggagttt ggtggtaacg acctcctaca ggtctataat 
600 

gcacaacaga taaaacaccg gctgaattcc actggcatgt atgtggccaa caccaagccc 
660 
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ggaggcttca ccattgagat tagtaacaac aatagcacta tggtgatgac aggcatgcgg 
720 

atccagattg ggactcaagc aatagaacgg gccccgtcat atatcgagat cttcggcaga 
780 

actatgcagc tcaacctgag tcgctcacgc tggtttgact tccccttcac cagagaagaa 
840 

gccctgcagg ctgataagaa gctgaacctc ttcattgggg cctcggtgga tccagcaggt 
900 

gtcaccatga tagatgctgt aaaaatttat ggcaagacta aggagcagtt tggctggcct 
960 

gatgagcccc cagaagaatt cccttctgcc tctgtcagca acatctgccc ttcaaatctg 
1020 

aaccagagca acggcactgg agatagcgac tcagctgccc ccactacgac cagtggaact 
1080 

gtcctggaga ggctggttgt gagttcttta gaagccctgg aaagctgctt tgccgttggc 
1140 

ccaatcatcg agaaggagag aaacaagaat gctgctcagg agctggccac tttgctgttg 
1200 

tccctgccag cacctgccag tgtccagcag cagtccaaga gccttctggc cagcctgcac 
1260 

accagccgct cggcctacca cagccacaag gtaactgttc tctcagggaa aggaaattgc 
1320 

agtgctgaca gggaatcaaa taagttagct cttcattgta aagcaacagc acagcaaagt 
1380 

aaggtagagg gaggatagca ttcagattag acctacattt tacagagttt ctcctgagaa 
1440 

attctcaagt gccactcaaa actgagggta agcc 
1474 

<210> 2150 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 2150 



Ser 


Leu 


Phe 


Glu 


Ser 


Ala 


Lys 


Gin 


Leu 


Gin Ser 


Gin 


Pro 


Xaa 


Thr 


Ser 


1 








5 










10 








15 




Ser 


Gin 


Val 


Thr 
20 


Phe 


Pro 


He 


Asp 


Phe 
25 


Phe Glu 


His 


Asn 


Gin 
30 


Gin 


Leu 


Thr Asp 


Val 


Glu 


Phe 


Gly 


Gly 


Asn 


Asp 


Leu Leu 


Gin 


Val 


Tyr 


Asn 


Ala 






35 










40 








45 








Gin 


Gin 
50 


He 


Lys 


His 


Arg 


Leu 
55 


Asn 


Ser 


Thr Gly 


Met 
60 


Tyr 


val 


Ala 


Asn 


Thr 


Lys 


Pro 


Gly 


Gly 


Phe 


Thr 


He 


Glu 


He Ser 


Asn 


Asn 


Asn 


Ser 


Thr 


65 










70 








75 










80 


Met 


Val 


Met 


Thr 


Gly 
85 


Met 


Arg 


He 


Gin 


He Gly 
90 


Thr 


Gin 


Ala 


He 
95 


Glu 


Arg Ala 


Pro 


Ser 


Tyr 


He 


Glu 


He 


Phe 


Gly Arg 


Thr 


Met 


Gin 


Leu 


Asn 








100 










105 








110 






Leu 


Ser 


Arg 
115 


Ser 


Arg 


Trp 


Phe 


Asp 
120 


Phe 


Pro Phe 


Thr 


Arg 
125 


Glu 


Glu 


Ala 


Leu 


Gin 
130 


Ala 


Asp 


Lys 


Lys 


Leu 
135 


Asn 


Leu 


Phe He 


Gly 
140 


Ala 


Ser 


Val 


Asp 


Pro 


Ala 


Gly 


Val 


Thr 


Met 


lie 


Asp 


Ala 


Val Lys 


He 


Tyr 


Gly 


Lys 


Thr 
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145 150 155 160 

Lys Glu Gin Phe Gly Tip Pro Asp Glu Pro Pro Glu Glu Phe Pro Ser 

165 170 175 



Ala 


Cor 
OCX 


V CI X 


Ser 


Asn 


He 


Cys 


Pro 


Ser Asn Leu Asn 


Gin Ser Asn 


Gly 








180 










185 


190 




Thr 


Gly 


Asp 


Ser Asp 


Ser 


Ala 


Ala 


Pro Thr Thr Thr 


Ser Gly Thr 


Val 






195 










200 




205 




Leu 


Glu 


Arg 


Leu 


Val 


Val 


Ser 


Ser 


Leu Glu Ala Leu 


Glu Ser Cys 


Phe 




210 










215 




220 






Ala 


Val 


Gly 


Pro 


He 


He 


Glu 


Lys 


Glu Arg Asn Lys 


Asn Ala Ala 


Gin 


225 








230 






235 




240 


Glu 


Leu 


Ala 


Thr 


Leu 


Leu 


Leu 


Ser 


Leu Pro Ala Pro 


Ala Ser Val 


Gin 










245 








250 


255 




Gin 


Gin 


Ser 


Lys 


Ser 


Leu 


Leu 


Ala 


Ser Leu His Thr 


Ser Arg Ser 


Ala 








260 










265 


270 




Tyr 


His 


Ser 


His 


Lys 


Val 


Thr 


Val 


Leu Ser Gly Lys 


Gly Asn Cys 


Ser 






275 










280 




285 




Ala 


Asp 


Arg 


Glu 


Ser 


Asn 


Lys 


Leu 


Ala Leu His Cys 


Lys Ala Thr 


Ala 




290 










295 




300 






Gin 


Gin 


Ser 


Lys 


Val 


Glu 


Gly Gly 









305 310 



<210> 2151 
<211> 511 
<212> DNA 

<213> Homo sapiens 
<400> 2151 

gccggcgttt acctgtgggg cccggtcggg cgcggcaaga cctggctgat ggatcaattc 
60 

caccaaagcc tgnncgggtg ccggcgcngg cggcagcact ttcatcactt catgggctgg 
120 

gtgcatcagc gctcctttca gttgaccggg atcgccgatc cattgcgggc gctggctcgt 
180 

gagctggcgg ccgaggtgcg ggtgctgtgt ttcgatgagc tgttcgtcaa tgacatcggt 
240 

gacgcgatca ttcccgggcg cctgtttcag gtgatgttcg acgcaggcgt ggtggtggtc 
300 

tgcacctcca atctgccgcc ggatcagctg tatgccgacg gcttcaaccg cgaccgcttc 
360 

ctgccggcga tcaccgcgat caaacagcac atgcaagtgg tcgcggtgaa tggcgcggaa 
420 

gatcatcgct tgcatcccgg cgccatcgag cagcgttact gggtcgctct gccggagcag 
480 

ggtagcgcgt tgagccaggt gttcgacgcg t 
511 

<210> 2152 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 2152 

Ala Gly Val Tyr Leu Trp Gly Pro Val Gly ATg Gly Lys Thr Trp Leu 
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1 








5 


10 


1 c 




Met 


Asp 


Gin 


Phe 


Hxs 


Gin Ser Leu Xaa Gly Cys 


Arg Arg xaa Arg 


Gin 






20 




25 


30 




His 


Phe 


His 


His 


Phe 


Met Gly Trp Val His Gin 


Arg Ser Phe Gin 


Leu 






35 






40 


45 




Thr 


Gly 


lie 


Ala 


Asp 


Pro Leu Arg Ala Leu Ala 


Arg Glu Leu Ala 


Ala 




50 








55 


60 




Glu 


Val 


Arg 


Val 


Leu 


Cys Phe Asp Glu Leu Phe 


Val Asn Asp He 


Gly 


65 










70 75 




80 


Asp 


Ala 


He 


He 


Leu 


Gly Arg Leu Phe Gin Val 


Met Phe Asp Ala 


Gly 










85 


90 


95 




Val 


Val 


Val 


Val 


Cys 


Thr Ser Asn Leu Pro Pro 


Asp Gin Leu Tyr 


Ala 








100 




105 


110 




Asp 


Gly 


Phe 


Asn 


Arg 


Asp Arg Phe Leu Pro Ala 


He Thr Ala He 


Lys 






115 






120 


125 




Gin 


His 


Met 


Gin 


Val 


Val Ala Val Asn Gly Ala 


Glu Asp His Arg 


Leu 




130 








135 


140 




His 


Pro 


Gly 


Ala 


He 


Glu Gin Arg Tyr Trp Val 


Ala Leu Pro Glu 


Gin 


145 










150 155 




160 


Gly 


Ser 


Ala 


Leu 


Ser 


Gin Val Phe Asp Ala 







165 170 



<210> 2153 
<211> 528 
<212> DNA 

<213> Homo sapiens 
c400> 2153 

nnaccggtgc caaagagctg gggatcaacc 
60 

tcagtacgtg cacggcgatt ggcggcggca 
120 

tggagcatat ggccaacttt tcgattcgcg 
180 

tggcattcca agtctgaaat tgatccatct 
240 

atgtcggtcg atccgcaaca cctgcttcgc 
300 

cacccccggc atgtccttga accttatctg 
360 

attgggcccg gcaaaaccgc acccgccatg 
420 

gaagtcaccg gcctggtggt cacccgctac 
480 

gtggtcgagg ccgctcaccc ggtgccggat 
528 



tgccgaacac cgccggtacg cagcaggtgt 
attgggacca ctccgcgctg atcaagggcc 
atcaataagc cacaccgctc ccacctttga 
ctaataacaa aaatccccgg gagcccgctt 
gagctgtttg ccacagccat cgatgccgcc 
cccgctgacc gcacaggccg tgtgattgtg 
gccctcgtcg tcgagaacgg ctggcaaggc 
ggccacggcg cgccgtgcaa aaaaatcgaa 
gccgccggcc tggcggtg 



<210> 2154 

<211> 96 

<212> PRT 

<213> Homo sapiens 



<400> 2154 

Met Ser Val Asp Pro Gin His Leu Leu Arg Glu Leu Phe Ala Thr Ala 
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15 10 15 

He Asp Ala Ala His Pro Arg His Val Leu Glu Pro Tyr Leu Pro Ala 

20 25 30 

Asp Arg Thr Gly Arg Val He Val He Gly Pro Gly Lys Thr Ala Pro 

35 40 45 

Ala Met Ala Leu Val Val Glu Asn Gly Trp Gin Gly Glu Val Thr Gly 

50 55 60 

Leu Val Val Thr Arg Tyr Gly His Gly Ala Pro Cys Lys Lys He Glu 
65 70 75 80 

Val Val Glu Ala Ala His Pro Val Pro Asp Ala Ala Gly Leu Ala Val 

85 90 95 

<210> 2155 
<211> 297 
<212> DNA 

<213> Homo sapiens 
<400> 2155 

gtgcaccgcc acggcacacc cgccatgccg cgccgctatt tcgaggccct gctgcaggag 
60 

ttcggccccg actgcgaggt gctcaccgtc accgattcag agggcaaccc cctcagttcg 
120' 

gtgctcagtt tctacttccg tgatgaagtg ctgccctact atgcgggcga cgccgtcgcg 
180 

gcgcgcgaac tggcggccaa tgacttcaaa tactgggagc tgatgcgacg cgcctgtgcg 
240 

cgcggcctca aggtgtttga ctacggccgc agcaagcagg gcacgggctc ctacgcn 
297 

<210> 2156 
<211> 91 
<212> PRT 

<213> Homo sapiens 



<400> 2156 
















Met Pro Arg 


Arg 


Tyr 


Phe Glu Ala Leu 


Leu 


Gin 


Glu 


Phe Gly Pro Asp 


1 




5 




10 






15 


Cys Glu Val 


Leu 


Thr 


Val Thr Asp Ser 


Glu 


Gly 


Asn 


Pro Leu Ser Ser 




20 




25 








30 


Val Leu Ser 


Phe 


Tyr 


Phe Arg Asp Glu 


Val 


Leu 


Pro Tyr Tyr Ala Gly 


35 






40 








45 


Asp Ala Val 


Ala 


Ala 


Arg Glu Leu Ala 


Ala 


Asn 


Asp 


Phe Lys Tyr Trp 


50 






55 






60 




Glu Leu Met 


Arg 


Arg 


Ala Cys Ala Arg 


Gly 


Leu 


Lys 


Val Phe Asp Tyr 


65 






70 




75 




80 


Gly Arg Ser 


Lys 


Gin 


Gly Thr Gly Ser 


Tyr 


Ala 










85 




90 









<210> 2157 

<211> 711 

<212> DNA 

<213> Homo sapiens 

<400> 2157 
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naccgagata 
60 

ctagcaagga 
120 

ttgctggcat 
180 

ctgacgaagc 
240 

catgccgcag 
300 

ccgattcatg 
360 

gtcgatgaga 
420 

gtaccgcgag 
480 

ggggagctta 
540 

tcagtcgtca 
600 

gcgcgtggtt 
660 

gagctagaga 

711 



acgaggtcgt 
tcgccaaccg 
cctctctcat 
ttggcgccgc 
ccggagagct 
gtgaggtgcg 
acaacgtggt 
ttgttggcaa 
ccgaggacac 
ccgtggtcga 
ttgccgaggg 
aggcgatggc 



catcatctcc 
agagcaccga 
cccgggtaat 
cgtggtacat 
gctgtacgcg 
tcatcttgtc 
gcttgtcgag 
ggtcgatgcc 
gctcactgat 
cacccgctcg 
cgactcggtc 
cggtggtatg 



actgggtccc 
gacatcgagg 
gagaatgccg 
aagggcaacg 
tataacatcg 
gctaatgccg 
gacggcgggg 
tcgtacatcc 
cgccgtatcc 
gcgtcagtgg 
ttcgcggaga 
gacgataccc 



aaggtgagcc 
tgggggaggg 

tctatcgagt 
ctttggtcca 
tgcggccacg 
atctggccaa 
ttattgacct 
ttgttgacgg 
tcggtgagga 
tgtctcgccc 
tcaccgacca 
accggttgca 



actttcggcc 
agataccgtt 
gattaatggc 
cgtttccggc 
cgctgtgatg 
agcaaccggt 
tgttgacgga 
atctggggtg 
gggattcttg 
ggcgatccag 
gatcgtcacc 
a 



<210> 2158 

<211> 237 

<212> PRT 

<213> Homo sapiens 



<400> 2158 
Xaa Arg Asp 
1 

Pro Leu Ser 

Glu Val Gly 
35 

Gly Asn Glu 
SO 

Gly Ala Ala 
65 

His Ala Ala 



Asn 

Ala 

20 

Glu 

Asn 

Val 

Ala 



Arg Ala Val Met 
100 

Ala Asp Leu Ala 
115 

Val Glu Asp Gly 
130 

Val Gly Lys Val 
145 

Gly Glu Leu Thr 
Glu Gly Phe Leu 



Glu Val 
5 

Leu Ala 

Gly Asp 

Ala Val 

Val His 

70 
Gly Glu 
65 

Pro lie 

Lys Ala 

Gly Val 

Asp Ala 
150 
Glu Asp 
165 

Ser Val 



Val He He 

Arg lie Ala 
25 

Thr Val Leu 
40 

Tyr Arg Val 
55 

Lys Gly Asn 

Leu Leu Tyr 

His Gly Glu 
105 

Thr Gly Val 

120 
He Asp Leu 
135 

Ser Tyr He 
Thr Leu Thr 
Val Thr Val 



Ser Thr Gly Ser 
10 

Asn Arg Glu His 

Leu Ala Ser Ser 
45 

He Asn Gly Leu 
60 

Ala Leu Val His 
75 

Ala Tyr Asn He 
90 

Val Arg His Leu 



Asp Glu 

Val Asp 

Leu Val 
155 
Asp Arg 
170 

Val Asp 



Asn Asn 
125 
Gly Val 
140 

Asp Gly 
Arg He 
Thr Arg 



Gin Gly Glu 
15 

Arg Asp He 
30 

Leu He Pro 

Thr Lys Leu 

val Ser Gly 
80 

Val Arg Pro 
95 

Val Ala Asn 
110 

Val Val Leu 

Pro Arg Val 

Ser Gly Val 
160 

Leu Gly Glu 

175 
Ser Ala Ser 
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180 185 190 

Val Val Ser Arg Pro Ala lie Gin Ala Arg Gly Phe Ala Glu Gly Asp 

195 200 205 

Ser Val Phe Ala Glu He Thr Asp Gin He Val Thr Glu Leu Glu Lys 

210 215 220 

Ala Met Ala Gly Gly Met Asp Asp Thr His Arg Leu Gin 
225 230 235 

<210> 2159 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<400> 2159 

tcgcgagcac actccagcct ctggagagac gacaacgcgt gaaggggcac cagcttgcgg 
60 

ggcagcagct ccaggggcgg cctgggaggg ctttgtgcag aagaagcctg tttccttcta 
120 

cctgtttgga aaagttgtct ctgcagatgg tgggtgagag ttcgctgcca gggccactgt 
180 

cttccctgcc ctgcggacac ttcttcccca ccttcctaaa gctgtgggag acctggagcc 
240 

gtggagcatc aatggctctt tgactcagga atcttaaaaa atcacaccct ggggctacca 
300 

tgggggcctt ctggttctcc tt 
322 

<210> 2160 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 2160 

Met Val Ala Pro Gly Cys Asp Phe Leu Arg Phe Leu Ser Gin Arg Ala 

15 10 15 

He Asp Ala Pro Arg Leu Gin Val Ser His Ser Phe Arg Lys Val Gly 

20 25 30 

Lys Lys Cys Pro Gin Gly Arg Glu Asp Ser Gly Pro Gly Ser Glu Leu 

35 40 45 

Ser Pro Thr He Cys Arg Asp Asn Phe Ser Lys Gin Val Glu Gly Asn 

50 55 60 

Arg Leu Leu Leu His Lys Ala Leu Pro Gly Arg Pro Trp Ser Cys Cys 
65 70 75 80 

Pro Ala Ser Trp Cys Pro Phe Thr Arg Cys Arg Leu Ser Arg Gly Trp 

85 90 95 

Ser Val Leu Ala 

100 

<210> 2161 

<211> 1070 

<212> DNA 

<213> Homo sapiens 

<400> 2161 
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tcttagggga agggaaggct tatctgaaga 
60 

gcggggatat gaggggagga aacctcaaaa 
120 

ggctatacag gggaagcctc caaagggaaa 
180 

ggatgtactc agaaattaag aaaacatatt 
240 

aggagactta tatgcaaaaa tcgcaaagaa 
300 

aaatagggaa agagaacgcg tgaatgaggt 
360 

acagatatgg aagggcatta aagagggcta 
420 

atttgtcaga gttgtgtatt aacaaggaga 
480 

ccagggcata aggttttgct gtccaggaag 
540 

tttggtcagt atggtgagag gtgagagagg 
600 

gtggcaagaa tcctatgaaa gtgtaggcag 
660 

atgtggcaca gggcagaggg cagtgggctg 
720 

ccagaagaac ccattgagtc cctaagaatg 
780 

acacagaaga tatagcagca tgattctctg 
840 

agaaagtgaa gggttcctgc tgatgtgagg 
900 

ggggggtaaa ggaaccattc ttggatcaag 
960 

tggctagctg agtaaaggac catcgtataa 
1020 

gcaactaggc agatcagatg tatttttaaa 
1070 



gtagacctct ggttttgaat gagggagaca 
agaatatgta tccatcacta tgaaaggtta 
tctggaaaaa tgttctgaga gggacattaa 
aggacttgcc aaaagtgaga gaagcaactg 
ggagagaaca aaagatggag gttggatgct 
agggggcaga acatgcagtg cagaaaaaca 
aatgggaata ttaggaaatg agagttggga 
gggtaaggta agaaggtggc aaagtaagag 
ctttgttgga aaaatgttag aagtaatggg 
ctaaatggga tgggcataaa gggcaggcca 
atctgagagc acagacaaat acagtggaga 
agcagcgagt gcccatgggg aggggagtat 
acacacaggt gacagctgaa agaaggaggg 
gggcaaaatg aggaagaaag gaatggaaga 
ggatgactgg aggaaaggca ggtattgact 
gttatgatgg aataagaagg aagagagagc 
aacagacaaa agttaagact agatggagtg 
aggggaaact gctaagatct 



<210> 2162 

<211> 145 

<212> PRT 

<213> Homo sapiens 

<400> 2162 

Met Val Leu Tyr Ser Ala Ser Gin Leu Ser Leu Pro Ser Tyr Ser lie 

1 5 10 15 

lie Thr Leu lie Gin Glu Trp Phe Leu Tyr Pro Pro Val Asn Thr Cys 

20 25 30 

Leu Ser Ser Ser His Pro Leu Thr Ser Ala Gly Thr Leu His Phe Leu 

35 40 45 

Leu Pro Phe Leu Ser Ser Ser Phe Cys Pro Arg Glu Ser Cys Cys Tyr 

50 55 60 

lie Phe Cys Val Pro Pro Ser Phe Ser Cys His Leu Cys Val lie Leu 
65 70 75 80 

Arg Asp Ser Met Gly Ser Ser Gly Tyr Ser Pro Pro His Gly His Ser 
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Leu Leu Ser Pro 
100 

Cys Leu Cys Ser 
115 

Gly Leu Pro Phe 
130 

Tyr 
145 



85 

Leu Pro Ser Ala 

Gin He Cys Leu 

120 

Met Pro He Pro 
135 



90 

Leu Cys His He 
105 

His Phe His Arg 

Phe Ser Leu Ser 
140 



95 

Leu His Cys He 
110 

He Leu Ala Thr 
125 

His Leu Ser Pro 



<210> 2163 
<211> 657 
<212> DNA 

<213> Homo sapiens 
<400> 2163 

tatttaaatc tttataaaaa aggtaggagg 
60 

ggcctccctc caatccacct ccacttccta 
120 

tggttccggg ttggaaggtt gggtgaaatg 
180 

agtaatgccc atgataaccg ccaagttggg 
240 

ccagtggggt ggaattgggt taagccccct 
300 

agacatgcca agaggctctc tctccaggag 
360 

ctcccaccac tgtgcacaga cgagtgcctg 
420 

cagacaggag tccgtcccgt ccagtcccat 
480 

gcagccccat ggctcaacaa ggtgcggatg 
540 

tttgatccct tccccaagag gaagagtgct 
600 

tgcagcctgg tctcttgctc aggcggcttg 
657 



atcaggactt cgaccccctt aaaacgcggc 
cacccacccc gctctccccc cccccccttt 
ggaaccgaat accaatttca cccgggaacc 
accgaagttg ggatccataa gtacgggcgg 
cccagccttt ctccgaccgc gtgctccgtc 
agccacctgt gaaacccacc cggcatgctc 
ggctccagag agggagggag ctgaaggcct 
catcccaaga aacatccggc ccgactccct 
cctgctggac ctggctgctt tccatccaac 
acctagggac aagtgtggtg cgcacaggca 
cgcagattcc tagaggaatc tgcagcg 



<210> 2164 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 2164 

Met Pro Met He Thr Ala Lys Leu Gly Pro Lys Leu Gly Ser He Ser 

15 10 15 

Thr Gly Gly Gin Trp Gly Gly He Gly Leu Ser Pro Leu Pro Ala Phe 

20 25 30 

Leu Arg Pro Arg Ala Pro Ser Asp Met Pro Arg Gly Ser Leu Ser Arg 

35 40 45 

Arg Ala Thr Cys Glu Thr His Pro Ala Cys Ser Ser His His Cys Ala 

50 55 60 

Gin Thr Ser Ala Trp Ala Pro Glu Arg Glu Gly Ala Glu Gly Leu Arg 
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65 

Gin Glu Ser Val 

Asp Ser Leu Gin 

100 

Leu Ala Ala Phe 
115 

Leu Pro Arg Asp 
130 

Ala Gin Ala Ala 
145 



70 

Pro Ser Ser Pro 
85 

Leu His Gly Ser 

His Pro Thr Leu 

120 

Lys Cys Gly Ala 
135 

Cys Ala Asp Ser 
150 



75 

lie He Pro Arg 
90 

Thr Arg Cys Gly 
105 

He Pro Ser Pro 

His Arg His Ala 

140 



80 

Asn He Arg Pro 
95 

Cys Leu Leu Asp 
110 

Arg Gly Arg Val 
125 

Ala Trp Ser Leu 



<210> 2165 

<211> 962 

<212> DNA 

<213> Homo sapiens 



<400> 2165 



nctctctcat 


cgacagcgac 


gcacaaccgg 


60 






gcccgagggc 


ccgccgtgaa 


cttattgtgt 


120 






accgtaaatc 


accccagcgc 


ctcatccccc 


180 






cgcttaaggc 


atcaccccac 


tagactgacc 


240 






taggtggcca 


ggaatgacat 


cgggacgacg 


300 






tcgagtaccg 


gccgtacggt 


ggtgtcttct 


360 






ttgatggccc 


gcacctcagc 


tatgacgacg 


420 






tcctggttcc 


gtgatctgtc 


agccgaagaa 


480 






ggtattgacg 


gcttcgtcca 


gtggtttgct 


540 






gacgtcttcg 


acgtggcgcc 


ccggtccatg 


600 






gagctcgtcc 


gcaccacgat 


tgacgtcgtt 


660 






ggtgatcgcc 


aagtgctgcg 


cactgccatc 


720 






gccgccgagg 


tttacgcgcg 


agccgccgaa 


780 






tccctcgtcg 


ttgatgccgt 


cgtgcgagcc 


840 






tctactctcg 


gctggcgccc 


gggcatcaac 


900 






accgagcatg 


aactccacgt 


gctgcgacgt 


960 






gc 






962 







cgacatcacc ggtgacggtt caaggtggca 
cgtcttatgg aagaaaagtc actcggaagt 
gaatctgttc gccatctgct gtcgcccctg 
gaagtctcgc cgagggaggc tagggaggct 

* 

tctacgcgtc gaataggcag cggacgtacg 
gaccgcacac gcagagctat cgctaaaaga 
gccactctag aggaaatggg tcgtcgacac 
agatcgtgga tctcgatcgt ggctcgctca 
gacgatgacg ccgagcccta ctcccccacc 
acccgcaaga tctccttgca ccagacagtc 
gaggcacaaa ttgagaccga aatgccacgc 
gttcactact cccgcgaggt ggccttcgcc 
cgtcgcggta cctgggatga acgtctggaa 
gacgccgatg aacagctcat ctcgcgagct 
ctctgcgtcg ttgtcgggcg ggccccgacg 
gatggagaac gcatgcagat gacggtgcta 



<210> 2166 
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<211> 239 
<212> PRT 

<213> Homo sapiens 
<400> 2166 



Val Ala 


Arg Asn Asp 


He Gly Thr Thr Ser Thr 


Arg Arg He Gly 


Ser 


1 






5 


10 


15 


Thr 


Gly Arg 


Thr 


Ser 


Ser 


Thr Gly Arg Thr Val Val 


Ser Ser Asp Arg 




20 




25 


30 




Arg Arg 


Ala 


He 


Ala 


Lys Arg Leu Met Ala Arg 


Thr Ser Ala Met 


Thr 


35 






40 


45 




Thr Ala 


Thr 


Leu 


Glu 


Glu Met Gly Arg Arg His 


Ser Trp Phe Arg Asp 


50 








55 


60 




Leu Ser 


Ala 


Glu 


Glu 


Arg Ser Trp He Ser He 


Val Ala Arg Ser Gly 


65 








70 75 




80 


He Asp 


Gly Phe Val 


Gin Trp Phe Ala Asp Asp 


Asp Ala Glu Pro 


Tyr 






85 


90 


95 




Ser Pro 


Thr Asp Val 


Phe Asp Val Ala Pro Arg 


Ser Met Thr Arg 


Lys 






100 




105 


110 




He Ser 


Leu 


His 


Gin 


Thr Val Glu Leu Val Arg 


Thr Thr He Asp 


Val 




115 






120 


125 


Val 


Val Glu 


Ala 


Gin 


He 


Glu Thr Glu Met Pro Arg 


Gly Asp Arg Gin 


130 








135 


140 




Leu Arg 


Thr 


Ala 


He 


Val His Tyr Ser Arg Glu 


val Ala Phe Ala 


Ala 


145 








150 155 




160 


Ala Glu 


Val 


Tyr 


Ala 


Arg Ala Ala Glu Arg Arg 


Gly Thr Trp Asp 


Glu 








165 


170 


175 




Arg Leu 


Glu 


Ser 


Leu 


Val Val Asp Ala Val Val 


Arg Ala Asp Ala Asp 




180 




185 


190 




Glu Gin 


Leu 


He 


Ser 


Arg Ala Ser Thr Leu Gly 


Trp Arg Pro Gly 


He 




195 






200 


205 




Asn Leu 


Cys 


Val 


Val 


Val Gly Arg Ala Pro Thr 


Thr Glu His Glu 


Leu 


210 








215 


220 




His Val 


Leu Arg 


Arg 


Asp Gly Glu Arg Met Gin 


Met Thr Val Leu 





225 230 235 

<210> 2167 
<211> 325 
<212> DNA 

<213> Homo sapiens 
<400> 2167 

accggtgcag tttgtgaggg gttggtgacg cccgatcggg aggttcacgc cgtcacggcg 
60 

catccacatt atcccgactg gaagatctcg ccaggttacg gacagtggtc gcgtagcgaa 
120 

cagatcgaca gtgtgactgt gacgcgagtc agacacttcg tcccgcggcg tcccacggcg 
180 

attcttcgag cggtgtctga ggtgacgttc gggttgcgtc tctgcgccgt ccgttggcga 
240 

agcaccgcgg cgattgtggc tgtgtcgccg gccttgctct cgacgcggtc gcgcgggtcg 
300 

tgcgctgatc tcccacagca taccc 
325 
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<210> 2168 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2168 



Thr Gly 


Ala 


Val 


Cys Glu Gly Leu Val Thr Pro Asp Arg Glu 


Val His 


1 






5 10 






15 


Ala Val 


Thr 


Ala 


His Pro His Tyr Pro Asp Trp Lys 


He 


Ser 


Pro Gly 






20 


25 




30 




Tyr Gly 


Gin 


Trp 


Ser Arg Ser Glu Gin lie Asp Ser 


Val 


Thr 


Val Thr 




35 




40 


45 






Arg Val 


Arg 


His 


Phe Val Pro Arg Arg Pro Thr Ala 


lie 


Leu 


Arg Ala 


50 






55 60 








Val Ser 


Glu 


Val 


Thr Phe Gly Leu Arg Leu Cys Ala 


Val 


Arg 


Trp Arg 


65 






70 75 






80 


Ser Thr 


Ala 


Ala 


He Val Ala Val Ser Pro Ala Leu 


Leu 


Ser 


Thr Arg 








85 90 






95 


Ser Arg 


Gly 


Ser 


Cys Ala Asp Leu Pro Gin His Thr 












100 


105 









<210> 2169 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<400> 2169 

gaggacgcct acgtgctcat cacccagggc aagatctcgg cgatcgccga cgtcctgccg 
60 

atcctggaga aggtcgtcaa ggccggcaag ccgctgctcg tcatcgccga ggacatcgac 
120 

ggggaggccc tgtccaccct cgtcgtcaat aagatccgcg gtaccttcag ctcggtggca 
180 

gtcaaggcgc ccggcttcgg tgaccgccgc aaggcaatgc tgcaggacat cgccaccctc 
240 

accggtggtc aggtcgtcgc tcccgaggtt gggctcaagc tcgaccaggt gggcctcgag 
300 

gttcagggc 
309 

<210> 2170 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 2170 

Glu Asp Ala Tyr Val Leu He Thr Gin Gly Lys He Ser Ala He Ala 

15 10 15 

Asp Val Leu Pro He Leu Glu Lys Val Val Lys Ala Gly Lys Pro Leu 

20 25 30 

Leu Val He Ala Glu Asp He Asp Gly Glu Ala Leu Ser Thr Leu Val 

35 40 45 

Val Asn Lys He Arg Gly Thr Phe Ser Ser Val Ala Val Lys Ala Pro 
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50 55 60 

Gly Phe Gly Asp Arg Arg Lys Ala Met Leu Gin Asp He Ala Thr Leu 
65 70 75 80 

Thr Gly Gly Gin Val Val Ala Pro Glu Val Gly Leu Lys Leu Asp Gin 

85 90 95 

Val Gly Leu Glu Val Gin Gly 

100 

<210> 2171 

<211> 518 

<212> DNA 

<213> Homo sapiens 



<400> 2171 

cgcgtaatgt gtattaaggt ccttggtggc 
60 

atcatcaaag tttcagtgaa ggaagcaatt 
120 

cattcagctg tggtagtgcg taccagaaaa 
180 

cgttttgatc gcaacgcagc ggttatcttg 
240 

atctttggcc ctgtaacccg tgagcttcga 
300 

gcgccagaag tactgtaagg aaccgaaaat 
360 

aattgttatt gccggtaaag ataaaggtaa 
420 

cggtaaagta attattgaag gtgtaaatgt 
480 

agcgggcgtg gaaggcggaa tcattgaaca 
518 



tcgcatcgcc gttatgcagc aatcggtgat 
cctcgcggaa aaattaaaaa aggtaatgtt 
ggtgtacgtc gtcccgatgg ttctgttatt 
aatgcaaaca accagccagt cggtacacgt 
aatgaaaatt tcatgaagat tgtttcactg 
ggcagcaaaa ataaaacgtg acgatgaagt 
aactgggaaa gtttctcaag ttttaactaa 
tcaaaagaaa caccaaaaac caaaccctca 
gaatgcat 



<210> 2172 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 2172 

Arg Val Met Cys He Lys Val Leu Gly Gly Ser His Arg Arg Tyr Ala 

15 10 15 

Ala He Gly Asp He He Lys Val Ser Val Lys Glu Ala He Pro Arg 

20 25 30 

Gly Lys He Lys Lys Gly Asn Val His Ser Ala Val Val Val Arg Thr 

35 40 45 

Arg Lys Gly Val Arg Arg Pro Asp Gly Ser Val He Arg Phe Asp Arg 

50 55 60 

Asn Ala Ala Val He Leu Asn Ala Asn Asn Gin Pro Val Gly Thr Arg 
65 70 75 80 

He Phe Gly Pro Val Thr Arg Glu Leu Arg Asn Glu Asn Phe Met Lys 

85 90 95 

He Val Ser Leu Ala Pro Glu Val Leu 

100 105 



1611 



WO 00/58473 



PCT/USOO/08621 



<210> 2173 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<400> 2173 

nntggggaag aaatgccggt gcatgcactt tgtgcagcat taggtgcagg ggtgatgcag 
60 

cgggcgcgtg ccttttgcgg cggggtttcg agcattcatc tggtgcatgc attttcgcat 
120 

gcatttcttg tatcctcgtc atgcgtttct ccccatgcac acacattatc gcctttgcac 
180 

ccgcagggac gcatggaata cctcgtgaaa tggaagggat ggtcgcagaa gtacagcaca 
240 

tgggaaccgg aggaaaacat cctggatgct cgcttgctcg cagcctttga ggaaagggaa 
300 

agagagatgg agctctatgg ccccaaaaag cgtggaccca agcccaaaac cttcctcctc 
360 

aaagcgcagg ccaaggcaaa ggccaaaact tacgagtttc gaagtgactc agccaggggc 
420 

atccggatcc cctaccctgg ccgctcgccc caggacctgg cctccacttc ccggg 
475 

<210> 2174 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<400> 2174 



Xaa Gly 


Glu 


Glu 


Met 


Pro 


val 


His 


Ala 


Leu 


Cys 


Ala Ala Leu Gly 


Ala 


1 






5 










10 






15 




Gly Val 


Met 


Gin 


Arg 


Ala 


Arg 


Ala 


Phe 


Cys 


Gly 


Gly Val Ser Ser 


He 






20 










25 








30 




His Leu 


Val 


His 


Ala 


Phe 


Ser 


His 


Ala 


Phe 


Leu 


Val 


Ser Ser Ser 


Cys 




35 










40 










45 




Val Ser 


Pro 


His 


Ala 


His 


Thr 


Leu 


Ser 


Pro 


Leu 


His 


Pro Gin Gly 


Arg 


50 










55 










60 






Met Glu 


Tyr 


Leu 


val 


Lys 


Trp 


Lys 


Gly 


Trp 


Ser 


Gin 


Lys Tyr Ser 


Thr 


65 








70 










75 






80 


Trp Glu 


Pro 


Glu 


Glu 


Asn 


He 


Leu 


Asp 


Ala 


Arg 


Leu 


Leu Ala Ala 


Phe 








85 










90 






95 




Glu Glu 


Arg 


Glu 


Arg 


Glu 


Met 


Glu 


Leu 


Tyr 


Gly 


Pro 


Lys Lys Arg 


Gly 






100 










105 








110 




Pro Lys 


Pro 


Lys 


Thr 


Phe 


Leu 


Leu 


Lys 


Ala 


Gin 


Ala 


Lys Ala Lys 


Ala 




115 










120 










125 




Lys Thr 


Tyr 


Glu 


Phe 


Arg 


Ser 


Asp 


Ser 


Ala 


Arg 


Gly He Arg He 


Pro 


130 










135 










140 






Tyr Pro 


Gly 


Arg 


Ser 


Pro 


Gin 


Asp 


Leu 


Ala 


Ser 


Thr 


Ser Arg 





145 150 155 

<210> 2175 

<211> 462 

<212> DNA 

<213> Homo sapiens 
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<400> 2175 

cgcgacaccc tctttggtgg gcgccttcct tctccgaatt cgcgaaccct ccagactctg 
60 

gcccaggagg ttgtcgagcg tggagccgat atcggcattg ccactgatgg tgacgcagac 
120 

cgcctcggta tcattgacga ccaggggcat ttcttgcatc ccaaccagat cctcgtattg 
180 

ctgtacacct accttctgga ggacaaggga tggcaggtgc cctgcgtgcg taacctcgcg 
240 

acgacccacc tgcttgaccg tgtcgccgag gcccacgggc agacctgtta cgaggtaccg 
300 

gtcggattta agtgggtgtc gtccaagatg gccgagacca acgccgtcat cggtggtgag 
360 

tcctccggtg gtttgaccgt ccaggggcat attgcaggca aggatggtgt ctatgctggc 
420 

accctgctgg tggaaatgat cgccaagcgg ggtaagaagc tt 
462 

<210> 2176 

<211> 154 

<212> PRT 

<213> Homo sapiens 

<400> 2176 



Arg 


Asp 


Thr 


Leu 


Phe Gly Gly 


Arg 


Leu 


Pro 


Ser 


Pro 


Asn 


Ser 


Arg 


Thr 


1 








5 






10 










15 




Leu 


Gin 


Thr 


Leu 


Ala Gin Glu 


Val 


Val 


Glu 


Arg 


Gly 


Ala 


Asp 


He 


Gly 








20 






25 










30 






He 


Ala 


Thr 


Asp 


Gly Asp Ala 


Asp 


Arg 


Leu 


Gly 


He 


He 


Asp 


ASp 


Gin 






35 






40 










45 








Gly 


His 


Phe 


Leu 


His Pro Asn 


Gin 


He 


Leu 


Val 


Leu 


Leu 


Tyr 


Thr 


Tyr 




50 






55 










60 










Leu 


Leu 


Glu 


Asp 


Lys Gly Trp 


Gin 


val 


Pro 


Cys 


Val 


Arg 


Asn 


Leu 


Ala 


65 








70 








75 










80 


Thr 


Thr 


His 


Leu 


Leu Asp Arg 


Val 


Ala 


Glu 


Ala 


His 


Gly 


Gin 


Thr 


Cys 










85 






90 










95 




Tyr 


Glu 


Val 


Pro 


Val Gly Phe 


Lys 


Trp 


val 


Ser 


Ser 


Lys 


Met 


Ala 


Glu 








100 






105 










110 






Thr 


Asn 


Ala 


Val 


He Gly Gly 


Glu 


Ser 


Ser 


Gly 


Gly 


Leu 


Thr 


Val 


Gin 






115 






120 










125 








Gly 


His 


He 


Ala 


Gly Lys Asp 


Gly 


Val 


Tyr 


Ala 


Gly 


Thr 


Leu 


Leu 


Val 




130 






135 










140 










Glu 


Met 


He 


Ala 


Lys Arg Gly 


Lys 


Lys 


Leu 















145 150 

<210> 2177 
<211> 478 
<212> DNA 

<213> Homo sapiens 
<400> 2177 

ctcgagaatc atgacggcga cgacgtgact atctccaccc gtgtgcctcg tgacggcggg 
60 
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accttggact cgattgtcgg 
120 

gacttttttg gtgtgaggtt 
180 

gatgcaccga aaccgcccct 
240 

tggccgggtg cggctgacca 
300 

gttcctgacc ctgagacgtg 
360 

gtcatcgcgg ccatgtctgg 
420 

gcgtcaggca ggcaggcatg 
478 



cgtgctggcc ggggcatcct 
tgtcggccct ggggcagatg 
gcgcaaggaa gctgtgttgg 
ggctggctcg aagtccgcga 
gcggcgtatc aaagacggcg 
ccggcgcccg cgatcagctg 
agacattcga ctatcaacct 



ggtatcagcg ggagatccac 
atcgtgccct ccttgtccac 
cgcagcgagc tgacaccgtg 
gtcgacgtct gccggtcggc 
aggatattcc ggatgccgag 
cccgtcgaat ggcaagcacg 
tgacgtcgac gcgtgcac 



<210> 2178 

<211> 146 

<212> PRT 

<213> Homo sapiens 



<400> 2178 

Leu Glu Asn His Asp Gly Asp Asp 

1 5 
Arg Asp Gly Gly Thr Leu Asp Ser 

20 

Ser Trp Tyr Gin Arg Glu He His 

35 40 
Gly Pro Gly Ala Asp Asp Arg Ala 

50 55 
Pro Pro Leu Arg Lys Glu Ala Val 
65 70 
Trp Pro Gly Ala Ala Asp Gin Ala 

85 

Leu Pro Val Gly Val Pro Asp Pro 
100 

Gly Glu Asp He Pro Asp Ala Glu 
115 120 
Arg Pro Arg Ser Ala Ala Arg Arg 

130 135 
Gin Ala 
145 



Val Thr He 


Ser 


Thr 


Arg 


Val 


Pro 


10 








15 




He Val Gly 


Val 


Leu 


Ala 


Gly 


Ala 


25 






30 






Asp Phe Phe 


Gly Val 


Arg 


Phe 


Val 






45 








Leu Leu Val 


His 


Asp 


Ala 


Pro 


Lys 




60 










Leu Ala Gin 


Arg 


Ala 


Asp 


Thr 


Val 


75 










80 


Gly Ser Lys 


Ser 


Ala 


Ser 


Arg 


Arg 


90 








95 




Glu Thr Trp 


Arg Arg 


He 


Lys 


Asp 


105 






110 






Val He Ala 


Ala 


Met 


Ser 


Gly 


Arg 






125 








Met Ala Ser 


Thr 


Ala 


Ser 


Gly 


Arg 



140 



<210> 2179 
<211> 296 
<212> DNA 
<213> Homo 

<400> 2179 
gtgcacttcc 
60 

aagacgtcga 
120 

tccgtcgttc 
180 



sapiens 

gagtggacgt 
tgctgcagga 
aggagatggg 



cgagcgtcgc 
tctggacngc 
acgcctggcc 



attaacgggg 
gaccgcgcga 
aacgtgccga 



ccggcgcggt 
tggagatcga 
cgcccacgct 



gggcgcacac 
cccgctcgtc 
cgatgtcgtg 
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ctcccactga tcaagcaacg tgaattcatg acgaagccgg atgccgtggc ggccgcgcag 
240 

gaacgtctgg ctaaagcggc ataaaccagc cgccgaaacc agcggcataa cgcggn 
296 

<210> 2180 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 2180 

Val His Phe Arg Val Asp Val Glu Arg Arg lie Asn Gly Ala Gly Ala 

1 " 5 10 15 

Val Gly Ala His Lys Thr Ser Met Leu Gin Asp Leu Asp Xaa Asp Arg 

20 25 30 

Ala Met Glu He Asp Pro Leu Val Ser Val Val Gin Glu Met Gly Arg 

35 40 45 

Leu Ala Asn Val Pro Thr Pro Thr Leu Asp Val Val Leu Pro Leu He 

50 55 60 

Lys Gin Arg Glu Phe Met Thr Lys Pro Asp Ala Val Ala Ala Ala Gin 
65 70 75 80 

Glu Arg Leu Ala Lys Ala Ala 

85 

<210> 2181 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 2181 

ngcgcgccgg gatggatcat agtctggctc gatgcatcac gtgcgcgcat gcgcgcgctg 
60 

tcgattcccg acggcatgat cgcggcactc gaccgtaccg gcaaggcgca aacgcacctc 
120 

acgctggcat cgccggaagc gggtgtcgtc agcgaactga acgtgcgcga cggtgcgatg 
180 

gtcgcgccgg ggcagacgct cgcgaagatt tcgggcctct cgaagctctg gctgatcgtc 
240 

gagattccgg aagcgctcgc gctcgatgcg cgtccgggca tgaccgtcga cgcgacgttc 
300 

tcgggcgatc cgacgcagca tttcaccggg cgtatccgcg agatcctgcc gggcatcacc 
360 

accagtagcc gcacgcttca ggcgcgc 
387 

<210> 2182 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 2182 

Xaa Ala Pro Gly Trp He He Val Trp Leu Asp Ala Ser Arg Ala Arg 

15 10 15 

Met Arg Ala Leu Ser He Pro Asp Gly Met He Ala Ala Leu Asp Arg 
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20 25 30 

Thr Gly Lys Ala Gin Thr His Leu Thr Leu Ala Ser Pro Glu Ala Gly 

35 40 45 

Val Val Ser Glu Leu Asn Val Arg Asp Gly Ala Met Val Ala Pro Gly 

50 55 60 

Gin Thr Leu Ala Lys lie Ser Gly Leu Ser Lys Leu Trp Leu lie Val 
65 70 75 80 

Glu lie Pro Glu Ala Leu Ala Leu Asp Ala Arg Pro Gly Met Thr Val 

85 90 95 

Asp Ala Thr Phe Ser Gly Asp Pro Thr Gin His Phe Thr Gly Arg lie 

100 105 110 

Arg Glu lie Leu Pro Gly lie Thr Thr Ser Ser Arg Thr Leu Gin Ala 
115 120 125 

Arg 



<210> 2183 
<211> 310 
<212> DNA 

<213> Homo sapiens 
<400> 2183 

aagcttgaaa aacaaatttg tgcacagtct gataacccaa aaatgactga tggattggct 
60 

ctgcattttc caagcaggga ggggtcgggc atggagaatg aaacattctg agaaaagact 
120 

taaatgtgga aacttttggt tcaagagggt attctaggag atacaagaaa tatctcctgg 
180 

gggcatccaa agggaataac actgtaatct tgagtgatgt atggttccat tgcccgagga 
240 

atagggatga aaaccataaa ctcctttggg tgggtattaa cttatcantc aaagttacca 
300 

tanataatgg 
310 

<210> 2184 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2164 

Met Val Thr Leu Xaa Asp Lys Leu lie Pro Thr Gin Arg Ser Leu Trp 

15 10 15 

Phe Ser Ser Leu Phe Leu Gly Gin Trp Asn His Thr Ser Leu Lys lie 

20 25 30 

Thr Val Leu Phe Pro Leu Asp Ala Pro Arg Arg Tyr Phe Leu Tyr Leu 

35 40 45 

Leu Glu Tyr Pro Leu Glu Pro Lys Val Ser Thr Phe Lys Ser Phe Leu 

50 55 60 

Arg Met Phe His Ser Pro Cys Pro Thr Pro Pro Cys Leu Glu Asn Ala 
65 70 75 80 

Glu Pro He His Gin Ser Phe Leu Gly Tyr Gin Thr Val His Lys Phe 

85 90 95 

Val Phe Gin Ala 
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100 

<210> 2165 

<211> 723 

<212> DNA 

<213> Homo sapiens 

<400> 2185 

ngaatatcca tgcagcagct cgtcgacaat tttgacggtg ccatccctga cgatcttgac 
60 

tctcttgtga ccctgcccgg agtcggtcgt aagaccgcca atgttgtttt aggtaatgcc 
120 

ttcggcatcc ccggaatcac cccggacacc cacgtcatgc gggtatctcg acgtctgggc 
180 

tggaccgatg cgactacccc cgccaaggtg gaaaccgacc tggctgagct ttttgacccg 
240 

tctgaatggg tgatgttgtg tcaccgcctc atctggcacg ggcggcggcg ctgtcactcg 
300 

cggcgtcctg cctgcggggt atgcccggtt gccgagtggt gcccgtcctt cggggaaggc 
360 

ccaacggatc ccgaggaggc cgccacgtta gtccgggagc cgcgtcgatg agggggatga 
420 

acgttttcgg cgcggtgatg gccgccttga tgtttgctgg ctgcggggga gatgcgggca 
480 

tagctcatca gcgtgaaaat gccggaatac cggggtgctc gcatttgccg tcggggccga 
540 

ttgcgaaaag ttccgggccg gccacagagg gccggcccat gcccgatcac ggcttgcaat 
600 

gccttggtga ggggccgacg atctccatgt ctcgggcgac atcgaggggc gtgaccgtcg 
660 

tgacgatctg ggcgtcgtgg tgtcgaccat gtcgtagtga ggctccgctc attgcgaacg 

720 

cgt 

723 

<210> 2186 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 2186 

Xaa lie Ser Met Gin Gin Leu Val Asp Asn Phe Asp Gly Ala He Pro 

15 10 15 

Asp Asp Leu Asp Ser Leu Val Thr Leu Pro Gly Val Gly Arg Lys Thr 

20 25 30 

Ala Asn Val Val Leu Gly Asn Ala Phe Gly He Pro Gly He Thr Pro 

35 40 45 

Asp Thr His Val Met Arg Val Ser Arg Arg Leu Gly Trp Thr Asp Ala 

50 55 60 

Thr Thr Pro Ala Lys Val Glu Thr Asp Leu Ala Glu Leu Phe Asp Pro 
65 70 75 80 

Ser Glu Trp Val Met Leu Cys His Arg Leu He Trp His Gly Arg Arg 

85 90 95 

Arg Cys His Ser Arg Arg Pro Ala Cys Gly Val Cys Pro Val Ala Glu 
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100 105 110 

Trp Cys Pro Ser Phe Gly Glu Gly Pro Thr Asp Pro Glu Glu Ala Ala 

115 120 125 

Thr Leu Val Arg Glu Pro Arg Arg 
130 135 

<210> 2187 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<400> 2187 

nnacgcgtga aggatgcgcc ccggtcgacc ggccatccgt cttgcctcgc aggcatccag 
60 

cccgccatat gctgcaaccg caacaccgct ttgccgtcgc atggcatctc cactccggat 
120 

cgcatcgatc cacgagggct atcggcgcga aagaagttgc cggggcaaaa tcccggcgag 
180 

gaaagcccga tggagtggaa gacgctgctc aacgacaccc gcttcggagg ggtcgccagc 
240 

ctcgatggga cgcgcggacg gtcggagttc cagaaggacc acgaccggat catcttctcc 
300 

gaagccttcc gcaagctggg ccgcaagacc caggtgcacc eg 
342 

<210> 2188 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<400> 2188 

Met Glu Trp Lys Thr Leu Leu Asn Asp Thr Arg Phe Gly Gly Val Ala 

15 10 15 

Ser Leu Asp Gly Thr Arg Gly Arg Ser Glu Phe Gin Lys Asp His Asp 

20 25 30 

Arg He He Phe Ser Glu Ala Phe Arg Lys Leu Gly Arg Lys Thr Gin 

35 40 45 

Val His Pro 
50 

<210> 2189 

<211> 1412 

<212> DNA 

<213> Homo sapiens 

<400> 2189 

ntegcttcat ggtgcgcaat tacgacaacg ccaagtctca gaatgecgag gcttacaccg 
60 

cgttcttcca cgegatgeta gatgeegggg tcaacctgcc gccatcgtgc tttgaggect 
120 

ggttcctctc ggacgctcac gacgacgaag ctttcgaggt tttccgcgcc gccctgccga 
180 

gggctgccca ggcggctgcc caggtgatca gtgectgaca ccgggctgac ttcgcaggtc 
240 
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atcgaggcaa tctgtgcctg gttcgacgcc aacggacgcg atctgccgtg gcgccgaccc 
300 

ggcacctccg cgtggggcgt gcttgttagc gaggtcatga gccaacagac cccgatgtcc 
360 

cgggtgatcg ggccgtggca cgagtggatg aaccgctggc ccacccctga tgatttggcg 
420 

gaggaggact ctggggaagc ggttgccgcg tgggggcgcc tgggttaccc gcgtcgggcc 
480 

ttacgcctgc attcctgtgc cgtcacgatc gccaccgagc acgacggggg tgtgcccaac 
540 

agtgacgacg agctcgtcgc cctcccgggt attggcgact acaccgcgag cgcagtcgtc 
600 

tcttttgcgt ttggcggccg cgccacagtg cttgacacca atgtacgtcg cctcatcgct 
660 

agagcagagt ctgggatcgc aaactgtcca acctcggtga cgagggctga gcgggtagtc 
720 

gccgacgcgt tggttcccga cgaagacgtc cgagcggcca agtgggcggt ggcgtcgatg 
780 

gaattggggg cactggtatg cacggcgcgg tctccgcagt gtgaggtctg cccgatccgg 
840 

gatggctgca ggtgggtgat cgacggtagg ccggacaatg ccccggcccg tcgaggacag 
900 

ccatggaagg gcacggatcg ccagtgccgc ggcgtgatta tggacgtggt gcgcaacagc 
960 

cctcacgggg tgaaggtcca gatggctctt tccgcctggc ccgagctcga tcaggcatca 
1020 

aggtgcctgg aatccttact cgatgacggt ttagtgcacc gacgaggtaa ccttattagc 
1080 

ctgtgacctg agaaattctt ggccccgacc acccaaacag accgagtcca gcagtgatgc 
1140 

cgctgggtta tccttagagg cggtcctcaa attggatcag ccaaaccacg tcaccgatca 
1200 

agacaccatg agcacaacac ccaaacagcc gcgcacggcg acagctgccc gacgccgaca 
1260 

cattgtcgac catctgcgtt ctttggggca ctcggagtcc atcggagatc tttaccaact 
1320 

gttcggtgtc tctacatcga cgattcgccg cgatgtcgat gccctctcgg atgaatccaa 
1380 

gatctggaag atttccgggg gagacgtcat ga 
1412 

<210> 2190 

<211> 292 

<212> PRT 

<213> Homo sapiens 

<400> 2190 

Ser Val Pro Asp Thr Gly Leu Thr Ser Gin Val lie Glu Ala He Cys 

15 10 15 

Ala Trp Phe Asp Ala Asn Gly Arg Asp Leu Pro Trp Arg Arg Pro Gly 

20 25 30 

Thr Ser Ala Trp Gly Val Leu Val Ser Glu Val Met Ser Gin Gin Thr 

35 40 45 

Pro Met Ser Arg Val He Gly Pro Trp His Glu Trp Met Asn Arg Trp 
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50 

Pro Thr Pro Asp 
65 

Ala Tip Gly Arg 

Cys Ala Val Thr 

100 

Asp Asp Glu Leu 
115 

Ala Val Val Ser 
130 

Asn Val Arg Arg 
145 

Pro Thr Ser Val 

Pro Asp Glu Asp 

180 

Leu Gly Ala Leu 
195 

Pro lie Arg Asp 
210 

Ala Pro Ala Arg 
225 

Arg Gly Val He 

Val Gin Met Ala 

260 

Cys Leu Glu Ser 
275 

Leu He Ser Leu 
290 



55 

Asp Leu Ala Glu 
70 

Leu Gly Tyr Pro 
85 

He Ala Thr Glu 

Val Ala Leu Pro 

120 

Phe Ala Phe Gly 
135 

Leu He Ala Arg 
150 

Thr Arg Ala Glu 
165 

Val Arg Ala Ala 

Val Cys Thr Ala 

200 

Gly Cys Arg Trp 
215 

Arg Gly Gin Pro 
230 

Met Asp Val Val 
245 

Leu Ser Ala Trp 

Leu Leu Asp Asp 
280 





60 


f5l ii Sen Cpr 
vXU nsy <jci 




75 




ft vcr S 51 3 
Aivj niy nia 




90 




His Asp Gly 


Gly 






v»iy lie ijiy 


ASp 


Giy Arg Aia 


xnr 






Ala giu ser 


Pi IF 

vjiy 


'ICC 

13 3 




Arg Val val 


Ala 


170 




Lys Trp Ala 


Val 


185 




Arg Ser Pro 


Gin 


Val He Asp 


Gly 




220 


Trp Lys Gly 


Thr 


235 




Arg Asn Ser 


Pro 


250 




Pro Glu Leu 


Asp 


265 




Gly Leu Val 


His 



Glu Ala val Ala 

80 

Arg Leu His Ser 
95 

Val Pro Asn Ser 
110 

Tyr Thr Ala Ser 
125 

Val Leu Asp Thr 

He Ala Asn Cys 
160 

Asp Ala Leu Val 
175 

Ala Ser Met Glu 
190 

Cys Glu Val Cys 
205 

Arg Pro Asp Asn 

Asp Arg Gin Cys 

240 

His Gly Val Lys 
255 

Gin Ala Ser Arg 
270 

Arg Arg Gly Asn 
285 



<210> 2191 

<211> 502 

<212> DNA 

<213> Homo sapiens 



<400> 2191 
nnacgcgtcg 
60 

gactcccttg 
120 

tacattgaat 
180 

agagtattgc 
240 

cgcgaggagg 
300 

gccgccggaa 
360 

aacctcaagt 
420 

cgtgccgaga 
480 



agaatctcta 
acgacgacac 
cccgttcaat 
tgaatctagc 
ccctcgagat 
aagtgcgtcg 
ccggcctgtg 
tcacgaaata 



ctcctgcccg 
catttccggg 
cctgaacggc 
cgacatgacc 
tcttcgcagc 
ccactttttc 
tcccgaagac 
ctcctgggcc 



aacaacgtcc 
ggtagcccac 
gttcaggacg 
gaacgcggcc 
agtgatgatg 
gataaccggg 
tgctcctatt 
gatccgcaga 



ggcttcgtca 
attggtgctg 
tctccagtct 
tgagggggga 
agctcatgtc 
ttcgcctcaa 
gctcgcagcg 
aggtacacga 



ggctcacgat 
cctcatggac 
cggaaggacc 
gtccattacc 
aatcatcgcc 
ctacctggtc 
tctgggatcg 
cgccgtcgag 
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gctgggattg ccggtggtgc ac 
502 

<210> 2192 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 2192 

Leu Asn Leu Ala Asp Met Thr Glu Arg Gly Leu Arg Gly Glu Ser lie 

15 10 15 

Thr Arg Glu Glu Ala Leu Glu He Leu Arg Ser Ser Asp Asp Glu Leu 

20 25 30 

Met Ser He He Ala Ala Ala Gly Lys Val Arg Arg His Phe Phe Asp 

35 40 45 

Asn Arg Val Arg Leu Asn Tyr Leu Val Asn Leu Lys Ser Gly Leu Cys 

50 55 60 

Pro Glu Asp Cys Ser Tyr Cys Ser Gin Arg Leu Gly Ser Arg Ala Glu 
65 70 75 80 

lie Thr Lys Tyr Ser Trp Ala Asp Pro Gin Lys Val His Asp Ala Val 

85 90 95 

Glu Ala Gly He Ala Gly Gly Ala 
100 

<210> 2193 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<400> 2193 

ccatggggaa tgcagagcac ggacagtcac acagactgtc ctctctggcc ttctggaccc 
60 

aacatactcc tcttgccaac tgggtattac tggaccttac tgggccttac tggacccaac 
120 

atactcctct tgccaactgg ggatttaaaa attttaaaag cccctttatc tccctccaca 
180 

agtcatgtac tgccaacagg gacacactgt tttctttgga aaccctgctg tgtgcccaga 
240 

cagaggtccc actgccctgg gacagctccc ttgcctanag gggaaggagg gtgtgtgtgc 
300 

tgtgtgtgtt taggttgggg a 
321 

<210> 2194 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 2194 

Met Gly Asn Ala Glu His Gly Gin Ser His Arg Leu Ser Ser Leu Ala 

15 10 15 

Phe Trp Thr Gin His Thr Pro Leu Ala Asn Trp Val Leu Leu Asp Leu 

20 25 30 

Thr Gly Pro Tyr Trp Thr Gin His Thr Pro Leu Ala Asn Trp Gly Phe 
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35 

Lys Asn Phe Lys 
SO 

Asn Arg Asp Thr 
65 

Glu Val Pro Leu 

Val Cys Val Leu 

100 



40 

Ser Pro Phe He 
55 

Leu Phe Ser Leu 
70 

Pro Trp Asp Ser 
85 

Cys Val Phe Arg 



Ser Leu His Lys 

60 

Glu Thr Leu Leu 
75 

Ser Leu Ala Xaa 

90 
Leu Gly 
105 



45 

Ser Cys Thr Ala 

Cys Ala Gin Thr 
80 

Arg Gly Arg Arg 
95 



<210> 2195 

<211> 504 

<212> DNA 

<213> Homo sapiens 



<400> 2195 
nacgcgtctc 
60 

gacggtgtgg 
120 

ctgggtgtgc 
180 

gcacgaggcc 
240 

gaatgcgtga 
300 

gacatggcgt 
360 

actgcgcggc 
420 

cgggtggacc 
480 

cccttgggtt 
504 



cctacatcaa 
cacaccccaa 
gtctggtact 

tggtgccgta 

tcgatgctgt 
cttcgccaat 
cgatcggcgt 
gcaagggcat 
actcgcccac 



tgcccaccgc 
ctttggcaat 
ggtccacggt 
ttaccacaag 
cgggcaactg 
gcagggttcg 
gctcgacggt 
caaccgcctg 
cggt 



gattgcacct 
atcgtccacg 
tcgcgcccgc 
ggcatgcgtg 
cgcattgcga 
cgtctgcgcg 
gtggattttc 
ctcgatgagc 



ttgttgtcat 
acctggtgct 
agatcgacag 
tcaccgatgc 
ttgaagcgcg 
tagccagcgg 
accataccgg 
gctcgattgt 



gctccctggc 
gttgcacagc 
ccgccttgag 
atcaacgctc 
cttgtcgatg 
caacctggtc 
cgaagtgcgc 
gctgctgtcg 



<210> 2196 

<211> 168 

<212> PRT 

<213> Homo sapiens 



<400> 2196 

Xaa Ala Ser Pro Tyr lie Asn Ala His Arg Asp Cys Thr Phe Val Val 

15 10 15 

Met Leu Pro Gly Asp Gly Val Ala His Pro Asn Phe Gly Asn He Val 

20 25 30 

His Asp Leu Val Leu Leu His Ser Leu Gly Val Arg Leu Val Leu Val 

35 40 45 

His Gly Ser Arg Pro Gin He Asp Ser Arg Leu Glu Ala Arg Gly Leu 

50 55 60 

Val Pro Tyr Tyr His Lys Gly Met Arg Val Thr Asp Ala Ser Thr Leu 
65 70 75 80 

Glu Cys Val He Asp Ala Val Gly Gin Leu Arg He Ala He Glu Ala 

85 90 95 

Arg Leu Ser Met Asp Met Ala Ser Ser Pro Met Gin Gly Ser Arg Leu 
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100 

Arg Val Ala Ser Gly 
115 

Asp Gly Val Asp Phe 
130 

Lys Gly He Asn Arg 
145 

Pro Leu Gly Tyr Ser 

165 

<210> 2197 
<211> 351 
<212> DNA 

<213> Homo sapiens 
<400> 2197 

acaagtccgt cgacgattcg ctttccggag gcgggcccag gaatggtaat gaaacccgag 
60 

ttatggggcc ctgcgctcga cgagattgcc gcgggaaaac gtgccggagg ggctgaacag 
120 

ttagattccg cagtgcagca catccacggt gctactcacg ataaactgtc cggtgctgtt 
180 

ccgaaacgct acgatggtcg ggatgtcttg gcaggcgagg acccgaatgc accgttgctg 
240 

cttgtgccta gcccggctgg tgcagtgttt agtcaaaata aggcacaagc ctggtccaat 
300 

gaagaccaca ttgtfctttgc ctgtgggcgc tatgaaggta ttgatcaacg c 
351 

<210> 219B 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 2198 



Thr 


Ser 


Pro 


Ser 


Thr 


He 


Arg 


Phe 


Pro 


Glu 


Ala Gly 


Pro Gly 


Met 


Val 


1 








5 










10 










15 




Met 


Lys 


Pro 


Glu 
20 


Leu 


Trp 


Gly 


Pro 


Ala 
25 


Leu 


Asp 


Glu 


He 


Ala 
30 


Ala 


Gly 


Lys 


Arg 


Ala 
35 


Gly 


Gly 


Ala 


Glu 


Gin 
40 


Leu 


Asp 


Ser 


Ala 


Val 
45 


Gin 


His 


He 


His 


Gly 
50 


Ala 


Thr 


His 


Asp 


Lys 
55 


Leu 


Ser 


Gly 


Ala 


Val 
60 


Pro 


Lys 


Arg 


Tyr 


Asp 


Gly 


Arg 


Asp 


Val 


Leu 


Ala 


Gly 


Glu 


Asp 


Pro 


Asn 


Ala 


Pro 


Leu 


Leu 


65 










70 










75 










80 


Leu 


Val 


Pro 


Ser 


Pro 
85 


Ala 


Gly 


Ala 


Val 


Phe 
90 


Ser 


Gin 


Asn 


Lys 


Ala 

95 


Gin 


Ala 


Trp 


Ser 


Asn 


Glu 


Asp 


His 


He 


Val 


Phe 


Ala 


Cys 


Gly Arg 


Tyr 


Glu 








100 










105 










110 






Gly 


lie 


Asp 


Gin 


Arg 

























115 



<210> 2199 
<2H> 457 



105 

Asn Leu Val Thr Ala Arg 
120 

His His Thr Gly Glu Val 
135 

Leu Leu Asp Glu Arg Ser 
150 155 
Pro Thr Gly 



110 

Pro He Gly Val Leu 
125 

Arg Arg Val Asp Arg 
140 

He Val Leu Leu Ser 

160 
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<212> DNA 

<213> Homo sapiens 
<400> 2199 

agacgccggc cgccaagatc tgcatcccta ggccacgcta agaccctggg gaagagcgca 
60 

ggagcccggg agaagggctg gaaggagggg actggacgtg cggagaattc ccccctaaaa 
120 

ggcagaagcc cccgccccca ccctccgagc tccgttcggg cagagcgcct gcctgcctgc 
180 

cgttgctggg ggcgcccacc tcgcccagcc atgccaggcc cggccaccga cgcggggaag 

240 

atccctttct gcgacgccaa ggaagaaatc cgtgccgggc tcgaaagctc tgagggcggc 
300 

ggcggcccgg agaggccagg cgcgcgcggg cagcggcaga acatcgtctg gaggaatgtc 
360 

gtcctgatga gcttgctcca cttgggggcc gtgtactccc tggtgctcat ccccaaagcc 
420 

aagccactca ctctgctctg gggtaagtcc cgccggc 
457 

<210> 2200 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 2200 



Arg 


Arg 


Arg Pro Pro 


Arg 


Ser 


Ala 


Ser 


Leu Gly His 


Ala Lys Thr Leu 


1 




5 










10 


15 


Gly 


Lys 


Ser Ala Gly 


Ala 


Arg 


Glu 


Lys 


Gly Trp Lys 


Glu Gly Thr Gly 


20 








25 




30 


Arg 


Ala 


Glu Asn Ser 


Pro 


Leu 


Lys 


Gly 


Arg Ser Pro 


Arg Pro His Pro 




35 






40 






45 


Pro 


Ser 


Ser Val Arg 


Ala 


Glu 


Arg 


Leu 


Pro Ala Cys 


Arg Cys Trp Gly 




50 






55 






60 




Arg 


Pro 


Pro Arg Pro 


Ala 


Met 


Pro 


Gly 


Pro Ala Thr Asp Ala Gly Lys 


65 






70 








75 


80 


lie 


Pro 


Phe Cys Asp 


Ala 


Lys 


Glu 


Glu 


He Arg Ala 


Gly Leu Glu Ser 






85 










90 


95 


Ser 


Glu 


Gly Gly Gly 


Gly 


Pro 


Glu 


Arg 


Pro Gly Ala Arg Gly Gin Arg 






100 








105 




110 


Gin 


Asn 


lie Val Trp 


Arg 


Asn 


Val 


Val 


Leu Met Ser 


Leu Leu His Leu 






115 






120 






125 


Gly 


Ala 


Val Tyr Ser 


Leu 


Val 


Leu 


lie 


Pro Lys Ala 


Lys Pro Leu Thr 


130 






135 






140 




Leu 


Leu 


Trp Gly Lys 


Ser 


Arg 


Arg 








145 






150 













<210> 2201 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 2201 
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agtactgcga tggacagcta tgtcgtggat ggtggtcgca aattacatgt ttgtggtaac 
60 

aaccctgatt gcgatggtta tgaagtcgaa gaaggcgaat tcaagatcaa gggttatgat 
120 

ggtccgacta tcccatgcga taaatgtgat ggtgagatgc agcttaaaac gggtcgtttt 
190 

ggtccatatt tcgcatgtac tagctgtgac aatactcgta aggtactcaa gagtggtcaa 
240 

cctgctccgc cacgtgtaga cccaatcaaa atggagcatc tacgttcaac gaagcatgat 
300 

gatttcttcg tcttacgtga gggcgctgct ggttta 
336 

<210> 2202 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<4O0> 2202 



Ser 


Thr 


Ala 


Met 


Asp Ser Tyr Val Val Asp Gly Gly Arg 


Lys 


Leu 


His 


l 








5 10 




15 




Val 


Cys 


Gly 


Asn 


Asn Pro Asp Cys Asp Gly Tyr Glu Val 


Glu 


Glu Gly 






20 


25 


30 






Glu 


Phe 


Lys 


He 


Lys Gly Tyr Asp Gly Pro Thr lie Pro 


Cys 


Asp 


Lys 






35 




40 45 








Cys 


Asp Gly 


Glu 


Met Gin Leu Lys Thr Gly Arg Phe Gly 


Pro 


Tyr 


Phe 


50 






55 60 








Ala Cys 


Thr 


Ser 


Cys Asp Asn Thr Arg Lys Val Leu Lys 


Ser 


Gly 


Gin 


65 








70 75 






80 


Pro 


Ala 


Pro 


Pro 


Arg Val Asp Pro He Lys Met Glu His 


Leu 


Arg 


Ser 










85 90 




95 




Thr 


Lys 


His 


Asp 


Asp Phe Phe Val Leu Arg Glu Gly Ala 


Ala 


Gly 


Leu 






100 


105 


110 







<210> 2203 

<211> 273 

<212> DNA 

<213> Homo sapiens 

<400> 2203 

ctcgagagat gcagtcccag ccggggtggg aagctgtgca gacagccccg gatctgggac 
60 

gtgatggaaa actcaacaga ctggttcaga tcttggcccg gagcccagag gcaccgggga 
120 

cccccagggc tgtttctccc tggccacacc agtaccccac ttccaaatgc cctgtaggtg 
180 

accaccaggc cacacaggcc cgtctgaggg gccacaggct gtgcaccatg ggacgcaggc 
240 

ctgtccctgc ctccctccga tgtcctgatg gtg 
273 

<210> 2204 
<211> 88 
<212> PRT 
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<213> Homo sapiens 



<400> 2204 
Met Gin Ser Gin 
1 

Gly Arg Asp Gly 

20 

Pro Glu Ala Pro 
35 

Tyr Pro Thr Ser 
50 

Arg Leu Arg Gly 
65 

Ala Ser Leu Arg 



Pro Gly Trp Glu 
5 

Lys Leu Asn Arg 

Gly Thr Pro Arg 

40 

Lys Cys Pro Val 
55 

His Arg Leu Cys 
70 

Cys Pro Asp Gly 
85 



Ala Val Gin Thr 
10 

Leu Val Gin He 
25 

Ala Val Ser Pro 

Gly Asp His Gin 
60 

Thr Met Gly Arg 
75 



Ala Pro Asp Leu 
IS 

Leu Ala Arg Ser 
30 

Trp Pro His Gin 
45 

Ala Thr Gin Ala 

Arg Pro Val Pro 

80 



<210> 2205 

<211> 387 

<212> DNA 

<213> Homo sapiens 



<400> 2205 
gnnnnnggng 
60 

catctgtccc 
120 

gtcgctcctg 
180 

gtctttgatc 
240 

tccgaaggag 
300 

cccgccctgt 
360 

agtgaagtgc 
387 



nnnnactggt 
actttgtgtt 
aagtggacac 
attgcaatga 
cattggcaat 
gggatttggg 
ccaggaaatt 



gtgcatggtt 
ctgcaaatac 
ctcctcctct 
gttttctgtt 
tgaagtatat 
aatcatccaa 
ggaattc 



aaaatcctgc 
agcttctggg 
tccgtcagca 
aacatcaccg 
ggacataaaa 
gcaaagacac 



aagctactgg 
atcaacagga 
aggagccgca 
aagactttat 
taaacgatcc 
gtagtcttcg 



gttgccacag 
gccggtgatt 
ctgcatggtt 
cgagcatctt 
ccggaaaaac 
ggacagatgg 



<210> 2206 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 2206 

Xaa Xaa Gly Xaa Xaa Leu Val Cys 

1 5 
Gly Leu Pro Gin His Leu Ser His 

20 

Trp Asp Gin Gin Glu Pro Val He 

35 40 
Ser Ser Ser Val Ser Lys Glu Pro 

50 55 
Cys Asn Glu Phe Ser Val Asn He 
65 70 
Ser Glu Gly Ala Leu Ala He Glu 



Met Val Lys He Leu Gin Ala Thr 

10 15 
Phe Val Phe Cys Lys Tyr Ser Phe 
25 30 
Val Ala Pro Glu Val Asp Thr Ser 

45 

His Cys Met Val Val Phe Asp His 

60 

Thr Glu Asp Phe He Glu His Leu 

75 80 
Val Tyr Gly His Lys He Asn Asp 
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85 

Pro Arg Lys Asn Pro Ala Leu Trp 
100 

Thr Arg Ser Leu Arg Asp Arg Trp 
115 120 

Phe 



90 95 
Asp Leu Gly lie lie Gin Ala Lys 
105 110 
Ser Glu Val Pro Arg Lys Leu Glu 

125 



<210> 2207 

<211> 667 

<212> DNA 

<213> Homo sapiens 



<400> 2207 
atctccaacc 
60 

cgcgagctct 
120 

atagtatcca 
180 

accccaggta 
240 

agcagcagca 
300 

atagatttca 
360 

aggtcctccg 
420 

cctgatcttc 
480 

cgcacgctgg 
540 

caggccgctg 
600 

gcagggctgg 
660 

ggcgcgc 
667 



ccgagaccct 
ccagcctgca 
aactgggacc 
gcgggcagct 
tctcagctgg 
cccggttacc 
gggtccagcc 

agatggccaa 
atggggaggc 
cagctcagct 
ccacggtgcg 



ctccaataca 
ctcactgctc 
cctgcctcgg 
cccagggacc 
gctgcagaag 
gtctccaacc 
ctcacctgcc 
cggtggcaag 
aggctccccg 
ggtggccggg 
gcgggcaggc 



gccggcttcg 
tgggaggccg 
atcctgaggg 
aatgacctgg 
atggtgattg 
cccgaaaaca 
cgcagctcga 
agcctctcca 
gcgggccccg 
tggccggccc 
cagacaccaa 



agggctacat 
tcagccagct 
acgtccacac 
cctccacacc 
agaacgatct 
aggacttgtt 
gttactcgga 
tggtggacct 
acgtcctccc 
gggcaacccc 
ccacaccagg 



cgacctgggc 
ggagcagagc 
agcactgagc 
gggctctggc 
ttccggtctg 
ttttgtcaca 
agccaacgag 
ccaggacgcc 
cacagatggg 
agtgaacctg 
cacctccgag 



<210> 2208 
<211> 222 
<212> PRT 

<213> Homo sapiens 
<400> 2208 

He Ser Asn Pro Glu Thr Leu Ser Asn Thr Ala Gly Phe Glu Gly Tyr 

15 10 15 

He Asp Leu Gly Arg Glu Leu Ser Ser Leu His Ser Leu Leu Trp Glu 

20 25 30 

Ala Val Ser Gin Leu Glu Gin Ser He Val Ser Lys Leu Gly Pro Leu 

35 40 45 

Pro Arg He Leu Arg Asp Val His Thr Ala Leu Ser Thr Pro Gly Ser 

50 55 60 

Gly Gin Leu Pro Gly Thr Asn Asp Leu Ala Ser Thr Pro Gly Ser Gly 
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65 

Ser Ser Ser lie 

Leu Ser Gly Leu 

100 

Asn Lys Asp Leu 
115 

Pro Ala Arg Ser 
130 

Met Ala Asn Gly 
145 

Arg Thr Leu Asp 

Pro Thr Asp Gly 
180 

Ala Arg Ala Thr 
195 

Ala Gly Gin Thr 
210 



70 

Ser Ala Gly Leu 
85 

lie Asp Phe Thr 

Phe Phe Val Thr 

120 

Ser Ser Tyr Ser 
135 

Gly Lys Ser Leu 
150 

Gly Glu Ala Gly 
165 

Gin Ala Ala Ala 

Pro Val Asn Leu 

200 

Pro Thr Thr Pro 
215 



75 

Gin Lys Met Val 
90 

Arg Leu Pro Ser 
105 

Arg Ser Ser Gly 

Glu Ala Asn Glu 

140 

Ser Met Val Asp 
155 

Ser Pro Ala Gly 
170 

Ala Gin Leu Val 
185 

Ala Gly Leu Ala 

Gly Thr Ser Glu 

220 



80 

lie Glu Asn Asp 
95 

Pro Thr Pro Glu 
110 

Val Gin Pro Ser 
125 

Pro Asp Leu Gin 

Leu Gin Asp Ala 

160 

Pro Asp Val Leu 
175 

Ala Gly Trp Pro 
190 

Thr Val Arg Arg 
205 

Gly Ala 



<210> 2209 
<211> 353 
<212> DNA 

<213> Homo sapiens 
<400> 2209 

ngggaagttg gtactagcct cccaaagcca 
60 

agagaaggcc atgagagaga tagcactggg 
120 

ccacagcaga agtgaccaag ctgtagcttc 
180 

cacagcagag cctgggtctg gaggcacctt 
240 

ctctatggaa gcacttaact gcctgttccc 
300 

acatgcctgg ggtctgaaat cctggattca 
3 53 



ctctcctgag tgacattgag agcatcctat 
acagatggtg tcagcagagg ggactccaga 
cttagatggc cccaagggtg ggaggcttca 
ggggatgttt ttccccatta ggcccctgag 
cgcttattct gtgtttaaac caaggaaaca 
aatcctgact gtgttgtgtg ctt 



<210> 2210 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 2210 

Met Arg Glu lie Ala Leu Gly Gin 

1 5 
Asp His Ser Arg Ser Asp Gin Ala 

20 

Gly Gly Arg Leu His Thr Ala Glu 

35 40 
Met Phe Phe Pro lie Arg Pro Leu 

50 55 
Leu Phe Pro Ala Tyr Ser Val Phe 



Met Val Ser Ala Glu Gly Thr Pro 

10 15 
Val Ala Ser Leu Asp Gly Pro Lys 
25 30 
Pro Gly Ser Gly Gly Thr Leu Gly 

45 

Ser Ser Met Glu Ala Leu Asn Cys 

60 

Lys Pro Arg Lys Gin His Ala Trp 
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65 70 75 80 

Gly Leu Lys Ser Trp lie Gin lie Leu Thr Val Leu Cys Ala 

85 90 

<210> 2211 

<211> 493 

<212> DNA 

<213> Homo sapiens 

<400> 2211 

ctgaccacat ctccgacgat cctagacctc tgttctgcat ctcggacacc accgactgct 
60 

cactgtaccc tgggactgca cagagggaaa cgattaccaa acccagagac ggggaccgga 
120 

aggaaggagg ggaaggggat ggatccatgt actttggggt tggagaaatg ggggacagca 
180 

agtctcctca acccaaatac agcccccctg ggaggctcct gccccgtctc tgtggatagt 
240 

gagcccagct gcaagggcgg cctgccaggg acaaacccac caaaaggaaa gatgttgtag 
300 

aaccaaagag aggctccctg aaagaggcgt ctcccggggc ctccaagccc gggagcgccc 
360 

ggcggacagg gggcagtggc caagtctgtg cggaccctga ccgcctcaga gaacgagagc 
420 

atgcgcaaag tcatgcccat caccaagtcc agcagaggcg ccggctggag gcgaccagag 
480 

ctgtcatccc ggg 
493 

<210> 2212 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 2212 



Met Gly 


Met Thr Leu 


Arg Met 


Leu 


Ser 


Phe 


Ser 


Glu 


Ala 


Val 


Arg 


val 


1 


5 










10 










15 




Arg Thr 


Asp Leu Ala 


Thr 


Ala 


Pro 


Cys 


Pro 


Pro 


Gly Ala 


Pro 


Gly 


Leu 




20 








25 










30 






Gly Gly 


Pro Gly Arg 
35 


Arg 


Leu 


Phe 
40 


Gin 


Gly 


Ala 


Ser 


Leu 
45 


Trp 


Phe 


Tyr 


Asn He 


Phe Pro Phe 


Gly Gly 


Phe 


Val 


Pro 


Gly 


Arg 


Pro 


Pro 


Leu 


Gin 


50 






55 










60 










Leu Gly 


Ser Leu Ser 


Thr 


Glu 


Thr 


Gly 


Gin 


Glu 


Pro 


Pro 


Arg 


Gly 


Ala 


65 




70 










75 










80 


Val Phe 


Gly Leu Arg 
85 


Arg 


Leu 


Ala 


Val 


Pro 
90 


His 


Phe 


Ser 


Asn 


Pro 
95 


Lys 


Val His 


Gly Ser He 
100 


Pro 


Phe 


Pro 


Ser 
105 


Phe 


Leu 


Pro 


Val 


Pro 
110 


Val 


Ser 


Gly Phe 


Gly Asn Arg 
115 


Phe 


Pro 


Leu 
120 


Cys 


Ser 


Pro 


Arg 


Val 
125 


Gin 







<210> 2213 
<211> 327 
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<212> DNA 

<213> Homo sapiens 

<400> 2213 

acgcgtccga ccggcagttc cggcagctgc gggaaagctg cgatgcgctc gccgagcatt 
60 

gccggtgctt cgacacactg ggttatatcg ccctcaaagc acaggtctac gaaggttctg 
120 

acggaaggcc cggccaatcc gatcgcggcc tcggcgctgc gcatcatccg ggcgcgcgtg 
180 

tcgcagctct ggggcacgtc gctgctccgc aacggacggg cggaacagag tgtggtggag 
240 

atcgcccggt tggtcgacgc gatcacgtca cgggacgagg aagccgccca gcgtgcactg 
300 

ctcgaccaca atcgcagcgc gttggaa 
327 

<210> 2214 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 2214 

Met Arg Ser Pro Ser He Ala Gly Ala Ser Thr His Trp Val He Ser 

15 10 15 

Pro Ser Lys His Arg Ser Thr Lys Val Leu Thr Glu Gly Pro Ala Asn 

20 25 30 

Pro He Ala Ala Ser Ala Leu Arg He He Arg Ala Arg Val Ser Gin 

35 40 45 

Leu Trp Gly Thr Ser Leu Leu Arg Asn Gly Arg Ala Glu Gin Ser Val 

50 55 60 

Val Glu He Ala Arg Leu Val Asp Ala He Thr Ser Arg Asp Glu Glu 
65 70 75 80 

Ala Ala Gin Arg Ala Leu Leu Asp His Asn Arg Ser Ala Leu Glu 

85 90 95 



<210> 2215 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<400> 2215 

ctggggatca tgccctacat cactgcgtcg 
60 

ccgaagctgg aaacccttaa gaaggagggc 
120 

acccgttacc tcactctcgt gcttggcctg 
180 

acctccggcc gtctattcac cnntgcagct 
240 

gaagtcgtcg tcatgatcct gactatgacg 
300 

gagctcatca ccgaccgcgg tatcggcaac 
360 



atcatcctgc agctgctgac agtcgtgatc 
gcgtccggtc agaacaagat cacccagtac 
ttgcaggcaa cggccttcgt cacgcttgcc 
ntgccagtcg tctactccac ctcggtcttc 
gccggtacga ccatcgtcat gtggatgggt 
ggtatgtcga tcatgatttt cactcagatt 
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gcggcgcgtt tccctgactc gctgtggtct atcaaggtcg ctcgaaatgg cgccggtcag 
420 

gctcacgcgt 
430 

<210> 2216 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 2216 

Leu Gly lie Met Pro Tyr lie Thr Ala Ser He He Leu Gin Leu Leu 

1 5 10 15 

Thr Val Val He Pro Lys Leu Glu Thr Leu Lys Lys Glu Gly Ala Ser 

20 25 30 

Gly Gin Asn Lys lie Thr Gin Tyr Thr Arg Tyr Leu Thr Leu Val Leu 

3 5 40 4 5 

Gly Leu Leu Gin Ala Thr Ala Phe Val Thr Leu Ala Thr Ser Gly Arg 

SO 55 60 

Leu Phe Thr Xaa Ala Ala Xaa Pro Val Val Tyr Ser Thr Ser Val Phe 
65 70 75 80 

Glu Val Val Val Met He Leu Thr Met Thr Ala Gly Thr Thr He Val 

85 90 95 

Met Trp Met Gly Glu Leu He Thr Asp Arg Gly He Gly Asn Gly Met 

100 105 HO 

Ser He Met He Phe Thr Gin He Ala Ala Arg Phe Pro Asp Ser Leu 

115 120 125 

Trp Ser He Lys Val Ala Arg Asn Gly Ala Gly Gin Ala His Ala 
130 135 140 

<210> 2217 
<211> 444 
<212> DNA 

<213> Homo sapiens 
<400> 2217 

accagggccg cttcgaagga cctctctcca gctatcgtga cgacgacggc gaagcgggct 
60 

atgacgtggc tcgatgacga cgtgggcgcc gacctgttga atcaggctga ttccatggac 
120 

catgccctgg aggccaccgt cccaggtcgg gtcaccacgc cggacgccca agtcatccag 
180 

acctgtgccg tgttgcgtga ccttgctcgc gtggcagtca gccagctggg ccgaaatgac 
240 

gaggactcta gggaaccagt cgatgcggag agagtacagg ctcaagcgnc gatgcgggag 
300 

gttttcgaga ccgccgaacg catggtgggg ctggccgccg ccgacgtggt gtgggtctct 
360 

gagtctgaga agggataccg cagcattcac gtcgctccgc tgagtgttgg cggcttgcta 
420 

cgagagaatg tctttgctca gtcc 
444 



<210> 2218 
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<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 2218 

Thr Arg Ala Ala Ser Lys Asp Leu Ser Pro Ala He Val Thr Thr Thr 

15 10 15 

Ala Lys Arg Ala Met Thr Trp Leu Asp Asp Asp Val Gly Ala Asp Leu 

20 25 30 

Leu Asn Gin Ala Asp Ser Met Asp His Ala Leu Glu Ala Thr Val Pro 

35 40 45 

Gly Arg Val Thr Thr Pro Asp Ala Gin Val He Gin Thr Cys Ala Val 

50 55 60 

Leu Arg Asp Leu Ala Arg Val Ala Val Ser Gin Leu Gly Arg Asn Asp 
65 70 75 80 

Glu Asp Ser Arg Glu Pro Val Asp Ala Glu Arg Val Gin Ala Gin Ala 

85 90 95 

Xaa Met Arg Glu Val Phe Glu Thr Ala Glu Arg Met Val Gly Leu Ala 

100 105 110 

Ala Ala Asp Val Val Trp Val Ser Glu Ser Glu Lys Gly Tyr Arg Ser 

115 120 125 

He His val Ala Pro Leu Ser Val Gly Gly Leu Leu Arg Glu Asn Val 

130 135 140 

Phe Ala Gin Ser 
145 



<210> 2219 
<211> 688 
<212> DNA 
<213> Homo 

<400> 2219 
acgcgtaccg 
60 

ggcattacga 
120 

tggtcgatcc 
180 

ggaatgttcc 
240 

gctttcgcgc 
300 

cgctattcga 
360 

gtgctgatga 
420 

atcgagacga 
480 

cccgaaggaa 
540 

tatatgaggg 
600 

gcgaagggcg 
660 



sapiens 

tcgttggcat 
atatggcgtg 
ttttccccgc 
atagtgtgca 
tcgttgggta 
ttcgctcggc 
tctcgggtat 
atctcggcgc 
ttcctggctc 
atgatcttgt 
cgggtgtagg 



gagcgtcctg 
gatgtggcta 
tgggtggctg 
gattgcgcgt 
cggatggctt 
cttgataatc 
caggccgttg 
tccgttcatg 
taccagtccg 
ttctcgacgc 
tctccccggg 



ccactggaaa 
tggttcgacg 
accagcgctt 
catgtcagca 
gcgatgcaca 
ggcatcggca 
acatggcgcc 
ttgctcattg 
cgcccgaccg 
cttctacagc 
gctcgttgtg 

1632 



tttggctgtc 
agcccggaaa 
tggtcagtca 
gttaccacgg 
acttgcgtca 
tccagttcac 
cgcttgttat 
tgaaagcttg 
cccgtggcac 
gtccttgaga 
gtccctcctc 



attcagctac 
ccgttgggag 
ggggttcggt 
catcatggtc 
ccctgatgag 
ctgggaggca 
cgattctctc 
gcgcgcgcca 
agcgcgagtc 
gcctctgcga 
tgcgtgacgc 
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agagccgtgt gatgaggcga agtcatga 
688 

<210> 2220 
<2X1> 189 
<212> PRT 

<213> Homo sapiens 
<400> 2220 



Met 


C A V* 


Vdl 


T All 

bell 




Leu 


Glu He 




Leu Ser Phe Ser Tyr Gly 


He 


1 








5 








10 15 




Thr 


Asn 


Met 


Ala 


Trp 


Met 


Trp Leu 


Trp 


Phe Asp Glu Pro Gly Asn Arg 








20 








25 


30 




Trp 


Glu 


Trp 


Ser 


He 


Leu 


Phe Pro 


Ala 


Gly Trp Leu Thr Ser Ala 


Leu 






35 








40 




45 




val 


Ser 


Gin 


Gly 


Phe 


Gly Gly Met 


Phe 


His Ser Val Gin He Ala 


Arg 




50 










55 




60 




His 


Val 


Ser 


Ser 


Tyr 


His Gly He 


Met 


Val Ala Phe Ala Leu Val 


Gly 


65 










70 






75 


80 


Tyr 


Gly 


Trp 


Leu 


Ala 


Met 


His Asn 


Leu 


Arg His Pro Asp Glu Arg 


Tyr 










85 








90 95 




Ser 


He 


Arg 


Ser 


Ala 


Leu 


He He 


Gly 


He Gly He Gin Phe Thr 


Trp 








100 








105 


110 




Glu 


Ala 


Val 


Leu 


Met 


He 


Ser Gly 


He 


Arg Pro Leu Thr Trp Arg 


Pro 






115 








120 




125 




Leu 


val 


He 


Asp 


Ser 


Leu 


He Glu 


Thr 


Asn Leu Gly Ala Pro Phe 


Met 




130 










135 




140 




Leu 


Leu 


He 


Val 


Lys 


Ala 


Trp Arg 


Ala 


Pro Pro Glu Gly He Pro Gly 


145 










150 






155 


160 


Ser 


Thr 


Ser 


Pro 


Arg 


Pro 


Thr Ala 


Arg 


Gly Thr Ala Arg Val Tyr Met 










165 








170 175 




Arg 


Asp 


Asp 


Leu 


Val 


Ser Arg Arg 


Leu 


Leu Gin Arg Pro 





180 185 

<210> 2221 
<211> 530 
<212> DNA 

<213> Homo sapiens 
<400> 2221 

actagtgtag ctgcaatata tactcgggat ttactacagt taagccttat ccttccaccc 
60 

aaagaagagc aaaccgccat cgctaacgtc ctttccgaca tggacaccga actcgacgcc 
120 

ctacaacaac gcctcagtaa aaccaaaacc atcaagcaag gcatgatgca agaactactc 
160 

acagggaaaa cgaggttggt atgagccaca aggtgaattt agtgcatgag ctggataagc 
240 

gtattatctc ggtaaatacg ttattgtcac agcctgagct tgctattccg gcttatcagc 
300 

ggccttataa atggtcacaa gagaacctaa atgcgctgat gagtgattta cgaatttatc 
360 

gtaacaaatc ggcttatcgg ctggggacgg tggtttttca ttatcataat gaacccgtag 
420 
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acaacgagaa tacccacaag ctggatattg tagacggtca gcaacgtacc ttaaccttgt 
460 

tgctgctagt caaagccatt ttagaagaac ggttgtctgc gttaacgcgt 
530 

<210> 2222 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<400> 2222 

Thr Ser Val Ala Ala He Tyr Thr Arg Asp Leu Leu Gin Leu Ser Leu 

15 10 15 

He Leu Pro Pro Lys Glu Glu Gin Thr Ala He Ala Asn Val Leu Ser 

20 25 30 

Asp Met Asp Thr Glu Leu Asp Ala Leu Gin Gin Arg Leu Ser Lys Thr 

35 40 45 

Lys Thr He Lys Gin Gly Met Met Gin Glu Leu Leu Thr Gly Lys Thr 

50 55 60 

Arg Leu Val 
65 

<210> 2223 

<211> 482 

<212> DNA 

<213> Homo sapiens 

<400> 2223 

cggccgccgc ggtagtgagc cctgcgtcgg tggcgtaatg gaaaatgctg cgctggttgg 
60 

acaggcgcga gacattgttg tggacgatgc cgctgtcgat cggtggcacg ccggtgaaga 
120 

tgcatttatc caacggccgg gacagggccg gcagttcaca gtccagtttg taaagcgctg 
180 

cgcgtcctgc gctgatatag gcctggagat gccccatggc gtgtcgggca acctcgtagt 
240 

tcaggccgtc gagcaccaca aggatgacgt tgtgcttcat aaggggagac gctccgcaac 
300 

gataggcttg actcatttca cttgaggaac ggggtcaaaa ctgtgggcgc gggcaagccc 
360 

gctcccacac aagcccgtgc ccacattgga tctccaatgt gggctacagc cttactgcat 
420 

attgatgatg acttcttcct gccacttctg cggcagtgcc ttggaggtct tttcccacgc 
480 

gt 

482 

<210> 2224 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 2224 

Met Ser Gin Ala Tyr Arg Cys Gly Ala Ser Pro Leu Met Lys His Asn 
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1 S 10 15 



val He 


Leu Val 


Val 


Leu Asp Gly 


Leu 


Asn 


Tyr 


Glu 


Val 


Ala Arg 


His 




20 










25 










30 




Ala Met 


Gly His 


Leu 


Gin 


Ala 


Tyr 


He 


Ser 


Ala 


Gly Arg Ala Ala 


Leu 




35 








40 










45 






Tyr Lys 


Leu Asp 


Cys 


Glu 


Leu 


Pro 


Ala 


Leu 


Ser 


Arg 


Pro 


Leu Asp 


Lys 


50 








55 










60 








Cys He 


Phe Thr Gly Val 


Pro 


Pro 


He 


Asp 


Ser Gly 


He 


Val His 


Asn 


65 






70 










75 








80 


Asn Val 


Ser Arg 


Leu 


Ser 


Asn 


Gin 


Arg 


Ser 


He 


Phe 


His 


Tyr Ala 


Thr 






85 










90 








95 




Asp Ala 


Gly Leu 


Thr 


Thr 


Ala 


Ala 


Ala 















100 105 



<210> 2225 
<211> 753 
<212> DNA 

<213> Homo sapiens 
<400> 2225 

nacgcgtctg atccacacgg gccactgacg 
60 

ggcgtcatcc tcgatctcat gggtcacgga 
120 

cgattcactg aggtgtccgc cgtgtccgag 
180 

aaggagggca tcggccacac aggttgggtc 
240 

gaggattatt gcgctgtcat cgcccgtatg 
300 

agtcgggtca gtgttgggcc gcgcgcggag 
360 

tcaatccggt ggaacttcga ggatctcaac 
420 

cgtgccctgc agggatatgt caactgcatg 
480 

ttccaaccgg gagccggaac atccatgggc 
540 

aaattcgtcc gaggggtctt ggatgggcag 
600 

gcctcagcgg aggtcaacga tgcgatcgtt 
660 

cgtgaagccg gtttcgggga gaaccacgtt 
720 

gaccaggcct ggcggcacaa ccaggtcgcc 
753 

<210> 2226 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 2226 

Xaa Ala Ser Asp Pro His Gly Pro Leu Thr Tip Arg Tyr Asp Arg Glu 
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tggcgttatg 
gaggatctcg 
acgttcatcc 
gtctcggacg 
gaaaacggag 
tacatcgtcg 
catttgcagg 
gccggaccag 
tttgacgaca 
caatatggcc 
gcctcctgcg 
cgataagtga 
ggc 



acagggagcg 
tccagtatct 
gtcagcgtcc 
agctcgggcc 
tgatgtgcac 
agatctatgg 
tctgtctggg 
acttcccgga 
tgaaggtcgt 
catctgtcgc 
ggggaccatg 
ccgcgtcatc 



ggccggtgcc 
actcaaaggg 
caagccactc 
ggtgggcaac 
cctggagtcc 
aaccgacgga 
gcgaaacaat 
gttcatgcgt 
tgaggctgcg 
cgatggttgg 
cctggcatga 
gcgtgtctgt 
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15 10 15 

Arg Ala Gly Ala Gly Val He Leu Asp Leu Met Gly His Gly Glu Asp 

20 25 30 

Leu Val Gin Tyr Leu Leu Lys Gly Arg Phe Thr Glu Val Ser Ala Val 

35 40 45 

Ser Glu Thr Phe He Arg Gin Arg Pro Lys Pro Leu Lys Glu Gly He 

50 55 60 

Gly His Thr Gly Trp Val Val Ser Asp Glu Leu Gly Pro Val Gly Asn 
65 70 75 80 

Glu Asp Tyr Cys Ala Val He Ala Arg Met Glu Asn Gly Val Met Cys 

85 90 95 

Thr Leu Glu Ser Ser Arg Val Ser Val Gly Pro Arg Ala Glu Tyr He 

100 105 110 

Val Glu He Tyr Gly Thr Asp Gly Ser He Arg Trp Asn Phe Glu Asp 

115 120 125 

Leu Asn His Leu Gin Val Cys Leu Gly Arg Asn Asn Arg Ala Leu Gin 

130 135 140 

Gly Tyr Val Asn Cys Met Ala Gly Pro Asp Phe Pro Glu Phe Met Arg 
145 150 155 160 

Phe Gin Pro Gly Ala Gly Thr Ser Met Gly Phe Asp Asp Met Lys Val 

165 170 175 

Val Glu Ala Ala Lys Phe Val Arg Gly Val Leu Asp Gly Gin Gin Tyr 

180 185 190 

Gly Pro Ser Val Ala Asp Gly Trp Ala Ser Ala Glu Val Asn Asp Ala 

195 200 205 

He Val Ala Ser Cys Gly Gly Pro Cys Leu Ala 
210 215 

<210> 2227 

<211> 324 

<212> DNA 

<213> Homo sapiens 

<400> 2227 

ggatccgaaa cgttgggagc ataaagcagc atggcgcacc tactgaagac ggtggtggct 
60 

ggctgttcat gtcctttcct tagcaacttg gggtcctcta aggttctacc tgggaagaga 
120 

gactttgtac gaacgcttcg tactcaccag gcactgtggt gtaaatcccc ggtaaagcca 
180 

ggaattccat ataagcagtt gacagttggg gtccccaagg agattttcca aaacgagaag 
240 

cgagttgcat tgtctcctgc gggggtccag gccctggtca agcagggctt caatgttgtc 
300 

gtggaatcag gcgcaggcga agct 
324 

<210> 2228 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 2228 

Met Ala His Leu Leu Lys Thr Val Val Ala Gly Cys Ser Cys Pro Phe 
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1 

Leu Ser Asn Leu 

20 

Val Arg Thr Leu 
35 

Lys Pro Gly lie 
50 

lie Phe Gin Asn 
65 

Ala Leu Val Lys 
Glu Ala 



5 

Gly Ser Ser Lys 

Arg Thr His Gin 
40 

Pro Tyr Lys Gin 
55 

Glu Lys Arg Val 
70 

Gin Gly Phe Asn 
85 



10 

Val Leu Pro Gly 
25 

Ala Leu Trp Cys 

Leu Thr Val Gly 

60 

Ala Leu Ser Pro 
75 

Val Val Val Glu 
90 



15 

Lys Arg Asp Phe 
30 

Lys Ser Pro Val 
45 

Val Pro Lys Glu 

Ala Gly Val Gin 
80 

Ser Gly Ala Gly 
95 



<210> 2229 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<400> 2229 

acgcgtgaag gggccctgtg acgaggtcat ttctgtccat ggggggtcca gatggtgagg 
60 

cccacagaga gggaacgggc ggggggaggg gaggagagaa gacagactca ggcagaaccc 
120 

tagctcagcc ccttcctgcg tgcctggccc tgggaggatg ccatccccag tcccctcttc 
180 

tgggccctgc tctggggact cggcacagat ggatccagtg catcctcagc cccctgagaa 
240 

gctgtgctgc catcagctcc ttctctgggt acagggcacg ggaagcggct gcccagcagg 
300 

cctcggtccc gccaagctgt 
320 

<210> 2230 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 2230 

Met Gly Gly Pro Asp Gly Glu Ala His Arg 

15 10 
Arg Gly Gly Glu Lys Thr Asp Ser Gly Arg 

20 25 
Pro Ala Cys Leu Ala Leu Gly Gly Cys His 

35 40 
Gly Pro Ala Leu Gly Thr Arg His Arg Trp 

50 55 
Pro Leu Arg Ser Cys Ala Ala He Ser Ser 
65 70 

Arg Glu Ala Ala Ala Gin Gin Ala Ser Val 

85 90 

<210> 2231 
<211> 671 



Glu Gly 

Thr Leu 

Pro Gin 

He Gin 

60 
Phe Ser 
75 

Pro Pro 



Thr Gly 

Ala Gin 

30 
Ser Pro 
45 

Cys He 
Gly Tyr 
Ser Cys 



Gly Gly 
15 

Pro Leu 

Leu Leu 

Leu Ser 

Arg Ala 
80 
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<212> DNA 

<213> Homo sapiens 
<400> 2231 

gggctgtcta ccacgggctt cgggacttgg ggcagcttcc tgagctctct gagctgcagt 
60 

tccttcaacc acaaaatgag gagagtgcag gacctcagag gcttactgtg aggatggaga 
120 

aaagcccagt tcaatgcccc actgggaaat gcttcccatt aattgtggaa ttgtcgtgcc 
180 

catttactgt cggggtgaca gggggggtgg gggtcagagt agagacagga gaaggaagtg 
240 

agcatttgtg ggatacccac cacgtgccag ggactgaacc ctatctggat ctcctgcagc 
300 

cctcccaatg gcactgtgaa gccagtgttg ttttacagat gaggaaactg agatttgtgg 
360 

ctataacaga taaacagatg accctgaatg gggcaggtca tgtcatctgc catagataca 
420 

tgcatagaac aatgcaaacc agtcagtccc ctctgagtca gaccaggctg accatcaggg 
480 

acatgcagac actggcaggg ctggggttgt tccccatcgg tgatagcctg gtgcccccat 
540 

ggcccctgat gcccacggct gtctggaagg ctgggtcact gctgagaaga caaggagaca 
600 

ttttctctca ccagctttct tttttctatt ccttcttaga cacctgagct gcggtgatca 
660 

cagctcttaa g 
671 

<210> 2232 
<211> 177 
<212> PRT 

<213> Homo sapiens 



<400> 2232 



Met 


Glu 


Lys 


Ser 


Pro Val Gin Cys Pro Thr 


Gly 


Lys 


Cys 


Phe 


Pro 


Leu 


1 








5 10 










15 




lie 


Val 


Glu 


Leu 


Ser Cys Pro Phe Thr Val 


Gly 


Val 


Thr 


Gly 


Gly 


Val 








20 


25 








30 






Gly Val 


Arg 


Val 


Glu Thr Gly Glu Gly Ser 


Glu 


His 


Leu 


Trp 


Asp 


Thr 






35 




40 






45 








His 


His 


val 


Pro 


Gly Thr Glu Pro Tyr Leu 


Asp 


Leu 


Leu 


Gin 


Pro 


Ser 




50 






55 




60 










Gin 


Trp 


His 


Cys 


Glu Ala Ser Val Val Leu 


Gin 


Met 


Arg 


Lys 


Leu 


Arg 


65 








70 


75 










80 


Phe 


Val 


Ala 


lie 


Thr Asp Lys Gin Met Thr 


Leu 


Asn 


Gly 


Ala 


Gly 


His 










85 90 










95 




Val 


He 


Cys 


His 


Arg Tyr Met His Arg Thr 


Met 


Gin 


Thr 


Ser 


Gin 


Ser 








100 


105 








110 






Pro 


Leu 


Ser Gin Thr Arg Leu Thr lie Arg 


Asp 


Met 


Gin 


Thr 


Leu 


Ala 






115 




120 






125 








Gly 


Leu 


Gly Leu 


Phe Pro He Gly Asp Ser 


Leu 


Val 


Pro 


Pro 


Trp 


Pro 




130 






135 




140 










Leu 


Met 


pro Thr Ala Val Trp Lys Ala Gly 


Ser 


Leu 


Leu 


Arg 


Arg 


Gin 
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145 150 155 160 

Gly Asp He Phe Ser His Gin Leu Ser Phe Phe Tyr Ser Phe Leu Asp 

165 170 175 

Thr 



<210> 2233 
<211> 6199 
<212> DNA 

<213> Homo sapiens 
<400> 2233 

acgcgtgatg atcgggaatg tgaaaatcag ctggttctgc tgcttggttt caacaccttt 
60 

gatttcatta aagtgttgcg gcagcacagg atgatgattt tatactgtac cttgctggcc 
120 

agtgcacaaa gtgaagctga aaaggaaagg attatgggaa agatggaagc tgacccagag 
180 

ctatccaagt tcctctacca gcttcatgaa accgagaagg aggatctgat ccgagaggaa 
240 

aggtcccgga gagagcgagt gcgtcagtct cgaatggaca cagatctgga aaccatggat 
300 

ctcgaccagg gtggagaggc actggctcca cggcaggttc tggacttgga ggacctggtt 
360 

tttacccaag ggagccactt tatggccaat aaacgctgtc agcttcctga tggatcctcc 
420 

cgtcgccagc gtaagggcta tgaagaggtg catgtgcctg ctttgaagcc caagcccttt 
480 

ggctcagaag aacaattgct cccggtggaa aagctgccaa agtatgccca ggctgggttt 
540 

gagggcttca aaacgctgaa ccggatccag agtaagctct accgtgctgc ccttgagacg 
600 

gatgagaatc tgctgctgtg tgctcctact ggtgctggga agaccaacgt ggccctgatg 
660 

tgcatgctcc gagagattgg gaaacacata aacatggacg gcacaatcaa tgtggatgac 
720 

ttcaagatta tctacatagc tcccatgcgc tccctggtcc aggagatggt gggcagcttt 
780 

ggaaagcgcc tggccacata tggcatcact gttgctgagc tgactgggga tcaccagcta 
840 

tgcaaggagg aaatcagtgc cacacagatt atcgtctgca cccctgagaa gtgggacatc 
900 

atcacacgca agggcgggga gcgcacctac acccagctgg tgcgactcat tgtcttggat 
960 

gagatccatc ttctacatga tgacagaggt cctgtcttag aagctttggt ggccagggcc 
1020 

atccgaaaca ttgagatgac ccaagaagat gtccgactca ttggtctcag tgctaccctc 
1080 

cccaactatg aagatgtggc cacctttctg cgagtcgacc ctgctaaggg cctcttctac 
1140 

tttgataaca gcttccgccc cgtgcctctg gaacaaacat atgtgggcat cacagagaaa 
1200 

aaagctatca aacgtttcca gatcatgaat gaaatagtct atgagaaaat catggaacat 
1260 
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gctggaaaaa 
1320 

agggcaatcc 
1380 

tctgcctcca 
1440 

gatcttttgc 
1500 

ctcgtggagg 
1560 

gcttggggtg 
1620 

ccagagaagg 
1680 

gccggaagac 
1740 

ctacagtact 
1800 

aagcttcctg 
1860 

gcggtgaact 
1920 

tatggcatct 
1980 

ctggttcata 
2040 

acgggcaact 
2100 

gatacagtgc 
2160 

agggtcttct 
2220 

gagctgcaga 
2280 

agtgctaaga 
2340 

gcactgatgg 
2400 

tttgaaattg 
2460 

aagatgatcg 
2520 

cctgaggaag 
2580 

ctgaatcata 
2640 

aaatatgtcc 
2700 

tccaccctga 
2760 

ggttcatccg 
2820 

catgagtatt 
2880 



atcaggtgct 
gtgacatgtg 
ctgaagtcct 
cctatggctt 
atctttttgc 
tgaatctccc 
ggcgttggac 
cccagtatga 
acctgtccct 
acatgctcaa 
ggctgggcta 
ctcatgatga 
cagctgccct 
tccaggtgac 
agacttacaa 
cattgtcctc 
agttgctgga 
tcaacgttct 
ctgacatggt 
tcctgaaccg 
acaaacgcat 
tagtgaagaa 
atgagattgg 
atctgtttcc 

aggtggagct 

aggctttttg 
ttctcctcaa 



cgtgtttgtc 
tctggagaag 
tcgtacagaa 
tgctattcat 
tgataaacat 
tgcacataca 
agaactggga 
caccaagggt 
cctcaatcaa 
tgcagaaatc 
tgcctacctc 
cctcaaggga 
gatgctggac 
agaactgggc 
ccagctgctg 
tgagttcaag 

gagggtgcct 

tctgcaagcc 
gtatgtcaca 
aggttgggca 
gtggcagtcc 
gattgagaag 
ggagcttatc 
caagttggag 
gaccatcacg 
gattctggtg 
ggccaagtac 



cattcccgca 
gacactttgg 
gcagagcagt 
catgcaggca 
attcaggttt 
gtcatcatca 
gcactggaca 
gaaggcatac 
caacttccta 
gtgctaggaa 
tatatccgaa 
gatcccctgc 
aagaacaatc 
cgtatagcca 
aagcccaccc 
aacatcacag 
atccctgtaa 
ttcatctcac 
cagtcggctg 
cagcttacag 
atgtgtcctc 
aagaatttcc 
cgcatgccaa 
ttgtcagtgc 
ccagacttcc 
gaggatgtgg 
gcccaggacg 



aagaaactgg 
gtctgtttct 
gcaagaactt 
tgactagagt 
tagtttccac 
aaggcaccca 
ttctgcagat 
tcatcacatc 
ttgaaagcca 
atgtccagaa 
tgctgcgatc 
tggaccagcg 
tggtcaagta 
gccactacta 
tgagtgagat 
tgagagagga 
aggagagcat 
agctgaaatt 
gccggttgat 
acaagaccct 
tgcgccagtt 
cctttgagcg 
agatggggaa 
acctgcagcc 
agtgggatga 
acagcgaggt 
agcacctcat 



gaagacagca 
tcgcgagggt 
ggagctgaag 
tgaccgaaca 
cgcaactcCa 
ggtgtacagt 
gctgggacgt 
tcatggggag 
gatggtttca 
tgccaaggat 
cccaaccctc 
ccgactagat 
cgacaagaag 
catcaccaat 
tgagcttttc 
ggagaagctg 
tgaggaaccc 
ggagggcttt 
gcgagcgata 
gaacctctgc 
ccggaaactc 
tctgtacgac 
gaccatccac 
tatcacacgc 
aaaggtgcat 
gattctgcac 
tacattcttc 
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gtgcctgtct 
2940 

ctctcttgtg 
3000 

ccccctccaa 
3060 

gcctttgaga 
3120 

tttaacactg 
3180 

aagactattt 
3240 

tgtgtgtaca 
3300 

aagttccagg 
3360 

ctgaagctgc 
3420 

tcccggcgat 
3480 

gtccacctta 
3540 

tacatctcct 
3600 

aatgccaagg 
3660 

cccaatgtgc 

3720 

caaacccgcc 
3780 

aagaagcctg 
3840 

atcctcacca 
3900 

gatctgattc 
3960 

ggggtgggct 

4020 

ttcagctcag 
4080 

gtggctgccc 
4140 

tatgtggatt 
4200 

caggacgatg 
4260 

aagttcttat 
4320 

ttcaatgctg 
4380 

acctggacct 
4440 

atctcccatc 
4500 



ttgaaccgct 
agacccagct 
ccgaactttt 
gtctttacca 
tatacaacag 
gtgcagagtt 
tcacccccat 
acaggctcaa 
tgggcaaagg 
ggaagcagcg 
tcgggggcga 
cccagattga 
atgtggccca 
gtcccgtccc 
tgctctccat 
tcattgtctt 
cctgtgcagc 
cgtacctgga 
acctgcatga 
gggctatcca 
acctggtaat 
accccatcta 
aggggcgctg 
atgagccatt 
agatcgtcac 
ttctgtaccg 
gtcacttgtc 



gccccctcag 
gcctgtctcc 
ggacctgcag 
agataaattt 
tgacgacaac 
tgccatcctg 
ggaggccctg 
caagaaggtg 
gaacattatc 
caagaacgtg 
gaatgggcct 
gcggcccatt 
ctggctgggc 
cttggagctg 
ggccaagcct 
tgtgccgtct 
agacatccaa 
gaagctaagt 
ggggctcagc 
ggtggtggtg 
catcatggat 
tgacgtgctt 
tgtcatcatg 
gccagtagaa 
caagaccatt 
ccgcatgaca 
ggaccacttg 



tacttcatcc 
ttccggcacc 
ccctcgcccg 
cctttcttca 
gtgtttgtgg 
cgaatgctgc 
gcagagcagg 
gtactcctga 
atcagcaccc 
cagaacatca 
gtcttagaag 
cgcattgtgg 
tgcagtgcca 
cacatccagg 
gtgtaccatg 
cgcaagcaga 
cggcagaggt 
gacagcacgc 
cccatggagc 
gcttctcgga 
acccagtact 
cagatggtgg 
tgtcagggct 
tctcacctgg 
gagaacaagc 
cagaacccca 
tcagagctgg 



gagtggtgtc 
tgatcttgcc 
tgtctgctct 
atcccatcca 
gggcccccac 
tgcagagctc 
tatacatgga 
caggcgagac 
ctgagaagtg 
acctcttcgt 
tgatctgctc 
cactcagctc 
cctccacctt 
gcttcaacat 
ctatcaccaa 
cccgcctcac 
tcttgcactg 
tcaaggaaac 
gacgcctggt 
gtctctgctg 
acaatggcaa 
gccacgccaa 
ccaagaagga 
accactgtat 
aggatgctgt 
attactacaa 
tggagcagac 



tgaccgctgg 
ggagaagtac 
gagaaacagt 
gacccaggtg 
gggcagcggg 
ggaggggcgc 
ctggtacgag 
cagcacagac 
ggacatactt 
ggtggatgag 
ccgaatgcgc 
ttcgctctcc 
caacttccat 
cagccataca 
gcactcgccc 
tgccattgac 
caccgagaag 
gctgctaaat 
ggagcagctc 
gggcatgaac 
gatccacgcc 
ccgccctttg 
tttcttcaag 
gcatgaccac 
ggactacctc 
cctgcagggc 
cctgagtgac 



1641 



WO 00/58473 



PCT/USOO/08621 



ctggagcagt 
4560 

ggcatgatcg 
4620 

ctcaatgcca 
4680 

gagaacattc 
4740 

ccccacaagc 
4800 

caggctcact 

4860 

cttagtaagg 
4920 

ctcagccctg 
4980 

aaggactcat 
5040 

gacaagggag 
5100 

ttgcttcagc 
5160 

aatatcgaac 
5220 

gtggtgctgg 
5280 

ttcccgcaga 
5340 

ctcatctcca 
5400 

gccccagcca 
5460 

tgtgaccagg 
5520 

gattgagtcc 
5580 

gtacactgta 
5640 

agggctggtg 
5700 

gacagcaggt 
5760 

tagttctttt 
5820 

tgattccaaa 
5880 

attttttagc 
5940 

ggtgtgctgt 
6000 

ctggcctcag 
6060 

gctagatcac 
6120 



ccaagtgcat 
ccgcctacta 
agaccaaggt 
ccatccggca 
tgaataaccc 
tgtctcgcat 
caatccggct 
ctctggeagc 
acctgaagca 
tggagagtgt 
tgactgacag 
tatcttatga 
tgcagctgga 
aacgtgaaga 
tcaagaggct 
ctggtgccca 
agtacaaatt 
tgaggcattt 
ggaatcctgg 
ctgtccccgc 
gtcatgggtc 
gagtctgaca 
ttaaaagttt 
caggaacgtg 
cccctgtagc 
tggtacccac 
aggttagggg 



cagcatcgag 
ttacatcaac 
gcgagggctt 
ccatgaagac 
taagttcaat 
gcagctgagt 
catccaggcc 
tatggaactg 
gctgccacac 
tttcgacatc 
ccagattgca 
ggtggtagat 
gcgagaggag 
gggctggtgg 
gaccttgcag 
caactacact 
cagcgtggat 
acttttgggt 
ttgtggggac 
ctacctccac 
aagcataaat 
ttctaataaa 
tctttctcca 
cttgttaatg 
ctcgtgagtc 
acatcagcac 
tttctctaga 



gacgagatgg 
tacaccacca 
atcgagatca 
aatctcctga 
gatccgcacg 
gctgagttgc 
tgcgtggatg 
gcccagatgg 
ttcacctctg 
atggagatgg 
gatgtggctc 
aaggacagca 
gaagtcacag 
gtggtgattg 
cagaaggcca 
ctgtacttca 
gtgaaagaag 
aaaggagagt 
caggtctgtg 
ttcctctccc 
catatatagc 
ataatttgta 
acctgagggc 
agtatgtctg 
agcccagagg 
taccacaaga 
tgggggttct 



acgtggcgcc 
ttgagctctt 
tctccaatgc 
ggcagttggc 
tcaagaccaa 
agtcagatac 
tcctttccag 
tcacccaagc 
agcatatcaa 
aggatgaaga 
gcttttgtaa 
tccgcagtgg 
gccctgtcat 
gagatgccaa 
aggtgaagtt 
tgagtgacgc 
ctgagacaga 
tgagcctgaa 
ggcctcaggt 
ttgctcactc 
attttcaggc 
gaaaccattt 
acggccaaaa 
gaggacagac 
agggtacatg 
accaacactg 
gaaatttgca 



tctgaaccta 
cagcatgtcc 
agcagagtat 
tcagaaggtc 
cctgctcctg 
ggaggaaatc 
caatgggtgg 
catgtggtcc 
acgttgcaca 
acggaacgcg 
ccgctaccct 
cgggccagtt 
tgcgcctctc 
gtccaatagc 
ggactttgtg 
ttacatggga 
cagtgattca 
ttaggaatgt 
ctggccagcc 
tggatccagt 
atgttcctgg 
gtctttgtag 
agatctggtt 
ctgctcatta 
cgactgtggc 
agcctcggaa 
gtgtctgctc 
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ctgggaggca gcaccagaaa gggcactgaa atgtactagc tggatgtgac ccagtcttaa 
6180 

taaacaggtt ttctaatcc 
6199 

<210> 2234 

<211> 1701 

<212> PRT 

<213> Homo sapiens 

<400> 2234 

Arg Arg Gin Arg Lys Gly Tyr Glu Glu Val His Val Pro Ala Leu Lys 

1 5 10 15 

Pro Lys Pro Phe Gly Ser Glu Glu Gin Leu Leu Pro Val Glu Lys Leu 

20 25 30 

Pro Lys Tyr Ala Gin Ala Gly Phe Glu Gly Phe Lys Thr Leu Asn Arg 

35 40 45 

lie Gin Ser Lys Leu Tyr Arg Ala Ala Leu Glu Thr Asp Glu Asn Leu 

50 55 60 

Leu Leu Cys Ala Pro Thr Gly Ala Gly Lys Thr Asn Val Ala Leu Met 
65 70 75 80 

Cys Met Leu Arg Glu He Gly Lys His He Asn Met Asp Gly Thr He 

85 90 95 

Asn Val Asp Asp Phe Lys He He Tyr He Ala Pro Met Arg Ser Leu 

100 105 HO 

Val Gin Glu Met Val Gly Ser Phe Gly Lys Arg Leu Ala Thr Tyr Gly 

115 120 125 

He Thr Val Ala Glu Leu Thr Gly Asp His Gin Leu Cys Lys Glu Glu 

.130 135 140 

He Ser Ala Thr Gin He He Val Cys Thr Pro Glu Lys Trp Asp He 
145 150 155 160 

He Thr Arg Lys Gly Gly Glu Arg Thr Tyr Thr Gin Leu Val Arg Leu 

165 170 175 

He Val Leu Asp Glu He His Leu Leu His Asp Asp Arg Gly Pro Val 

180 185 190 

Leu Glu Ala Leu Val Ala Arg Ala He Arg Asn He Glu Met Thr Gin 

195 200 205 

Glu Asp Val Arg Leu He Gly Leu Ser Ala Thr Leu Pro Asn Tyr Glu 

210 215 220 

Asp Val Ala Thr Phe Leu Arg Val Asp Pro Ala Lys Gly Leu Phe Tyr 
225 230 235 240 

Phe Asp Asn Ser Phe Arg Pro Val Pro Leu Glu Gin Thr Tyr Val Gly 

245 250 255 

He Thr Glu Lys Lys Ala He Lys Arg Phe Gin He Met Asn Glu He 

260 265 270 

Val Tyr Glu Lys He Met Glu His Ala Gly Lys Asn Gin Val Leu Val 

275 280 285 

Phe Val His Ser Arg Lys Glu Thr Gly Lys Thr Ala Arg Ala He Arg 

290 295 300 

Asp Met Cys Leu Glu Lys Asp Thr Leu Gly Leu Phe Leu Arg Glu Gly 
305 310 315 320 

Ser Ala Ser Thr Glu Val Leu Arg Thr Glu Ala Glu Gin Cys Lys Asn 

325 330 335 

Leu Glu Leu Lys Asp Leu Leu Pro Tyr Gly Phe Ala He His His Ala 
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340 

Gly Met Thr Arg 
355 

Lys His lie Gin 
370 

Asn Leu Pro Ala 
385 

Pro Glu Lys Gly 

Met Leu Gly Arg 

420 

lie Leu He Thr 
435 

Asn Gin Gin Leu 
450 

Met Leu Asn Ala 
465 

Ala Val Asn Trp 

Ser Pro Thr Leu 

500 

Leu Leu Asp Gin 
515 

Leu Asp Lys Asn 
530 

Gin Val Thr Glu 
54S 

Asp Thr Val Gin 

He Glu Leu Phe 

580 

Thr Val Arg Glu 
595 

Val Pro He Pro 
610 

Asn Val Leu Leu 
625 

Ala Leu Met Ala 

Met Arg Ala He 

660 

Thr Asp Lys Thr 
675 

Gin Ser Met Cys 
690 

Val Lys Lys He 
705 

Leu Asn His Asn 

Lys Thr He His 

740 

Val His Leu Gin 
755 

He Thr Pro Asp 



Val Asp Arg Thr 

360 

val Leu Val Ser 
375 

His Thr Val He 
390 

Arg Trp Thr Glu 
405 

Ala Gly Arg Pro 

Ser His Gly Glu 
440 

Pro He Glu Ser 
455 

Glu He Val Leu 
470 

Leu Gly Tyr Ala 
485 

Tyr Gly He Ser 

Arg Arg Leu Asp 

520 

Asn Leu Val Lys 
535 

Leu Gly Arg He 
550 

Thr Tyr Asn Gin 
565 

Arg Val Phe Ser 

Glu Glu Lys Leu 

600 

Val Lys Glu Ser 
615 

Gin Ala Phe He 
630 

Asp Met Val Tyr 
645 

Phe Glu He Val 

Leu Asn Leu Cys 

680 

Pro Leu Arg Gin 
695 

Glu Lys Lys Asn 
710 

Glu He Gly Glu 
725 

Lys Tyr Val His 

Pro He Thr Arg 

760 

Phe Gin Trp Asp 



34S 

Leu Val Glu Asp 

Thr Ala Thr Leu 

380 

He Lys Gly Thr 
395 

Leu Gly Ala Leu 
410 

Gin Tyr Asp Thr 
425 

Leu Gin Tyr Tyr 

Gin Met Val Ser 

460 

Gly Asn Val Gin 
475 

Tyr Leu Tyr He 
490 

His Asp Asp Leu 
505 

Leu Val His Thr 

Tyr Asp Lys Lys 

540 

Ala Ser His Tyr 
555 

Leu Leu Lys Pro 
570 

Leu Ser Ser Glu 
585 

Glu Leu Gin Lys 

He Glu Glu Pro 
620 

Ser Gin Leu Lys 
635 

Val Thr Gin Ser 
650 

Leu Asn Arg Gly 
665 

Lys Met He Asp 

Phe Arg Lys Leu 
700 

Phe Pro Phe Glu 
715 

Leu He Arg Met 
730 

Leu Phe Pro Lys 
74 5 

Ser Thr Leu Lys 
Glu Lys Val His 



350 

Leu Phe Ala Asp 
365 

Ala Trp Gly Val 

Gin Val Tyr Ser 

400 

Asp He Leu Gin 
415 

Lys Gly Glu Gly 
430 

Leu Ser Leu Leu 
445 

Lys Leu Pro Asp 

Asn Ala Lys Asp 

480 

Arg Met Leu Arg 
495 

Lys Gly Asp Pro 
510 

Ala Ala Leu Met 
525 

Thr Gly Asn Phe 

Tyr He Thr Asn 

560 

Thr Leu Ser Glu 
575 

Phe Lys Asn He 
590 

Leu Leu Glu Arg 
605 

Ser Ala Lys He 

Leu Glu Gly Phe 

640 

Ala Gly Arg Leu 
655 

Trp Ala Gin Leu 
670 

Lys Arg Met Trp 
685 

Pro Glu Glu Val 

Arg Leu Tyr Asp 

720 

Pro Lys Met Gly 
735 

Leu Glu Leu Ser 
750 

Val Glu Leu Thr 
765 

Gly Ser Ser Glu 
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770 










775 










780 










Ala 


Phe 


Trp 


I le 


Leu 


vai 


GlU 


Asp 


val 


Asp 


Ser 


GlU 


vai 


T 1 a 

lie 


Leu 


MIS 


785 










790 










795 










800 


His 


Glu 


Tyr 


Phe 


Leu 
805 


Leu 


Lys 


Ala 


Lys 


Tyr 

810 


Ala 


Gin 


Asp 


GlU 


HIS 


Leu 


He 


Thr 


Phe 


Phe 
820 


Val 


Pro 


val 


Phe 


Glu 
825 


Pro 


Leu 


Pro 


Pro 


r* 1 a*. 

Gin 
830 


Tyr 


pne 


He Arg 


Val 


Val 


Ser 


Asp 


Arg 


Trp 


Leu 


Ser 


Cys 


Glu 


Thr 


Gin 


T — 

Leu 


Pro 






835 










840 










845 








Val 


Ser 
850 


Phe 


Arg 


His 


Leu 


He 

ft c 

855 


Leu 


Pro 


Glu 


Lys 


Tyr 

O rf? /\ 

860 


Pro 


Pro 


Pro 


Thr 


Glu 


Leu 


Leu 


Asp 


Leu 


Gin 


Pro 


Leu 


Pro 


Val 


Ser 


Ala 


Leu 


Arg 


Asn 


Ser 


865 










870 










875 










880 


Ala 


Phe 


Glu 


Ser 


Leu 
885 


Tyr 


Gin 


Asp 


Lys 


Phe 
890 


Pro 


Phe 


Phe 


Asn 


Pro 

one 

895 


He 


Gin 


Thr 


Gin 


Val 
900 


Phe 


Asn 


Thr 


Val 


Tyr 
905 


Asn 


Ser 


Asp 


Asp 


Asn 
910 


Val 


Phe 


Val 


Gly 


Ala 


Pro Thr Gly 


Ser 


Gly 


Lys 


Thr 


He 


Cys 


Ala 


Glu 


Phe 


Ala 






915 










920 










925 








He 


Leu 
930 


Arg 


Met 


Leu 


Leu 


Gin 
935 


Ser 


Ser 


Glu 


Gly 


Arg 
940 


Cys 


Val 


Tyr 


He 


Thr 


Pro 


Met 


Glu 


Ala 


Leu 


Ala 


Glu 


Gin 


val 


Tyr 


Met 


Asp 


Trp 


Tyr 


Glu 


945 










950 










955 










960 


Lys 


Phe 


Gin 


Asp Arg 


Leu 


Asn 


Lys 


Lys 


val 


Val 


Leu 


Leu 


Thr 


Gly 


Glu 










965 










970 










975 




Thr 


Ser 


Thr 


Asp 
980 


Leu 


Lys 


Leu 


Leu 


Gly 
985 


Lys 


Gly 


Asn 


He 


He 
990 


He 


Ser 


Thr 


Pro 


Glu 


Lys 


Trp Asp 


He 


Leu 


Ser 


Arg 


Arg 


Trp 


Lys 


Gin 


Arg 


Lys 






99S 










1000 








1005 






Asn 


Val 


Gin 


Asn 


He 


Asn 


Leu 


Phe 


Val 


Val 


Asp 


Glu 


Val 


His 


Leu 


He 




1010 








1015 








1020 








Gly Gly Glu 


Asn Gly 


Pro 


Val 


Leu 


Glu 


Val 


He 


Cys 


Ser Arg 


Met 


Arg 


102S 








1030 








1035 








1041 


Tyr 


He 


Ser 


Ser 


Gin 


lie 


Glu 


Arg 


Pro 


He 


Arg 


He 


Val 


Ala 


Leu 


Ser 










1045 








1050 








1055 


Ser 


Ser 


Leu 


Ser 


Asn 


Ala 


Lys 


Asp 


val 


Ala 


His 


Trp Leu Gly 


Cys 


Ser 








1060 








1065 








1070 




Ala 


Thr 


Ser 


Thr 


Phe 


Asn 


Phe 


His 


Pro 


Asn 


Val 


Arg 


Pro 


Val 


Pro 


Leu 






1075 








1080 








1085 






Glu 


Leu 


His 


He 


Gin Gly 


Phe 


Asn 


He 


Ser 


His 


Thr Gin Thr Arg 


Leu 




1090 








1095 








1100 








Leu 


Ser 


Met 


Ala 


Lys 


Pro 


Val 


Tyr His 


Ala 


He 


Thr 


Lys 


His 


Ser 


Pro 


1105 








1110 








1115 








112( 


Lys 


Lys 


Pro 


Val 


He 


Val 


Phe 


Val 


Pro 


Ser 


Arg 


Lys 


Gin 


Thr 


Arg 


Leu 










1125 








1130 








1135 


Thr 


Ala 


He 


Asp 


He 


Leu Thr Thr Cys 


Ala 


Ala 


Asp 


He 


Gin 


Arg 


Gin 








1140 








1145 








1150 




Arg 


Phe 


Leu 


His 


Cys 


Thr 


Glu 


Lys 


Asp 


Leu 


He 


Pro 


Tyr 


Leu 


Glu 


Lys 






1155 








1160 








1165 






Leu 


Ser Asp 


Ser 


Thr 


Leu 


Lys 


Glu 


Thr 


Leu Leu Asn Gly Val 


Gly Tyr 




1170 








1175 








1180 








Leu 


His 


Glu 


Gly Leu 


Ser 


Pro Met Glu Arg Arg 


Leu 


Val 


Glu 


Gin 


Leu 



1185 1190 1195 1200 

Phe Ser Ser Gly Ala He Gin Val Val Val Al'a Ser Arg Ser Leu Cys 
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1205 1210 1215 

Trp Gly Met Asn Val Ala Ala His Leu Val lie He Met Asp Thr Gin 

1220 1225 1230 

Tyr Tyr Asn Gly Lys He His Ala Tyr Val Asp Tyr Pro He Tyr Asp 

1235 1240 1245 

Val Leu Gin Met Val Gly His Ala Asn Arg Pro Leu Gin Asp Asp Glu 

1250 1255 1260 

Gly Arg Cys Val He Met Cys Gin Gly Ser Lys Lys Asp Phe Phe Lys 
1265 1270 1275 1280 

Lys Phe Leu Tyr Glu Pro Leu Pro Val Glu Ser His Leu Asp His Cys 

1285 1290 1295 

Met His Asp His Phe Asn Ala Glu He Val Thr Lys Thr He Glu Asn 

1300 1305 1310 

Lys Gin Asp Ala Val Asp Tyr Leu Thr Trp Thr Phe Leu Tyr Arg Arg 

1315 1320 1325 

Met Thr Gin Asn Pro Asn Tyr Tyr Asn Leu Gin Gly He Ser His Arg 

1330 1335 1340 

His Leu Ser Asp His Leu Ser Glu Leu Val Glu Gin Thr Leu Ser Asp 
1345 1350 1355 1360 

Leu Glu Gin Ser Lys Cys He Ser He Glu Asp Glu Met Asp Val Ala 

1365 1370 1375 

Pro Leu Asn Leu Gly Met He Ala Ala Tyr Tyr Tyr He Asn Tyr Thr 

1380 1385 1390 

Thr He Glu Leu Phe Ser Met Ser Leu Asn Ala Lys Thr Lys Val Arg 

1395 1400 1405 

Gly Leu He Glu He He Ser Asn Ala Ala Glu Tyr Glu Asn He Pro 

1410 1415 1420 

He Arg His His Glu Asp Asn Leu Leu Arg Gin Leu Ala Gin Lys Val 
1425 1430 1435 1440 

Pro His Lys Leu Asn Asn Pro Lys Phe Asn Asp Pro His Val Lys Thr 

1445 1450 1455 

Asn Leu Leu Leu Gin Ala His Leu Ser Arg Met Gin Leu Ser Ala Glu 

1460 1465 1470 

Leu Gin Ser Asp Thr Glu Glu He Leu Ser Lys Ala He Arg Leu He 

1475 1480 1485 

Gin Ala Cys Val Asp Val Leu Ser Ser Asn Gly Trp Leu Ser Pro Ala 

1490 1495 1500 

Leu Ala Ala Met Glu Leu Ala Gin Met Val Thr Gin Ala Met Trp Ser 
1505 1510 1515 1520 

Lys Asp Ser Tyr Leu Lys Gin Leu Pro His Phe Thr Ser Glu His He 

1525 1S30 1535 

Lys Arg Cys Thr Asp Lys Gly Val Glu Ser Val Phe Asp He Met Glu 

1540 1545 1550 

Met Glu Asp Glu Glu Arg Asn Ala Leu Leu Gin Leu Thr Asp Ser Gin 

1555 1560 1565 

He Ala Asp Val Ala Arg Phe Cys Asn Arg Tyr Pro Asn He Glu Leu 

1570 1575 1580 

Ser Tyr Glu Val Val Asp Lys Asp Ser lie Arg Ser Gly Gly Pro Val 
1585 1590 1595 1600 

Val val Leu Val Gin Leu Glu Arg Glu Glu Glu Val Thr Gly Pro Val 

1605 1610 1615 

He Ala Pro Leu Phe Pro Gin Lys Arg Glu Glu Gly Trp Trp Val Val 

1620 1625 1630 

He Gly Asp Ala Lys Ser Asn Ser Leu He Ser He Lys Arg Leu Thr 
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1635 1640 1645 

Leu Gin Gin Lys Ala Lys Val Lys Leu Asp Phe Val Ala Pro Ala Thr 

1650 1655 1660 

Gly Ala His Asn Tyr Thr Leu Tyr Phe Met Ser Asp Ala Tyr Met Gly 
1665 1670 1675 1680 

Cys Asp Gin Glu Tyr Lys Phe Ser Val Asp Val Lys Glu Ala Glu Thr 

168S 1690 1695 

Asp Ser Asp Ser Asp 

1700 

<210> 2235 
<21X> 586 
<212> DNA 

<213> Homo sapiens 
<400> 2235 

tctagaatga gtatgaggac actctcacca gagtgaggtg aaggtgtata cagctggcac 
60 

tcagtgcttg cacattctcc actggcagaa tgactcccga cgtggctcgg gctccccgga 
120 

agacacccct cgaagcagtg gtgcctctag catcttcgac ctgaggaacc tggcagctga 
180 

ctcattgttg ccctctctgc tagagcgggc ggccccagaa gatgtggacc ggcgcaatga 
240 

agcccttcga cggcagcacc ggcccccggc cctgcttccc ctctacccgg cacctgacga 
300 

ggatgaagcc ggggaacgct gtagccgcct agagccaccc ccgcgagcac tttggacaaa 
360 

ggatcttggt caagtgtctg tcgctcaagt tcgagattga aattgagccc atctttggga 
420 

tcttggctct gtatgatgtg cggaagaaaa agaagatctc ggaaaacttc tacttcgacc 
480 

tgaactcgga ctccatgaag gggctgcttc gggctcatgg cacccaccct gccatctcca 
540 

ccctggcccg ctctgccatc ttctctgtga cctacccctc acgcgt 
586 

<210> 2236 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 2236 



Met 


Ser Pro Lys 


Gin 


Pro 


Leu 


His 


Gly Val 


Arg Val 


Gin 


Val Glu Val 


1 




5 








10 






15 


Glu 


Val Phe Arg 


Asp 


Leu 


Leu 


Phe 


Leu Pro 


His lie 


He 


Gin Ser Gin 




20 










25 






30 


Asp 


Pro Lys Asp 


Gly 


Leu 


Asn 


Phe 


Asn Leu 


Glu Leu 


Glu 


Arg Gin Thr 




35 








40 






45 




Leu Asp Gin Asp 


Pro 


Leu 


Ser 


Lys 


Val Leu 


Ala Gly Val 


Ala Leu Gly 




50 






55 






60 






Gly 


Tyr Ser Val 


Pro 


Arg 


Leu 


His 


Pro Arg 


Gin Val 


Pro 


Gly Arg Gly 


65 






70 








75 




80 


Glu 


Ala Gly Pro 


Gly 


Ala Gly Ala 


Ala Val 


Glu Gly 


Leu 


His Cys Ala 
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85 90 95 

Gly Pro His Leu Leu Gly Pro Pro Ala Leu Ala Glu Arg Ala Thr Met 

100 105 110 

Ser Gin Leu Pro Gly Ser Ser Gly Arg Arg Cys 
115 120 

<210> 2237 

<211> 421 

<212> DNA 

<213> Homo sapiens 

<400> 2237 

cctaggaagg cacacctgtg tcccactgca gccaagagga agcaccccaa acactcctct 
60 

tggggcgcag gagtgctggc cagcttgggg atagtccctg gaagtggtcg ggagcactga 
120 

gggaggagct gaggtccaag ccctcctcca gtgcatcacc ctggtcagga gtggggcagt 
180 

gtggagccag gggctcttca gccagcacct gctgcactat gggctccagc tgtgcaagac 
240 

cacccgtgag aaggagtctt gttgggagca gggtggggaa gcactgtggg agaggtgtcc 
300 

ttggctcggg tagcagggac cttgatgtat cttgaagcca gggggccgac tgaggcgctt 
360 

gtctgaaggc ctccatgaga gggagggggc tggagggggc tgttcccaat aatagctcta 

420 

t 

421 

<210> 2238 
<211;> 124 
<212> PRT 

<213> Homo sapiens 
<400> 2238 

Met Glu Ala Phe Arg Gin Ala Pro Gin Ser Ala Pro Trp Leu Gin Asp 

15 10 15 

Thr Ser Arg Ser Leu Leu Pro Glu Pro Arg Thr Pro Leu Pro Gin Cys 

20 25 . 30 

Phe Pro Thr Leu Leu Pro Thr Arg Leu Leu Leu Thr Gly Gly Leu Ala 

35 40 45 

Gin Leu Glu Pro lie Val Gin Gin Val Leu Ala Glu Glu Pro Leu Ala 

50 55 60 

Pro His Cys Pro Thr Pro Asp Gin Gly Asp Ala Leu Glu Glu Gly Leu 
65 70 75 80 

Asp Leu Ser Ser Ser Leu Ser Ala Pro Asp His Phe Gin Gly Leu Ser 

85 90 95 

Pro Ser Trp Pro Ala Leu Leu Arg Pro Lys Arg Ser Val Trp Gly Ala 

100 105 110 

Ser Ser Trp Leu Gin Trp Asp Thr Gly Val Pro Ser 
115 120 

<210> 2239 
<211> 623 
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<212> DNA 

<213> Homo sapiens 
<400> 2239 

gctagcagga ctcagaaatc tgctgttgag cacaaagcca aaaaatctct gtcccatcct 
60 

agccattcca ggcctgggcc catggtcacc ccacacaata aggctaagag tccaggtgtc 
120 

aggcagccag gcagcagctc tagctcagcc cctgggcagc ccagcacagg ggttgctcga 
180 

cccacagtta gttctggccc tgtgcctagg cgccagaatg gcagctccag ctcaggacct 
240 

gagcgatcaa tcagtgggtc caagaagcca accaatgact caaatccctc taggcggaca 
300 

gtcagtggta catgtggccc tggacaacct gcaagcagct caggtggccc tgggcgaccc 
360 

atcagtggtt cagttagttc tgcaagaccc ttgggcagct ctcgtggccc tggccggcct 

420 

gtgagcagtc cacatgaact tcgacgacca gtgagtggct tgggcccccc ggggcggtct 
480 

gtcagtggcc ctgggagatc cataagtggc ccaattccag ctggacggac tgtcagtaat 
540 

tcagtcccag gaagaccagt gagcagcttg ggacctgggc aaacagttag tagctcaggt 
600 

cccactataa agcctaagtg cac 
623 

<210> 2240 
<211> 207 
<212> PRT 

<213> Homo sapiens 



<400> 2240 



Ala 


Ser Arg 


Thr 


Gin 


Lys 


Ser 


Ala 


val 


Glu 


His 


Lys 


Ala 


Lys 


Lys 


Ser 


1 








5 










10 










15 




Leu 


Ser 


His 


Pro 


Ser 


His 


Ser 


Arg 


Pro 


Gly 


Pro 


Met 


Val 


Thr 


Pro 


His 








20 










25 










30 






Asn 


Lys 


Ala 


Lys 


Ser 


Pro 


Gly 


Val 


Arg 


Gin 


Pro 


Gly 


Ser 


Ser 


Ser 


Ser 






35 










40 










45 








Ser 


Ala 


Pro 


Gly 


Gin 


Pro 


Ser 


Thr 


Gly 


Val 


Ala 


Arg 


Pro 


Thr 


Val 


Ser 




50 








55 










60 










Ser 


Gly 


Pro 


Val 


Pro 


Arg 


Arg 


Gin 


Asn 


Gly 


Ser 


Ser 


Ser 


Ser 


Gly 


Pro 


65 








70 










75 










80 


Glu 


Arg 


Ser 


He 


Ser 


Gly 


Ser 


Lys 


Lys 


Pro 


Thr 


Asn 


Asp 


Ser 


Asn 


Pro 








85 










90 










95 




Ser 


Arg 


Arg 


Thr 


Val 


Ser 


Gly 


Thr 


Cys 


Gly 


Pro 


Gly 


Gin 


Pro 


Ala 


Ser 








100 










105 










110 






Ser 


Ser 


Gly 


Gly 


Pro 


Gly 


Arg 


Pro 


He 


Ser 


Gly 


Ser 


Val 


Ser 


Ser 


Ala 






115 










120 










125 








Arg 


Pro 


Leu 


Gly 


Ser 


Ser 


Arg 


Gly 


Pro 


Gly 


Arg 


Pro 


Val 


Ser 


Ser 


Pro 




130 










135 










140 










His 


Glu 


Leu 


Arg 


Arg 


Pro 


Val 


Ser 


Gly 


Leu 


Gly 


Pro 


Pro 


Gly 


Arg 


Ser 


145 








150 










155 










160 


Val 


Ser 


Gly 


Pro 


Gly 


Arg 


Ser 


He 


Ser 


Gly 


Pro 


He 


Pro 


Ala 


Gly 


Arg 
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165 170 175 

Thr Val Ser Asn Ser Val Pro Gly Arg Pro Val Ser Ser Leu Gly Pro 

180 185 190 

Gly Gin Thr Val Ser Ser Ser Gly Pro Thr lie Lys Pro Lys Cys 
195 200 205 

<210> 2241 
<211> 656 
<212> DNA 

<213> Homo sapiens 
<400> 2241 

nnacgcgtga agggcagcag caacaccacg gagtgtgttc ccgtgcccac ctccgagcac 
60 

gtggccgaga tcgtgggcag gcaaggctgc aagattaagg ccttgagggc caagaccaac 
120 

acctacatta gaaccccggg aaggggcgag gaaccagtgt tcatggtgac agggcgacgg 
180 

gaggacgtgg ccacagcccg gcgggaaatc atctcagcag cggagcactt ctccatgatc 
240 

cgtgcctccc gcaacaagtc aggcgccgcc tttggtgtgg ctcctgctct gcccggccag 
300 

gtgaccatcc gtgtgcgggt gccctaccgc gtggtggggc tggtggtggg ccccaaaggg 
360 

gcaaccatca agcgcatcca gcagcaaacc aacacataca ttatcacacc aagccgtgac 
420 

cgcgaccccg tgttcgagat cacgggtgcc ccaggcaacg tggagcgtgc gcgcgaggag 
480 

atcgagacgc acatcgcggt gcgcactggc aagatcctcg agtacaacaa tgaaaacgac 
540 

ttcctggcgg ggagccccga cgcagcaatc gatagccgct actccgacgc ctggcgggtg 
600 

caccagcccg gctgcaagcc cctctccacc ttccggcaga acagcctggg ctgcag 
656 

<210> 2242 
<211> 218 
<212> PRT 

<213> Homo sapiens 



<400> 2242 



Xaa Arg 


Val 


Lys 


Gly 


Ser 


Ser 


Asn 


Thr 


Thr 


Glu 


Cys 


Val 


Pro 


Val 


Pro 


1 






5 










10 










15 




Thr Ser 


Glu 


His 


Val 


Ala 


Glu 


He 


Val 


Gly 


Arg 


Gin 


Gly 


Cys 


Lys 


He 






20 










25 










30 






Lys Ala 


Leu 


Arg 


Ala 


Lys 


Thr 


Asn 


Thr 


Tyr 


He 


Arg 


Thr 


Pro 


Gly 


Arg 


35 










40 










45 








Gly Glu 


Glu 


Pro 


Val 


Phe 


Met 


Val 


Thr 


Gly 


Arg Arg 


Glu 


Asp 


Val 


Ala 


50 










55 










60 










Thr Ala 


Arg 


Arg 


Glu 


lie 


He 


Ser 


Ala 


Ala 


Glu 


His 


Phe 


Ser 


Met 


He 


65 








70 










75 










80 


Arg Ala 


Ser 


Arg 


Asn 


Lys 


Ser 


Gly 


Ala 


Ala 


Phe 


Gly 


Val 


Ala 


Pro 


Ala 






85 










90 










95 




Leu Pro 


Gly 


Gin 


val 


Thr 


He 


Arg 


Val 


Arg 


Val 


Pro 


Tyr 


Arg 


Val 


Val 
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100 105 HO 

Gly Leu val Val Gly Pro Lys Gly Ala Thr lie Lys Arg lie Gin Gin 

115 120 125 

Gin Thr Asn Thr Tyr He He Thr Pro Ser Arg Asp Arg Asp Pro Val 

130 135 140 

Phe Glu lie Thr Gly Ala Pro Gly Asn Val Glu Arg Ala Arg Glu Glu 
145 150 155 160 

He Glu Thr His He Ala Val Arg Thr Gly Lys He Leu Glu Tyr Asn 

165 170 175 

Asn Glu Asn Asp Phe Leu Ala Gly Ser Pro Asp Ala Ala He Asp Ser 

180 185 190 

Arg Tyr Ser Asp Ala Trp Arg Val His Gin Pro Gly Cys Lys Pro Leu 

195 200 205 

Ser Thr Phe Arg Gin Asn Ser Leu Gly Cys 
210 21S 

<210> 2243 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<400> 2243 

gaattcagca tttaaatgtc actcgttggc atgcaatttg ctgtcatgaa aacgactgtg 
60 

gattcatttc ctggtaagaa tcttctgact tattgagctg catgtcagaa gcaaaaagca 
120 

aaaaaaccaa atatgtacat aaaacagtgt tatcattcct taaaagagaa ggaaaataaa 
180 

tccctaaata atgtggactg gaacacagaa atccaaggct ggccgcacgg gtcctggctg 
240 

ggatggcatc cggggagctg ctgctgggga cgtgcttgcc ggcacaggtc aggggagccg 
300 

ggttctgcct cctccttgcc cactctcttt gcgccctccc tgtgctcgcc tgtcttgttt 
360 

tacctcccat cctgggccct tgga 
384 

<210> 2244 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2244 

Met Gly Gly Lys Thr Arg Gin Ala Ser Thr Gly Arg Ala Gin Arg Glu 

15 10 15 

Trp Ala Arg Arg Arg Gin Asn Pro Ala Pro Leu Thr Cys Ala Gly Lys 

20 25 30 

His Val Pro Ser Ser Ser Ser Pro Asp Ala He Pro Ala Arg Thr Arg 

35 40 45 

Ala Ala Ser Leu Gly Phe Leu Cys Ser Ser Pro His Tyr Leu Gly He 

50 55 60 

Tyr Phe Pro Ser Leu Leu Arg Asn Asp Asn Thr Val Leu Cys Thr Tyr 
65 70 75 80 

Leu Val Phe Leu Leu Phe Ala Ser Asp Met Gin Leu Asn Lys Ser Glu 
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85 90 95 

Asp Ser Tyr Gin Glu Met Asn Pro Gin Ser Phe Ser 

100 105 

<210> 2245 

<211> 632 

<212> DNA 

<213> Homo sapiens 

<400> 2245 

acgcgtgcga ttaccgtcaa ggctggtgtg gtgagcgctg atctgcacga gcggacgtct 
60 

tcgagagaag aggtcggacg cgagaggctc aactatggtc acaccttggc ccacgctatt 

120 

gaggcccaca agcatttcac gtggcgtcat ggcgaggctg acgcggtggg catggtgttt 
180 

gcggccgaac tgtcgcaccg gtacctggga ctgtccgatg aggtcgttgc gcgcacccgc 
240 

actatcctgt ctgagatcgg attgcctgtt acctgtgacg agattaagtg ggcagatctg 
300 

cgcaagacga tgaacgtgga caagaaaacc agggtagacc cgcagaccgg gcgtcaagtg 
360 

ttgcggtttg tcggtattca caaacccggt caggtcgcca tgatcgtcga ccctgacgag 
420 

gccgctttag ccgagtgcta cgaccggtgt tccgcacggt aaaaacgttc ggaaatgaac 
480 

atgtggctgc gggtcagtcg gcattcaggc ctccgtgacg ccgtcgaccc caagtgatgt 
540 

gacgattcgg gaaatatctt gttgggcact cttgagcctc gcctgattcc ccatacccga 
600 

cttaagttca gtatcgacgg catgaatccg ga 
632 

<210> 2246 
<211> 153 
<212> PRT 

<213> Homo sapiens 



<400> 2246 
























Thr 


Arg 


Ala 


He 


Thr Val 


Lys 


Ala 


Gly 


Val 


Val 


Ser Ala 


Asp 


Leu 


His 


1 






5 








10 








15 




Glu 


Arg 


Thr 


Ser 


Ser Arg 


Glu 


Glu 


Val 


Gly 


Arg Glu Arg 


Leu 


Asn 


Tyr 






20 








25 








30 






Gly 


His 


Thr 


Leu 


Ala His 


Ala 


He 


Glu 


Ala 


His 


Lys His 


Phe 


Thr 


Trp 




35 








40 








45 








Arg 


His 
50 


Gly 


Glu 


Ala Asp 


Ala 
55 


val 


Gly 


Met 


Val 


Phe Ala 
60 


Ala 


Glu 


Leu 


Ser 


His 


Arg 


Tyr 


Leu Gly 


Leu 


Ser 


Asp 


Glu 


Val 


Val Ala 


Arg 


Thr 


Arg 


65 








70 










75 








80 


Thr 


He 


Leu 


Ser 


Glu He 
85 


Gly 


Leu 


Pro 


Val 
90 


Thr 


Cys Asp 


Glu 


He 

95 


Lys 


Trp 


Ala 


Asp 


Leu 
100 


Arg Lys 


Thr 


Met 


Asn 
105 


Val 


Asp 


Lys Lys 


Thr 
110 


Arg 


Val 


Asp 


Pro 


Gin 


Thr 


Gly Arg 


Gin 


Val 


Leu 


Arg 


Phe 


Val Gly 


He 


His 


Lys 
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115 120 125 

Pro Gly Gin Val Ala Met lie Val Asp Pro Asp Glu Ala Ala Leu Ala 

130 135 140 

Glu Cys Tyr Asp Arg Cys Ser Ala Arg 
145 150 

<210> 2247 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2247 

gggcgttcgc ctccagggtt ctccccgaca ctggatgcca acctgcccag gggcagaagg 
60 

gaggttgggc gtggggagtg ccgggtacag tcagagttgc caggacagtt tggagcagtg 
120 

cctcttaatc ttggccgcac agcacctggg agctttaaat agacccccac gccctgggcg 
180 

cccccaccgc tgacccaccc gatctcagct ctgcctttcc cgcctctctg ctgggttgca 
240 

taagccagcg attcccaacc ccggctgtac ctggaagcta ccccaggagc ttctggagaa 
300 

tgtgccgtgt gagccatccc cctg 
324 

<210> 2248 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2248 



Met Ala 


His 


Thr 


Ala 


His 


Ser 


Pro Glu 


Ala Pro Gly Val Ala Ser 


Arg 


1 






5 








10 15 




Tyr Ser 


Arg 


Gly 


Trp 


Glu 


Ser 


Leu Ala 


Tyr Ala Thr Gin Gin Arg 


Gly 






20 








25 


30 




Gly Lys 


Gly 


Arg 


Ala 


Glu 


lie 


Gly Trp 


Val Ser Gly Gly Gly Ala 


Gin 




35 










40 


45 




Gly Val 


Gly 


Val 


Tyr 


Leu 


Lys 


Leu Pro 


Gly Ala Val Arg Pro Arg 


Leu 


50 










55 




60 




Arg Gly 


Thr 


Ala 


Pro 


Asn 


Cys 


Pro Gly 


Asn Ser Asp Cys Thr Arg 


His 


65 








70 






75 


80 


Ser Pro 


Arg 


Pro 


Thr 


Ser 


Leu 


Leu Pro 


Leu Gly Arg Leu Ala Ser 


Ser 








85 








90 95 




Val Gly 


Glu 


Asn 


Pro 


Gly Gly Glu Arg 







100 105 



<210> 2249 
<211> 394 
<212> DNA 

<213> Homo sapiens 
<400> 2249 

gaaaaccgga taacagggtg tatacaagcc tctgagttct gggagcaaca accagctcaa 
60 
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cccgcaaggg aaagtgagaa agcaattaag ttgggaaccg cggggttttc ccattcccac 
120 

ggtggaaacc gcggccagtg aattgaaatc cgcttcctta aggcgaaatg ggcccttaaa 
180 

aggcaaggtc aaccgcccgc cagtgtgatg gaatttgcaa gaattcggtt tagcaccctc 
240 

ccggcttttc tcccgaccgc gtgcagggtg ggctgcgctg ggcctgggag gaactgggag 
300 

ctgggggctc atgtcctgta taaaggggct gcaggggcgc tgtctccccc cagaagactg 
360 

gccacatggg gacaggcctc ctgggggcag atct 
394 

<210> 2250 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 2250 



Met Ser 


Pro 


Gin 


Leu Pro Val Pro Pro Arg Pro 


Ser 


Ala 


Ala 


His 


Pro 


1 






5 10 








15 




Ala Arg 


Gly 


Arg 


Glu Lys Ser Arg Glu Gly Ala Lys 


Pro 


Asn 


Ser 


Cys 






20 


25 






30 






Lys Phe 


Kis 
35 


His 


Thr Gly Gly Arg Leu Thr Leu 

40 


Pro 


Phe 

45 


Lys 


Gly 


Pro 


Phe Arg 


Leu 


Lys 


Glu Ala Asp Phe Asn Ser Leu 


Ala 


Ala 


Val 


Ser 


Thr 


50 






55 


60 










Val Gly 


Met 


Gly 


Lys Pro Arg Gly Ser Gin Leu 


Asn 


Cys 


Phe 


Leu 


Thr 


65 






70 75 










80 


Phe Pro 


Cys 


Gly 


Leu Ser Trp Leu Leu Leu Pro 
85 90 


Glu 


Leu 


Arg 


Gly 
95 


Leu 


Tyr Thr 


Pro 


Cys 
100 


Tyr Pro Val Phe 













<210> 2251 

<211> 654 

<212> DNA 

<213> Homo sapiens 

<400> 2251 

acgcgtactt attcgccacc atgattatga ccagtgtttc cagtccgttc agttgttgea 
60 

gtggaatagt caggttaaat ttaatgtgac cgtttatcgc aatctgccga ccactcgcga 
120 

ttcaatcatg acttcgtgat aaaagattga gtgtgaggtt ataacgccga agcggtaaaa 
180 

attttaattt ttgccgctga ggggttgacc aagcgaagcg cggtaggttt tctgcttagg 
240 

agtttaatca tgtttcagac ttttatttct cgccataatt caaacttttt ttctgataag 
300 

ctggttctca cttctgttac tccagcttct tcggcacctg ttttacagac acctaaagct 
360 

acatcgtcaa cgttatattt tgatagtttg acggttaatg ctggtaatgg tggttttctt 
420 
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cattgcattc agacggatac atctgtcaac gccgctaatc aggttgtttc tgttggtgct 
480 

gatattgctt ttgatgccga ccctaaattt tttgcctgtt tggttcgctt tgagtcttct 
540 

tcggttccga ctaccctccc gactgcctat gatgtttatc ctttggatgg tcgccatgat 
600 

ggtggttatt ataccgtcaa ggactgtgtg actattgacg tccttcctcg tacg 
654 

<210> 2252 
<2X1> 135 
<212> PRT 

<213> Homo sapiens 



<400> 2252 
















Met 


Phe Gin Thr Phe He Ser Arg 


His 


Asn Ser 


Asn 


Phe 


Phe 


Ser 


Asp 


1 


5 




10 








15 




Lys 


Leu Val Leu Thr Ser Val Thr 


Pro 


Ala Ser 


Ser 


Ala 


Pro 


Val 


Leu 


20 


25 








30 




Thr 


Gin 


Thr Pro Lys Ala Thr Ser Ser 


Thr 


Leu Tyr 


Phe 


Asp 


Ser 


Leu 




35 40 








45 






Thr 


Val 


Asn Ala Gly Asn Gly Gly Phe 


Leu 


His Cys 


He 


Gin 


Met 


Asp 




50 55 






60 








Ala 


Ser 


Val Asn Ala Ala Asn Gin Val 


Val 


Ser Val Gly 


Ala 


Asp 


He 


65 


70 




75 










60 


Phe 


Asp Ala Asp Pro Lys Phe Phe 


Ala 


Cys Leu 


Val 


Arg 


Phe 


Glu 


Ser 




85 




90 








95 




Ser 


Ser Val Pro Thr Thr Leu Pro 


Thr 


Ala Tyr 


Asp 


Val 


Tyr 


Pro 


Leu 




100 


105 








110 






Asp 


Gly Arg His Asp Gly Gly Tyr Tyr 


Thr Val 


Lys 


Asp 


Cys 


Val 


Thr 


115 120 








125 









He Asp Val Leu Pro Arg Thr 
130 135 

<210> 2253 
<211> 327 
<212> DNA 

<213> Homo sapiens 
<400> 2253 

ggatcctgct gggcctcttt tacgtgatgt tgacccagcc gctggtgcgc attattcgcg 
60 

cactgagcac cagcaagcag gcccgcctgg attgcccacc gggtcacgaa aacgatgaaa 
120 

tcggcgtatt ggtcaacgtc gccaaccagc aattcgacaa tatggaaacc gaaatcgagc 
180 

agcgccgcca cgccgaggac cgcctcaccg aatacctggg ccaactggaa gatatcgtct 
240 

ccgcacgcac cctggagctc aaggccagca accaacgctt gagccaatcc aacgatgagc 
300 

tggaagcggc aaagttgacc gccttgg 
327 

<210> 2254 
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<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 2254 



Met Leu 


Thr 


Gin 


Pro 


Leu 


Val 


Arg He He Arg 


Ala 


Leu 


Ser 


Thr 


Ser 


1 






5 






10 








15 




Lys Gin 


Ala 


Arg 


Leu Asp Cys Pro Pro Gly His Glu Asn Asp 


Glu 


He 






20 








25 






30 






Gly Val 


Leu 
35 


Val 


Asn 


Val 


Ala 


Asn Gin Gin Phe 
40 


Asp 


Asn 
45 


Met 


Glu 


Thr 


Glu He 


Glu 


Gin 


Arg 


Arg 


His 


Ala Glu Asp Arg 


Leu 


Thr 


Glu 


Tyr 


Leu 


50 










55 




60 










Gly Gin 


Leu 


Glu 


Asp 


He 


Val 


Ser Ala Arg Thr 


Leu 


Glu 


Leu 


Lys 


Ala 


65 








70 




75 










80 


Ser Asn 


Gin 


Arg 


Leu 
85 


Ser 


Gin 


Ser Asn Asp Glu 
90 


Leu 


Glu 


Ala 


Ala 
95 


Lys 


Leu Thr 


Ala 


Leu 
100 





















<210> 2255 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 2255 

nngctagcac atgagaagtg tgaagtttat actttgcttg ggcgatcacg ccgttttcca 
60 

aatatggctc atgcaacttc tggccaaagg ggtcacattg agcgtgctgc tatcaatgct 
120 

cctgtacagg gcagtgcagc tgatgttgct atgtgtgcaa tgcttgagat agacaggaat 
180 

actcgtctta aggagcttgg ttggacgcta ctcttgcagg tgcatgatga agtgatactg 
240 

gaagggcctt cagagtctgc ggagtnggcc aagtccatag ttgttgagtg catgtctaag 
300 

cccttctatg gcaccaatat cctgagggtc gaccttgctg ttgatgccaa gtgtgca 
357 

<210> 2256 
<211> 119 
c212> PRT 

<213> Homo sapiens 



<400> 2256 



Xaa 


Leu 


Ala 


His 


Glu 


Lys 


Cys 


Glu 


Val 


Tyr 


Thr Leu Leu Gly Arg Ser 


1 








5 










10 


15 


Arg 


Arg 


Phe 


Pro 


Asn 


Met 


Ala 


His 


Ala 


Thr 


Ser Gly Gin Arg Gly His 








20 










25 




30 


He 


Glu 


Arg 


Ala 


Ala 


He 


Asn 


Ala 


Pro 


Val 


Gin Gly Ser Ala Ala Asp 






35 










40 






45 


Val 


Ala 


Met 


Cys 


Ala 


Met 


Leu 


Glu 


He Asp 


Arg Asn Thr Arg Leu Lys 




50 










55 








60 


Glu 


Leu Gly Trp Thr 


Leu 


Leu 


Leu 


Gin 


Val 


His Asp Glu Val He Leu 
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65 

Glu Gly Pro Ser 

Cys Met Ser Lys 
100 

Ala Val Asp Ala 
115 



70 

Glu Ser Ala Glu 
85 

Pro Phe Tyr Gly 
Lys Cys Ala 



75 

Xaa Ala Lys Ser 
90 

Thr Asn lie Leu 
105 



80 

He Val Val Glu 
95 

Arg Val Asp Leu 
110 



<210> 2257 

<211> 626 

<212> DNA 

<213> Homo sapiens 



<400> 2257 

nnaatgacaa aaaatatgaa ccaaaatagt gacagtggca gtacaaataa ctataaaagc 
60 

ctgaaaccta aattagaaaa tctgagttct ttaccaccag attctgacag aacatcagaa 
120 

gtatatctac atgaagaatt acagcaggac atgcaaaagt ttaagaatga ggtcaacaca 
180 

ttagaagaag agttcctggc tttgaagaaa gaaaatgttc aacttcataa agaggttgaa 
240 

gaagaaatgg agaagcacag aagtaatagc acagaattat caggaaccct aactgatggt 
300 

actactgttg gcaatgatga tgatggacta aatcagcaga ttcctaggaa ggaaaatgaa 
360 

gagcatgaca ggcctgcaga taaaacagct aatgaaaaga acaaggtcaa aaaccaaata 
420 

tatcctgagg ctgactttgc tgactcaatg gagccatctg aaatagcctc agaggattgt 
480 

gaattgtctc actctgttta tgagaatttt atgttgctga ttgaacaact tagaatggag 
540 

tataaaggta ggaccactgc ataaatgcaa ggccttttga tgtatcctgc agtaatgtgt 
600 

gtatacattg ctgagaactg acgcgt 
626 • 



<210> 2258 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 2258 

Xaa Met Thr Lys Asn Met Asn Gin Asn Ser Asp Ser Gly Ser Thr Asn 

15 10 15 

Asn Tyr Lys Ser Leu Lys Pro Lys Leu Glu Asn Leu Ser Ser Leu Pro 

20 25 30 

Pro Asp Ser Asp Arg Thr Ser Glu Val Tyr Leu His Glu Glu Leu Gin 

35 40 45 

Gin Asp Met Gin Lys Phe Lys Asn Glu Val Asn Thr Leu Glu Glu Glu 

50 55 60 

Phe Leu Ala Leu Lys Lys Glu Asn Val Gin Leu His Lys Glu Val Glu 
65 70 75 80 

Glu Glu Met Glu Lys His Arg Ser Asn Ser Thr Glu Leu Ser Gly Thr 
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Leu Thr Asp Gly 

100 

Gin lie Pro Arg 
115 

Thr Ala Asn Glu 
130 

Asp Phe Ala Asp 
145 

Glu Leu Ser His 

Leu Arg Met Glu 
180 



85 

Thr Thr Val Gly 

Lys Glu Asn Glu 

120 

Lys Asn Lys Val 
135 

Ser Met Glu Pro 
150 

Ser Val Tyr Glu 
165 

Tyr Lys Gly Arg 



90 

Asn Asp Asp Asp 
105 

Glu His Asp Arg 

Lys Asn Gin He 
140 

Ser Glu He Ala 
155 

Asn Phe Met Leu 
170 

Thr Thr Ala 
185 



95 

Gly Leu Asn Gin 
110 

Pro Ala Asp Lys 
125 

Tyr Pro Glu Ala 

Ser Glu Asp Cys 

160 

Leu He Glu Gin 
175 



<210> 2259 

<211> 425 

<212> DNA 

<213> Homo sapiens 



<400> 2259 
acgcgtcaca 
60 

taaaggtaaa 
120 

acggtcatct 
180 

gctaacatga 
240 

acactccatt 
300 

ttcaatagga 
360 

acgaggaccg 
420 
catga 
425 



atgataaagc 
cacttacgtg 
acgactgtaa 
cctgcaccta 
tcgcctacca 
gttccgtata 
gatagaacgg 



cattatattc 
taacacgttc 
cacgacagcc 
atacgagaac 
tgcatagaga 
gaacccttcc 
taaccattac 



atcaagaggt 
atcaaagaat 
aataaacaat 
tgacggatca 
attcagcttt 
atcttcagca 
ggtagcttca 



aaatcattct 
tcaggaacca 
agcaaatcag 
ttttctacag 
gctttatcta 
taaatagtct 
gtaacctgta 



tgaaattttc 
catattctgg 
taatagctcg 
gttgtacgaa 
cagtaaatcc 
tatccccttg 
gacgattttt 



<210> 2260 

<211> 141 

<212> PRT 

<213> Homo sapiens 



<400> 2260 

Met Lys Asn Arg Leu Gin Val Thr Glu Ala Thr Val Met Val Thr Val 

1 5 10 15 

Leu Ser Gly Pro Arg Gin Gly Asp Lys Thr He Tyr Ala Glu Asp Gly 

20 25 30 

Arg Val Leu Tyr Gly Thr Pro He Glu Gly Phe Thr Val Asp Lys Ala 

35 40 45 

Lys Leu Asn Ser Leu Cys Met Val Gly Glu Met Glu Cys Phe Val Gin 

50 55 60 

Pro Val Glu Asn Asp Pro Ser Val Leu Val Leu Gly Ala Gly His Val 
65 70 75 80 

Ser Arg Ala He Thr Asp Leu Leu Leu Phe He Gly Cys Arg Val Thr 
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85 

val Val Asp Asp Arg Pro Glu Tyr 

100 

Arg Val Thr Arg Lys Cys Leu Pro 
115 120 
Pro Leu Asp Glu Tyr Asn Gly Phe 
130 135 



90 95 
Val Val Pro Glu Phe Phe Asp Glu 
105 110 
Leu Glu Asn Phe Lys Asn Asp Leu 

125 

lie He Val Thr Arg 
140 



<210> 2261 

<211> 660 

<212> DNA 

<213> Homo sapiens 



<400> 2261 
ngctagctgc 
60 

ttgagcccaa 
120 

tgtcggtgca 
180 

agctcgatgc 
240 

acgatgccgg 
300 

tgcccatgtg 
360 

ggtttccagg 
420 

gccgtcatcc 
480 

gtcatgctgg 
540 

atccttgtcg 
600 

ctggtgggtc 
660 



tgctcctgag 
gcgcgaggtc 
cgctgaccga 
cgtggccgcc 
gaggctcttc 
ggcagccgct 
ccaccgacct 
cgccgatgtt 
cgccgatggt 
gcgcgctggg 
ccactggtgg 



gatcggccgc 
gatgtgtccg 
gaggtccgtg 
atgatggccc 
gacaagcttc 
ctatctcgtc 
ggctcttatc 
catggtgggg 
gctgggaagt 
gctgcccgtc 
gtatctatgg 



agaatattgc 
gcgaccgcgc 
cggagagtac 
ttgtctatgg 
actgaacggt 
atgggaagga 
gcggtctttg 
gcggtccctt 
atccgtggcg 
ttcagcggtg 
ggatggctga 



tgccgatctg 
gcgttgcggt 
tcccgatgat 
gtcgaatgtg 
gttcaattgg 
acccgatgtc 
cagccctcat 
ttgcccttca 
gatgcgcggt 
ggtctagcgg 
tcggcgcttt 



tccgggttgc 
gggagcatag 
atttgcgggc 
actattcccg 
tcccaacggc 
gtcacgcaat 
tgctgtgcta 
gatggttgcc 
aggcttgtat 
gattggcgtc 
cgtggcgggt 



<210> 2262 

<211> 139 

<212> PRT 

<213> Homo sapiens 



<400> 2262 

Met Pro Gly Gly Ser Ser Thr Ser Phe Thr Glu Arg Cys Ser He Gly 

15 10 15 

Pro Asn Gly Cys Pro Cys Gly Gin Pro Leu Tyr Leu Val Met Gly Arg 

20 25 30 

Asn Pro Met Ser Ser Arg Asn Gly Phe Gin Ala Thr Asp Leu Ala Leu 

35 40 45 

He Ala Val Phe Ala Ala Leu He Ala Val Leu Ala Val He Pro Pro 

50 55 60 

Met Phe Met Val Gly Ala Val Pro Phe Ala Leu Gin Met Val Ala Val 
65 70 75 80 

Met Leu Ala Pro Met Val Leu Gly Ser He Atg Gly Gly Cys Ala Val 
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Gly Leu Tyr He 

100 

Gly Ser Ser Gly 
115 

Trp Gly Trp Leu 
130 



65 

Leu Val Gly Ala 

He Gly Val Leu 
120 

He Gly Ala Phe 
135 



90 

Leu Gly Leu Pro 
105 

Val Gly Pro Thr 
val Ala Gly 



95 

Val Phe Ser Gly 
110 

Gly Gly Tyr Leu 
125 



<210> 2263 

<211> 491 

<212> DNA 

<213> Homo sapiens 



<400> 2263 

nacgcgttcc cggtcgaccg aggcaaaggc 
60 

tcccaccgcg gtatggctgg gtcactgctg 
120 

gagggcaccc ggtctcgcac cggcgcaatg 
180 

gctatttcac gtggggttcc ggttatcccg 
240 

ccgtccgagc aagccaggtt accaaaagga 
300 

cctatggacc ctgttcccgg cgagatcgcc 
360 

gtcattgagt tgcacgacca aaccgcccgc 
420 

ggacgccacc gcgcgctaag ccaggcctcc 
480 

tcgacgtgca c 
491 



aaaagtaagc agggtgcccg tagtccccgt 
acagatggcg tccccctgct gatctttccg 
ggcaccttca aacctggggc tgccgcattg 
attgctttag taggagcatg ggcggctatg 
cgtccattgg tccacgtggc tattggacac 
caccaattct ccgaacggat tcgtcgccag 
gcctacggca tgccaaccct tgacgaatac 
gagagcggcg acaccgcatc caccaaccac 



<210> 2264 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 2264 
Xaa Ala Phe Pro 
1 

Arg Ser Pro Arg 
20 

Gly Val Pro Leu 
35 

Ala Met Gly Thr 
50 

Gly Val Pro Val 
65 

Pro Ser Glu Gin 

Ala He Gly His 

100 

Phe Ser Glu Arg 



Val Asp Arg Gly 
5 

Ser His Arg Gly 

Leu He Phe Pro 
40 

Phe Lys Pro Gly 
55 

He Pro He Ala 
70 

Ala Arg Leu Pro 
85 

Pro Met Asp Pro 
He Arg Arg Gin 



Lys Gly Lys Ser 
10 

Met Ala Gly Ser 
25 

Glu Gly Thr Arg 

Ala Ala Ala Leu 

60 

Leu Val Gly Ala 
75 

Lys Gly Arg Pro 
90 

Val Pro Gly Glu 
105 

Val He Glu Leu 



Lys Gin Gly Ala 
15 

Leu Leu Thr Asp 
30 

Ser Arg Thr Gly 
45 

Ala He Ser Arg 

Trp Ala Ala Met 
80 

Leu Val His Val 
95 

He Ala His Gin 
110 

His Asp Gin Thr 
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115 120 125 

Ala Arg Ala Tyr Gly Met Pro Thr Leu Asp Glu Tyr Gly Arg His Arg 

130 135 140 

Ala Leu Ser Gin Ala Ser Glu Ser Gly Asp Thr Ala Ser Thr Asn His 
145 .150 155 160 

Ser Thr Cys 



<210> 2265 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<400> 2265 

ccatgggaat aggccaacac ggatggatct actgtataac ttgcctgcca tcaggaaaga 
60 

gtcaacacgg cagacacatg ctggcagaaa ccctgctgga gttgcccctg agcattgatg 
120 

cataccaccc gagaggagga gagggtggtg ggagaaatca gatcagagtt caaaatgcac 
180 

cggaagggct cggaaatgta agactgcacc ttgcaggaac tgtcaatgcc actaccaata 
240 

tcactcactt acgtcaagca cttgagagca gctgcgaaca caattctctg actcctaacc 
300 

tttagcacgt gactgggacc actggaca 
328 

<210> 2266 

<211> 100 

<212> PRT 

<213> Homo sapiens 



c400> 2266 



Met Gly 


He 


Gly 


Gin 


His 


Gly Trp 


He 


Tyr 


Cys 


He 


Thr 


Cys Leu Pro 


1 






5 








10 








15 


Ser Gly 


Lys 


Ser 


Gin 


His 


Gly Arg 


His 


Met 


Leu 


Ala 


Glu 


Thr Leu Leu 




20 








25 










30 


Glu Leu 


Pro 


Leu 


Ser 


He 


Asp Ala 


Tyr 


His 


Pro Arg Gly 


Gly Glu Gly 




35 








40 










45 


Gly Leu Gly 


Gly Gly 


Arg 


Asn 


Gin 


He Arg Val 


Gin 


Asn 


Ala 


Pro 


Glu 


50 










55 








60 




Thr Asn He 


Asn Val 


Arg 


Leu 


His 


Leu 


Ala Gly Thr 


Val 


Asn 


Ala 


Thr 


65 






70 








75 






80 


Thr His 


Leu 


Arg 


Gin 


Ala 


Leu Glu 


Ser 


Ser 


Cys 


Glu 


His 


Asn Ser Leu 






85 








90 








95 



Thr Pro Asn Leu 
100 



<210> 2267 

<211> 370 

<212> DNA 

c2l3> Homo sapiens 

<400> 2267 
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agatctatgc aggtagcgct 
60 

agaccatgga gggctaatgc 
120 

cgagggagcc accactgaat 
180 

agcagtgacc ggagtggcca 
240 

gacagagatg gtgaagcagg 
300 

acaggaaaca agtcatttac 
360 

gtcaacgcgt 
370 



ggtctccggg gggtaagttg 
aggctgggaa ggctaggcag 
tgcactctcg ctggggagtt 
atctgtacag ggacaggctc 
catgtcctaa agcctccctt 
gtatgttgta ggcctagagc 



tccactccct gtcagatggc 
agttcccaga aacaggtcac 
aagccatatc cccctaagac 
aaggccacag caactcaggg 
cttaaccctg accttgaagg 
aagggattgc agagatgggc 



<210> 2268 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 2266 
Met Ala Asp His 
1 

Ser Gin Lys Gin 
20 

Trp Gly Val Lys 
35 

Asn Leu Tyr Arg 
50 

Met Val Lys Gin 
65 

Glu Gly Gin Glu 



Gly Gly Leu Met 
5 

Val Thr Glu Gly 

Pro Tyr Pro Pro 

40 

Asp Arg Leu Lys 
55 

Ala Cys Pro Lys 
70 

Thr Ser His Leu 
85 



Gin Ala Gly Lys 
10 

Ala Thr Thr Glu 
25 

Lys Thr Ala Val 

Ala Thr Ala Thr 

60 

Ala Ser Leu Leu 
75 

Arg Met Leu 
90 



Ala Arg Gin Ser 
15 

Leu His Ser Arg 
30 

Thr Gly Val Ala 
45 

Gin Gly Thr Glu 

Asn Pro Asp Leu 

80 



<210> 2269 

<211> S07 

<212> DNA 

<213> Homo sapiens 



<400> 2269 
ctctccgacc 
60 

tgtaaggctg 
120 

gacaaacgtc 
180 

ctgtgggagg 
240 

caccacgacc 
300 

ccccttcatt 
360 

gtggccttcg 
420 



gcgtcaaccc 
ccaccgagca 
tgcttgacaa 
ccagcctctt 
cggtcgtcat 
tgggcgttac 

ggcatctcct 



cggcaatatc 
cggtacgagc 
atacggagcc 
tgagcaatac 
gatccgtgcc 
tgaggctggt 
tgccgagggt 



cgcaagttcg 
atccgaatcg 
ccgaccgccg 
ggattccggg 
tatgaacagc 
ccggccttcc 
atcggcgata 



acgaccagat 
gcgtgaatgc 
aggctatggt 
atttcaaaat 
tcgccgccaa 
aaggcaccat 
ccatacgcgt 



cgaatcgatt 
tgggtctctc 
ggagtcggca 
ctcggtgaag 
atgcgattat 
caagtcggcg 
ctccttgtcg 
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gctgatccgg tcgaggaagt caaggtgggt atcaagatcc tggagtcgct caacctacgt 
480 

cctcgaggtc tagagatcgt ctcctgc 
S07 

<210> 2270 

<211> 169 

<212> PRT 

<213> Homo sapiens 

<400> 2270 

Leu Ser Asp Arg Val Asn Pro Gly Asn lie Arg Lys Phe Asp Asp Gin 

1 5 10 15 

lie Glu Ser He Cys Lys Ala Ala Thr Glu His Gly Thr Ser He Arg 

20 25 30 

He Gly Val Asn Ala Gly Ser Leu Asp Lys Arg Leu Leu Asp Lys Tyr 

35 40 45 

Gly Ala Pro Thr Ala Glu Ala Met Val Glu Ser Ala Leu Trp Glu Ala 

50 55 60 

Ser Leu Phe Glu Gin Tyr Gly Phe Arg Asp Phe Lys He Ser Val Lys 
65 70 75 80 

His His Asp Pro Val Val Met He Arg Ala Tyr Glu Gin Leu Ala Ala 

85 90 95 

Lys Cys Asp Tyr Pro Leu His Leu Gly Val Thr Glu Ala Gly Pro Ala 

100 105 HO 

Phe Gin Gly Thr He Lys Ser Ala Val Ala Phe Gly His Leu Leu Ala 

115 120 125 

Glu Gly He Gly Asp Thr He Arg Val Ser Leu Ser Ala Asp Pro Val 

130 135 140 

Glu Glu Val Lys Val Gly He Lys He Leu Glu Ser Leu Asn Leu Arg 
145 150 155 160 

Pro Arg Gly Leu Glu He Val Ser Cys 

165 

<210> 2271 

<211> 573 

<212> DNA 

<213> Homo sapiens 

<400> 2271 

nncgccgacc cggacttcca ggagatgtta cgtgcgctgg tggacttcga cgaagacatc 
60 

ccgatggtcg acgaaagcct ggaacagttc gcccagttgc tcaaaacccg cacctcggaa 
120 

gaaggcatgg cgccgttgac ctcggacgcg gtggcgcggt tggccactta cagcgcacgg 
180 

ctggcggacc accaagggcg tgtgtccgcg cgcattggcg acttgttcca actggtcagc 
240 

gaggcggact ttatccgcca cctggcgggc gacgagatga ctgatgccgg ccatatcgaa 
300 

cgggcgctca aggccaaggc cacgcgtacc gggcgtgtat cggcgcggat tctcgacgac 
360 

atgctcgctg gggtcatcct gatcgacacc gccggtgcgg ccgtgggcaa atgcaacggg 
420 
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ctgacggtgc tggaagtcgg cgattcggcg ttcggcgtgc cggcgcggat ttccgccacg 
480 

gtgtacccgg gcggcagcgg cattgtcgac atcgagcgcg aagttaacct cggccagccg 
540 

atccactcca agggcgtgat gatccttacc ggt 
573 

<210> 2272 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 2272 

Xaa Ala Asp Pro Asp Phe Gin Glu Met Leu Arg Ala Leu Val Asp Phe 

15 10 15 

Asp Glu Asp lie Pro Met Val Asp Glu Ser Leu Glu Gin Phe Ala Gin 

20 25 30 

Leu Leu Lys Thr Arg Thr Ser Glu Glu Gly Met Ala Pro Leu Thr Ser 

35 40 45 

Asp Ala Val Ala Arg Leu Ala Thr Tyr Ser Ala Arg Leu Ala Asp His 

50 55 60 

Gin Gly Arg Val Ser Ala Arg lie Gly Asp Leu Phe Gin Leu Val Ser 
65 70 75 80 

Glu Ala Asp Phe He Arg His Leu Ala Gly Asp Glu Met Thr Asp Ala 

85 90 95 

Gly His He Glu Arg Ala Leu Lys Ala Lys Ala Thr Arg Thr Gly Arg 

100 105 HO 

Val Ser Ala Arg He Leu Asp Asp Met Leu Ala Gly Val He Leu He 

115 120 125 

Asp Thr Ala Gly Ala Ala Val Gly Lys Cys Asn Gly Leu Thr Val Leu 

130 135 140 

Glu val Gly Asp Ser Ala Phe Gly Val Pro Ala Arg He Ser Ala Thr 
145 150 155 160 

Val Tyr Pro Gly Gly Ser Gly He Val Asp He Glu Arg Glu Val Asn 

165 170 175 

Leu Gly Gin Pro He His Ser Lys Gly Val Met He Leu Thr Gly 
180 185 190 

<210> 2273 
<211> 4355 
<212> DNA 

<213> Homo sapiens 
<400> 2273 

tctttccagc atgcctccgg cttcttgggg gaacacagtc ccggtggtca gaggtcctgc 
60 

aggggaggcc tctctctgga acgcctaccc aactccatcg cctcccgctt ccgcctgaca 
120 

gagagggagg aggaagtgat cacctgtttt gagagggcct cctggatcgc tcaggtgttc 
180 

ctgcaggaat tggagaagac cacaaataac agcacgtcga ggcatctgaa aggctgtcac 
240 

ccgcttgact atgagctcac ctacttcctg gaagctgccc tccagagcgc ctatgtgaaa 
300 
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aacctgaaga aggggaacat 
360 

gtggagacca aagcaactca 
420 

ctgctgcact ccctgagtgg 
480 

atgggcaagg aggagagttc 
540 

ggagacaacc tctactgccc 
600 

agcgaatcca tggcaactcg 
660 

cggacagtga gcttgcagaa 
720 

agaaggggac agtacgtcat 
780 

ggagaatttc acctttggta 
840 

tacgctgtgt ccctgctgcg 
900 

ctgatggccg cgaaggtctg 
960 

gccatgatgg tgatcagcct 
1020 

gctctgggtc tcacctatag 
1080 

gaattgcacc ggaaggcact 
1140 

ccccaggtca tcctctatgt 
1200 

atggagcagc tgcaggaggc 
1260 

ctggcactgc tcttctctgc 
1320 

gccatcaccg agcaccctga 
1380 

gtgctgaaag gcccagagga 
1440 

accctgtaca gcttctccca 
1500 

ctcaccatga agaagcagag 
1560 

tctggctccc ggcgggcttc 
1620 

ctgactatgc cctcttcggt 
1680 

cagatctggc tgcaggctgc 
1740 

ttctgcatcc aggaggcggc 
1800 

ggccggctgg ctgaggtgaa 
1860 

ctcacggtga acccagatgg 
1920 



cgtgaagggc atgagagagc 
gaacttcaaa gtgatggcgg 
agtgctactg gagccccctg 
tttcgccact caggccctgc 
caaggacaac atcgaggaag 
agatgtggtg ctgagccggg 
tgccgcagcc atctatgacc 
gctctcggag tgcctggagc 
ccaggtggcc ctctccatgg 
ggagtgtgtg aagttgcggc 
catcgggtcc cttcgctggc 
cggagaggaa gccggggagt 
cctgcaggcc accgacgcca 
gcagacgctg gagagggctc 
ctcgctgcag ctggccctcg 
cctgaaggta cgcaaggatg 
ccagaagcac caccagcatg 
gaacttcaac ctgatgttca 
agccctcgtg acctgcagac 
gctgggaggc ctagaaaagg 
tggcatgcac ctgactttgc 
gtccatcgcc gcctcccggc 
cctgaagcag ggccccatgc 
tgagctgttc atggagcagc 
gggcctcttc cccacttctc 
gggcaacctg gaggaggcca 
cgtgcgcatc atgcatagcc 



tccgggaggt gctgcggact 
ccaagcacct ggcgggggtc 
tcccaccctc tgcctgagtt 
ggaaacctca cctctatgaa 
ccctcctgct cctcctcatc 
tgccggagca ggaggaggac 
tcctgagcat cacgttgggc 
gagccatgaa gtttgcgttt 
tggcttgtgg gaagtcagcc 
cctcggaccc caccgtgccc 
tagaggaagc agagcacttt 
tcctccccaa gggctacctg 
ccctgaagtc caagcaagat 
agcagctggc gcccagtgac 
tccgacagat ctccagtgcc 
atgcccacgc cctccacctg 
ccctggatgt tgtcaacatg 
ccaaggtgaa gctggagcag 
aagtgctgag gctgtggcag 
atggcagctt cggtgagggc 
ctgatgccca tgatgcagac 
tggaggaggc catgtcagag 
agctgtggac cacgctggaa 
agcacctcaa ggaagcaggt 
actcagtact ctatatgcgg 
agcagctgta caaggaggcg 
tgggtctgat gctgagtcgg 
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ctgggccaca agagcttggc ccagaaggtg 
1980 

tgccacgagg cgtggcaggg cctgggcgag 
2040 

gccgttgact gcttcctcac cgcccttgag 
2100 

tccatcatcc ccagagagct ctgacgacgc 
2160 

agggagaggc agcagggaac gtgggtcagg 
2220 

ctcagggaaa tacatcttta gtgaacgcct 
2280 

ggccaagagg gccttcctgg atttctttgt 
2340 

cctaagtgcc tttggagagt tttgtggtga 
2400 

gggagcctca cagctgtcct tcaccctcac 
2460 

ggttctcact ccccactctc agcacagtac 
2520 

agggcggtca caatgtgaag aaactgcggg 
2580 

cccttctcag acttggagtt agtagatgat 
2640 

ccagctgggc cccaccttgc tctttccccc 
2700 

tctgaccagg ggtactgagc accggcccta 
2760 

tggcgatgtg ctccagccca agcagcctcc 
2820 

cagtcctttc taataccctg agtcaacaca 
2880 

ggtcccttga gggccaccaa catggaggta 
2940 

tcaccaccca cagccctttt tttgccttga 
3000 

cctgcctgag agagacctga ggaggggaca 
3060 

gcctctgtgt ccatgacacc tgtcttccgg 
3120 

accggcttcc ccggcccctg ctgcatgatg 
3180 

ccccaggcct atcaggggat ccttttgtat 
3240 

atcaggtaca gcttgcattt caggatgtgt 
3300 

atcatagctc caccttcctc ggaaggagtg 
3360 

ctagctcagc actgcatttc ccgagatgat 
3420 

ctgtgccagg ccaaggggca ccacagagga 
3480 

ggatctctat gtatgtgtgt atataaatat 
3540 



cttcgtgatg ccgtggagag gcagagtacg 
gtgctgcagg cccagggcca gaacgaggct 
ctggaggcca gcagccctgt actgcccttc 
tgcagccgca gggagggagg ggctggccag 
gtggggcaac agtggcatca ggtgcggggc 
ctgcagctgc agccctcgtt ctcttggctg 
tggtgccttg ggaaacagtc tgacttgaac 
ccagacttgc tccccaagag ctgggcagcg 
ccatgcctct ggcttggggt ctgggtgggg 
agacttctgg atctctctca ggtcttgccc 
caagtgggaa gactatgaga tttctgggtt 
tcctgcattg cccctgcttg ccctctgaga 
tgctaccaag tgcctttggg gcctctgggg 
acacttccat ctccacccac cccatctccc 
gtaggcttta gatcctgtgg ttgccagatc 
ttactcctgc aggtcttagg ctacaatgca 
ggcagtttct aggactgtcc ccagtacatc 
ttcgagcctc accctggcct tttggcttcc 
gagcccagcc cctctcctgt ggctgagcag 
gcctgggggc tgtgggtgta tgtcctccct 
ctcttggaac tcttccccaa ggagtcagtc 
ctgcactttg ggttttagtt tcaaagctcc 
ggaaagctcg ggtgagggct gccctggttc 
ggctgttgga gaccccccat ccatggcaca 
tcccaagaca gctggtgcct cctggctttc 
ccctggatcc tttgcctctt cttggttgaa 
agttttttat ctatatatat aaaatagaga 
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tctatttttt ttctggaatt ctgttagaaa agtaaagaaa aagcaaatgc tgttggttta 
3600 

tctcagggtg cccaaagtgg ttatagtcaa tttttggtac taggaaaggc acccaatgca 
3660 

tttcctgact tttaagcatt tccttgttgg aagcagcaga gggccaggcc aagttgctga 
3720 

cagtgacttt gcaggttgaa taaagaaacc cttggagggg aagcaggctt gtctgaagca 
3780 

gcatgtatat tcactgggca tgtagctccc acaccagcct tgagccaggc cctggacagg 
3840 

aggggctgtt gcaggatgag ggaggccaga gaaggcatcg aagccaagac ctgggcccag 
3900 

ctggggaggg atgtgggaaa ggaaggatgg gagggaggac cctctgggaa aatgtggatt 
3960 

tgagctggtg agagtgttgc taaggctggg ctaaagcctg gagagggtag gaggaggcaa 
4020 

gaggggtcca ggcagggctg atcctggcct ctgacctgtc cagggcgacc cctgaagccc 
4080 

ccgctgcctc tgggcattgc tgggagaggc caaggcagga ctcacgtctg aacagagatc 
4140 

ccctcgggca ttgctgatgg gccaccttca gctgcaggga agaagcctag gagaggaggc 
4200 

atgggaggga cctgggcctt gttcagattg gccacctctg ctgagaagtc cataccagta 
4260 

cacccctaat aagttatgcc acataccaac gtactgtgga tattataacc tgcattaaaa 
4320 

caactctaaa gaacgctgct catttaaaaa aaaaa 
4355 

<210> 2274 

<211> 158 

<212> PRT 

<213> Homo sapiens 

<400> 2274 



Ser 


Phe 


Gin 


His 


Ala 


Ser 


Gly 


Phe 


Leu 


Gly 


Glu His Ser Pro Gly Gly 


l 








5 










10 


15 


Gin 


Arg 


Ser 


Cys 


Arg 


Gly 


Gly 


Leu 


Ser 


Leu 


Glu Arg Leu Pro Asn Ser 






20 










25 




30 


He 


Ala 


Ser 


Arg 


Phe 


Arg 


Leu 


Thr 


Glu 


Arg 


Glu Glu Glu Val He Thr 






35 










40 






45 


Cys 


Phe 


Glu 


Arg 


Ala 


Ser 


Trp 


He 


Ala 


Gin 


Val Phe Leu Gin Glu Leu 


50 










55 








60 


Glu 


Lys 


Thr 


Thr 


Asn 


Asn 


Ser 


Thr 


Ser 


Arg 


His Leu Lys Gly Cys His 


65 








70 










75 80 


Pro 


Leu 


Asp 


Tyr 


Glu 


Leu 


Thr 


Tyr 


Phe 


Leu 


Glu Ala Ala Leu Gin Ser 








85 










90 


95 


Ala 


Tyr 


Val 


Lys 


Asn 


Leu 


Lys 


Lys 


Gly 


Asn 


He Val Lys Gly Met Arg 






100 










105 




110 


Glu 


Leu 


Arg 


Glu 


Val 


Leu 


Arg 


Thr 


Val 


Glu 


Thr Lys Ala Thr Gin Asn 






115 










120 






125 


Phe 


Lys 


Val 


Met 


Ala 


Ala 


Lys 


His 


Leu 


Ala 


Gly Val Leu Leu His Ser 




130 










135 








140 


Leu 


Ser 


Gly 


Val 


Leu 


Leu 


Glu 


Pro 


Pro 


Val 


Pro Pro Ser Ala 
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145 150 155 

<210> 2275 

<211> 608 

<212> DNA 

<213> Homo sapiens 

<400> 2275 

ctcaagtaca aaaagcatca tatcaacgca aacagcaata ccagcaacaa ctcctacctt 
60 

ccctgcatct gtcatcactt atgaaaccca aacagagaga tctagagcac aaacaataca 
120 

aaggagaaca ggagacctca aaaggaagaa ccaggctgtg ccccaacctt ttttccaaac 
180 

caaagttctg gcttcactac acccactgct atgacacctc ctgttctaac cacagccgaa 
240 

acttcagtca agcccagtgt ctctgcattc actcattccc caccagaaaa cacaactggg 
300 

acttcaagca caatcagttt tcattcaaga actcttaatc tgacagatgt gattgaagaa 
360 

ctagcccaag caagtactca gactttgaag agcacaattg cttctgaaac aactttgtcc 
420 

agcaaatcac accagagtac cacaactagg aaagcaatca ttagacactc aaccatacca 
480 

ccattcttga gcagcagtgc tactctaata ccagttccca tctcccctcc ctttactcag 
540 

agagcagtta ctgacaacgt ggcgactccc atttccgggc ttatgacaaa tacagtggtc 
600 

aagctgcg 
608 

<210> 2276 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 2276 

Ser Thr Asn Asn Thr Lys Glu Asn Arg Arg Pro Gin Lys Glu Glu Pro 

15 10 15 

Gly Cys Ala Pro Thr Phe Phe Pro Asn Gin Ser Ser Gly Phe Thr Thr 

20 25 30 

Pro Thr Ala Met Thr Pro Pro Val Leu Thr Thr Ala Glu Thr Ser Val 

35 40 45 

Lys Pro Ser Val Ser Ala Phe Thr His Ser Pro Pro Glu Asn Thr Thr 

50 55 60 

Gly He Ser Ser Thr He Ser Phe His Ser Arg Thr Leu Asn Leu Thr 
65 70 75 80 

Asp Val He Glu Glu Leu Ala Gin Ala Ser Thr Gin Thr Leu Lys Ser 

85 90 95 

Thr He Ala Ser Glu Thr Thr Leu Ser Ser Lys Ser His Gin Ser Thr 

100 105 HO 

Thr Thr Arg Lys Ala He He Arg His Ser Thr lie Pro Pro Phe Leu 

115 120 125 

Ser Ser Ser Ala Thr Leu He Pro Val Pro lie Ser Pro Pro Phe Thr 
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130 135 140 

Gin Arg Ala Val Thr Asp Asn Val Ala Thr Pro He Ser Gly Leu Met 
145 150 155 160 

Thr Asn Thr Val Val Lys Leu 

165 



<210> 2277 

<211> 640 

<212> DNA 

<213> Homo sapiens 



<400> 2277 

ggtaccctcg gctgccatga gcacgggcac cccacgggga cagcaagctc agcacccagt 
60 

gggcctgatc agacagccac ctgcgtcgtt tcatggcttt ctccttcatg ttgaaggagt 
120 

gacagggaca ctgagggatg aaagccccca cgctctggcc tgccctgctc agtcagggcc 
180 

gctggcatgg gccgttcttc ccctgggact gcacagcctg gacccnccac caagtcctgt 
240 

tgcccaccct ggctcagctc tcctccagcc gcatgcctgc cttcctccct cctttcccca 
300 

tacccagtcc tgccatctcc cagctgcaag gtccatgcca ccccacagga agagcctcag 
360 

cggctgtcct cagaccccac cctgtctgcc ccgaccctgc cgcctcacca aattctaagc 
420 

acaccatgac ccggcctgcc ctggtgtgct gcccatggcc cggcgtgacc cagtgtgctg 
480 

cccatggccc agcgtcccag tgtgctgccc acggcccagc ctgaccgacc cggtgtgctg 
540 

cccgcggccc ggcctgaccc agtgtgctgc tctgggaagg aagcctggtg ggaacagtgc 
600 

tcactcactc actctgtcac tcgctcaccc cttcacgcgt 
640 

<210> 2278 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 2278 

Lys Pro Pro Arg Ser Gly Leu Pro Cys Ser Val Arg Ala Ala Gly Met 

15 10 15 

Gly Arg Ser Ser Pro Gly Thr Ala Gin Pro Gly Pro Xaa Thr Lys Ser 

20 25 30 

Cys Cys Pro Pro Trp Leu Ser Ser Pro Pro Ala Ala Cys Leu Pro Ser 

35 40 45 

Ser Leu Leu Ser Pro Tyr Pro Val Leu Pro Ser Pro Ser Cys Lys Val 

50 55 60 

His Ala Thr Pro Gin Glu Glu Pro Gin Arg Leu Ser Ser Asp Pro Thr 
65 70 75 80 

Leu Ser Ala Pro Thr Leu Pro Pro His Gin He Leu Ser Thr Pro 

85 90 95 
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<210> 2279 

<211> 331 

<212> DNA 

<213> Homo sapiens 



<400> 2279 

aggccgggtg caccatccat 
60 

tagtgcgttt gtgggccaca 
120 

ttccggacca gggggatgca 
180 

ccactcactc cccatcatcg 
240 

cctttcttgg tacctcattt 
300 

tctcttggag ttctggggca 
331 



ccccgtgccc tcgggtcatc 
gttcacaagg atgggccctg 
caggggccaa gagaatgcat 
cctgcagtgt tgttttcatt 
actcctgcct gcatctcctc 
gtgccaatcg g 



tcagggagac tgtgggatga 
cctccgggtc agaagaaccc 
ggaatcagag ggcactggcc 
cctgcactgt gcctttgttt 
cctttcccac ggctcacctc 



<210> 2280 
<211> 91 
<212> PRT 

<213> Homo sapiens 



<400> 2280 
Met He Val Arg 
1 

Arg Val Arg Arg 

20 

Glu Cys Met Glu 
35 

Pro Ala Val Leu 

50 

Gly Thr Ser Phe 
65 

Pro Leu Ser Trp 



Leu Trp Ala Thr 
5 

Thr Leu Pro Asp 

Ser Glu Gly Thr 
40 

Phe Ser Phe Leu 
55 

Thr Pro Ala Cys 
70 

Ser Ser Gly Ala 
85 



Val His Lys Asp 
10 

Gin Gly Asp Ala 
25 

Gly Pro Thr His 

His Cys Ala Phe 

60 

He Ser Ser Leu 
75 

Val Pro He 
90 



Gly Pro Cys Leu 
15 

Gin Gly Pro Arg 
30 

Ser Pro Ser Ser 
45 

Val Ser Phe Leu 

Ser His Gly Ser 

80 



<210> 2281 

<211> 409 

<212> DNA 

<213> Homo sapiens 



<400> 2281 
tgatcatccg 
60 

ttcaactaat 
120 

gatgacaaat 
180 

gataatgaag 
240 

ctttgtgcca 
300 



gacacagcct 
gaaggtcaag 
tcaagcattg 
ccaggctctg 
gatattttac 



ttactcacgc 
aaacaaatca 
ccacagaaaa 
aatgggatgg 
atggcaactt 



agaggaaaat 
gtgggaacaa 
ttttcctgct 
ctctacccca 
tcaagagggt 



agttgtgtta 
gaaaaatcat 
gtcagttctc 
agtgaggact 
gggcagctgg 



catctaatgt 
acctaggtga 
ccacccaact 
cccgaggtac 
cctctgccgc 
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gcctgacttg tggatagatg ctaagaagcc cttcagtttg aaagcagatg gtgagaatcc 
360 

tgatatcctg acgcactgcg aacatgacta cggggagacg acaacgcgt 
409 



<210> 2282 

<211> 96 

<2l2> PRT 

<213> Homo sapiens 



<400> 2282 
Met Thr Asn Ser 
1 

Pro Thr Gin Leu 
20 

Pro Ser Glu Asp 
35 

Asn Phe Gin Glu 
50 

lie Asp Ala Lys 
65 

Asp lie Leu Thr 



Ser lie Ala Thr 
5 

lie Met Lys Pro 

Ser Arg Gly Thr 
40 

Gly Gly Gin Leu 
55 

Lys Pro Phe Ser 
70 

His Cys Glu His 
85 



Glu Asn Phe Pro 
10 

Gly Ser Glu Trp 
25 

Phe Val Pro Asp 

Ala Ser Ala Ala 

60 

Leu Lys Ala Asp 
75 

Asp Tyr Gly Glu 
90 



Ala Val Ser Ser 
15 

Asp Gly Ser Thr 
30 

lie Leu His Gly 
45 

Pro Asp Leu Trp 

Gly Glu Asn Pro 
80 

Thr Thr Thr Arg 
95 



<210> 2283 
<211> 404 
<212> DNA 
<213> Homo 

<400> 2283 
ggcgccaata 
60 

caatggaccc 
120 

ccgacaattt 
180 

ctgctctgcc 
240 

cgtcttcaac 
300 

cgacttccag 
360 

cgcaccagga 
404 



sapiens 

atgcgctccg 
gacgagcttg 
ctagtaaatt 
atctgggtgg 
cctgtcatcg 
ctaaagcgca 
agcaaggcgc 



gtccgatgcg 
tgaacatctt 
ccgacgaaag 
gggttgcaac 
ttcttctcag 
ggcgtcccat 
ggtcgagcga 



gacgagatgg 
cttgtcgtct 
tttattgtaa 
tttccacatc 
ttgcaccaag 
gccacttcct 
tcttccgcgc 



atctgcgcag 
tttttcttgt 
aatactctgc 
actgtcgagt 
cttttggacg 
ctccgaagat 
catg 



ccagcgccgt 
aggagcggta 
aacctctttt 
gcttcgtaac 
tgcggtgata 
gcgtaaagtt 



<210> 2284 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 2284 

Met Asp Leu Arg Ser Gin Arg Arg Gin Trp Thr Arg Arg Ala Cys Glu 

15 10 15 

His Leu Leu Val Val Phe Phe Leu Val Gly Ala Val Pro Thr lie Ser 
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20 25 30 

Ser Lys Phe Arg Arg Lys Phe He Val Lys Tyr Ser Ala Thr Ser Phe 

35 40 45 

Leu Leu Cys His Leu Gly Gly Gly Cys Asn Phe Pro His His Cys Arg 

50 55 60 

Val Leu Arg Asn Arg Leu Gin Pro Cys His Arg Ser Ser Gin Leu His 
65 70 75 80 

Gin Ala Phe Gly Arg Ala Val He Arg Leu Pro Ala Lys Ala Gin Ala 

85 90 95 

Ser His Ala Thr Ser Ser Pro Lys Met Arg Lys Val Arg Thr Arg Lys 

100 105 110 

Gin Gly Ala Val Glu Arg Ser Ser Ala Pro 
115 120 

<210> 2285 

<211> 6505 

<212> DNA 

<213> Homo sapiens 

<400> 2285 

ccggttcctg ccatgcccgg cggccccagt ccccgcagcc ccgcgccttt gctgcgcccc 
60 

ctcctcctgc tcctctgcgc tctggctccc ggcgcccccg gacccgcacc aggacgtgca 
120 

accgagggcc gggcggcact ggacatcgtg cacccggttc gagtcgacgc ggggggctcc 
180 

ttcctgtcct acgagctgtg gccccgcgca ctgcgcaagc gggatgtatc tgtgcgccga 
240 

gacgcgcccg ccttctacga gctacaatac cgcgggcgcg agctgcgctt caacctgacc 
300 

gccaatcagc acctgctggc gcccggcttt gtgagcgaga cgcggcggcg cggcggcctg 
360 

ggccgcgcgc acatccgggc ccacaccccg gcctgccacc tgcttggcga ggtgcaggac 
420 

cctgagctcg agggtggcct ggcggccatc agcgcctgcg acggcctgaa aggtgtgttc 
480 

cagctctcca acgaggacta cttcattgag cccctggaca gtgccccggc ccggcctggc 
540 

cacgcccagc cccatgtggt gtacaagcgt caggccccgg agaggctggc acagcggggt 
600 

gattccagtg ctccaagcac ctgtagtgca agtgtaccca gagctggagt ctcgacggga 
660 

gcgttgggag cagcggcagc agtggcggcg gccacggcta ggcgtctaca ccagcggtcg 
720 

gtcagcaaag agaagtgggt ggagaccctg gtagtagctg atgccaaaat ggtggagtac 
780 

cacggacagc cgcaggttga gagctatgtg ctgaccatca tgaacatggt ggctggcctg 
840 

tttcatgacc ccagcattgg gaaccccatc cacatcacca ttgtgcgcct ggtcctgctg 
900 

gaagatgagg aggaggacct aaagatcacg caccatgcag acaacaccct gaagagcttc 
960 

tgcaagtggc agaaaagcat caacatgaag ggggatgccc atcccctgca ccatgacact 
1020 
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gccatcctgc tcaccagaaa ggacctgtgt 
1080 

ggactgtccc atgtggcggg catgtgccag 
1140 

acgggcctgc cgctggcctt cactgtagcc 
1200 

catgacggaa gcggcaatga ctgtgagccc 
1260 

cagctcctgt acgacgccgc tcccctcacc 
1320 

aggttccttg accgtgggtg gggcctgtgc 
1380 

gacttcccct cggtgccacc tggcgtcccc 
1440 

tacggggcct actctgcctt ctgcgaggac 
1500 

tctgtgggga ccacctgtca ctccaagctg 
1560 

gagaataagt ggtgtctcag tggggagtgc 
1620 

gatggtggct ggtctggctg gagcgcctgg 
1680 

gtacagagcg ccgagcggca gtgcacgcag 
1740 

gtgggtgagc gcaagcgctt ccgcctctgc 
1800 

tccttccgcc acgtccagtg cagccacttt 
1860 

acatgggtgc ccgtggtcaa tgacgtgaac 
1920 

gagtactttg ccaagaagct gcgggacgcc 
1980 

cgagccagcc gggacctctg catcaacggc 
2040 

attgactccg gtgctatgga ggaccgctgt 
2100 

cacaccgtga gcgggacctt cnngaggagg 
2160 

ctgatcccag cgggcgcacg cgagatccgc 
2220 

ctggcactgc ggagcgagga cccggagaag 
2280 

tggaacgggg actaccaggt ggcagggacc 
2340 

gagaacctca cgtccccggg tcccaccaag 
2400 

cgtggcccag gcggggggag cagaggcgga 
2460 

tctcgtcctg gaggagtgag ccctggttca 
2520 

cctgctgcgg cctctacctc agtttcccca 
2580 

gttcacagag gtggctgggg tcaagctcct 
2640 



gcagccatga accggccctg tgagaccctg 
ccgcaccgca gctgcagcat caacgaggac 
cacgagctcg ggcacagttt tggcattcag 
gttgggaaac gacctttcat catgtctcca 
tggtcccgct gcagccgcca gtatatcacc 
ctggacgacc ctcctgccaa ggacattatc 
tatgatgtaa gccaccagtg ccgcctccag 
atggataatg tctgccacac actctggtgc 
gatgcagctg tggacggcac ccggtgtggg 
gtacccgtgg gcttccggcc cgaggccgtg 
tccacctgct cacggagctg tggcatgggc 
cctacgccca aatacaaagg cagatactgt 
aacctgcagg cctgccctgc tggccgcccc 
gacgctatgc tctacaaggg ccagctgcac 
ccctgcgagc tgcactgccg gcccgcgaat 
gtggtcgatg gcaccccctg ctaccaggtc 
atctgtaaga acgtgggctg tgacttcgag 
ggtgtgtgcc acggcaacgg ctccacctgc 
ccgagggtcn tggggtatgt ggatgtgggg 
atccaagagg ttgccgaggc tgccaacttc 
tacttcctca atggtggctg gaccatccag 
accttcacat acgcacgcag gggcaactgg 
gagcctgtct ggatccaggt gcctgcctcc 
gtccccaggc ccagcaccct ccatggcagg 
gtcacagagc ctggctctga gccaggccct 
tctttaaaat ggcccaatct tgtagctgca 
ttaggactgg gtggatggag aagacacctt 
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gtgctcatgg gcccccgcct gcccacccag 
2700 

cactacgagt acaccatcca cagggaggca 
2760 

ttctcctggc attatgggcc ctggaccaag 
2820 

aggcagaatg tgtactgctt ggagcggcag 
2880 

cccctgggcc ggcctgatga ccaacagagg 
2940 

tggtgggcag gtgagtggca gctgtgctcc 
3000 

cgggccgtgc tctgcatccg cagcgtgggg 
3060 

gcctgtgaac accttccccg gccccctact 
3120 

ccggccacct gggctgtggg gaactggtct 
3180 

cagcgccgaa atgtcctctg caccaatgac 
3240 

ccagccagcg aagtcacctg ctctctgcca 
3300 

cctgaaggct caggcagcgg ctcctccagc 
3360 

ccgcaccacc tggccccacg cccttcaccc 
3420 

aacgccattg aggaggaggc tccagagctg 
3480 

ttctactacg actacaattt catcaatttc 
3540 

gagcccgatc tagacctggc ggggacaggg 
3600 

gctgcgccct ccacgggtag ccctgtgcct 
3660 

ggggtactgg gaccttggtc cccgagccct 
3720 

ccaccctcag agcagacccc tgggaaccct 
3780 

cccatagggg ccccagatct tgggctcccc 
3840 

ggcctgcaga cacctgccac ccctgagagc 
3900 

cagagccagc tgccccctcc atggcgggac 
3960 

gaacccaagg gccgcggagc accccacctg 
4020 

ttgtcccctg ttggcagcac ccactcctct 
4080 

ggaggcacag tggcctggga gccagctctg 
4140 

ctgtggccca ctgttggggt ggcttctctc 
4200 

atgaaggtca gggacagttc cctggagccg 
4260 



ctgctgttcc 


aggagagcaa 


ccctggggtg 


ggtggccacg 


acgaggtccc 


gccgcccgtg 


tgcacagtca 


cctgcggcag 


aggtgtgcag 


gcagggcccg 


tggacgagga 


gcactgtgac 


aagtgcagcg 


agcagccctg 


ccctgccagg 


agctcctgcg 


ggcctggggg 


cctctcccgc 


ctggatgagc 


agagcgccct 


ggagccaccc 


gaaacccctt 


gcaaccgcca 


tgtaccctgt 


cagtgctcag 


tgacatgtgg 


ggagggcact 


accggtgtcc 


cctgtgacga 


ggcccagcag 


ctctgtcggt 


ggcccctggg 


cacactgggc 


cacgagctct 


tcaacgaggc 


tgacttcatc 


gcctcatcac 


ccaagccagg 


caccatgggc 


gacctgccgg 


ggcccgtgtt 


tgtggacgac 


cacgaggatc 


tgtcctacgg 


gccctctgag 


gaccggacgc 


ccccaccaca 


cagccatcct 


gccacagagc 


ctcctgcagc 


caaggaggag 


tggcctagcc 


aggccggccg 


ctccccaccc 


ttgatcaatt 


tcctgcctga 


ggaagacacc 


agcctgtcct 


ggcccagggt 


ttccactgat 


caaaatgatt 


tcccagttgg 


caaggacagc 


aggaccaatg 


aggttttcaa 


ggatgatgag 


cccccgagac 


ccagctccac 


gctgccccct 


cctagtcctg 


acgtggcgga 


gctgtggaca 


gagggtggcc 


tggggcctgt 


ggacagtgaa 


cttcctcctc 


ccatagcccc 


tctgccagag 


gggactCCCt 


ccttcccagc 


cccaggacca 
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ggcccatggg acctgcagac 
4320 

ggcctcgggc acatgcctga 
4380 

ctcagccctg aggtgcccct 
4440 

gccaacagcc acagagtccc 
4500 

ccccccgcgg acccgttggt 
4560 

tgctctacca cctgtggcct 
4620 

gatgaggact gcgcccccgc 
4680 

tgtgccacct ggcactcagg 
4740 

tcagtgcggg acgtgcagtg 
4800 

tgtcagcccg ggcctgccaa 
4860 

agctggtaca catcttcctg 
4920 

cgtctagtga cctgcccgga 
4980 

cggccctgca acacccaccc 
5040 

gccccctgtg gtggtggtgt 
5100 

ctgcccgagg aagacagtga 
S160 

tgtggcaccg aggattgtga 
5220 

ttcgggttct gcgagacgct 
5280 

cagtgctgcc gctcgtgctc 
5340 

gttgcccgcc gctgactgtg 
S400 

acgggctgtg gcggagctcc 
5460 

ccagcagcag gctggggacc 
5520 

tgtgtaacat ttattatgat 
5580 

acttcatctt ggatttggag 
5640 

caaaactcca ccgccacagc 
5700 

gatctgcagg gtacagagca 
5760 

ggccttggaa gctggggggc 
5820 

ggggcaggaa ggtcttccgg 
5880 



tgtggcagtg tgggggacct 
gcctgccctg aacccaggac 
gagctctagg ctgctgtcca 
tgagacccag ccgctggctc 
tgtcaggaac gccagctggc 
gggtgcggtc tggaggccgg 
tggccggccc cagcctgccc 
caactggagt aagtgctccc 
tgtggacaca cgggacctcc 
gccgcctgcg caccggccct 
gagggagtgc tccgaggcct 
gccaggcctc tgcgaggagg 
ctgcacgcag tgggtggtgg 
ccagcggcgc ctggtcaagt 
ccagtgtggc cacgaggcct 
gcccgtcgag cctccccgct 
gcgcctactg ggccgctgcc 
tccgcccagc cacggcgccc 
ccaggatgca cagaccgacc 
cgccccctgc gccctaatgg 
tcctccccct caaaaaaggt 
tttacataaa tgagcatcta 
aatcttaaaa gtgagaaact 
acctcggcag gcgcggcttt 
gcaaacaagt ccgtgagagc 
tgctgcccag ggagggctat 
gcaggggcac agctttgccc 



tcctccccac aaccctgact 
ccaagggtca gcctgagtcc 
caccagcttg ggacagcccc 
ccagcctggc tgaagcgggg 
aagcgggaaa ctggagcgag 
tgcgctgcag ctccggccgg 
gccgctgcca cctgcggccc 
gcagctgcgg cggaggttcc 
ggccactgcg gcccttccat 
gcggggccca gccctgcctc 
gtggcggtgg tgagcagcag 
cgctgagacc caacaccacc 
ggccctgggg ccagtgctca 
gtgtcaacac ccagacaggg 
ggcctgagag ctcccggccg 
gtgagcggga ccgcctgtcc 
agctgcccac catccgcacc 
cctcccgagg ccatcagcgg 
gacagacccc agtgcccacc 
tgctaacccc ctctcactac 
atttttttat tctaacagtt 
ccattccaaa gcacagcatg 
cttcccccca ctcctctgcc 
tcacctgctc ctctggggca 
atggcgtctg gtgaggcacg 
ctgcggaggg tcgggttctg 
ttacttgctg cctgcctcta 
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gctcggctcc cagctttccc 
5940 

ggattgggcc caccttgtca 
6000 

ccaggggcac ctccctgggc 
6060 

aagagagcag gctggcccgc 
6120 

agggagcgtg gccagggcgg 
6180 

tgctcacctc atttcacacc 
6240 

aggaagtaac tggcccaagg 
6300 

tgcccacctc caagttccag 
6360 

gggcagcctg ccagagttca 
6420 

agccccgctg tgctgcccga 
6480 

cagcccggct ggcccaaaga 
6505 



tggggcccca ctctgtggtc 
cttgcaggac tgccccttgg 
ctgttgtatc tgttgactct 
tgtgctctac tgtgtctgtc 
ctgcctgcag gtgcgtgtcc 
aacaagcccc atcctcagag 
gcacatgccc tggtgacaca 
gccaccctga gcaggcccca 
cacaggaaag caagttgctg 
gggtagagga gcgtcaggcg 
gactc 



ctcagagacc tgttccacag 
agtgatgggg actggggccc 
tctgcaaaaa gtagacagag 
ccaggactcg gaaggtaggg 
tgctgctccc caactcaaca 
gaggagccca aggctctgag 
ggcccatcct aggccctgac 
gtggcagctt tgcacagaga 
ggcaagctag agtgagtccc 
tgcttcctgt ctgtctgcag 



<210> 2286 
<211> 1784 
<212> PRT 

<213> Homo sapiens 



<400> 2286 
Pro Val Pro 
1 

Leu Leu Arg 

Pro Gly Pro 
35 

lie Val His 
50 

Glu Leu Trp 
65 

Asp Ala Pro 



Ala 

Pro 

20 

Ala 

Pro 

Pro 

Ala 



Phe Asn Leu Thr 
100 

Glu Thr Arg Arg 
115 

Thr Pro Ala Cys 
130 

Gly Gly Leu Ala 
145 

Gin Leu Ser Asn 

Ala Arg Pro Gly 
180 

Pro Glu Arg Leu 



Met Pro 
5 

Leu Leu 

Pro Gly 

Val Arg 

Arg Ala 

70 
Phe Tyr 
85 

Ala Asn 

Arg Gly 

His Leu 

Ala He 
150 
Glu Asp 
165 

His Ala 



Gly Gly 

Leu Leu 

Arg Ala 

40 
Val Asp 
55 

Leu Arg 

Glu Leu 

Gin His 

Gly Leu 
120 
Leu Gly 
135 

Ser Ala 



Pro Ser Pro Arg 
10 

Leu Cys Ala Leu 
25 

Thr Glu Gly Arg 

Ala Gly Gly Ser 

60 

Lys Arg Asp Val 
75 

Gin Tyr Arg Gly 
90 

Leu Leu Ala Pro 
105 

Gly Arg Ala His 



Tyr Phe 
Gin Pro 
Ala Gin Arg Gly 



Glu Val 

Cys Asp 

He Glu 
170 
His Val 
185 

Asp Ser 



Gin Asp 
140 
Gly Leu 
155 

Pro Leu 
Val Tyr 
Ser Ala 



Ser Pro Ala Pro 
15 

Ala Pro Gly Ala 
30 

Ala Ala Leu Asp 
45 

Phe Leu Ser Tyr 

Ser Val Arg Arg 

80 

Arg Glu Leu Arg 
95 

Gly Phe Val Ser 
110 

He Arg Ala His 
125 

Pro Glu Leu Glu 

Lys Gly Val Phe 

160 

Asp Ser Ala Pro 
175 

Lys Arg Gin Ala 
190 

Pro Ser Thr Cys 
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195 200 205 

Ser Ala Ser Val Pro Arg Ala Gly Val Ser Thr Gly Ala Leu Gly Ala 

210 215 220 

Ala Ala Ala Val Ala Ala Ala Thr Ala Arg Arg Leu His Gin Arg Ser 
225 230 235 240 

Val Ser Lys Glu Lys Trp Val Glu Thr Leu Val Val Ala Asp Ala Lys 

245 250 255 

Met Val Glu Tyr His Gly Gin Pro Gin Val Glu Ser Tyr Val Leu Thr 

260 265 270 

He Met Asn Met Val Ala Gly Leu Phe His Asp Pro Ser He Gly Asn 

275 280 285 

Pro lie His He Thr He Val Arg Leu Val Leu Leu Glu Asp Glu Glu 

290 295 300 

Glu Asp Leu Lys He Thr His His Ala Asp Asn Thr Leu Lys Ser Phe 
305 310 315 320 

Cys Lys Trp Gin Lys Ser He Asn Met Lys Gly Asp Ala His Pro Leu 

325 330 335 

His His Asp Thr Ala He Leu Leu Thr Arg Lys Asp Leu Cys Ala Ala 

340 345 350 

Met Asn Arg Pro Cys Glu Thr Leu Gly Leu Ser His Val Ala Gly Met 

355 360 365 

Cys Gin Pro His Arg Ser Cys Ser He Asn Glu Asp Thr Gly Leu Pro 

370 375 380 

Leu Ala Phe Thr Val Ala His Glu Leu Gly His Ser Phe Gly He Gin 
385 390 395 400 

His Asp Gly Ser Gly Asn Asp Cys Glu Pro Val Gly Lys Arg Pro Phe 

405 410 415 

He Met Ser Pro Gin Leu Leu Tyr Asp Ala Ala Pro Leu Thr Trp Ser 

420 425 430 

Arg Cys Ser Arg Gin Tyr He Thr Arg Phe Leu Asp Arg Gly Trp Gly 

435 440 445 

Leu Cys Leu Asp Asp Pro Pro Ala Lys Asp He He Asp Phe Pro Ser 

450 455 460 

Val Pro Pro Gly Val Leu Tyr Asp Val Ser His Gin Cys Arg Leu Gin 
465 470 475 480 

Tyr Gly Ala Tyr Ser Ala Phe Cys Glu Asp Met Asp Asn Val Cys His 

485 490 495 

Thr Leu Trp Cys Ser Val Gly Thr Thr Cys His Ser Lys Leu Asp Ala 

500 505 510 

Ala Val Asp Gly Thr Arg Cys Gly Glu Asn Lys Trp Cys Leu Ser Gly 

515 520 525 

Glu Cys Val Pro Val Gly Phe Arg Pro Glu Ala Val Asp Gly Gly Trp 

530 535 540 

Ser Gly Trp Ser Ala Trp Ser He Cys Ser Arg Ser Cys Gly Met Gly 
545 550 555 560 

Val Gin Ser Ala Glu Arg Gin Cys Thr Gin Pro Thr Pro Lys Tyr Lys 

565 570 575 

Gly Arg Tyr Cys Val Gly Glu Arg Lys Arg Phe Arg Leu Cys Asn Leu 

580 585 590 

Gin Ala Cys Pro Ala Gly Arg Pro Ser Phe Arg His Val Gin Cys Ser 

595 600 605 

His Phe Asp Ala Met Leu Tyr Lys Gly Gin Leu His Thr Trp Val Pro 

610 615 620 

Val Val Asn Asp Val Asn Pro Cys Glu Leu His Cys Arg Pro Ala Asn 
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625 










630 






Glu 


Tyr 


Phe 


Ala 


Lys 


Lys 


Leu 


Arg Asp 










645 








Cys 


Tyr 


Gin 


Val 


Arg 


Ala 


Ser 


Arg Asp 








660 








665 


Lys 


Asn 


Val 


Gly 


Cys 


Asp 


Phe 


Glu He 






675 










680 


Arg 


Cys 


Gly 


Val 


Cys 


His 


Gly 


Asn Gly 




690 










695 




Gly 


Thr 


Phe 


Xaa 


Arg Arg 


Pro 


Arg Val 


70S 










710 






Leu 


He 


Pro 


Ala 


Gly Ala 


Arg 


Glu He 










725 








Ala 


Ala 


Asn 


Phe 


Leu 


Ala 


Leu 


Arg Ser 








740 








745 


Leu 


Asn 


Gly 


Gly 


Trp 


Thr 


He 


Gin Trp 






755 










760 


Gly 


Thr 


Thr 


Phe 


Thr 


Tyr 


Ala 


Arg Arg 




770 










775 




Ser 


Pro 


Gly 


Pro 


Thr 


Lys 


Glu 


Pro Val 


785 










790 






Arg 


Gly 


Pro 


Gly 


Gly Gly 


Ser 


Arg Gly 










805 








Leu 


His 


Gly 


Arg 


Ser Arg 


Pro 


Gly Gly 








820 








825 


Glu 


Pro 


Gly 


Ser 


Glu 


Pro 


Gly 


Pro Pro 






835 










840 


Ser 


Pro 


Ser 


Leu 


Lys 


Trp 


Pro 


Asn Leu 




850 










855 




Gly 


Trp 


Gly 


Gin 


Ala 


Pro 


Leu 


Gly Leu 


865 










870 






Val 


Leu 


Met 


Gly 


Pro Arg 


Leu 


Pro Thr 










885 








Asn 


Pro 


Gly 


Val 


His 


Tyr 


Glu 


Tyr Thr 








900 








905 


His 


Asp 


Glu 


Val 


Pro 


Pro 


Pro 


Val Phe 






915 










920 


Thr 


Lys 


Cys 


Thr 


Val 


Thr 


Cys 


Gly Arg 




930 










935 




Tyr 


Cys 


Leu 


Glu 


Arg 


Gin 


Ala 


Gly Pro 


945 










950 






Pro 


Leu 


Gly 


Arg 


Pro 


Asp 


Asp 


Gin Gin 










965 








Cys 


Pro 


Ala 


Arg 


Trp Trp 


Ala 


Gly Glu 








980 








985 


Cys 


Gly 


Pro 


Gly 


Gly Leu 


Ser 


Arg Arg 






995 










1000 


Val 


Gly 


Leu 


Asp 


Glu 


Gin 


Ser 


Ala Leu 




1010 








1015 


Leu 


Pro Arg 


Pro 


Pro 


Thr 


Glu 


Thr Pro 


1025 








1030 




Pro 


Ala 


Thr 


Trp 


Ala 


Val 


Gly Asn Trp 










1045 






Gly Glu Gly 


Thr 


Gin 


Arg 


Arg 


Asn Val 
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635 










640 


Ala Val 


Val 


Asp 


Gly 


Thr 


Pro 


650 








655 




Leu Cys 


He 


Asn 


Gly 


He 


Cys 








670 






Asp Ser 


Gly 


Ala 


Met 


Glu 


Asp 






685 








Ser Thr 


Cys 


His 


Thr 


Val 


Ser 




700 










Xaa Gly 


Tyr 


Val 


Asp Val 


Gly 


715 










720 


Arg He 


Gin 


Glu 


Val 


Ala 


Glu 


730 








735 




Glu Asp 


Pro 


Glu 


Lys 


Tyr 


Phe 








750 






Asn Gly 


Asp 


Tyr 


Gin 


Val 


Ala 






765 








Gly Asn 


Trp 


Glu 


Asn 


Leu 


Thr 




780 










Trp He 


Gin 


Val 


Pro 


Ala 


Ser 


795 










800 


Gly Val 


Pro 


Arg 


Pro 


Ser 


Thr 


810 








815 




Val Ser 


Pro 


Gly 


Ser 


Val 


Thr 








830 






Ala Ala 


Ala 


Ser 


Thr 


Ser 


Val 






845 








Val Ala 


Ala 


Val 


His 


Arg 


Gly 




860 










Gly Gly 


Trp 


Arg 


Arg 


His 


Leu 


875 










880 


Gin Leu 


Leu 


Phe 


Gin 


Glu 


Ser 


890 








895 




He His 


Arg 


Glu 


Ala Gly 


Gly 








910 






Ser Trp 


His 


Tyr 


Gly 


Pro 


Trp 






925 








Gly Val 


Gin 


Arg 


Gin 


Ash 


Val 




940 










Val Asp 


Glu 


Glu 


His 


Cys 


Asp 


955 










960 


Arg Lys 


Cys 


Ser 


Glu 


Gin 


Pro 


970 








975 




Trp Gin 


Leu 


Cys 


Ser 


Ser 


Ser 








990 






Ala Val 


Leu 


Cys 


He 


Arg 


Ser 






1005 






Glu Pro 


Pro 


Ala 


Cys 


Glu 


His 




1020 








Cys Asn 


Arg 


His 


Val 


Pro 


Cys 


1035 








I04i 


Ser Gin 


Cys 


Ser 


Val 


Thr 


Cys 


1050 








1055 


Leu Cys Thr Asn Asp Thr Gly 
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1060 1065 1070 

Val Pro Cys Asp Glu Ala Gin Gin Pro Ala Ser Glu Val Thr Cys Ser 

1075 1080 1085 

Leu Pro Leu Cys Arg Trp Pro Leu Gly Thr Leu Gly Pro Glu Gly Ser 

1090 1095 1100 

Gly Ser Gly Ser Ser Ser His Glu Leu Phe Asn Glu Ala Asp Phe lie 
1105 * 1110 HIS H20 

Pro His His Leu Ala Pro Arg Pro Ser Pro Ala Ser Ser Pro Lys Pro 

1125 H30 1135 

Gly Thr Met Gly Asn Ala lie Glu Glu Glu Ala Pro Glu Leu Asp Leu 

1140 1145 1150 

Pro Gly Pro Val Phe Val Asp Asp Phe Tyr Tyr Asp Tyr Asn Phe lie 

1155 1160 1165 

Asn Phe His Glu Asp Leu Ser Tyr Gly Pro Ser Glu Glu Pro Asp Leu 

1170 1175 H80 

Asp Leu Ala Gly Thr Gly Asp Arg Thr Pro Pro Pro His Ser His Pro 
1185 ' 1190 H95 1200 

Ala Ala Pro Ser Thr Gly Ser Pro Val Pro Ala Thr Glu Pro Pro Ala 

1205 1210 1215 

Ala Lys Glu Glu Gly Val Leu Gly Pro Trp Ser Pro Ser Pro Trp Pro 

1220 1225 1230 

Ser Gin Ala Gly Arg Ser Pro Pro Pro Pro Ser Glu Gin Thr Pro Gly 

1235 1240 1245 

Asn Pro Leu He Asn Phe Leu Pro Glu Glu Asp Thr Pro He Gly Ala 

1250 1255 1260 

Pro Asp Leu Gly Leu Pro Ser Leu Ser Trp Pro Arg Val Ser Thr Asp 
1265 1270 1275 1280 

Gly Leu Gin Thr Pro Ala Thr Pro Glu Ser Gin Asn Asp Phe Pro Val 

1285 1290 1295 

Gly Lys Asp Ser Gin Ser Gin Leu Pro Pro Pro Trp Arg Asp Arg Thr 

1300 1305 1310 

Asn Glu Val Phe Lys Asp Asp Glu Glu Pro Lys Gly Arg Gly Ala Pro 

1315 * * 1320 1325 

His Leu Pro Pro Arg Pro Ser Ser Thr Leu Pro Pro Leu Ser Pro Val 

1330 1335 1340 

Gly Ser Thr His Ser Ser Pro Ser Pro Asp Val Ala Glu Leu Trp Thr 
1345 1350 1355 1360 

Gly Gly Thr Val Ala Trp Glu Pro Ala Leu Glu Gly Gly Leu Gly Pro 

1365 1370 1375 

Val Asp Ser Glu Leu Trp Pro Thr Val Gly Val Ala Ser Leu Leu Pro 

1380 1385 1390 

Pro Pro He Ala Pro Leu Pro Glu Met Lys Val Arg Asp Ser Ser Leu 

1395 1400 1405 

Glu Pro Gly Thr Pro Ser Phe Pro Ala Pro Gly Pro Gly Ser Trp Asp 

1410 1415 1420 

Leu Gin Thr Val Ala Val Trp Gly Thr Phe Leu Pro Thr Thr Leu Thr 
1425 1430 1435 1440 

Gly Leu Gly His Met Pro Glu Pro Ala Leu Asn Pro Gly Pro Lys Gly 

1445 1450 1455 

Gin Pro Glu Ser Leu Ser Pro Glu Val Pro Leu Ser Ser Arg Leu Leu 

1460 1465 1470 

Ser Thr Pro Ala Trp Asp Ser Pro Ala Asn Ser His Arg Val Pro Glu 

1475 1480 1485 

Thr Gin Pro Leu Ala Pro Ser Leu Ala Glu Ala Gly Pro Pro Ala Asp 
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1490 1495 1500 

Pro Leu Val Val Arg Asn Ala Ser Trp Gin Ala Gly Asn Trp Ser Glu 
1505 1510 1515 1520 

Cys Ser Thr Thr Cys Gly Leu Gly Ala Val Trp Arg Pro Val Arg Cys 

1525 1530 1535 

Ser Ser Gly Arg Asp Glu Asp Cys Ala Pro Ala Gly Arg Pro Gin Pro 

1540 1545 1550 

Ala Arg Arg Cys His Leu Arg Pro Cys Ala Thr Trp His Ser Gly Asn 

1555 1560 1565 

Trp Ser Lys Cys Ser Arg Ser Cys Gly Gly Gly Ser Ser Val Arg Asp 

1570 1575 1580 

Val Gin Cys Val Asp Thr Arg Asp Leu Arg Pro Leu Arg Pro Phe His 
1585 1590 1595 1600 

Cys Gin Pro Gly Pro Ala Lys Pro Pro Ala His Arg Pro Cys Gly Ala 

1605 1610 1615 

Gin Pro Cys Leu Ser Trp Tyr Thr Ser Ser Trp Arg Glu Cys Ser Glu 

1620 1625 1630 

Ala Cys Gly Gly Gly Glu Gin Gin Arg Leu Val Thr Cys Pro Glu Pro 

1635 1640 1645 

Gly Leu Cys Glu Glu Ala Leu Arg Pro Asn Thr Thr Arg Pro Cys Asn 

1650 1655 1660 

Thr His Pro Cys Thr Gin Trp Val Val Gly Pro Trp Gly Gin Cys Ser 
1665 1670 1675 1680 

Ala Pro Cys Gly Gly Gly Val Gin Arg Arg Leu Val Lys Cys Val Asn 

1685 1690 1695 

Thr Gin Thr Gly Leu Pro Glu Glu Asp Ser Asp Gin Cys Gly His Glu 

1700 1705 1710 

Ala Trp Pro Glu Ser Ser Arg Pro Cys Gly Thr Glu Asp Cys Glu Pro 

171S 1720 1725 

Val Glu Pro Pro Arg Cys Glu Arg Asp Arg Leu Ser Phe Gly Phe Cys 

1730 1735 1740 

Glu Thr Leu Arg Leu Leu Gly Arg Cys Gin Leu Pro Thr He Arg Thr 
1745 1750 1755 1760 

Gin Cys Cys Arg Ser Cys Ser Pro Pro Ser His Gly Ala Pro Ser Arg 

1765 1770 1775 

Gly His Gin Arg Val Ala Arg Arg 

1780 

<210> 2287 

<211> 750 

<212> DNA 

<213> Homo sapiens 

<400> 2287 

tgacacaggt tatttctctt tggttaaata tcttacaagt cttttttaaa tcttcacttc 
60 

tggcctataa aagtatcatc atccccattt tacagaatgg gaaagtaagg cgtggggagg 
120 

ttgaggacat ttgtacagag tcaggtaact ggaggaactg gactacaacc ctgctcagtg 
180 

cagccagtgt gactgagcgc ctcctgagag ccaggtggat tctgccctca aggatccatg 
240 

ctctgggcaa gaaacccacc catcagcagg tggcttctgc tgagccacaa caggcacaca 
300 
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gaggggtcca tgggagccca gaggggagca tctgaccagg cccaggggaa ggaatgtgtc 
360 

cagcagagtc acagaggagc agtatgagtt agccaggtag gggacattcc aggcagggga 
420 

gcagcaggac aaaagcatag aggtagcact gccagtgcca agttccaaaa taagaggctg 
480 

actgctacag ggtccatata ggaaaataat gggaaataca tttggacagg aggtggggtc 
540 

cgtaacaaag gactttaatt ccaggttaag gaatctggat gttaaaacaa cattagctgc 
600 

catttctaca gtgctacttc ccaggctctg tgcctttctg ggagccttga aggtttgtga 
660 

gctggaagga gatattagga acaaaacgat gcatgaggat agctcaggta aaggttattg 
720 

ataagtaaga atgcctggca ccaaacgcgt 
750 

<210> 2288 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 2288 



Met Ala 


Ala Asn Val Val 


Leu 


Thr 


Ser 


Arg 


Phe 


Leu 


Asn 


Leu 


Glu 


Leu 


1 


5 








10 










15 




Lys Ser 


Phe Val Thr Asp 


Pro 


Thr 


Ser 


Cys 


Pro 


Asn 


Val 


Phe 


Pro 


He 


20 






25 










30 






He Phe 


Leu Tyr Gly Pro 


Cys 


Ser 


Ser 


Gin 


Pro 


Leu 


He 


Leu 


Glu 


Leu 




35 




40 










45 








Gly Thr 


Gly Ser Ala Thr 


Ser 


Met 


Leu 


Leu 


Ser 


Cys 


Cys 


Ser 


Pro 


Ala 


50 




55 










60 










Trp Asn 


Val Pro Tyr Leu 


Ala 


Asn 


Ser 


Tyr 


Cys 


Ser 


Ser 


Val 


Thr 


Leu 


65 


70 










75 










80 


Leu Asp 


Thr Phe Leu Pro 


Leu 


Ser 


Leu 


Val 


Arg 


Cys 


Ser 


Pro 


Leu 


Gly 


85 








90 










95 




Ser His 


Gly Pro Leu Cys 


Val 


Pro 


Val 


Val 


Ala 


Gin 


Gin 


Lys 


Pro 


Pro 




100 






105 










110 






Ala Asp 


Gly Trp Val Ser 


Cys 


Pro 


Glu 


His 


Gly Ser 


Leu 


Arg 


Ala 


Glu 




115 




120 










125 








Ser Thr 


Trp Leu Ser Gly 


Gly 


Ala 


Gin 


Ser 


His 


Trp 


Leu 


His 







130 135 140 



<210> 2289 
<211> 381 
<212> DNA 

<213> Homo sapiens 
<400> 2289 

caggacgcgg cctcggcggg gcccgggccg aacggctgcg gacacctggg cgccgaggag 
60 

ccgagcgccg ccgcctccgg catggatcat tgcgtgacgg tggagcgcga gctggagaag 
120 

gtgctgcaca agttctcggg ctacgggcag ctgtgcgagc gcggcctgga ggagctcatc 
180 
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gactacaccg gcggtctcaa gcaccagatc ctgcagagcc acggccaaga tgctgaatta 
240 

tcagggacac tttcacttgt tttgacacag ggctgtaaaa gaataanaag gggatactgg 
300 

ttcaaaaatt ggcctccgac cacaaagaca tccacagcag tgtttctcgg gttggaaaag 
360 

ccattgatga ggattcactt t 
381 

<210> 2290 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2290 



Met Asp 


His 


Cys 


Val Thr Val Glu Arg Glu Leu Glu Lys 


Val 


Leu 


His 


1 






5 10 




15 




Lys Phe 


Ser 


Gly 


Tyr Gly Gin Leu Cys Glu Arg Gly Leu Glu Glu 


Leu 






20 


25 


30 






lie Asp 


Tyr 
35 


Thr 


Gly Gly Leu Lys His Gin He Leu Gin 

40 45 


Ser 


His 


Gly 


Gin Asp 


Ala 


Glu 


Leu Ser Gly Thr Leu Ser Leu Val Leu 


Thr 


Gin 


Gly 


50 






55 60 








Cys Lys 


Arg 


He 


Xaa Arg Gly Tyr Trp Phe Lys Asn Trp 


Pro 


Pro 


Thr 


65 






70 75 






80 


Thr Lys 


Thr 


Ser 


Thr Ala Val Phe Leu Gly Leu Glu Lys 
85 90 


Pro 


Leu 
95 


Met 


Arg He 


His 


Phe 
100 











<210> 2291 

<211> 573 

<212> DNA 

<213> Homo sapiens 



<400> 2291 
gcatgctcta 
60 

ttcggcagca 
120 

aagtggtcga 
180 

acatgttcgt 
240 

cgatgctcgt 
300 

tcggtgtaat 
360 

gcctcgcgta 
420 

aacttggcgt 
480 

tcctgccagt 
540 



ccgcaaagtc 
ccgactcatt 
tagaagcccc 
tgtgacgatg 
tgacggtaag 
ggcgacgagc 
attcttgggg 
taaggaccga 
cccgcgctgc 



gggtccccac 
atcggcaccg 
agccggctta 
cagctgagcc 
actcgccgac 
gacgatgacg 
accgaggtcc 
cctcacgtga 
ccgaggcaag 



cgattaaaaa 
acctagtcaa 
agccagttct 
attgaatcga 
ccagcaacgt 
tcatgtccgc 
tcggcgcgcc 
gcctcccctg 
ctcatccccc 



tgcccgggtc 
ttgccaccac 
ggaaaaccac 
cggtcagcgc 
cggcggttgt 
cggcaaagaa 
ggtctgaccc 
acgggttaga 
agttgagctg 



gaggacagcc 
ctgcttatgc 
cacatatcgc 
catgaacgcc 
cgtgccctca 
ggctgcggaa 
caccgccttg 
caggtattcc 
ccaataccgc 
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cacgacagga tctcgaaaag attggggacg cgt 
573 

<210> 2292 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 2292 



Met 


Ser 


Leu Pro 


Arg Ala Ala 


Arg 


Asp 


Trp Gin 


Glu Glu Tyr Leu Ser 


1 






5 










10 


15 


Asn 


Pro 


Ser Gly 


Glu 


Ala 


His 


Val 


Arg 


Ser Val 


Leu Asn Ala Lys Phe 






20 










25 




30 


Lys 


Ala 


Val Gly 


Ser Asp Arg 


Arg 


Ala 


Glu Asp 


Leu Gly Pro Gin Glu 






35 . 








40 






45 


Leu 


Arg 


Glu Ala 


Ser 


Ala 


Ala 


Phe 


Phe 


Ala Gly 


Gly His Asp Val lie 




50 








55 








60 


Val 


Ala 


Arg Arg 


His 


Tyr 


Thr 


Asp 


Glu 


Gly Thr 


Thr Thr Ala Asp Val 


65 








70 








75 


80 


Ala 


Gly 


Ser Ala 


Ser 


Leu 


Thr 


Val 


Asn 


Glu His 


Arg Ala Phe Met Ala 








85 










90 


95 


Leu 


Thr 


Val Asp 


Ser 


Met 


Ala 


Gin 


Leu 


His Arg 


His Asn Glu His Val 






100 










105 




110 


Arg 


Tyr 


Val Val 


val 


Phe 


Gin 


Asn 


Trp 


Leu Lys 


Pro Ala Gly Ala Ser 






115 








120 






125 


lie 


Asp 


His Leu 


His 


Lys 


Gin 


Val 


Val 


Ala lie 


Asp 




130 








135 








140 



<210> 2293 

<211> 358 

<212> DNA 

<213> Homo sapiens 

<400> 2293 

acgcgtgaag gaatggaagc tgctctcgtc ggtgcacaca agactggcgg gtgcccattg 
60 

gtgaacactg tcgctaagaa ctggttgaac cggctcaaca cgccggatat gaaacccact 
120 

gaggagatca agcggcagtt ccaaggtctg cattggttgg gacgtaagta tgggctcaac 
180 

cacggagagt tctatcttga cgacgagcag tgggccacgc tcatggccgg gtcctctttc 
240 

gaggcgaatc cgcgcattaa gagcaacttt gattccgagg gcgctgttgt ggatccggat 
300 

tccgattcac ttgctggggc tgatcgagat gcccgaggtg cttcggatgc atgccttc 
358 

<210> 2294 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 2294 

Met Glu Ala Ala Leu Val Gly Ala His Lys Thr Gly Gly Cys Pro Leu 
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1 






5 




10 15 




Val Asn 


Thr 


Val 
20 


Ala Lys 


Asn 


Trp Leu Asn Arg Leu Asn inr tro 
25 " 30 




Met Lys 


Pro 


Thr 


Glu Glu 


lie 


Lys Arg Gin Phe Gin Gly Leu His 


Trp 


35 








40 45 




Leu Gly 


Arg 


Lys 


Tyr Gly 


Leu 


Asn His Gly Glu Phe Tyr Leu Asp 


Asp 


50 








55 


60 




Glu Gin 


Trp 


Ala 


Thr Leu 


Met 


Ala Gly Ser Ser Phe Glu Ala Asn 


Pro 


65 




70 




75 


80 


Arg lie 


Lys 


Ser 


Asn Phe 


Asp 


Ser Glu Gly Ala Val Val Asp Pro 


Asp 




85 




90 95 




Ser Asp 


Ser 


Leu 


Ala Gly Ala 


Asp Arg Asp Ala Arg Gly Ala Ser 


Asp 




100 






105 HO 




Ala Cys 


Leu 
115 













<210> 2295 
<211> 546 
<212> DNA 

<213> Homo sapiens 
<400> 2295 

ggcaccgatc cgagtggtgg tgccgggatt 
60 

ggggcgtatg gctgctcggt cattaccgca 
120 

tcggtgtatc gtatcgaacc ggattttgtc 
180 

gtccgcattg attccaccaa aatcggcatg 
240 

gcggagcgcc tcaaacatta tcgcgttaaa 
300 

aaaagtggcg atccgctgct atctcctgct 
360 

ccacacgtcg cgctgatcac gccaaatttg 
420 

catgcccgta ccgagcacga gatgaaagag 
480 

gaggcagtgc tgatgaaagg cggccatctt 
540 

acgcgt 
546 

<210> 2296 
<211> 182 
<212> PRT 

<213> Homo sapiens 
c400> 2296 

Gly Thr Asp Pro Ser Gly Gly Ala Gly lie Arg Xaa Asp Leu Xaa Thr 

1 S 10 I 5 

Phe Ser Ala Leu Gly Ala Tyr Gly Cys Ser Val lie Thr Ala Leu Val 

20 25 30 

Ala Gin Asn Thr Arg Gly Val Gin Ser Val Tyr Arg He Glu Pro Asp 



1684 



aggncggatc 
ctggtagcgc 
ggtgcacaac 
ctggcagagg 
aacgtggtac 
gctgtcgaaa 
ccggaggcgg 
caggggcgcg 
gacgatcctg 



tanaaacatt 
aaaatacgcg 
tggactctgt 
cggatatcgt 
ttgatacggt 
ctctgcgaaa 
cggcgctgct 
cacttctggc 
agagcccgga 



ctccgccctt 
cggcgtgcag 
gttcagcgat 
ggaagcggtc 
gatgctggcg 
acaccttctg 
ggatgcgcct 
gcttggctgc 
ctggctcttc 
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35 






40 




45 






Phe 


Val 


Gly Ala 


Gin 


Leu 


Asp Ser Val Phe Ser Asp Val Arg He 


TV mm 

ASp 




50 






55 


60 








Ser 


Thr 


Lys lie 


Gly Met 


Leu Ala Glu Ala Asp 


He 


Val 


Glu Ala 


Vai 


65 






70 


75 










Ala 


Glu 


Arg Leu 


Lys 


His 


Tyr Arg Val Lys Asn 


Val 


Val 


Leu Asp 


Thr 








85 




90 






95 




val 


Met 


Leu Ala 


Lys 


Ser 


Gly Asp Pro Leu Leu 


Ser 


Pro 


Ala Ala 


Val 






100 






105 






110 




Glu 


Thr 


Leu Arg 


Lys 


His 


Leu Leu Pro His Val 


Ala 


Leu 


He Thr 


Pro 






115 






120 




125 






Asn 


Leu 


Pro Glu 


Ala 


Ala 


Ala Leu Leu Asp Ala 


Pro 


His 


Ala Arg 


Thr 




130 








135 


140 








Glu 


His 


Glu Met 


Lys 


Glu 


Gin Gly Arg Ala Leu 


Leu 


Ala 


Leu Gly 


Cys 


145 








150 


155 








160 


Glu 


Ala 


Val Leu 


Met 


Lys 


Gly Gly His Leu Asp Asp 


Pro 


Glu Ser 


Pro 








165 




170 






175 




Asp 


Trp 


Leu Phe 


Thr Arg 
















180 

















<210> 2297 
<211> 414 
<212> DMA 

<213> Homo sapiens 
<400> 2297 

gggaattccg ggcccttccc cccaagcccg ggtaattttt tgtattttta aaaaaaaagg 
60 

gaattttccc acgttggggg gggggggttc ggactttttc ccccaaaaac cccccccccc 
120 

caccccccca aaggccgaaa agcagggcca aaacccccgg gacccccccc ggggggggca 
180 

aaaggaaaaa cccctttttt tttttttttt ttttatacac atgagggtct ctggttaata 
240 

aatgttgaga tgtagggtta ggtgagatta aacaggttct ttttttcatg atttctcgga 
300 

gtctttatga tgctccacac cagtacttct caaagctgac tgtgtataca aaacactggg 
360 

gatctgaccc acatgtaaag tctgatttct ttggtctggg gcaggcctga aatn 
414 

<210> 2298 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 2298 

Lys Lys Arg Glu Phe Ser His Val Gly Gly Gly Gly Phe Gly Leu Phe 

1 5 10 15 

Pro Pro Lys Thr Pro Pro Pro His Pro Pro Lys Gly Arg Lys Ala Gly 

20 25 30 

Pro Lys Pro Pro Gly Pro Pro Pro Gly Gly Ala Lys Gly Lys Thr Pro 

35 40 45 

Phe Phe Phe Phe Phe Phe Tyr Thr His Glu Gly Leu Trp Leu He Asn 
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50 55 60 

Val Glu Met 
65 

<210> 2299 

<211> 987 

<212> DNA 

<213> Homo sapiens 

<400> 2299 

ngagatgtct aagttatttt ttttttcccg gaaggcaaat ggctggcgtg gaagcacaac 
60 

ccgctttcac tcttcgaatt tgtgcttagc tcttttcttg taccctgcga ctcgtgacca 
120 

acatgctgtg atgtgtgccg agggaggaat tggtcagcta cacaacctgg atcttaccac 
180 

agtttggata tgactgaggc tctccaatgg gccagatatc actggcgacg gctgatcaga 
240 

ggtgcaacca gggatgatga ttcagggcca tacaactatt cctcgttgct cgcctgtggg 
300 

cgcaagtcct ctcagatccc taaactgtca ggaaggcacc ggattgttgt tccccacatc 
360 

cagcccttca aggatgagta tgagaagttc tccggagcct atgtgaacaa tcgaatacga 
420 

acaacaaagt acacacttct gaattttgtg ccaagaaatt tatttgaaca atttcacaga 
480 

gctgccaatt tatatttcct gttcctagtt gtcctgaact gggtaccttt ggtagaagcc 
540 

ttccaaaagg aaatcaccat gttgcctctg gtggtggtcc ttacaattat cgcaattaaa 
600 

gatggcctgg aagattatcg gaaatacaaa attgacaaac agatcaataa tttaataact 
660 

aaagtttata gtaggaaaga gaaaaaatac attgaccgat gctggaaaga cgttactgtt 
720 

ggggacttta ttcgcctctc ctgcaacgag gtcatccctg cagacatggt actactcttt 
780 

tccactgatc cagatggaat ctgtcacatt gagacttctg gtcttgatgg agagagcaat 
840 

ttaaaacaga ggcaggtggt tcggggatat gcagaacagg actctgaagt tgatcctgag 
900 

aagttttcca gtaggataga atgtgaaagc ccaaacaatg acctcagcag attccgaggc 
960 

ttcctagaac attccaacaa agaacgc 
987 

<210> 2300 
<211> 266 
<212> PUT 

<213> Homo sapiens 
<400> 2300 

Met Thr Glu Ala Leu Gin Trp Ala Arg Tyr His Trp Arg Arg Leu He 

1 5 10 15 

Arg Gly Ala Thr Arg Asp Asp Asp Ser Gly Pro Tyr Asn Tyr Ser Ser 
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20 25 




30 






Leu 


Leu 


Ala 


Cys Gly Arg Lys Ser Ser Gin lie 


Pro 


Lys Leu 


Ser 


Gly 






35 


40 




45 






Arg 


His 


Arg 


He Val Val Pro His He Gin Pro 


Phe 


Lys Asp 


Glu 


Tyr 




50 




55 


60 








Glu 


Lys 


Phe 


Ser Gly Ala Tyr Val Asn Asn Arg 


He 


Arg Thr 


Thr 


Lys 


65 






70 75 








80 


Tyr 


Thr 


Leu 


Leu Asn Phe Val Pro Arg Asn Leu 


Phe 


Glu Gin 


Phe 


His 








85 90 






95 




Arg 


Ala 


Ala 


Asn Leu Tyr Phe Leu Phe Leu Val 


Val 


Leu Asn Trp 


Val 








100 105 




110 






Pro 


Leu 


Val 


Glu Ala Phe Gin Lys Glu He Thr 


Met 


Leu Pro 


Leu 


Val 






115 


120 




125 






Val 


Val 


Leu 


Thr He He Ala He Lys Asp Gly Leu Glu Asp Tyr 


Arg 




130 




135 


140 








Lys 


Tyr 


Lys 


He Asp Lys Gin He Asn Asn Leu 


He 


Thr Lys 


Val 


Tyr 


145 






150 155 








160 


Ser 


Arg 


Lys 


Glu Lys Lys Tyr He Asp Arg Cys 


Trp Lys Asp 


Val 


Thr 








165 170 






175 




Val 


Gly 


Asp 


Phe He Arg Leu Ser Cys Asn Glu 


Val 


He Pro 


Ala 


Asp 








180 185 




190 






Met 


Val 


Leu 


Leu Phe Ser Thr Asp Pro Asp Gly 


He 


Cys His 


He 


Glu 






195 


200 




205 






Thr 


Ser 


Gly 


Leu Asp Gly Glu Ser Asn Leu Lys 


Gin 


Arg Gin 


Val 


Val 




210 




215 


220 








Arg 


Gly 


Tyr 


Ala Glu Gin Asp Ser Glu Val Asp 


Pro Glu Lys 


Phe 


Ser 


225 






230 235 








240 


Ser 


Arg 


lie 


Glu Cys Glu Ser Pro Asn Asn Asp 


Leu 


Ser Arg 


Phe 


Arg 








245 250 






255 




Gly 


Phe 


Leu 


Glu His Ser Asn Lys Glu Arg 











260 265 

<210> 2301 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 2301 

tatcccaagc gcttcaaatt tgatgccgat gagttctact tgaaatcgtc cgaggaaatg 
60 

nncgccacct cttccgcgna tttccctgaa gcctgcgata acactatgga aatcgctgag 
120 

nncgttgcca cgttgaattc aacacaaacg caanactaca tgcccgattt ccccaccccg 
180 

gagggggaga atgaggaatc ctggttcgtc aaagaagttg aacgcggttt gcactaccga 
240 

ttccccgagg gcattcccga tgacgtacgc aagcaggcag attatgaagt agggattatt 
300 

acccagatgg gattccccgg ctacttcttg gtggtcgcgg attttatcaa ctgggcgaag 
360 

aataacggaa ttcgagtggg ccccgggcgt 
390 

<210> 2302 
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<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 2302 

Tyr Pro Lys Arg Phe Lys Phe Asp Ala Asp Glu Phe Tyr Leu Lys Ser 

1 5 10 15 

Ser Glu Glu Met Xaa Ala Thr Ser Ser Ala Xaa Phe Pro Glu Ala Cys 

20 25 30 

Asp Asn Thr Met Glu lie Ala Glu Xaa Val Ala Thr Leu Asn Ser Thr 

35 40 45 

Gin Thr Gin Xaa Tyr Met Pro Asp Phe Pro Thr Pro Glu Gly Glu Asn 

50 55 60 

Glu Glu Ser Trp Phe Val Lys Glu Val Glu Arg Gly Leu His Tyr Arg 
65 .70 75 80 

Phe Pro Glu Gly lie Pro Asp Asp Val Arg Lys Gin Ala Asp Tyr Glu 

85 90 95 

Val Gly He He Thr Gin Met Gly Phe Pro Gly Tyr Phe Leu Val Val 

100 105 HO 

Ala Asp Phe He Asn Trp Ala Lys Asn Asn Gly He Arg Val Gly Pro 
115 120 125 

Gly Arg 
130 

« 

<210> 2303 
<211> 638 
<212> DNA 

<213> Homo sapiens 
<400> 2303 

nnggatccag gctgcccctg tgtgtctcct tcagtcttcg ttagctgcct gctgctgtct 
60 

gcacctgtgt ttggctacct gggcgaccga catagccgca aggctaccat gagcttcggt 
120 

atcttgctgt ggtcaggagc tggcctctct agctccttca tctccccccg gtattcttgg 
180 

ctcttcttcc tgtcccgggg catcgagggc actggctcgg ccagctactc caccatcgcg 
240 

cccaccgtcc tgggcgacct cttcgtgagg gaccagcgca cccgcgtgct ggctgtcttc 
300 

tacatcttta tccccgttgg aagtggtctg ggctacgtgc tggggtcggc tgtgacgatg 
360 

ctgactggga actggcgctg ggccctccga gtcatgccct gcctggaggc cgtggccttg 
420 

atcctgctta tcctgctggt tccagaccca ccccggggag ctgccgagac acagggggag 
480 

ggggccgtgg gaggcttcag aagcagctgg tgtgaggacg tcagatacct ggggaaaaac 
540 

tggagttttg tgtggtcgac cctcggagtg accgccatgg cctttgtgac tggagccctg 
600 

gggttctggg cccccaagtt tctgctcgag gcacgcgt 
638 

<210> 2304 
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<211> 212 
<212> PRT 

<213> Homo sapiens 



<400> 2304 












Xaa Asp Pro 


Gly 


Cys 


Pro Cys Val Ser Pro 


Ser 


Val Phe Val Ser Cys 


1 




5 


10 




15 


Leu Leu Leu 


Ser 


Ala 


Pro Val Phe Gly Tyr 


Leu 


Gly Asp Arg His Ser 




20 




25 




30 


Arg Lys Ala 


Thr 


Met 


Ser Phe Gly He Leu 


Leu 


Trp Ser Gly Ala Gly 


35 






40 




45 


Leu Ser Ser 


Ser 


Phe 


He Ser Pro Arg Tyr 


Ser 


Trp Leu Phe Phe Leu 


50 






55 




60 


Ser Arg Gly 


He 


Glu Gly Thr Gly Ser Ala 


Ser 


Tyr Ser Thr He Ala 


65 






70 


75 


80 


Pro Thr Val 


Leu 


Gly Asp Leu Phe Val Arg 


Asp 


Gin Arg Thr Arg Val 






85 


90 




95 


Leu Ala Val 


Phe 


Tyr 


He Phe He Pro Val Gly 


Ser Gly Leu Gly Tyr 




100 




105 




110 


Val Leu Gly 


Ser 


Ala 


Val Thr Met Leu Thr Gly 


Asn Trp Arg Trp Ala 


115 






120 




125 


Leu Arg Val 


Met 


Pro 


Cys Leu Glu Ala Val 


Ala 


Leu He Leu Leu He 


130 






135 




140 


Leu Leu val 


Pro 


Asp 


Pro Pro Arg Gly Ala Ala 


Glu Thr Gin Gly Glu 


145 






150 


155 


160 


Gly Ala Val 


Gly 


Gly 


Phe Arg Ser Ser Trp 


Cys 


Glu Asp Val Arg Tyr 




165 


170 




175 


Leu Gly Lys 


Asn 


Trp 


Ser Phe Val Trp Ser 


Thr 


Leu Gly Val Thr Ala 




180 




185 




190 


Met Ala Phe 


Val 


Thr Gly Ala Leu Gly Phe 


Trp 


Ala Pro Lys Phe Leu 


195 






200 




205 


Leu Glu Ala 


Arg 










210 













<210> 2305 

<211> 340 

<212> DNA 

<213> Homo sapiens 



<400> 2305 
gcccccgcct 
60 

tcggaccagc 
120 

tcgctcctgt 
180 

cccgcaacgc 
240 

cggcgtcggt 
300 

ccgcacgcaa 
340 

<210> 2306 



ctatcttccg 
acactttgac 
tcttgacctc 
tattggtgac 
gcgcgacgag 
ttccatgacg 



gcatcgtcac 
cgtcgtggtc 
ttccgtgccc 
gcagcactcg 
ggcgatgagt 
acaacgtgga 



agtcgcatcg 
gcctcgtgac 
ccattgacaa 
cagctggtct 
tggtcgtcgt 
gttggcgcgc 



tgacggtact 
atggggtaac 
cgatcgggca 
cgaccgactc 
tactcgcagc 



ggctggagtc 
gcgaacctcg 
agttcactgg 
gtccacacca 
gctgctgccg 



1689 



WO 00/58473 



PCTAJSOO/08621 



<211> 101 
<212> PRT 

<213> Homo sapiens 



<400> 2306 

Met Glu Leu Arg Ala Ala Ala Ala Ala Leu Arg Val Thr Thr Thr Asn 

1 5 10 15 

Ser Ser Pro Ser Ser Arg Thr Asp Ala Val Val Trp Thr Ser Arg Ser 

20 25 30 

Arg Pro Ala Ala Ser Ala Ala Ser Pro He Ala Leu Arg Ala Ser Glu 

35 40 45 

Leu Ala Arg Ser Leu Ser Met Gly Ala Arg Lys Arg Ser Arg Thr Gly 

50 55 60 

Ala Thr Arg Phe Ala Leu Pro His Val Thr Arg Arg Pro Arg Arg Ser 
65 70 75 80 

Lys Cys Ala Gly Pro Arg Leu Gin Pro Val Pro Ser Arg Cys Asp Cys 

85 90 95 

Asp Asp Ala Gly Arg 
100 



<210> 2307 

<211> 360 

<212> DNA 

<213> Homo sapiens 



<400> 2307 
ngcttctcag 
60 

gccaaggcac 
120 

cgacggctga 
180 

gacagcagcc 
240 

ccaccctgtc 
300 

gatacttatg 
360 



ctgaaggggg 
tgggtggggc 
gcagcgaaga 
tggccctggg 
ctctccacgg 
aagaagatgg 



agataaagct 
tggcagtggg 
cagctccctg 
cgcagaggcc 
tggctcccga 
tgatgagagt 



ctacataaga 
agcaagggct 
gagccagacc 
aggaccttcg 
ggcccttcca 
ggcaatgggc 



tgggtccagg 
cagcaggtgg 
tggccgagat 
ggggattccc 
ctttccttcc 
ttcccaaaac 



tgggggcaaa 

cggaagcaag 
gagcctggat 
tgagagccct 
tgagccccca 
caaagaggca 



<210> 2308 

<211> 120 

<212> PRT 

<213> Homo sapiens 



<400> 2308 

Xaa Phe Ser Ala Glu Gly Gly Asp 

1 5 
Gly Gly Gly Lys Ala Lys Ala Leu 
20 

Gly Ser Ala Gly Gly Gly Ser Lys 

35 40 
Ser Leu Glu Pro Asp Leu Ala Glu 

50 55 
Ala Leu Gly Ala Glu Ala Arg Thr 



Lys Ala Leu His Lys Met Gly Pro 

10 15 
Gly Gly Ala Gly Ser Gly Ser Lys 
25 30 
Arg Arg Leu Ser Ser Glu Asp Ser 

45 

Met Ser Leu Asp Asp Ser Ser Leu 
60 

Phe Gly Giy Phe Pro Glu Ser Pro 



1690 



WO 00/58473 



PCT/US00/08621 



65 70 75 80 

Pro Pro Cys Pro Leu His Gly Gly Ser Arg Gly Pro Ser Thr Phe Leu 

85 90 95 

Pro Glu Pro Pro Asp Thr Tyr Glu Glu Asp Gly Asp Glu Ser Gly Asn 

100 105 110 

Gly Leu Pro Lys Thr Lys Glu Ala 
115 120 



<210> 2309 
<211> 395 
<212> DNA 
<213> Homo 

<400> 2309 
ggatccctac 
60 

cactctctgc 
120 

tcttttccag 
180 

ggtgacggcc 
240 

ccatccagcc 
300 

gactccactc 
360 

tgttgtgtta 
395 



sapiens 

aaatggggcc 
cctgggccgc 
caggcacagg 
tgagctgtgc 
ccagcgtgtg 
acactgtgcc 
tgcccacaac 



ctgctctgag 
ggggcctgac 
gattcctcat 
acggcctccc 
gcgttctggc 
tagcggactg 
aggcttgccg 



cacattccca 
tgggttccca 
gggggaggca 
ctgccctcct 
tcttccctgg 
tgtggttgat 
tcacc 



tgagggctgc 
cctcctccta 
gagcccaccc 
gttctcaggc 
agtctcctcc 
gcagccggct 



ctgccctgtg 
cccactgggg 
gtctgtcctc 
cccccagggt 
cagaccacgc 
cacttgagtg 



<210> 2310 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 2310 
Met Gly Pro Cys 
1 

His Ser Leu Pro 
20 

Tyr Pro Leu Gly 
35 

Gly Arg Ala His 
50 

Pro Pro Leu Pro 
65 

Ser Val Trp Arg 

Asp Ser Thr His 

100 



Ser Glu His lie 
5 

Trp Ala Ala Gly 

Ser Phe Pro Ala 
40 

Pro Ser Val Leu 
55 

Ser Cys Ser Gin 
70 

Ser Gly Ser Ser 
85 

Thr Val Pro Ser 



Pro 


Met 


Arg Ala 




10 




Pro 


Asp. 


Trp Val 


25 






Gly 


Thr 


Gly He 


Gly 


Asp 


Gly Leu 






60 


Ala 


Pro 


Gin Gly 






75 


Leu 


Glu 


Ser Pro 




90 




Gly 


Leu 


Cys Gly 



105 



Ala Cys Pro Val 
15 

Pro Thr Ser Ser 
30 

Pro His Gly Gly 
45 

Ser Cys Ala Arg 

Pro Ser Ser Pro 
- 80 

Pro Arg Pro Arg 
95 



<210> 2311 

<211> 378 

<212> DNA 

<213> Homo sapiens 
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<400> 2311 

gtgcacgccg agatgctgcc gcaagacaag cagcgtgtcg tcggcgagtt gaagcgccag 
60 

ggcttctcag tgatcaaggt cggcgatggc atcaatgatt gcgacgctct cgccgcggcg 
120 

gatgtcggca gtcccatggg cggcagcgcg gacgtggctc tcgaaacggc cgatgctgcc 
180 

gtccttcacg gacgggtggg ggacgtcttc gcgatgatcg ccctatcgaa gcgaaccatg 
240 

gccaacattc gacagaacat cgcgatcgcg atcgggctaa aggcggtgtt ccttgtaacg 
300 

accgtcgtcg gcatcacggg gctttggcct gcaatcctcg ccgatacggg gaccacggag 
360 

cttgtgacca tgaacgcg 
378 

<210> 2312 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 2312 



Val 


His 


Ala 


Glu 


Met Leu Pro 


Gin 


Asp 


Lys 


Gin Arg 


Val 


Val 


Gly 


Glu 


1 








5 






10 








15 




Leu 


Lys 


Arg 


Gin 


Gly Phe Ser 


Val 


lie 


Lys 


Val Gly 


Asp 


Gly 


He 


Asn 






20 






25 








30 


• 




Asp Cys 


Asp 


Ala 


Leu Ala Ala 


Ala 


Asp 


Val 


Gly Ser 


Pro 


Met 


Gly 


Gly 






35 






40 








45 








Ser 


Ala 


Asp 


Val 


Ala Leu Glu 


Thr 


Ala 


Asp 


Ala Ala 


Val 


Leu 


His 


Gly 




50 






55 








60 










Arg 


Val 


Gly 


Asp 


Val Phe Ala 


Met 


He 


Ala 


Leu Ser 


Lys 


Arg 


Thr 


Met 


65 








70 








75 








80 


Ala 


Asn 


He 


Arg 


Gin Asn lie 


Ala 


He 


Ala 


He Gly 


Leu 


Lys 


Ala 


Val 










85 






90 








95 




Phe 


Leu 


Val 


Thr 


Thr Val Val Gly 


He 


Thr 


Gly Leu 


Trp 


Pro 


Ala 


He 








100 






105 








110 






Leu 


Ala 


Asp 


Thr 


Gly Thr Thr 


Glu 


Leu 


Val 


Thr Met 


Asn 


Ala 







115 120 125 



<210> 2313 
<211> 669 
<212> DNA 

<213> Homo sapiens 
<400> 2313 

ctagtggcat ggtctcgctg gtctttagtg gagcataccg acacatcggt gactcaaacg 
60 

atccgaatca tggctcgtcc tggttggcct ggaaccatta acgtacgcct cacccatcgc 
120 

ttaagcgacg ccggtctagc tgtcgaagtc accgcgcgca atgtcggtac gacagcgggg 
180 

ccgcttggat acgcagcaca cccctatctc tgtctgggtg gcaccatcga cgactggaca 
240 
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gtcgacgccc cgtttacctc gtggttacag gtcgatgatc ggctgctacc aatgcagatg 
300 

cgcgagacgg acagcatcca cgcgctgaac ggtctcacgg gcggacagcg caccttcgat 
360 

accgcttaca ccgtgaaagg aggacggaac cgtcggatcg cccgcatggc gtatccgggt 
420 

ctcaacggtg aaacgagcca cgaattgtgg ggcgacgccg cgatgagctg ggtgcaagtc 
480 

tacactccag acgaccgcca cagtctggcc atcgagccaa tgacctgcgg cccagatgca 
540 

tttaatgagg gcccgaccca cggtgacgtc attcgactgg agcccggtaa tgacgtcaca 
600 

ctgcactggg gcatcgccta acccgcggaa gctcgaaagg acaaggacgg gaaggcagga 
660 

ttcacgcgt 
669 

<210> 2314 

<211> 206 

<212> PRT 

<213> Homo sapiens 

<400> 2314 



Leu 


val 


Ala 


Trp 


Ser 


Arg 


Trp 


Ser 


Leu 


Val 


Glu His 


Thr 


Asp 


Thr 


Ser 


1 








5 










10 








15 




Val 


Thr 


Gin 


Thr 
20 


He 


Arg 


He 


Met 


Ala 
25 


Arg 


Pro Gly 


Trp 


Pro 
30 


Gly 


Thr 


lie 


Asn 


Val 
35 


Arg 


Leu 


Thr 


His 


Arg 
40 


Leu 


Ser 


Asp Ala 


Gly 
45 


Leu 


Ala 


Val 


Glu 


Val 


Thr 


Ala 


Arg 


Asn 


Val 


Gly Thr 


Thr 


Ala Gly 


Pro 


Leu 


Gly 


Tyr 




50 










55 








60 










Ala 


Ala 


His 


Pro 


Tyr 


Leu 


Cys 


Leu Gly 


Gly 


Thr He 


Asp 


Asp 


Trp 


Thr 


65 








70 










75 








80 


Val 


Asp 


Ala 


Pro 


Phe 


Thr 


Ser 


Trp 


Leu 


Gin 


Val Asp 


Asp 


Arg 


Leu 


Leu 








85 










90 








95 




Pro 


Met 


Gin 


Met 
100 


Arg 


Glu 


Met 


Asp 


Ser 
105 


He 


His Ala 


Leu 


Asn 
HO 


Gly 


Leu 


Thr 


Gly Gly 


Gin 


Arg 


Thr 


Phe 


Asp 


Thr 


Ala 


Tyr Thr 


Val 


Lys 


Gly 


Gly 






115 










120 








125 








Arg 


Asn 
130 


Arg 


Arg 


lie 


Ala 


Arg 
135 


Met 


Ala 


Tyr 


Pro Gly 
140 


Leu 


Asn 


Gly 


Glu 


Thr 


Ser 


His 


Glu 


Leu 


Trp 


Gly Asp Ala 


Ala 


Met Ser 


Trp 


Val 


Gin 


Val 


145 










150 










155 








160 


Tyr 


Thr 


Pro 


Asp 


Asp 


Arg 


His 


Ser 


Leu 


Ala 


He Glu 


Pro 


Met 


Thr 


Cys 








165 










170 








175 




Gly 


Pro 


Asp 


Ala 


Phe 


Asn 


Glu Gly 


Pro 


Thr 


His Gly 


Asp 


Val 


He 


Arg 




180 










185 








190 






Leu 


Glu 


Pro 
195 


Gly 


Asn 


Asp 


Val 


Thr 
200 


Leu 


His 


Trp Gly 


He 
205 


Ala 







<210> 2315 

<2H> 546 

<212> DNA 

<213> Homo sapiens 
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<400> 2315 

nacgcgtccc tcatcgatac cgagcccggg atgggaaaac gggtgtatcg cgttgaggcc 
60 

acccaaggcc gaccaattcg catcgataag gcggtcgctt atcacacttc tcgcggcgtg 
120 

ccggtacatg aactgtttga ccgagtgcgc cgcagcttag accgagtgcg tgaacagggg 
180 

cacaacgtct actacgacga acagcgtgca tggcttgacg attactgggc aacggctgat 
240 

gttgaggtcg agggtgcccc gaccggtatt cagcaggctg tcaggtggaa ccttttccag 
300 

attgctcagg catcagcccg tgcagatcaa cttggcattc cggcaaaggg tgtaaccggg 
360 

tcaggctatg aaggccacta cttttgggac actgaggttt atgtcatccc gatgttgacc 
420 

tacactcatc caagaatcgc tgagaatgcg ctgagattcc gggtgaatac ccttccgcaa 
480 

gctcgacgcc gggctaagga attgtctgaa cgaggcgccc ttttcccgtg gcgaacaatc 
540 

accggt 
546 

<210> 2316 

<211> 182 

<212> PRT 

<213> Homo sapiens 

<400> 2316 



Xaa 


Ala 


Ser 


Leu 


He 


Asp 


Thr 


Glu 


Pro 


Gly 


Met 


Gly Lys 


Arg Val 


Tyr 


1 








5 










10 






15 




Arg 


val 


Glu 


Ala 


Thr 


Gin 


Gly 


Arg 


Pro 


He 


Arg 


He Asp 


Lys Ala 


Val 






20 










25 








30 




Ala 


Tyr 


His 


Thr 


Ser 


Arg 


Gly 


Val 


Pro 


Val 


His 


Glu Leu 


Phe Asp 


Arg 






35 










40 








45 






val 


Arg 


Arg 


Ser 


Leu 


Asp 


Arg 


Val 


Arg 


Glu 


Gin 


Gly His 


Asn Val 


Tyr 




50 










55 










60 






Tyr 


Asp 


Glu 


Gin 


Arg 


Ala 


Trp 


Leu 


Asp 


Asp 


Tyr 


Trp Ala 


Thr Ala 


Asp 


65 










70 










75 






80 


Val 


Glu 


Val 


Glu 


Gly 


Ala 


Pro 


Thr 


Gly 


He 


Gin 


Gin Ala 


Val Arg 


Trp 










85 










90 






95 




Asn 


Leu 


Phe 


Gin 


He 


Ala 


Gin 


Ala 


Ser 


Ala 


Arg 


Ala Asp 


Gin Leu 


Gly 








100 










105 








110 




He 


Pro 


Ala 


Lys 


Gly 


Val 


Thr 


Gly 


Ser 


Gly 


Tyr 


Glu Gly 


His Tyr 


Phe 






115 










120 








125 






Trp 


Asp 


Thr 


Glu 


Val 


Tyr 


Val 


He 


Pro 


Met 


Leu 


Thr Tyr 


Thr His 


Pro 




130 










135 










140 






Arg 


He 


Ala 


Glu 


Asn 


Ala 


Leu 


Arg 


Phe 


Arg 


Val 


Asn Thr 


Leu Pro 


Gin 


145 










150 










155 






160 


Ala 


Arg 


Arg 


Arg 


Ala 


Lys 


Glu 


Leu 


Ser 


Glu 


Arg 


Gly Ala 


Leu Phe 


Pro 










165 










170 






175 




Trp 


Arg 


Thr 


He 


Thr 


Gly 



















180 
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<210> 2317 

<211> 496 

<212> DNA 

<213> Homo sapiens 

<400> 2317 

gccggcgggc ccgggaacgg tcactgacct gcagcaggca atggcggtcg cggtttaatc 
60 

agggttctgc acggagtttt ggatagtccg tccagtcgcc actggcaagg cgcgaccagg 
120 

cagctgctga cgctgctgtg atgccgagga gatcggagac gattcgtggg tgcatctgcc 
180 

gggtcagttc gatcagcgcg gtcgttcgag cgcttcctga acgcagcccc tgctggcgca 
240 

gacgtcggct gagtgggcct ggtgtgagat gcaaccccgg attcctgcca ggaaagagcc 
300 

atccctcggg tcggtgtctc gatgtgtcag cgagctcggc gatcgcattc ccgaggacct 
360 

cgggcagttc gattggctcg gctccgatgg tgagcttccc cggtcgtgat gtcacgtcga 
420 

cctgctcacg ggtgagcgcg acgatgcgag tgaggtggag gccgtagagg agcacgagca 
480 

acccagcggc acgcgt 
496 

<210> 2318 

c211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2318 



Met Pro 


Arg 


Arg 


Ser 


Glu 


Thr 


He Arg 


Gly 


Cys 


He 


Cys Arg Val 


Ser 


1 






5 








10 






15 




Ser lie 


Ser 


Ala 
20 


Val 


Val 


Arg 


Ala Leu 
25 


Pro 


Glu 


Arg 


Ser Pro Cys 
30 


Trp 


Arg Arg 


Arg 


Arg 


Leu Ser Gly 


Pro Gly 


val 


Arg 


Cys 


Asn Pro Gly 


Phe 




35 










40 








45 




Leu Pro Gly 


Lys 


Ser 


His 


Pro 


Ser Gly 


Arg 


Cys 


Leu 


Asp Val Ser 


Ala 


50 










55 








60 






Ser Ser 


Ala 


He 


Ala 


Phe 


Pro 


Arg Thr 


Ser 


Gly 


Ser 


Ser He Gly 


Ser 


65 








70 








75 






80 


Ala Pro 


Met 


Val 


Ser 
85 


Phe 


Pro 


Gly Arg 


Asp 
90 


Val 


Thr 


Ser Thr Cys 
95 


Ser 


Arg Val 


Ser 


Ala 
100 


Thr 


Met 


Arg 


Val Arg 
105 


Trp 


Arg 


Pro 







<210> 2319 

<211> 1748 

<212> DNA 

<213> Homo sapiens 

* 

<400> 2319 

ntgatcaagt ctcggtctct ggattatacc tttgttcctc gaacttggat ctttcctgct 
60 
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gaatatactc aattccaaaa ttatgtgaaa gaattgaaga aaaaacggaa gcagaaaact 
120 

tttatagtga aaccagctaa tggtgcaatg ggtcatggga tttctttgat aagaaatggt 
180 

gacaaacttc catctcagga tcatttgatt gttcaagaat acattgaaaa gcctttccta 
240 

atggaaggtt acaagtttga cttacgaatt tatattctgg ttacatcgtg tgatccacta 
300 

aaaatatttc tctaccatga tgggcttgtg cgaatgggta cagagaagta cattccacct 
360 

aatgagtcca atttgaccca gttatacatg catctgacaa actactccgt gaacaagcat 
420 

aatgagcatt ttgaacggga tgaaactgag aacaaaggca gcaaacgttc catcaaatgg 
480 

tttacagaat tccttcaagc aaatcaacat gatgttgcta agttttggag tgatatttca 
540 

gaattggtgg taaagaccct gattgtagca gaacctcatg tcctgcatgc ctatcgaatg 
600 

tgtagacctg gtcaacctcc aggaagcgaa agtgtctgct ttgaagtcct gggatttgat 
660 

attttgttgg atagaaaact aaagccatgg cttctggaga ttaaccgagc cccaagcttt 
720 

ggaactgatc agaaaataga ctatgatgta aaaaggggag tgctgctaaa tgcgttgaag 
780 

ctactaaaca taaggaccag tgacaaaaga agaaacttgg ccaaacaaaa agctgaggct 
840 

caaaggaggc tctatggtca aaattcaatt aaaaggctct taccaggctc ctcagactgg 
900 

gaacagcaga gacaccagtt ggagaggcgg aaagaagagt tgaaagagag actcgctcaa 
960 

gtacgaaagc agatctcacg agaagaacat gaaaatcgac atatggggaa ttatagacga 
1020 

atttatcctc ctgaagataa agcattactt gaaaagtatg aaaatttgtt agctgttgcc 
1080 

tttcagacct tcctttcagg aagagcagct tcattccagc gagagttgaa taatcctttg 
1140 

aaaaggatga aggaagaaga tattttggat cttctggagc aatgtgaaat tgatgatgaa 
1200 

aagttgatgg gaaaaactac caagactcga ggaccaaagc ctctgtgttc tatgcctgag 
1260 

agtactgaga taatgaaaag accaaagtac tgcagcagtg acagcagtta tgatagtagc 
1320 

agcagctctt cagaatctga cgaaaatgaa aaagaagagt accaaaataa gaaaagagaa 
1380 

aagcaagtta catataatct taaaccctcc aaccactaca aattaattca acaacccagc 
1440 

tccataagac gttcagccag ctgccctcgg tccatctctg ctcaatcacc ttccagtggg 
1500 

gacacccgcc cattttctgc tcaacaaatg atatctgtgt cacggccaac ttctgcatct 
1560 

cggtcacatt ccttaaaccc gggccttcct cctacatgag gcatctgcct cacagtaatg 
1620 

atgcctgctc taccaactct caagtgagtg agtctttgcg gcaactgaaa acaaaagaac 
1680 



1696 



WO 00/58473 



PCTYUSOO/08621 



aagaagatga tctaacaagt cagaccttat ttgttctcaa agacatgaag atccggtttc 
1740 

caggaaag 
1748 

<210> 2320 
<211> 532 
<212> PRT 

<213> Homo sapiens 



<400> 2320 



Xaa 


He 


Lys 


Ser 


Arg 


Ser 


Leu 


Asp Tyr 


Thr 


Phe 


Val 


Pro 


Arg 


Thr 


Trp 


1 








5 










10 










15 




He 


Phe 


Pro 


Ala 
20 


Glu 


Tyr 


Thr 


Gin 


Phe 
25 


Gin 


Asn 


Tyr 


Val 


Lys 
30 


Glu 


Leu 


Lys 


Lys 


Lys 
35 


Arg 


Lys 


Gin 


Lys 


Thr 
40 


Phe 


He 


Val 


Lys 


Pro 
45 


Ala 


Asn 


Gly 


Ala 


Met 
50 


Gly 


His 


Gly 


He 


Ser 
55 


Leu 


He 


Arg 


Asn 


Gly 
60 


Asp 


Lys 


Leu 


Pro 


Ser 


Gin Asp 


His 


Leu 


He 


Val 


Gin 


GlU 


Tyr 


He 


Glu 


Lys 


Pro 


Phe 


Leu 


65 










70 










75 










80 


Met Glu Gly 


Tyr 


Lys 


Phe 


Asp 


Leu Arg 


He 


Tyr 


lie 


Leu 


Val 


Thr 


Ser 










85 










90 










95 




Cys 


Asp 


Pro 


Leu 
100 


Lys 


He 


Phe 


Leu 


Tyr 
105 


His 


Asp 


Gly 


Leu 


Val 
110 


Arg 


Met 


Gly 


Thr 


Glu 
115 


Lys 


Tyr 


lie 


Pro 


Pro 
120 


Asn 


Glu 


Ser 


Asn 


Leu 
125 


Thr 


Gin 


Leu 


Tyr 


Met 


His 


Leu 


Thr 


Asn 


Tyr 


Ser 


Val 


Asn 


Lys 


His 


Asn 


Glu 


His 


Phe 


130 










135 










140 










Glu Arg Asp 


Glu 


Thr 


Glu 


Asn 


Lys Gly 


Ser 


Lys 


Arg 


C At* 

bet 


He 


Lys 


irp 


145 










150 










155 










160 


Phe 


Thr 


Glu 


Phe 


Leu 
165 


Gin 


Ala 


Asn 


Gin 


His 
170 


Asp 


Val 


Ala 


Lys 


Phe 
175 


Trp 


Ser 


Asp 


He 


Ser 


Glu 


Leu 


Val 


Val 


Lys 


Thr 


Leu 


He 


Val 


Ala 


Glu 


Pro 






180 










185 










190 






His 


Val 


Leu 
195 


His 


Ala 


Tyr 


Arg 


Met 
200 


Cys 


Arg 


Pro 


Gly 


Gin 
205 


Pro 


Pro 


Gly 


Ser 


Glu 
210 


Ser 


Val 


Cys 


Phe 


Glu 
215 


Val 


Leu 


Gly 


Phe 


Asp 
220 


lie 


Leu 


Leu 


Asp 


Arg 


Lys 


Leu 


Lys 


Pro 


Trp 


Leu 


Leu 


Glu 


He 


Asn 


Arg 


Ala 


Pro 


Ser 


Phe 


225 










230 










235 










240 


Gly Thr Asp 


Gin 


Lys 


He 


Asp 


Tyr Asp 


Val 


Lys 


Arg 


Gly 


Val 


Leu 


Leu 










245 










250 










255 




Asn 


Ala 


Leu 


Lys 


Leu 


Leu 


Asn 


He 


Arg 


Thr 


Ser 


Asp 


Lys 


Arg Arg 


Asn 








260 










265 










270 






Leu 


Ala 


Lys 


Gin 


Lys 


Ala 


GlU 


Ala 


Gin 


Arg 


Arg 


Leu 


Tyr 


Gly Gin 


Asn 






275 










280 










285 








Ser 


He 


Lys 


Arg 


Leu 


Leu 


Pro 


Gly Ser 


Ser 


Asp 


Trp 


Glu 


Gin 


Gin 


Arg 




290 










295 










300 










His 


Gin 


Leu 


Glu 


Arg 


Arg 


Lys 


Glu 


Glu 


Leu 


Lys 


Glu 


Arg 


Leu 


Ala 


Gin 


305 










310 










315 










320 


Val 


Arg 


Lys 


Gin 


He 


Ser 


Arg 


Glu 


GlU 


His 


GlU 


Asn 


Arg 


His 


Met 


Gly 








325 










330 










335 




Asn Tyr Arg 


Arg 


He 


Tyr 


Pro 


Pro 


GlU 


Asp 


Lys 


Ala 


Leu 


Leu 


Glu 


Lys 
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340 








345 










350 






Tyr 


Glu 


Asn 


Leu 


Leu Ala 


Val 


Ala 


Phe 


Gin 


Thr 


Phe 


Leu 


Ser 


Gly 


Arg 




355 








360 










365 








Ala 


Ala 


Ser 


Phe 


Gin Arg Glu Leu 


Asn 


Asn 


Pro 


Leu 


Lys 


Arg 


Met 


Lys 




370 








375 










380 










Glu 


Glu 


Asp 


He 


Leu Asp 


Leu 


Leu 


Glu 


Gin 


Cys 


Glu 


He 


Asp 


Asp 


Glu 


385 








390 










395 










400 


Lys 


Leu 


Met 


Gly 


Lys Thr 


Thr 


Lys 


Thr 


Arg 


Gly 


Pro 


Lys 


Pro 


Leu 


Cys 










405 








410 










415 




Ser 


Met 


Pro 


Glu 


Ser Thr 


Glu 


He 


Met 


Lys 


Arg 


Pro 


• 

Lys 


Tyr 


Cys 


Ser 








420 








425 










430 






Ser 


Asp 


Ser 


Ser 


Tyr Asp 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Glu 


Ser 


Asp 


Glu 






435 








440 










445 








Asn 


Glu 


Lys 


Glu 


Glu Tyr 


Gin 


Asn 


Lys 


Lys 


Arg 


Glu 


Lys 


Gin 


Val 


Thr 




450 








455 










460 










Tyr 


Asn 


Leu 


Lys 


Pro Ser 


Asn 


His 


Tyr 


Lys 


Leu 


He 


Gin 


Gin 


Pro 


Ser 


465 








470 










475 










480 


Ser 


He 


Arg 


Arg 


Ser Val 


Ser 


Cys 


Pro 


Arg 


Ser 


He 


Ser 


Ala 


Gin 


Ser 










485 








490 










495 




Pro 


Ser 


Ser 


Gly 


Asp Thr Arg 


Pro 


Phe 


Ser 


Ala 


Gin 


Gin 


Met 


He 


Ser 








500 








505 










510 






Val 


Ser 


Arg 


Pro 


Thr Ser 


Ala 


Ser 


Arg 


Ser 


His 


Ser 


Leu 


Asn 


Pro 


Gly 






515 








520 










525 








Leu 


Pro 


Pro 


Thr 

























530 



<210> 2321 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<400> 2321 

caattgtgtg gacgtgtcta tgtgtgtttc taattctata ctatcttgaa aatggttcag 
60 

cgttctagaa atacagccac ataatttttt ttgttttgaa aaactgctca gcaaatgcat 
120 

acaggtcata atggcaggta acagaccatt tattgaagtg ctgaaacaaa tagaaaacaa 
180 

agtccaggac accatcacag agcagtactt cccttgtgag atactctcag ctaagtaaga 
240 

attgagtgag acaacaataa aacaaatacc cataggcttt tcaaacagta acaacccgct 
300 

cagggttagc agcatttcta gaccttgatg gtaaaatgat gttctcaacc tttgctttca 
360 

gacactggat cactgcttaa gtagccttta tcttttcccc ctaatttttg ttgaagatgc 
420 

cagaggtgga gtg 
433 

<210> 2322 

<211> 105 

<212> PRT 

<213> Homo sapiens 
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<400> 2322 
Met Leu Leu Thr 
1 

lie Cys Phe lie 
20 

Ser Gin Gly Lys 
35 

lie Cys Phe Ser 
50 

Cys Met His Leu 
65 

Cys lie Ser Arg 

Thr His He Asp 
100 



Leu Ser Gly Leu 
5 

Val Val Ser Leu 

Tyr Cys Ser Val 

40 

Thr Ser He Asn 
55 

Leu Ser Ser Phe 
70 

Thr Leu Asn His 
85 

Thr Ser Thr Gin 



Leu Leu Phe Glu 
10 

Asn Ser Tyr Leu 
25 

Met Val Ser Trp 

Gly Leu Leu Pro 
60 

Ser Lys Gin Lys 
75 

Phe Gin Asp Ser 
90 

Leu 
105 



Lys Pro Met Gly 
15 

Ala Glu Ser He 
30 

Thr Leu Phe Ser 
45 

Ala He Met Thr 

Lys Leu Cys Gly 
80 

He Glu Leu Glu 
95 



<210> 2323 

<211> 532 

<212> DNA 

<213> Homo sapiens 



<400> 2323 
acgcgtcaaa 
60 

tcctccactg 
120 

ccaggcagag 
180 

ctgccgggca 
240 

ccgcctgcgg 
300 

ccggggtctg 
360 

tggagaaggg 
420 

ctgtcagtga 
480 

gctcgggtga 
532 



actggcaaag 
tgcaccccct 
ccagctcggc 
cagcgntctc 
gcttagccgc 
gcagctctgc 
gcgcagcgcc 
gcgcccggat 
cttggccatc 



ctggcggctt 
tggaaaaaaa 
ggccccccgc 
caggagccag 
cccctcccgc 
gcccggctag 
gcagttgagg 
tgcacggccc 
cccatccccg 



agggggaggg 
gcggaggggg 
acatagctgg 
ccggggagag 
ccgttggccc 
gagcgggcgg 
ccgaagcagc 
ccgggtagtg 
gcccaggccc 



gcaagtggac 
catcaagtaa 
ggttagcagg 
ctgagccaag 
cagagcggac 
gcgagcatta 
ccctcgcggg 
cctgccggcg 
ggagggcggc 



ttggaggccc 
aagtttcttg 
ggttgcttct 
gccgaaggag 
gctgggacgc 
gcctgcgtcc 
cgtaggatac 
aggggcggga 
eg 



<210> 2324 

<2il> 51 

<212> PRT 

<213> Homo sapiens 



<400> 2324 

Thr Arg Gin Asn Trp Gin Ser Trp 

1 5 
Thr Trp Arg Pro Ser Ser Thr Val 
20 

Gly Ala Ser Ser Lys Ser Phe Leu 

35 40 
Pro Arg Thr 



Arg Leu Arg Gly Arg Gly Lys Trp 

10 15 
His Pro Leu Gly Lys Lys Ala Glu 
25 30 
Pro Gly Arg Ala Ser Ser Ala Ala 

45 
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50 



<210> 2325 

<211> 459 

<212> DNA 

<213> Homo sapiens 



<400> 2325 
nnacgcgtgc 
60 

gatgagaacc 
120 

ccccgcaagg 
180 

gccacaaaga 
240 

aacatgcgct 
300 

aacggcgtct 
360 

gacactgtct 
420 

cgcactccct 
459 



aggaccgcat 
gttttgtggc 
gccgcattat 
ccatctcagc 
gccacggcgt 
tcatgtgcgc 
acaagaagct 
acctggggga 



gagcgccatc 
cgttaccagt 
tcccggagcc 
cagcacgcag 
gccactggtc 
cgagggcacc 
ggtccagaga 
tgtcgctgtt 



tgggagagag 
tccaacgcag 
gatgctgatg 
gtccagggag 
accatcagcc 
ggcaagttct 
gagaagactt 
gtcgtgcac 



gagtggttgg 
ctaagcttct 
tggtggtgtg 
gagacttcaa 
gggggcgcgt 
gtcccctgag 
taaaggttag 



aggaaagatg 
gaacctgtat 
ggacccagaa 
cctgtatgag 
cgtgtatgag 
gtccttccca 
aggagtggcc 



<210> 2326 

<211> 153 

<212> PRT 

<213> Homo sapiens 



<400> 2326 

Xaa Arg Val Gin Asp Arg Met Ser 

1 5 
Gly Gly Lys Met Asp Glu Asn Arg 
20 

Ala Ala Lys Leu Leu Asn Leu Tyr 

35 40 
Gly Ala Asp Ala Asp Val Val Val 

50 55 
lie Ser Ala Ser Thr Gin Val Gin 
65 70 
Asn Met Arg Cys His Gly Val Pro 

85 

Val Val Tyr Glu Asn Gly Val Phe 
100 

Phe Cys Pro Leu Arg Ser Phe Pro 
115 120 
Gin Arg Glu Lys Thr Leu Lys Val 

130 135 
Leu Gly Asp Val Ala Val Val Val 
145 150 



Ala 


He 


Trp 


Glu 


Arg 


Gly 


Val 


Val 




10 










15 




Phe 


Val 


Ala 


Val 


Thr 


Ser 


Ser 


Asn 


25 










30 






Pro 


Arg 


Lys 


Gly 


Arg 


He 


He 


Pro 










45 








Trp 


Asp 


Pro 


Glu 


Ala 


Thr 


Lys 


Thr 








60 










Gly 


Gly 


Asp 


Phe 


Asn 


Leu 


Tyr 


Glu 






75 










80 


Leu 


Val 


Thr 


He 


Ser 


Arg 


Gly 


Arg 




90 










95 




Met 


Cys 


Ala 


Glu 


Gly 


Thr 


Gly 


Lys 


105 










110 






Asp 


Thr 


Val 


Tyr 


Lys 


Lys 


Leu 


Val 










125 








Arg 


Gly 


Val 


Ala 


Arg 


Thr 


Pro 


Tyr 



140 



His 



<210> 2327 
<211> 599 
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<212> DNA 

<213> Homo sapiens 
<400> 2327 

gaattccaga agatcaagta ttcccacgat gccctggaga agaagcagtt tctccccgtg 
60 

gcctttcctg tgggaaacgc cttctcatac tatcagagca acagaggctt ccaggaagac 
120 

tcagagatcc gagcagctga gaagaaattt gggagcaaca aggccgagat ggtggtgcct 
180 

gacttctcgg agcttttcaa ggagagagcc acagccccct tctttgtatt tcaggtgttc 
240 

tgtgtggggc tctggtgcct ggatgagtac tggtactaca gcgtctttac gctatccatg 
300 

ctggtggcgt tcgaggcctc gctggtgcag cagcagatgc ggaacatgtc ggagatccgg 
360 

aagatgggca acaagcccca catgatccag gtctaccgaa gccgcaagtg gaggcccatt 
420 

gccagtgatg agatcgtacc aggggacatc gtctccatcg gtgaggccgg gttccgctca 
480 

gtcccagtgg gagccccagc ctcagggcct ctggccaacc ctcctgcctc tgccctgcag 
540 

gccgctcccc acaggagaac ctggtgccat gtgacgtgct tctgctgcga ggccgctgc 
599 

<210> 2326 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 2328 



Glu 


Phe 


Gin 


Lys 


He 


Lys 


Tyr 


Ser Tyr 


Asp 


Ala 


Leu 


Glu 


Lys 


Lys 


Gin 


1 








5 










10 










15 




Phe 


Leu 


Pro 


Val 


Ala 


Phe 


Pro 


Val Gly 


Asn 


Ala 


Phe 


Ser 


Tyr 


Tyr 


Gin 








20 










25 










30 






Ser 


Asn 


Arg 


Gly 


Phe 


Gin 


Glu 


Asp Ser 


Glu 


He 


Arg 


Ala 


Ala 


Glu 


Lys 






35 










40 










45 








Lys 


Phe 
50 


Gly 


Ser 


Asn 


Lys 


Ala 
55 


Glu 


Met 


Val 


val 


Pro 
60 


Asp 


Phe 


Ser 


Glu 


Leu 


Phe 


Lys 


Glu 


Arg Ala 


Thr 


Ala 


Pro 


Phe 


Phe 


Val 


Phe 


Gin 


Val 


Phe 


65 










70 










75 










80 


Cys 


Val 


Gly 


Leu 


Trp 
85 


Cys 


Leu 


Asp 


Glu 


Tyr 
90 


Trp 


Tyr 


Tyr 


Ser 


Val 
95 


Phe 


Thr 


Leu 


Ser 


Met 
100 


Leu 


Val 


Ala 


Phe 


Glu 
105 


Ala 


Ser 


Leu 


Val 


Gin 
110 


Gin 


Gin 


Met 


Arg 


Asn 
115 


Met 


Ser 


Glu 


He 


Arg 
120 


Lys 


Met 


Gly 


Asn 


Lys 
125 


Pro 


His 


Met 


He 


Gin 
130 


Val 


Tyr 


Arg 


Ser 


Arg 
135 


Lys 


Trp 


Arg 


Pro 


He 
140 


Ala 


Ser 


Asp 


Glu 


He 


Val 


Pro 


Gly 


Asp 


He 


Val 


Ser 


He 


Gly 


Glu 


Ala 


Gly 


Phe 


Arg 


Ser 


145 










150 










155 










160 


Val 


Pro 


Val 


Gly 


Ala 


Pro 


Ala 


Ser Gly 


Pro 


Leu 


Ala 


Asn 


Pro 


Pro 


Ala 










165 










170 










175 




Ser 


Ala 


Leu 


Gin 


Ala 


Ala 


Pro 


His 


Arg 


Arg 


Thr 


Trp 


Cys 


His 


Val 


Thr 
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180 185 190 

Cys Phe Cys Cys Glu Ala Ala 
195 

<210> 2329 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<400> 2329 

acgcgttcca tgaatgctgg tgcggctgcc gcgattgcta tgtacgcctg gacgacgcag 
60 

tggtgtccaa agccacgcac tagctgatcg gggagaaccg tcaccctcta ggctcgtgtc 
120 

atgagcacgc aacccactga ggaaccactc cgactagttg tggcattcaa tccagtgcct 
180 

agtgcctccc gggttgctca tcatcatgcg acgagatttc gcctggcggt gcaggccttc 
240 

attgtcgtcg tcattggtgg tttgttgtgg gcgttgacgg ccgacgcctt ccagttatcg 
300 

acggtgatgt ggatgctcgg ggcatgggtg gtgctattcc tcgtgctttt cgtcatccag 
360 

aatctgcggc tgcacgccgc tcgcaaggat cc 
392 

<210> 2330 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 2330 

Met Ser Thr Gin Pro Thr Glu Glu Pro Leu Arg Leu Val Val Ala Phe 

15 10 15 

Asn Pro Val Pro Ser Ala Ser Arg Val Ala His His His Ala Thr Arg 

20 25 30 

Phe Arg Leu Ala Val Gin Ala Phe He Val Val Val He Gly Gly Leu 

35 40 45 

Leu Trp Ala Leu Thr Ala Asp Ala Phe Gin Leu Ser Thr Val Met Trp 

50 55 60 

Met Leu Gly Ala Trp Val Val Leu Phe Leu Val Leu Phe Val He Gin 
65 70 75 80 

Asn Leu Arg Leu His Ala Ala Arg Lys Asp 

85 90 

<210> 2331 

<211> 2813 

<212> DNA 

<213> Homo sapiens 

<400> 2331 

nnggagcaag agagttatta aaagtgggtg gaagacttcc tggtgcagga ggctcactcc 
60 

gatttaaggt gcccgagtcc acgctgatgg actgccgtag acaactgaaa gacagtaagc 
120 * 
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aaattttatc tattacaaag 
180 

tttcgtctct gaaaattaat 
240 

gggattcagt ttcccctgga 
300 

gactttacct cctcctgggt 
360 

tttcgcttca ctctcaatgt 
420 

gttccaggac ccagctggga 
480 

tccctgttgg gtgtgatttt 
540 

atgaaaacaa gacagaggca 
600 

gatgtaatca gcccccattc 
660 

ccctctgata aaggcagggg 
720 

cagaatgctg caaagaggag 
780 

tcagtgtatt acagtaaaca 

840 

actgaggaaa aacagacttc 
900 

tgcactgatg ccatgcgtga 
960 

aacctgcaga agaatttaac 
1020 

aaaaacacaa ttgttttcag 
1080 

acatgtatgt ttcctaagga 
1140 

gaacgggagc tctgtccact 
1200 

aactcacctc agtaccacca 
1260 

aaccagcaag tacctgtcaa 
1320 

acaaagcctt cttcagaaaa 
1380 

aaacaggaca tacctttcgt 
1440 

aaaagagaag gaaatttaca 
1500 

aagaaaaggg gtgttgctcc 
1560 

tgcagtgact ttgagaggtc 
1620 

caggaaagca ctagggaggt 
1680 

gcccagagag aggcaggtta 
1740 



aactttaaag ttgagaatat 
gggtataact gccaaggtta 
cccaaacaca tcccgcgata 
aattcgggac ctaagtcttg 
gactctccct catcacctgt 
ggagtcattt tggaggctca 
aatagccttc caacaagcac 
aaatgctagc tcctcttcac 
ttacaaaagc aattgcaaga 
gaagaactgc cttccagtga 
cccagccacc tatggtcatt 
caaaaccagc acagctgcgg 
acccctgggc agctcactgc 
gaactggatc agcctcagat 
ccttcccaaa aacttactga 
taatccttct tcagaatgta 
aactgacatt aaaacttcag 
gaagacctcc aagaaactac 
gccagacttg ccagaaattt 
gaatgaagta gatcattgtg 
gaagattcac aaaacatcta 
agagcaagaa gatccttata 
aaatttaaat tggagtaaaa 
agtctcaagg cctcctgaac 
tgagctgagc agtgacatca 
ttgtaaagca gatgccgaaa 
ctaccagaag cctgagaaga 



tggacctctt cctataactg 
tggattcgag gtgctggatt 
tcagcattgt gttcactcca 
taaccgcagc ggacctagaa 
tgcccttgtg tgcagacgtg 
cggtcttctt tgtcagtttg 
agtacattct catggaattc 
agcaaaacaa tggtcctatg 
actttctcga tacatatggc 
acactcccca aagcaggatc 
ctcagaagaa gcacaaatgc 
ccagcagcac cagcacgact 
ctgctgctaa agaggacatt 
atgcaagtgg cataaatgtc 
ataaagaaga aaacacactg 
gtatgaagga gggaatacag 
agaacacagc tgagttcaag 
ctgaaaacca tttaccaaga 
ccaggaaaaa taatgggaat 
aaaatttgaa gaaggtggac 
gagaagacat gttttctgag 
ggaagaaaaa gcttcaggag 
gtcgaacatg tagaaagaac 
agagtgatct aaagcttgtg 
atgtaagaag ctggtgtata 
ctgcaagcag tttacctgct 
aatgtgtgga caagttctgc 
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tccgattcca 
1800 

tgggggagct 
1860 

cagcacttcc 
1920 

atctccttga 
1980 

tacgcagagc 
2040 

ggtctttact 
2100 

aactgcaccc 
2160 

agtttcattg 
2220 

gaattgaacg 
2280 

tgtcctgcag 
2340 

ccacccaaca 
2400 

acaagcaccc 
2460 

agcgatgtgt 
2520 

gaaaaccaag 
2580 

atgaacctgg 
2640 

gactcgagtt 
2700 

aggcttgtgt 
2760 

atattttggc 
2813 



gctctgactg 
ggagcagcac 
tgccggccgg 
atctttctca 
cttcctgtcc 
cacctggaga 
tggagaacgg 
attggagtgc 
attacaatgc 
atgttcagac 
tgcctgctgc 
gaagcttgtc 
atgaaaattg 
cggtcgtgtg 
acatatggac 
actgtgggaa 
tttgattact 
acttttatat 



tgggagctcc 
cagcagctcc 
agacagtgtt 
taacatctgc 
cagccttcct 
cctgtggccc 
cgtgccttgt 
aacatgcgaa 
ctttccagaa 
agactttatt 
ctggggacat 
tccaatgtct 
ctgccccatc 
caaggaatac 
taccacagcg 
tgtgtgaaaa 
agtgtaaact 
gaaaataaat 



tctggcagcg 
gacggggata 
tcacaaaatg 
aatcccatga 
gccgggccca 
actccgccag 
gtgattcagg 
ggccagtttt 
gaaaacatga 
gatcacaact 
gccagtttca 
ggactttttg 
aaccccacca 
tacccggggt 
aataggaatg 
taattggatt 
ggttattgag 
tttttaatga 



tgcgtgccag 
agaagcccat 
attttccttc 
ccgtgaatag 
caggtgttga 
tgtgtgtgac 
agtcggcccc 
ccagcgcata 
actatgccaa 
ctcagtctac 
tcagctctcc 
gttccatctg 
cggaacattc 
tcaacccgtt 
caaatttccc 
tttaaacaat 
atagattatg 
aaaaaaaaaa 



ccggggcagc 
ggtggacgcc 
tgaagctccc 
tctcccacaa 
agaagataaa 
aagcagctta 
ggttcataat 
ctgtccattg 
tggcttcccc 
ctggaacacc 
gccctacctc 
ggccccgcaa 
gacccacatg 
tcgcgcctat 
actgtctaga 
gtgaataaag 
acattggtgg 
aaa 



<210> 2332 
<211> 789 
<212> PRT 

<213> Homo sapiens 
<400> 2332 

Pro Asp Phe Thr Ser Ser Trp Val 

1 5 
Ala Ala Asp Leu Glu Phe Arg Phe 
20 

His Leu Leu Pro Leu Cys Ala Asp 

35 40 
Glu Ser Phe Trp Arg Leu Thr Val 

50 55 
Gly Val lie Leu He Ala Phe Gin 
65 70 
Phe Met Lys Thr Arg Gin Arg Gin 



He Arg Asp Leu Ser Leu Val Thr 

10 15 
Thr Leu Asn Val Thr Leu Pro His 
25 30 
Val Val Pro Gly Pro Ser Trp Glu 

45 

Phe Phe Val Ser Leu Ser Leu Leu 
60 

Gin Ala Gin Tyr He Leu Met Glu 

75 80 
Asn Ala Ser Ser Ser Ser Gin Gin 
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Asn Asn Gly Pro 

100 

Cys Lys Asn Phe 
115 

Lys Asn Cys Leu 
130 

Ala Lys Arg Ser 
145 

Cys Ser Val Tyr 

Ser Thr Ser Thr 
180 

Ser Leu Pro Ala 
195 

Asn Trp He Ser 
210 

Lys Asn Leu Thr 
225 

Leu Lys Asn Thr 

Lys Glu Gly He 
260 

Thr Ser Glu Asn 
275 

Lys Thr Ser Lys 
290 

Gin Tyr His Gin 
305 

Asn Asn Gin Gin 

Leu Lys Lys Val 
340 

Thr Ser Arg Glu 
355 

Glu Gin Glu Asp 
370 

Gly Asn Leu Gin 
385 

Asn Lys Lys Arg 

Asp Leu Lys Leu 
420 

Asp He Asn Val 
435 

Cys Lys Ala Asp 
450 

Glu Ala Gly Tyr 
465 

Cys Ser Asp Ser 

Ala Ser Arg Gly 

500 

Gly Asp Lys Lys 



85 

Met Asp Val He 

Leu Asp Thr Tyr 
120 

Pro Val Asn Thr 
135 

Pro Ala Thr Tyr 
150 

Tyr Ser Lys His 
165 

Thr Thr Glu Glu 

Ala Lys Glu Asp 
200 

Leu Arg Tyr Ala 
215 

Leu Pro Lys Asn 
230 

He Val Phe Ser 
245 

Gin Thr Cys Met 

Thr Ala Glu Phe 
280 

Lys Leu Pro Glu 
295 

Pro Asp Leu Pro 
310 

Val Pro Val Lys 
325 

Asp Thr Lys Pro 

Asp Met Phe Ser 
360 

Pro Tyr Arg Lys 
375 

Asn Leu Asn Trp 
390 

Gly Val Ala Pro 
405 

Val Cys Ser Asp 

Arg Ser Trp Cys 
440 

Ala Glu He Ala 
455 

Tyr Gin Lys Pro 
470 

Ser Ser Asp Cys 
485 

Ser Trp Gly Ser 
Pro Met Val Asp 



90 

Ser Pro His Ser 
105 

Gly Pro Ser Asp 

Pro Gin Ser Arg 

140 

Gly His Ser Gin 
155 

Lys Thr Ser Thr 
170 

Lys Gin Thr Ser 
185 

He Cys Thr Asp 

Ser Gly He Asn 

220 

Leu Leu Asn Lys 
235 

Asn Pro Ser Ser 
250 

Phe Pro Lys Glu 
265 

Lys Glu Arg Glu 

Asn His Leu Pro 

300 

Glu He Ser Arg 
315 

Asn Glu Val Asp 
330 

Ser Ser Glu Lys 
345 

Glu Lys Gin Asp 

Lys Lys Leu Gin 

380 

Ser Lys Ser Arg 
395 

Val Ser Arg Pro 
410 

Phe Glu Arg Ser 
425 

He Gin Glu Ser 

Ser Ser Leu Pro 
460 

Glu Lys Lys Cys 
475 

Gly Ser Ser Ser 
490 

Trp Ser Ser Thr 
505 

Ala Gin His Phe 







95 




Tyr 


Lys 


Ser 


Asn 




110 






Lys Gly Arg 


Gly 


125 








He 


Gin 


Asn 


Ala 


Lys 


Lys 


His 


Lys 








160 


Ala 


Ala 


Ala 


Ser 






175 




Pro 


Leu Gly 


Ser 




190 






Ala 


Met Arg 


Glu 


205 








Val 


Asn 


Leu 


Gin 


Glu 


Glu 


Asn 


Thr 








240 


Glu 


Cys 


Ser 


Met 






255 




Thr 


Asp 


He 


Lys 




270 






Leu 


Cys 


Pro 


Leu 


285 








Arg 


Asn 


Ser 


Pro 


Lys 


Asn 


Asn 


Gly 








320 


His 


Cys 


Glu 


Asn 






335 




Lys 


He 


His 


Lys 




350 






He 


Pro 


Phe 


Val 


365 








Glu 


Lys 


Arg 


Glu 


Thr 


Cys 


Arg 


Lys 








400 


Pro 


Glu 


Gin 


Ser 






415 




Glu 


Leu 


Ser 


Ser 




430 






Thr 


Arg 


Glu 


Val 


445 








Ala 


Ala 


Gin 


Arg 


Val 


Asp 


Lys 


Phe 








460 


Gly Ser 


Val 


Arg 






495 




Ser 


Ser 


Ser 


Asp 




510 






Leu 


Pro 


Ala 


Gly 
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* 







515 






520 






525 








Asp 


Ser 


Val 


Ser 


Gin Asn 


Asp Phe 


Pro 


Ser 


Glu Ala Pro 


He 


Ser 


Leu 


530 








535 






540 








Asn 


Leu 


Ser 


His 


Asn He 


Cys Asn 


Pro 


Met 


Thr Val Asn 


Ser 


Leu 


Pro 


545 








550 








555 






560 


Gin 


Tyr 


Ala 


Glu 


Pro Ser Cys Pro 


Ser 


Leu Pro Ala Gly Pro Thr 


Gly 








565 






570 






575 




Val 


Glu 


Glu 


Asp 


Lys Gly Leu Tyr 


Ser 


Pro Gly Asp Leu Trp 


Pro 


Thr 








580 






585 






590 






Pro 


Pro 


Val 


Cys 


Val Thr 


Ser Ser 


Leu 


Asn 


Cys Thr Leu 


Glu 


Asn 


Gly 






595 






600 






605 








Val 


Pro 


Cys 


Val 


He Gin 


Glu Ser 


Ala 


Pro 


Val His Asn 


Ser 


Phe 


He 




610 








615 






620 








Asp 


Trp 


Ser 


Ala 


Thr Cys Glu Gly Gin 


Phe 


Ser Ser Ala 


Tyr 


Cys 


Pro 


625 








630 








635 






640 


Leu 


Glu 


Leu 


Asn 


Asp Tyr Asn Ala 


Phe 


Pro 


Glu Glu Asn 


Met 


Asn 


Tyr 










645 






650 






655 




Ala 


Asn 


Gly 


Phe 


Pro Cys 


Pro Ala 


Asp 


Val 


Gin Thr Asp 


Phe 


He 


Asp 








660 






665 






670 






His 


Asn 


Ser 


Gin 


Ser Thr Trp Asn Thr 


Pro 


Pro Asn Met 


Pro 


Ala 


Ala 






675 






680 






685 








Trp 


Gly 


His 


Ala 


Ser Phe 


He Ser 


Ser 


Pro 


Pro Tyr Leu 


Thr 


Ser 


Thr 




690 








695 






700 








Arg 


Ser 


Leu 


Ser 


Pro Met 


Ser Gly Leu 


Phe Gly Ser He 


Trp Ala 


Pro 


705 








710 








715 






720 


Gin 


Ser 


Asp 


val 


Tyr Glu 


Asn Cys 


Cys 


Pro 


He Asn Pro 


Thr 


Thr 


Glu 










725 






730 






735 




His 


Ser 


Thr 


His 


Met Glu 


Asn Gin 


Ala 


val 


Val Cys Lys 


Glu 


Tyr 


Tyr 








740 






745 






750 






Pro 


Gly 


Phe 


Asn 


Pro Phe 


Arg Ala 


Tyr 


Met 


Asn Leu Asp 


He 


Trp 


Thr 






755 






760 






765 








Thr 


Thr 


Ala 


Asn 


Arg Asn 


Ala Asn 


Phe 


Pro 


Leu Ser Arg 


Asp 


Ser 


Ser 




770 








775 






780 








Tyr 


Cys 


Gly 


Asn 


Val 

















785 



<210> 2333 

<211> 501 

<212> DNA 

<213> Homo sapiens 

<400> 2333 

cgtatgattg gtgtgggaca aatactattc aacaagagta cctaaatcat tgtttaaggc 
60 

gaagtaataa atatgaatgg ggtgtatcat ataatgaaca acgaatatcc atatagtgca 
120 

gacgaagttc ttcacaaagc aaaatcatat ttgtcagcag atgaatatga gtatgtttta 
180 

aaaagctatc atattgctta tgaagcacat aaaggtcagt tccgaaaaaa cggattacca 
240 

tacattatgc atcctataca agttgcaggt attttaacag aaatgcgatt agacggaccg 
300 

acgattgtcg caggtttttt gcatgatgta attgaagata caccgtatac atttgaagat 
360 
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gtaaaagaaa tgttcaatga agaagttgct cgaattgttg atggtgtgac gaagcttaaa 
420 

aaaataaaat accgctcaaa agaagaacaa caagctgaaa atcatcgcaa gttatttatt 
480 

gcgattgcca aagatgtacg c 
501 

<210> 2334 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 2334 



Met Asn 


Gly 


Val 


Tyr 


His 


He 


Met 


Asn 


Asn 


Glu 


Tyr 


Pro 


Tyr 


Ser 


Ala 


1 






5 










10 










15 




Asp Glu 


Val 


Leu 


His 


Lys 


Ala 


Lys 


Ser 


Tyr 


Leu 


Ser 


Ala 


Asp 


Glu 


Tyr 




20 










25 










30 






Glu Tyr 


Val 


Leu 


Lys 


Ser 


Tyr 


His 


He 


Ala 


Tyr 


Glu 


Ala 


His 


Lys 


Gly 




35 










40 










45 








Gin Phe 


Arg 


Lys 


Asn Gly 


Leu 


Pro 


Tyr 


He 


Met 


His 


Pro 


lie 


Gin 


Val 


50 










55 










60 










Ala Gly 


He 


Leu 


Thr 


Glu 


Met 


Arg 


Leu 


Asp 


Gly 


Pro 


Thr 


He 


Val 


Ala 


65 








70 










75 










80 


Gly Phe 


Leu 


His 


Asp 


Val 


He 


Glu 


Asp 


Thr 


Pro 


Tyr 


Thr 


Phe 


Glu 


Asp 






85 










90 










95 




Val Lys 


Glu 


Met 


Phe 


Asn 


Glu 


Glu 


Val 


Ala 


Arg 


He 


val 


Asp 


Gly 


Val 






100 










10S 










110 






Thr Lys 


Leu 


Lys 


Lys 


He 


Lys 


Tyr 


Arg 


Ser 


Lys 


Glu 


Glu 


Gin 


Gin 


Ala 




115 










120 










125 








Glu Asn 


His 


Arg 


Lys 


Leu 


Phe 


lie 


Ala 


He 


Ala 


Lys 


Asp 


Val 


Arg 




130 










135 










140 











<210> 2335 
<211> 387 
<212> DNA 

<213> Homo sapiens 



<400> 2335 
ggatcctgag 
60 

tctctgcaga 
120 

cccatgggcc 
180 

acccgcctgc 
240 

ggcagcccac 
300 

cccatgaaca 
360 

gcatcttcat 
387 



cgtggggact 
tggaccacac 
gtgtggaatt 
agttggaaca 
ccagccctgg 
atgagctggg 
cagcatcggg 



tctttgcact 
agcattcccc 
taatcaggca 
ggaggctgag 
tgaggaggcc 
agacaacagc 
cactagt 



ccacagaacc 
tgtggctgct 
agagttcaga 
agctttaggg 
ctggtcccta 
tgcagcagcg 



ctcacttgta 
gcagggaggg 
cccatttcat 
agctggaggc 
ctttcccact 
acatgactga 



cctctacttt 
ctgtgagaac 
ccacacactc 
ccctgcccag 
ggccaagccc 
ttcttccaca 



<210> 2336 
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<2X1> 106 
<212> PRT 
<213> Homo sapiens 

<400> 2336 

Met Asp His Thr Ala Phe Pro Cys Gly Cys Cys Arg Glu Gly Cys Glu 

15 X0 15 

Asn Pro Met Gly Arg Val Glu Phe Asn Gin Ala Arg Val Gin Thr His 

20 25 30 

Phe He His Thr Leu Thr Arg Leu Gin Leu Glu Gin Glu Ala Glu Ser 

35 40 45 

Phe Arg Glu Leu Glu Ala Pro Ala Gin Gly Ser Pro Pro Ser Pro Gly 

50 55 60 

Glu Glu Ala Leu Val Pro Thr Phe Pro Leu Ala Lys Pro Pro Met Asn 
65 70 75 80 

Asn Glu Leu Gly Asp Asn Ser Cys Ser Ser Asp Met Thr Asp Ser Ser 

85 90 95 

Thr Ala Ser Ser Ser Ala Ser Gly Thr Ser 
100 105 

<210> 2337 

<211> 359 

<212> DNA 

<213> Homo sapiens 

<400> 2337 

ngagaagagg aggagtcatc ggcaggggcc ggcatctcca ggcctcgcca agccgctggg 
60 

accatgtgca gctcaagaat ggcctccggc ccatcggcct cggggcaggg gaagggcagc 
120 

ttctctgcac cagcttccct gctgggctcc agggcccaca ggctgaggcc gggggcccag 
180 

gggtcaatgc caggcaccct gctattgagg aacctatcca ggaggaagga ctcgggcaga 
240 

cctgcgggat cctcgtcctc ccacgggtcc tcatggcaga agcagaagga gctggagtcg 
300 

ctgaggtccg tgggcaggcg ggctgggccc aacgtggggt caccgacctc ctcaaagct 
3S9 



<210> 2338 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 2338 

Met Cys Ser Ser Arg Met Ala Ser 

1 5 
Lys Gly Ser Phe Ser Ala Pro Ala 
20 

Arg Leu Arg Pro Gly Ala Gin Gly 

35 40 
Arg Asn Leu Ser Arg Arg Lys Asp 

50 55 
Ser Ser His Gly Ser Ser Trp Gin 



Gly Pro Ser Ala Ser Gly Gin Gly 

10 15 

Ser Leu Leu Gly Ser Arg Ala His 
25 30 

Ser Met Pro Gly Thr Leu Leu Leu 

45 

Ser Gly Arg Pro Ala Gly Ser Ser 
60 

Lys Gin Lys Glu Leu Glu Ser Leu 
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65 70 7S 80 

Arg Ser Val Gly Arg Arg Ala Gly Pro Asn Val Gly Ser Pro Thr Ser 

85 90 95 

Ser Lys 



<210> 2339 

<211> 439 

<212> DNA 

<213> Homo sapiens 

<400> 2339 

acgcgtggcg tcagtccagg cagacttggg aggtcgccta caccgtcaac tcggttgcga 
60 

ccctgtcctc caccttcgtc gtcgcagtcg tcagtgtcct gtggtttgtg ccctccgggc 
120 

actggtcccg gtagggcttg taatgctggg gcgctcggcg cgatgtgcca gttccttggt 
180 

gagttactcc tctacactgg tgtgaacaag accggagaat tcccccccat attctcgttt 
240 

cccgctcgtc ccgcacgtca ttgggactgg cttttacgcg gtagtggttg ccgtactctg 
300 

gttgctctgc ggcacggtcg gcagggggat catgtcatga gtccgacggt gagcgagcgg 
360 

cgtcttagcg cgccaatgcg acgtggcatc gtggcactgt gcgtggcgat ggccttcgtg 
420 

ttgtcggggt gcggtgctg 
439 

<210> 2340 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 2340 

Met Cys Gin Phe Leu Gly Glu Leu Leu Leu Tyr Thr Gly Val Asn Lys 

I 5 10 15 

Thr Gly Glu Phe Pro Pro lie Phe Ser Phe Pro Ala Arg Pro Ala Arg 

20 25 30 

His Trp Asp Trp Leu Leu Arg Gly Ser Gly Cys Arg Thr Leu Val Ala 

35 40 45 

Leu Arg His Gly Arg Gin Gly Asp His Val Met Ser Pro Thr Val Ser 

50 55 60 

Glu Arg Arg Leu Ser Ala Pro Met Arg Arg Gly He Val Ala Leu Cys 
65 70 75 80 

Val Ala Met Ala Phe Val Leu Ser Gly Cys Gly Ala 

85 90 

<210> 2341 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<400> 2341 



1709 



WO 00/58473 



PCT/US00/08621 



gccaaacctc ccctccatcc 
60 

tctgcaggag gagccagagg 
120 

ggagaaggaa gcagaggagg 
180 

ggagccaccg cacaggccca 
240 

agtcctgggg ccacccggca 
300 

ggaagtggag agcagtgtga 
360 

ggccccgggg gttcagaact 
411 



tgcccaagat ggatcttgct 
aggtcacgga ggaggaggag 
aggaggaaga ggaagagctg 
tgccccttca cctagcacca 
caggcaggag gattctggag 
aacccacctt gtcagtgccc 
atagccagga gtctgggggc 



gagcctccct ggcatatgcc 
gaaagggaag aagaggagag 
ctcctgtgag cgggtcccca 
gcagcagcac cagcagccag 
accaggccac atcaggcnat 
tcagtcaccc caagtacagt 
actgagtggc n 



<210> 2342 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 2342 

Ala Ser Leu Ala Tyr Ala Ser Ala Gly Gly Ala Arg Gly Gly His Gly 

15 10 15 

Gly Gly Gly Gly Lys Gly Arg Arg Gly Glu Gly Glu Gly Ser Arg Gly 

20 25 30 

Gly Gly Gly Arg Gly Arg Ala Ala Pro Val Ser Gly Ser Pro Gly Ala 

35 40 45 

Thr Ala Gin Ala His Ala Pro Ser Pro Ser Thr Ser Ser Ser Thr Ser 

50 55 60 

Ser Gin Ser Pro Gly Ala Thr Arg His Arg Gin Glu Asp Ser Gly Asp 
65 70 75 80 

Gin Ala Thr Ser Gly Xaa Gly Ser Gly Glu Gin Cys Glu Thr His Leu 

85 90 95 

Val Ser Ala Leu Ser His Pro Lys Tyr Ser Gly Pro Gly Gly Ser Glu 
100 105 110 

Leu 



<210> 2343 

<211> 522 

<212> DNA 

<213> Homo sapiens 

<400> 2343 

ggcccgcaga agatgctgat gccttcacag tttcccaacc agggccagca gggattctct 
60 

ggaggccagg gaccctacca agccatgtcc caggacatgg gcaataccca agacatgttc 
120 

agccctgatc agagctcaat gcccatgagc aacgtgggca ccacccggct cagccacatg 
180 

cctctgcccc ctgcgtccaa tcctcctggg accgtgcatt cagccccaaa ccgggggcta 
240 

ggcaggcggc cttcggacct caccatcagt attaatcaga tgggctcacc gggcatgggg 
300 
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cacttgaagt cgcccaccct 
360 

aacctcaagt caccccagac 
420 

ggacctctca agtcgcccca 
480 

tcgcccagca ggctcaagtc 
522 



tagccaggtg cactcacccc 
tccctcacag atggtgccct 
ggtcctcggc tcctccctca 
tccttccatg gcggtgcctt 



tggtcacctc gccctctgcc 
tgccttctgc caacccgcca 
gtgtccgttc acccactggc 
ct 



<210> 2344 

<211> 174 

<212> PRT 

<213> Homo sapiens 



<400> 2344 

Gly Pro Gin Lys Met Leu Met Pro Ser Gin Phe Pro Asn Gin Gly Gin 

15 10 15 

Gin Gly Phe Ser Gly Gly Gin Gly Pro Tyr Gin Ala Met Ser Gin Asp 

20 25 30 

Met Gly Asn Thr Gin Asp Met Phe Ser Pro Asp Gin Ser Ser Met Pro 

35 40 45 

Met Ser Asn Val Gly Thr Thr Arg Leu Ser His Met Pro Leu Pro Pro 

50 55 60 

Ala Ser Asn Pro Pro Gly Thr Val His Ser Ala Pro Asn Arg Gly Leu 
65 70 75 80 

Gly Arg Arg Pro Ser Asp Leu Thr He Ser He Asn Gin Met Gly Ser 

8 5 90 95 

Pro Gly Met Gly His Leu Lys Ser Pro Thr Leu Ser Gin Val His Ser 

100 105 HO 

Pro Leu Val Thr Ser Pro Ser Ala Asn Leu Lys Ser Pro Gin Thr Pro 

115 120' 125 

Ser Gin Met Val Pro Leu Pro Ser Ala Asn Pro Pro Gly Pro Leu Lys 

130 135 140 

Ser Pro Gin Val Leu Gly Ser Ser Leu Ser Val Arg Ser Pro Thr Gly 
145 150 155 160 

Ser Pro Ser Arg Leu Lys Ser Pro Ser Met Ala Val Pro Ser 

165 170 



<210> 2345 

<211> 561 

<212> DNA 

<213> Homo sapiens 



<400> 2345 
nagatctccg 
60 

ggcctccacc 
120 

ctggcgctgc 
180 

gcctgcgcgc 
240 

tcgcagttct 
300 



tcttgatctt 
agcccgcgtc 
cgcccttttg 
ccgcctcgcc 
gcagccgcag 



gagcaccgag 
caggccgcct 
ccgtttccgc 
tgcgctgtcc 
gtccgactcg 



gcactggggg 
gggctcgacg 
cttttcttgc 
gagtccttgg 
ctctccacca 



gggaggacag 
cgctggacag 
gcttctggtg 
cgctgtcgga 
tagctattaa 



cagccgcggg 
gcgccggcgg 
cttgctggag 
cgtgagtgac 
tgccaagaat 
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gcaaatgaaa agaatatcat ctgggtgaat taccttctta gcaatcctga gtacaaggac 
360 

acacccatgg acatcgcaca gctcccccat ctgccggaga aaacttccga atcctcggag 
420 

acatccgact ctgagtcaga ctctaaagac acctcaggta ttacagagga caacgagaac 
480 

tccaagnntc cgacgagaag gggaaccagt ccgagaacag cgaagacccg gagcccgacc 
540 

ggaagaagtc gggcaacgcg t 
561 

<210> 2346 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 2346 

Xaa He Ser Val Leu He Leu Ser Thr Glu Ala Leu Gly Gly Glu Asp 

15 10 15 

Ser Ser Arg Gly Gly Leu His Gin Pro Ala Ser Arg Pro Pro Gly Leu 

20 25 30 

Asp Ala Leu Asp Arg Arg Arg Arg Leu Ala Leu Pro Pro Phe Cys Arg 

35 40 45 

Phe Arg Leu Phe Leu Arg Phe Trp Cys Leu Leu Glu Ala Cys Ala Pro 

50 55 60 

Ala Ser Pro Ala Leu Ser Glu Ser Leu Ala Leu Ser Asp Val Ser Asp 
65 70 75 80 

Ser Gin Phe Cys Ser Arg Arg Ser Asp Ser Leu Ser Thr He Ala He 

85 90 95 

Asn Ala Lys Asn Ala Asn Glu Lys Asn He He Trp Val Asn Tyr Leu 

100 105 110 

Leu Ser Asn Pro Glu Tyr Lys Asp Thr Pro Met Asp He Ala Gin Leu 

115 120 125 

Pro His Leu Pro Glu Lys Thr Ser Glu Ser Ser Glu Thr Ser Asp Ser 

130 135 140 

Glu Ser Asp Ser Lys Asp Thr Ser Gly He Thr Glu Asp Asn Glu Asn 
145 150 155 160 

Ser Lys Xaa Pro Thr Arg Arg Gly Thr Ser Pro Arg Thr Ala Lys Thr 

165 170 175 

Arg Ser Pro Thr Gly Arg Ser Arg Ala Thr Arg 
180 185 

<210> 2347 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<400> 2347 

atcagcgaag aacacggcag gaccctggaa gacgccgccg gtgaattgaa gcgtggtatc 
60 

gagaacgtcg agtacgcctg cgccgcgccg gaagtactga agggtgaata cagccgtaac 
120 

gtcggtccga acatcgacgc ctggtccgat ttccagccgc tgggcgtggt ggcggggatc 
180 
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acgccattca acttcccggc gatggtgccc ctgtggatgt atccgttggc gatcgtttgc 
240 

ggtaactgct ttatcctcaa gccgtccgag cgtgatccga gctcgacctt gctgatcgcc 
300 

cagctgttgc aggaagccgg tttgcccaaa ggtgtgctga acgtggtgca tggtgacaag 
360 

accgcggtgg acgcg 
375 

<210> 2348 
<2ll> 125 
<212> PRT 

<213> Homo sapiens 
<400> 2348 

lie Ser Glu Glu His Gly Arg Thr Leu Glu Asp Ala Ala Gly Glu Leu 

1 5 10 15 

Lys Arg Gly He Glu Asn Val Glu Tyr Ala Cys Ala Ala Pro Glu Val 

20 25 30 

Leu Lys Gly Glu Tyr Ser Arg Asn Val Gly Pro Asn He Asp Ala Trp 

35 40 45 

Ser Asp Phe Gin Pro Leu Gly Val Val Ala Gly He Thr Pro Phe Asn 

50 55 60 

Phe Pro Ala Met Val Pro Leu Trp Met Tyr Pro Leu Ala He Val Cys 
65 70 75 80 

Gly Asn Cys Phe He Leu Lys Pro Ser Glu Arg Asp Pro Ser Ser Thr 

85 90 95 

Leu Leu He Ala Gin Leu Leu Gin Glu Ala Gly Leu Pro Lys Gly Val 

100 105 HO 

Leu Asn Val Val His Gly Asp Lys Thr Ala Val Asp Ala 
115 120 125 

<210> 2349 

<211> 417 

<212> DNA 

<213> Homo sapiens 

c400> 2349 

nnnaaaaaaa aaaaaaaaaa aaaaacacaa tatttaatgg acgcggttta ttcagcaggt 
60 

gctgacaaag tttttggtgt cccaggagat tttaatctag cctttttaga tgatattatt 
120 

gcacataatc atattaaatg gattggtaat acaaatgaac ttaatgcaag ttatgccgct 
180 

gacggatatg cacgtattaa tggcatcggt gcaatggtaa caacatttgg agtgggtgaa 
240 

ttaagtgctg tcaacggaat cgctggatct tatgctgagc gtgtaccagt tattgccatc 
300 

actggggcac ctactcgagc tgtagaacaa gaaggcaaat acgttcacca ttcccttggc 
360 

gaaggaactt ttgatgatta tagaaaaatg tttgagccta ttacaacagc gcaagct 
417 



c210> 2350 
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<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 2350 



Xaa 


Lys 


Lys Lys Lys 


Lys Lys 


Lys 


Thr 


Gin 


Tyr 


Leu 


Met 


Asp 


Ala 


Val 


1 




5 








10 










15 




Tyr 


Ser 


Ala Gly Ala 


Asp Lys 


Val 


Phe 


Gly 


Val 


Pro 


Gly 


Asp 


Phe 


Asn 






20 






25 










30 






Leu 


Ala 


Phe Leu Asp 


Asp He 


He 


Ala 


His 


Asn 


His 


He 


Lys 


Trp 


He 






35 




40 










45 








Gly 


Asn 


Thr Asn Glu 


Leu Asn 


Ala 


Ser 


Tyr 


Ala 


Ala 


Asp 


Gly 


Tyr 


Ala 




50 




55 










60 










Arg 


He 


Asn Gly He 


Gly Ala 


Met 


Val 


Thr 


Thr 


Phe 


Gly 


Val 


Gly 


Glu 


65 






70 








75 










BO 


Leu 


Ser 


Ala Val Asn 


Gly He 


Ala 


Gly 


Ser 


Tyr Ala 


Glu 


Arg 


Val 


Pro 






85 








90 










95 




Val 


He 


Ala He Thr 


Gly Ala 


Pro 


Thr 


Arg 


Ala 


Val 


Glu 


Gin 


Glu 


Gly 






100 






105 










110 






Lys 


Tyr 


Val His His 


Ser Leu 


Gly 


Glu 


Gly 


Thr 


Phe 


Asp 


Asp 


Tyr 


Arg 






115 




120 










125 








Lys 


Met 


Phe Glu Pro 


He Thr 


Thr 


Ala 


Gin 


Ala 













130 135 



<210> 2351 
<211> 696 
<212> DNA 

<213> Homo sapiens 
<400> 2351 

nacgcgttgc cgcgcgataa ctctggtgag ggtcttgctg gggccctgct ggcccttgtt 
60 

ggctccgccc agctgtgcga ccgttcctgg atcaccgacc agtatgaccg gttcgtgcgt 
120 

ggcaatactg tgctcgctca gccgaatgat gccggcatga ttcgtattga cgacaacctc 
180 

ggcatcgcgc tgtccttgga cgctaacgga cgccagacca cccttaaccc gtatcttggc 
240 

gcccagctgg ctctttgcga ggcttaccgg aatgtggctg tctctggcgc aactccggtg 
300 

gctgtcactg attgcctcaa ttatggctcc ccgtacgatc ccgatgtcat gtggcaattc 
360 

gacgagacca tccttggtct ggttgacggc tgccgcgagc ttggcgtgcc ggttacgggc 
420 

ggtaacgttt ccctgcacaa ccgcactgga gatgagtcga ttcggcctac tccgctcgtt 

480 

ggtgtgctcg gcgttattga tgacgtgcat cgtcgcatcc cgtcggcctt cgcacacgac 
540 

ggcgacgctg tcttgctgct aggaacgacg aagtgcgagt tcggcggatc ggtctatgag 
600 

gacgtcatcc acgctggcca cctaggcggt atgcccccga tgcccgacct gaatgccgag 
660 

aaggccctgg ccgcggtgat ggtggaagcg tcgaag 
696 
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<210> 2352 
<211> 232 
<212> PRT 

<213> Homo sapiens 
<400> 2352 

Xaa Ala Leu Pro Arg Asp Asn Ser Gly Glu Gly Leu Ala Gly Ala Leu 

15 10 15 

Leu Ala Leu Val Gly Ser Ala Gin Leu Cys Asp Arg Ser Trp He Thr 

20 25 30 

Asp Gin Tyr Asp Arg Phe Val Arg Gly Asn Thr Val Leu Ala Gin Pro 

35 40 45 

Asn Asp Ala Gly Met He Arg He Asp Asp Asn Leu Gly He Ala Leu 

50 55 60 

Ser Leu Asp Ala Asn Gly Arg Gin Thr Thr Leu Asn Pro Tyr Leu Gly 
65 70 75 80 

Ala Gin Leu Ala Leu Cys Glu Ala Tyr Arg Asn Val Ala Val Ser Gly 

85 90 95 

Ala Thr Pro Val Ala Val Thr Asp Cys Leu Asn Tyr Gly Ser Pro Tyr 

100 105 HO 

Asp Pro Asp Val Met Trp Gin Phe Asp Glu Thr He Leu Gly Leu Val 

115 120 125 

Asp Gly Cys Arg Glu Leu Gly Val Pro Val Thr Gly Gly Asn Val Ser 

130 135 140 

Leu His Asn Arg Thr Gly Asp Glu Ser He Arg Pro Thr Pro Leu Val 
145 150 155 160 

Gly Val Leu Gly Val He Asp Asp Val His Arg Arg He Pro Ser Ala 

165 170 175 

Phe Ala His Asp Gly Asp Ala Val Leu Leu Leu Gly Thr Thr Lys Cys 

180 185 190 

Glu Phe Gly Gly Ser Val Tyr Glu Asp Val He His Ala Gly His Leu 

195 200 205 

Gly Gly Met Pro Pro Met Pro Asp Leu Asn Ala Glu Lys Ala Leu Ala 

210 215 220 

Ala Val Met Val Glu Ala Ser Lys 
225 230 

<210> 2353 
<211> 422 
<212> DNA 

<213> Homo sapiens 
<400> 2353 

nnagcaatct cagaagaatt gctggctgag ttttcaaact atggtgtcaa agtagtaccg 
60 

atttcaggtg atgtttcaga ctttgcagat gccaagcgta tggtagatca agcgattaca 
120 

gaactcggtt ctgttgatgt cttggtcaac aatgctggga tcactcaaga tacgcttatg 
180 

ctcaagatga ccgaagaaga ctttgaaaaa gtgattaaga tcaacttgac aggtgccttc 
240 

aacatgacgc aagcagtctt gaaacagatg atcaaggcac gtgaaggtgc gattatcaac 
300 
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atgtctagtg tggtcggttt gatgggaaat atcggacaag ccaactatgc agcttctaaa 
360 

gcaggcttga ttggttttac caagtcagtt gcacgtgaag ttgccaatcg caacgtacgc 
420 

gt 

422 

<210> 2354 
<211> 140 
<212> PRT 

<213> Homo sapiens 

<400> 2354 
Xaa Ala lie Ser Glu 

1 5 
Lys Val Val Pro He 
20 

Arg Met Val Asp Gin 
35 

Val Asn Asn Ala Gly 
50 

Glu Glu Asp Phe Glu 
65 

Asn Met Thr Gin Ala 

85 

Ala lie He Asn Met 
100 

Gin Ala Asn Tyr Ala 
115 

Ser Val Ala Arg Glu 
130 

<210> 2355 
<211> 5191 
<212> DNA 
<213> Homo sapiens 

<400> 2355 

cttgccaagt ttgacggtga agtgatctgt gaacctccca acaacaaact ggacaaattc 
60 

agcggaaccc tctactggaa ggaaaataag ttccctctga gcaaccagaa catgctgctg 
120 

cggggctgtg tgctgcgaaa caccgagtgg tgcttcgggc tggtcatctt tgcaggtcct 
180 

gacactaagc tgatgcaaaa cagcggcaga acaaagttca aaagaacgag tatcgatcgc 
240 

ctaatgaata ccctggtgct ctggattttt ggattcctgg tttgcatggg ggtgatcctg 
300 

gccattggca atgccatctg ggagcacgag gtggggatgc gtttccaggt ctacctgccg 
360 

tgggatgagg cagtggacag tgccttcttc tctggcttcc tctccttctg gtcctacatc 
420 

atcatcctca acaccgttgt gcccatttca ctctatgtca gtgtggaggt catccgtctg 
480 



Glu Leu Leu Ala Glu Phe Ser Asn Tyr 

10 

Ser Gly Asp Val Ser Asp Phe 

25 

Glu Leu Gly Ser 



Ala He Thr 

40 

He Thr Gin 
55 

Lys Val He 
70 

Val Leu Lys 

Ser Ser Val 

Ala Ser Lys 
120 

Val Ala Asn 
135 



Asp Thr Leu Met 
60 

Lys He Asn Leu 
75 

Gin Met He Lys 
90 

Val Gly Leu Met 
105 

Ala Gly Leu He 

Arg Asn Val Arg 
140 



Ala Asp 

30 
Val Asp 
45 

Leu Lys 



Thr Gly 

Ala Arg 

Gly Asn 
110 
Gly Phe 
125 



Gly Val 
15 

Ala Lys 

Val Leu 

Met Thr 

Ala Phe 

80 
Glu Gly 
95 

He Gly 
Thr Lys 
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ggccacagcc acttcatcaa ctgggataag aagatgttct gcatgaagaa gcggacgcct 
540 

gcagaagccc gcaccaccac cctaaacgag gagctgggcc aggtggagta catcttctcc 
600 

gacaagacgg gcaccctcac ccagaacatc atggttttca acaagtgctc catcaatggc 
660 

cacagctatg gtgatgtgtt tgacgtcctg ggacacaaag ctgaattggg agagaggcct 
720 

gaacctgttg acttctcctt caatcctctg gctgacaaga agttcttatt ttgggacccc 
780aggctgtcaa gatcggggac ccccacacgc atgagttctt ccgcctcctt 840 
tccctgtgtc atactgtcat gtcagaagaa aagaacgaag gagagctgta ctacaaagct 
900 

cagtccccag atgagggggc cctggtcacc gcagccagga actttggttt tgttttccgc 
960 

tctcgcaccc ccaaaacaat caccgtccat gagatgggca cagccatcac ctaccagctg 
1020 

ctggccatcc tggacttcaa caacatccgc aagcggatgt cggtcatagt gcggaatcca 
1080 

gaggggaaga tccgactcta ctgcaaaggg gctgacacta tcctactgga cagactgcac 
1140 

cactccactc aagagctgct caacaccacc atggaccacc ttaatgagta cgcaggggaa 
1200 

gggctgagga ccctggtgct ggcctacaag gatctggatg aagagtacta cgaggagtgg 
1260 

gctgagcgac gcctccaggc cagcctggcc caggacagcc gggaggacag gctggctagc 
1320 

atctatgagg aggttgagaa caacatgatg ctgctgggtg caacggccat tgaggacaaa 
1380 

cttcagcaag gggttccaga gaccattgcc ctcctgacac tggccaacat caagatttgg 
1440 

gtgctaaccg gagacaagca agagacggct gtgaacatcg gctattcctg caagatgctg 
1500 

acggatgaca tgactgaggt tttcatagtc actggccata ctgtcctgga ggtgcgggag 
1560 

gagnctcagg aaagcccggg agaagatgat ggactcatcn nccgctccgt aggcaacggc 
1620 

ttcacctatc aggacaagct ttcttcttcc aagctaactt ctgtcctgga ggccgttgct 
1680 

ggggagtacg ccctggtcat aaatggtcac agcctggccc acgcactgga ggcagacatg 
1740 

gagctggagt ttctggagac agcgtgtgcc tgcaaagctg tcatctgctg ccgggtgacc 
1800 

cccttgcaga aggcacaggt ggtagaactg gtcaagaagt acaagaaggc tgtgacgctt 
1860 

gccattggag acggagccaa tgatgtcagc atgatcaaaa cggctcacat tggtgtgggg 
1920 

atcagtgggc aggaagggat ccaggctgtc ttggcctccg attactcctt ctcccagttc 
1980 

aagttcctgc agcgcctcct gctggtgcat gggcgctggt cctacctgcg aatgtgcaag 
2040 

tttctttgct atttcttcta caaaaacttt gctttcacca tggtccactt ctggtttggc 
2100 

ttcttctgtg gcttctcagc ccagaccgtc tatgaccagt atttcatcac cctgtataac 
2160 
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atcgtgtaca 
2220 

cagcggagca 
2280 

aagcgggagt 
2340 

attccctatg 
2400 

cagtcctttg 
2460 

ctcgacacag 
2520 

tactttgcca 
2580 

ttccggtttg 
2640 

gtgctcacca 
2700 

ctgaagccgg 
2760 

gcccagcacc 
2820 

ttctcccatc 
2880 

tctctcgcgc 
2 940 

aggaagaaga 
3000 

tgaaggccga 
3060 

tgagggaaca 
3120 

actctgtcct 
3180 

Cccaccagct 
3240 

ggagccagcc 
3300 

ttgtgtctgc 
3360 

actcctactc 
3420 

tgccgggaag 
3480 

gatttgtgtt 
3540 

tatgtgactt 
3600 

cactgggatg 
3660 

gcctgcagtg 
3720 

agcagagggt 
3780 



cctccctgcc 
tggagtaccc 
tcttcatctg 
gggtgtttgc 
cagtcactgt 
gctactggac 
tcctctttgc 
tggggaatgc 
cagtcgtctg 
atctctccga 
gctgcatgcg 
aggagggctt 
tctccagctt 
gtgacagtgc 
ggatggatgc 
gcgcctcgga 
gctggtccca 
ggggagctag 
ccactcgggg 
ccctgccctg 
cccagagggg 
ccagagacct 
gtgtccagtt 
ttatgttgtg 
ccgcagcctg 
accagtgctc 
agtgggagag 



agtcctggct 
taagctgtat 
catcgcccag 
tgatgccacc 
ggccacatcc 
ggccatcaac 
catgcacagc 
ccagaacacc 
catcatgccc 
cacggtccgc 
gcgggttggc 
cggggagctc 
caccacccgc 
cagtagcccc 
cctgtgccag 
actgctggtc 
ccacacatgg 
agggagcagg 
accagaagtg 
cctgggaccc 
ccctagtgcc 
gcaggggcct 
tggttttgtc 
gttggtgtct 
gccggctgtg 
tgtggggcag 
tgtaaaggag 



atgggggtct 
gagccgggcc 
ggcatctaca 
cgggatgatg 
ttggtcattg 
cacttcttca 
aatgggctct 
ttggcccagc 
gtggttgcct 
tacacacagc 
cgcactggct 
atcatgtctg 
tccagctcca 
agtggcggtg 
tgaccagagc 
ctcattcctt 
ctgggacatc 
cccaagggca 
gaaccaaaaa 
acagggagac 
tctgttcctg 
cggcccctca 
tttttttatt 
taactctcct 

gggtggtttg 

aggagctgac 
ggtttggtcc 



ttgatcagga 
agctgaacct 
cctccgtgct 
gcactcagct 
tggttagcgt 
tctggggaag 
tcgacatgtt 
ccacggtgtg 
tccgattcct 
tcgtgaggaa 
cccggcgctc 
gcaagaacat 
gctggattga 
ccgacaagcc 
acccagggct 
gcttcccgtc 
tgttcccagc 
gagcagaggc 
caagaaaaaa 
tataatctcc 
aattacataa 
catcgtgtat 
tggcaagtgg 
gggaaaagga 
ggaggatcca 
cagggaggga 
tgtctgcttc 



tgtccccgag 
tctcttcaac 
catgttcttc 
ggctgactac 
gcagattggg 
ccttgctgtt 
tcccaaccag 
gctgaccatt 
caggctcaac 
gaagcagaag 
cggctatgcc 
gcggctgagc 
gagcctgcgc 
cctcaagggc 
ggccagtcac 
cccccggtag 
tgtaggccct 
tgaggcacgg 
ctgtgagaga 
ttattttttt 
gaatgtacca 
gtctctcctt 
aggaggcttt 
ggctggcaca 
tgtcggctct 
ggtacccatg 
ctcaccttga 
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gagtaaagtg ctgccctctg cccccaacac 
3840 

cctgctggcc ttgggctgga gcctaggaaa 
3900 

tgggtctgaa atttggtcag tggggagggg 
3960 

tttctttttt tttttgagat ggagtctcac 
4020 

caatctcagc tcactgcaac ctccacctcc 
4080 

cctgagtagc tgggattaca ggcacacacc 
4140 

tagagatgtt tcaccatgtt ggccaggcta 
4200 

acctcaacct cccaaagtgc tgagattaca 
4260 

gcgtagtttt ctttaatttt aaatttaaac 
4320 

tccctttgcc tccccatctg gtgctttctt 
4360 

ctgcaggggg aagctgtgca cctgagatga 
4440 

cttcttcagt aagcaaggag ccccgcccct 
4500 

atccttgtgc cgggtagtag aggaggataa 
4560 

cttggtctgg atgggacact gtcagagttt 
4620 

cctatgaagc tattccctaa ataaggcatt 
4680 

gagaagaatc ctttcctctt ctttgatagt 
4740 

agctgggagt gggtaggggg attttaaatg 
4800 

gggctgcagt gaggtggggg cgggtgggca 
4860 

aaatcccttt tggccacaca gtttacaaac 
4920 

aggtgagagt ctgattttta taccaaagag 
4980 

tatattatat aaatatatat atacagttat 
5040 

ctcgtttttt agggagggaa gaaagtacca 
5100 

ataatttatg acacatttct atacttgcaa 
5160 

aaatgccttt ttataaaatt tcaatttctg 
5191 



acacacatat caattcctgg attccttagt 
gtggccccca aatccttagt gagctaaagc 
tagttttctt ttcttttttc tttttctttt 
tcttgtcacc taggcaagag tgcaatggca 
tgggttcaag cgattctcct gcctcagcct 
accacgcttg gttaattttt gtatttttag 
gtcttgaatt cctgacctcc tgacctgccc 
ggcgtgagcc accacaccca gctcagggag 
ccaagtttat tggcagactc ccttttgacc 
gcatctacac cccagggccc tgtggtgggg 
ggctggaacg ggaattggcc tctctgctcc 
caggcccagc ctctggcaag aggtggtgga 
gggcaaaacc aggcccaggc cagtgcctgg 
ggccacagcc tgtcctttac ttcatccaca 
tcccaagtta gtcgctacct aatcagcctt 
gggtcggggg attcttcagg aatggtttgg 
ttccatatgg gagccccaaa ggaactggat 
gggaatggga gaggggaagt cttggcaggg 
ccagtatcat gtctgtctgt gtgtctctca 
gaaatgattt tttttcatat tttgtttgtc 
atatatatat atattatttt ttggttctct 
agttgcattg agctgtaatt aaggaacatt 
aaattatatc attttatgga tataagagaa 
a 



<210> 2356 

<211> 1000 

c212> PRT 

<213> Homo sapiens 
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<400> 2356 
Leu Ala Lys Phe 
1 

Leu Asp Lys Phe 

20 

Leu Ser Asn Gin 
35 

Glu Trp Cys Phe 
50 

Met Gin Asn Ser 
65 

Leu Met Asn Thr 

Gly Val He Leu 

100 

Met Arg Phe Gin 
115 

Phe Phe Ser Gly 
130 

Thr Val Val Pro 
145 

Gly His Ser Tyr 

Lys Arg Thr Pro 

180 

Gly Gin Val Glu 
195 

Asn He Met Val 
210 

Asp Val Phe Asp 
225 

Glu Pro Val Asp 

Phe Trp Asp Pro 
260 

Thr His Glu Phe 
275 

Glu Glu Lys Asn 
290 

Glu Gly Ala Leu 
305 

Ser Arg Thr Pro 

Thr Tyr Gin Leu 

340 

Met Ser Val lie 
355 

Lys Gly Ala Asp 
370 

Glu Leu Leu Asn 
385 

Gly Leu Arg Thr 
Tyr Glu Glu Trp 



Asp Gly Glu Val 
5 

Ser Gly Thr Leu 

Asn Met Leu Leu 
40 

Gly Leu Val He 
55 

Gly Arg Thr Lys 
70 

Leu Val Leu Trp 
85 

Ala He Gly Asn 

Val Tyr Leu Pro 
120 

Phe Leu Ser Phe 
135 

He Ser Leu Tyr 
150 

Phe He Asn Trp 
165 

Ala Glu Ala Arg 

Tyr He Phe Ser 
200 

Phe Asn Lys Cys 
215 

Val Leu Gly His 
230 

Phe Ser Phe Asn 
245 

Ser Leu Leu Glu 

Phe Arg Leu Leu 
280 

Glu Gly Glu Leu 
295 

Val Thr Ala Ala 
310 

Lys Thr He Thr 
325 

Leu Ala He Leu 

Val Arg Asn Pro 
360 

Thr He Leu Leu 
375 

Thr Thr Met Asp 
390 

Leu Val Leu Ala 
405 

Ala Glu Arg Arg 



He 


Cys Glu Pro 




10 


Tyr 


Trp Lys giu 


25 




Arg 


Gly Cys Val 


Phe 


Ala Gly Pro 




60 


Phe 


Lys Arg Thr 




75 


He 


Phe Gly Phe 




90 


Ala 


He Trp Glu 


105 




Trp 


Asp Glu Ala 


Trp 


Ser Tyr He 




140 


Val 


Ser Val Glu 




15S 


ASP 


Lys Lys Met 




170 


Thr 


Thr Thr Leu 


185 




Asp 


Lys Thr Gly 


Ser 


lie Asn Gly 




220 


Lys 


Ala Glu Leu 




235 


Pro 


Leu Ala Asp 




250 


Ala 


Val Lys He 


265 




Ser 


Leu Cys His 


Tyr 


Tyr Lys Ala 




300 


Arg 


Asn Phe Gly 




315 


Val 


His Glu Met 




330 


Asp 


Phe Asn Asn 


345 




Glu 


Gly Lys He 



Asp Arg Leu His 

380 

His Leu Asn Glu 
395 

Tyr Lys Asp Leu 
410 

Leu Gin Ala Ser 



Pro Asn Asn Lys 
15 

Asn Lys Phe Pro 
30 

Leu Arg Asn Thr 
45 

Asp Thr Lys Leu 

Ser He Asp Arg 
80 

Leu Val Cys Met 
95 

His Glu Val Gly 
110 

Val Asp Ser Ala 
125 

He He Leu Asn 

Val He Arg Leu 
160 

Phe Cys Met Lys 
175 

Asn Glu Glu Leu 
190 

Thr Leu Thr Gin 
205 

His Ser Tyr Gly 

Gly Glu Arg Pro 
240 

Lys Lys Phe Leu 
255 

Gly Asp Pro His 
270 

Thr Val Met Ser 
285 

Gin Ser Pro Asp 

Phe Val Phe Arg 
320 

Gly Thr Ala He 
335 

He Arg Lys Arg 
350 

Arg Leu Tyr Cys 
365 

His Ser Thr Gin 

Tyr Ala Gly Glu 
400 

Asp Glu Glu Tyr 
415 

Leu Ala Gin Asp 
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420 425 430 

Ser Arg Glu Asp Arg Leu Ala Ser He Tyr Glu Glu Val Glu Asn Asn 

435 440 445 

Met Met Leu Leu Gly Ala Thr Ala He Glu Asp Lys Leu Gin Gin Gly 

450 455 460 

Val Pro Glu Thr He Ala Leu Leu Thr Leu Ala Asn He Lys He Trp 
465 470 475 480 

Val Leu Thr Gly Asp Lys Gin Glu Thr Ala Val Asn He Gly Tyr Ser 

485 490 495 

Cys Lys Met Leu Thr Asp Asp Met Thr Glu Val Phe He Val Thr Gly 

500 505 510 

His Thr Val Leu Glu Val Arg Glu Glu Xaa Gin Glu Ser Pro Gly Glu 

515 520 525 

Asp Asp Gly Leu He Xaa Arg Ser Val Gly Asn Gly Phe Thr Tyr Gin 

530 535 540 

Asp Lys Leu Ser Ser Ser Lys Leu Thr Ser Val Leu Glu Ala Val Ala 
545 550 555 560 

Gly Glu Tyr Ala Leu Val He Asn Gly His Ser Leu Ala His Ala Leu 

565 570 575 

Glu Ala Asp Met Glu Leu Glu Phe Leu Glu Thr Ala Cys Ala Cys Lys 

580 5B5 590 

Ala Val He Cys Cys Arg Val Thr Pro Leu Gin Lys Ala Gin Val Val 

595 600 605 

Glu Leu Val Lys Lys Tyr Lys Lys Ala Val Thr Leu Ala He Gly Asp 

610 615 620 

Gly Ala Asn Asp Val Ser Met He Lys Thr Ala His He Gly Val Gly 
625 630 635 640 

He Ser Gly Gin Glu Gly He Gin Ala Val Leu Ala Ser Asp Tyr Ser 

645 650 655 

Phe Ser Gin Phe Lys Phe Leu Gin Arg Leu Leu Leu Val His Gly Arg 

660 665 670 

Trp Ser Tyr Leu Arg Met Cys Lys Phe Leu Cys Tyr Phe Phe Tyr Lys 

675 680 685 

Asn Phe Ala Phe Thr Met Val His Phe Trp Phe Gly Phe Phe Cys Gly 

690 695 700 

Phe Ser Ala Gin Thr Val Tyr Asp Gin Tyr Phe He Thr Leu Tyr Asn 
705 710 715 720 

He Val Tyr Thr Ser Leu Pro Val Leu Ala Met Gly Val Phe Asp Gin 

725 730 735 

Asp Val Pro Glu Gin Arg Ser Met Glu Tyr Pro Lys Leu Tyr Glu Pro 

740 745 750 

Gly Gin Leu Asn Leu Leu Phe Asn Lys Arg Glu Phe Phe He Cys He 

755 760 765 

Ala Gin Gly He Tyr Thr Ser Val Leu Met Phe Phe He Pro Tyr Gly 

770 775 780 

Val Phe Ala Asp Ala Thr Arg Asp Asp Gly Thr Gin Leu Ala Asp Tyr 
785 790 795 800 

Gin Ser Phe Ala Val Thr Val Ala Thr Ser Leu Val He Val Val Ser 

80S 810 815 

Val Gin He Gly Leu Asp Thr Gly Tyr Trp Thr Ala He Asn His Phe 

820 825 830 

Phe He Trp Gly Ser Leu Ala Val Tyr Phe Ala He Leu Phe Ala Met 

835 840 845 

His Ser Asn Gly Leu Phe Asp Met Phe Pro Asn Gin Phe Arg Phe Val 
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850 

Gly Asn Ala Gin Asn 
865 

Val Leu Thr Thr Val 

885 

Leu Arg Leu Asn Leu 
900 

Gin Leu Val Arg Lys 
915 

Val Gly Arg Thr Gly 
930 

Glu Gly Phe Gly Glu 
945 

Ser Leu Ala Leu Ser 

965 

Glu Ser Leu Arg Arg 
980 

Gly Ala Asp Lys Pro 
995 



855 

Thr Leu Ala Gin Pro Thr 
870 875 
Val Cys lie Met Pro Val 

890 

Lys Pro Asp Leu Ser Asp 
905 

Lys Gin Lys Ala Gin His 
920 

Ser Arg Arg Ser Gly Tyr 
935 

Leu He Met Ser Gly Lys 
950 955 
Ser Phe Thr Thr Arg Ser 

970 

Lys Lys Ser Asp Ser Ala 
985 

Leu Lys Gly 
1000 



860 

Val Trp Leu Thr He 

880 

Val Ala Phe Arg Phe 

895 

Thr Val Arg Tyr Thr 
910 

Arg Cys Met Arg Arg 
925 

Ala Phe Ser His Gin 
940 

Asn Met Arg Leu Ser 

960 

Ser Ser Ser Trp He 

975 

Ser Ser Pro Ser Gly 
990 



<210> 2357 

<211> 408 

<212> DNA 

<213> Homo sapiens 



<400> 2357 
nacgcgttac 
60 

ggcgaccatc 
120 

ggtgcgccaa 
180 

ccacaaaacc 
240 

gccttgttcg 
300 

aaatccattg 
360 

gccgacggta 
408 



gttgctggag 
cttgccacca 
acggtgaaga 
cactcctgcc 
ccggcctggt 
acttcgatgg 
ctgaggtgaa 



gtcaatgcgt 
ttaccattgc 
cgaggtttcc 
agccgacacc 
gtattacgac 
cgaccgcacc 
ggcccataat 



catgccgata 
cgccctagtg 
cgcaagctca 
aatgaaaccg 
gccgacggca 
tacacggtga 
tttgtgaaag 



catcatcaga 
ctcacgggct 
tcaccgtgtg 
gcggcacgaa 
aaacccataa 
cgctgcggaa 
ctgccgca 



tccgcactgt 
gtaatacggc 
gggtgctgag 
agtcatcacc 
tgatgtggcc 
aaccagattc 



<210> 2358 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 2358 
Tyr Gly Gly Ala 
1 

Thr Val Trp Gly 
20 

Asn Glu Thr Gly 
35 

Val Tyr Tyr Asp 



Pro Asn Gly Glu 
5 

Ala Glu Pro Gin 

Gly Thr Lys Val 
40 

Ala Asp Gly Lys 



Asp Glu Val Ser 
10 

Asn Pro Leu Leu 
25 

He Thr Ala Leu 
Thr His Asn Asp 



Arg Lys Leu He 
15 

Pro Ala Asp Thr 
30 

Phe Ala Gly Leu 
45 

Val Ala Lys Ser 
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50 55 60 

lie Asp Phe Asp Gly Asp Arg Thr Tyr Thr Val Thr Leu Arg Lys Thr 
65 70 75 80 

Arg Phe Ala Asp Gly Thr Glu Val Lys Ala His Asn Phe Val Lys Ala 

85 90 95 

Ala Ala 



<210> 2359 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 2359 

aacctgaaca tgttgggatt gagagagccc gaggtgtatg ggtcggaaac attggccgac 
60 

gttgagcaga cgtgtcgtga gtacggcgaa gaacttgggc ttgtaattga gtttcagcaa 
120 

accaatcacg aagggcaaat gattgaatgg attcaccacg cccgtagaag gattgcgggg 
180 

attgtgatca atccaggagc atggacccat acatcggcag ccatccacga tgcgttgatt 
240 

gcagccgagg taccggtgat tgaggttcac atctcaaatg tccacaggcg tgaagatttc 
300 

aggcattttt cctacgtgtc acgc 
324 

c210> 2360 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 2360 



Asn Leu 


Asn 


Met 


Leu 


Gly 


Leu 


Arg Glu 


Pro 


Glu 


Val 


Tyr 


Gly 


Ser 


Glu 


1 






5 








10 










15 




Thr Leu 


Ala 


Asp 
20 


Val 


GLu 


Gin 


Thr Cys 
25 


Arg 


Glu 


Tyr 


Gly 


Glu 
30 


Glu 


Leu 


Gly Leu 


Val 


He 


Glu 


Phe 


Gin 


Gin Thr 


Asn 


His 


Glu 


Gly 


Gin 


Met 


He 


35 










40 








45 








Glu Trp 


lie 


His 


His 


Ala 


Arg 


Arg Arg 


He 


Ala Gly 


He 


Val 


He 


Asn 


50 










55 








60 










Pro Gly 


Ala 


Trp 


Thr 


His 


Thr 


Ser Ala 


Ala 


He 


His 


Asp 


Ala 


Leu 


He 


65 








70 








75 










80 


Ala Ala 


Glu 


Val 


Pro 
85 


Val 


He 


Glu Val 


His 
90 


He 


Ser 


Asn 


Val 


His 
95 


Arg 


Arg Glu 


Asp 


Phe 
100 


Arg 


His 


Phe 


Ser Tyr 

105 


Val 


Ser 


Arg 











<210> 2361 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<400> 2361 
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tccggatggg actccaacct 
60 

gtcagggacc ggtatggaag 
120 

gatcaacaca gaccagctgg 
180 

gtagggagag tcccaaaggc 
240 

tatcacttaa ggcccaacag 
300 

atcccgctct cacagctcca 
360 

tgcagctcca cacccgggaa 
398 



acttgggggt actgggggtg 
cctcagtagg gctggagccc 
tcaaggggga cctccatccc 
aggtggtggg gctggggcct 
cacacagtct cccaagtgtg 
ccccgcctgc ctgcctgcca 
acaccacatg ctcgcttt 



cagaaagaac gcggccctgt 
catcatgccc cttccgagca 
tgccctgtcc tcacggagct 
ccaacagctg ggtcctctca 
ccaggtgcca caacacggcc 
ccatctccac aaacatatgc 



<210> 2362 

<211> 98 

<212> PRT 

<213> Homo sapiens 



<400> 2362 
Met Pro Leu Pro 
1 

Ser lie Pro Ala 
20 

Arg Trp Trp Gly 
35 

Lys Ala Gin Gin 
50 

Gly His Pro Ala 
65 

Leu His Lys His 
Arg Phe 



Ser Arg Ser Thr 
5 

Leu Ser Ser Arg 

Trp Gly Leu Gin 
40 

His Thr Val Ser 
55 

Leu Thr Ala Pro 
70 

Met Leu Gin Leu 
85 



Gin Thr Ser Trp 
10 

Ser Cys Arg Glu 
25 

Gin Leu Gly Pro 

Gin Val Cys Gin 
60 

Pro Arg Leu Pro 
75 

His Thr Arg Glu 
90 



Ser Arg Gly Thr 
15 

Ser Pro Lys Gly 
30 

Leu lie Ser Leu 
45 

Val Pro Gin His 

Ala Cys His His 
80 

Thr Pro His Ala 
95 



<210> 2363 

<211> 833 

<212> DNA 

<213> Homo sapiens 



<400> 2363 

nngactcctc tagctcccaa 
60 

cagcacaagg ggaggtccca 
120 

tcctttccca ccttctcaga 
180 

tcccctgatg tgctggcctc 
240 

tccaagccca ctgcangtcg 
300 , 
ggactggcag cggtgccatc 
360 



cgcaaaagcg tttaaagatg 
agaaccagaa cttacatcac 
actttctgtt tccatggcct 
cgtttccatc gcttcctcat 
aagcaaacgt gattgcgtta 
tgggagtctg tgtgctcagc 



cagctcagaa gcatcaccag 
tgcctccgag ttcagaggtt 
cctctgccac ctctgccacc 
ggcgttcttc cgcccggtgt 
ccactcagaa ggtggcacag 
ctccgagtgc aggcttcccc 
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ggcccctgct gtggtgctag gtccccagat gagagatcac ggtcatgaag atcagccccc 
420 

aaggcagccc cttccnttcc agcctgggct ctggcgtgtt ctaggtgctc acttccatgg 
480 

ctggcctgcc cacagagccc tacctcagcc tgtggtaagc gcacctgctc ggccctggtg 
540 

ctctatgatg agccaccagt cagttctgca gatgtgtccc cgagctcctg ccgagggacg 
600 

aaacacggtg gccctgctcc tagtgcctgt gcacgccacg ctccacacct gccatctgcc 
660 

cttccaccac ctgctccccc aggggctccg cctcgtgact cacgctcagg caagtctccg 
720 

ggcgcgaaca gctggctgat ggtgacatgc tgcagcctgg tcacatcaga aaccatgagg 
780 

gtggatctcc ggaggtcatc gatgtggaca gactgccaca gcccttcacg cgt 
633 

* 

<210> 2364 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 2364 



Xaa 


Thr 


Pro 


Leu 


Ala 


Pro 


Asn 


Ala 


Lys 


Ala 


Phe Lys 


Asp 


Ala 


Ala 


Gin 


1 








5 










10 








15 




Lys 


His 


His 


Gin 
20 


Gin 


His 


Lys 


Gly 


Arg 

25 


Ser 


Gin Glu 


Pro 


Glu 
30 


Leu 


Thr 


Ser 


Leu 


Pro 
35 


Pro 


Ser 


Ser 


Glu 


Val 
40 


Ser 


Phe 


Pro Thr 


Phe 
45 


Ser 


Glu 


Leu 


Ser 


Val 
50 


Ser 


Met 


Ala 


Ser 


Ser 
55 


Ala 


Thr 


Ser 


Ala Thr 
60 


Ser 


Pro 


Asp 


Val 


Leu 


Ala 


Ser 


Val 


Ser 


lie 


Ala 


Ser 


Ser 


Trp 


Arg Ser 


Ser 


Ala 


Arg 


Cys 


65 










70 










75 








60 


Ser 


Lys 


Pro 


Thr 


Ala 
85 


xaa 


Arg 


Ser 


Lys 


Arg 
90 


Asp Cys 


Val 


Thr 


Thr 
95 


Gin 


Lys 


Val 


Ala 


Gin 
100 


Gly 


Leu 


Ala 


Ala 


Val 
105 


Pro 


Ser Gly 


Ser 


Leu 
110 


Cys 


Ala 


Gin 


Pro 


Pro 


Ser 


Ala 


Gly Phe 


Pro 


Gly 


Pro 


Cys Cys 


Gly 


Ala 


Arg 


Ser 






115 










120 








125 








Pro 


Asp 


Glu 


Arg 


Ser 


Arg 


Ser 



















130 135 



<210> 2365 
<211> 429 
<212> DNA 

<213> Homo sapiens 
<400> 2365 

accggtgccc agctcccacg gctcgtccag acctacgttg agaaacttcg acgagacagt 
60 

ctccgtcagt tcgcccaaca acctctgaac gaagtcaaga ttctccggca ctggagccaa 
120 

ggtgcccgcc ctggcatgaa cgccccaggg gaggtcgacg ccgtcgggat tctcacaccg 
180 
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atggtgatgg gactcggttt ccaaccacgg 
240 

cccgagctcg atgcctcgtc cgcgacacag 
300 

cacggggctg cggtcggccc acacctcctc 
360 

atagagctca aggtgattga gaccacaccg 
420 

ggaacgcgt 
429 

<210> 2366 
<211> 132 
<212> PRT 

<213> Homo sapiens 



ttccatgtga cccagacagt tctggttggc 
accatcgagc cacctcatgt cctccgccgt 
ctcaccgcgg taggcaaatc ccgcttcacc 
cgccatgacg cgcgtcagga aatcaagagt 



<400> 2366 

Met Ala Arg Cys Gly 

1 5 
Phe Ala Tyr Arg Gly 
20 

Thr Ala Glu Asp Met 
35 

He Glu Leu Gly Ala 
50 

Leu Glu Thr Glu Ser 
65 

Asp Leu Pro Trp Gly 

85 

Pro Glu Asn Leu Asp 
100 

Thr Val Ser Ser Lys 
115 

Leu Gly Thr Gly 
130 



Leu Asn His Leu Glu 

10 

Glu Glu Glu Val Trp 

25 

Arg Trp Leu Asp Gly 
40 

Asn Gin Asn Cys Leu 
55 

His His His Arg Cys 
70 

Val His Ala Arg Ala 

90 

Phe Val Gin Arg Leu 

105 

Phe Leu Asn Val Gly 
120 



Leu Tyr Gly Glu Ala Gly 

15 

Ala Asp Arg Ser Pro Val 
30 

Leu Cys Arg Gly Arg Gly 
45 

Gly His Met Glu Pro Trp 
60 

Glu Asn Pro Asp Gly Val 
75 80 
Ser Thr Leu Ala Pro Val 

95 

Leu Gly Glu Leu Thr Glu 
110 

Leu Asp Glu Pro Trp Glu 
125 



<210> 2367 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 2367 
ngtgcacggg 
60 

gggggtcacg 
120 

tacgatcggt 
180 

cgtgacgcaa 
240 

tcgccggatc 
300 

accaacgaca 
360 



agaagacgtg 
agctcaccga 
gctccggtga 
tccgacccac 
ggtccggagc 
tctcgccggt 



cgcgcagttc 
cgcgcgcgcg 
ctccgcgcac 
cggacgcccc 
ccaattcgat 
gtggaccact 



ggcggaacct 
ttcgcctcgt 
gacgaccagg 
atggtgtaca 
tggggcggtg 
cggccggccg 



atccgggttc 
ggggcgtcga 
tcgcctcgtt 
gcatcaaccc 
tggcaaccat 
gtgccgatgc 



ggccggcagt 
tttcgtcaaa 
caccgcgatg 
caacagcgaa 
gacacgtacc 
gacaccggca 
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tcggggtatc aggggatccg cgacatcatc gacgccgtgg ccccgatcgg cgcacgggtt 
420 

gcgacggcag cttcgtcgac atggacatgc tcgtcgtcgg tgtcggcaac gcgt 
474 

<210> 2368 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<400> 2368 

Xaa Ala Arg Glu Lys Thr Cys Ala Gin Phe Gly Gly Thr Tyr Pro Gly 

15 10 15 

Ser Ala Gly Ser Gly Gly His Glu Leu Thr Asp Ala Arg Ala Phe Ala 

20 25 30 

Ser Trp Gly Val Asp Phe Val Lys Tyr Asp Arg Cys Ser Gly Asp Ser 

35 40 45 

Ala His Asp Asp Gin Val Ala Ser Phe Thr Ala Met Arg Asp Ala He 

50 55 60 

Arg Ser Thr Gly Arg Pro Met Val Tyr Ser He Asn Pro Asn Ser Glu 
65 70 75 80 

Ser Pro Asp Arg Ser Gly Ala Gin Phe Asp Trp Gly Gly Val Ala Thr 

85 90 95 

Met Thr Arg Thr Thr Asn Asp He Ser Pro Val Trp Thr Thr Arg Pro 

100 105 HO 

Ala Gly Ala Asp Ala Thr Pro Ala Ser Gly Tyr Gin Gly He Arg Asp 

115 120 125 

He He Asp Ala Val Ala Pro lie Gly Ala Arg Val Ala Thr Ala Ala 

130 135 140 

Ser Ser Thr Trp Thr Cys Ser Ser Ser Val Ser Ala Thr Arg 
145 150 155 

<210> 2369 

<211> 408 

<212> DNA 

<213> Homo sapiens 

c400> 2369 

ctgaatggca ggcaggcaga ggccaccaga gccagccccc cgagaagccc tgctgagcca 
60 

aaggggagcg ccctgggacc taacccagag ccccatctca ccttcccccg ttctttcaaa 
120 

gtgcctcccc caaccccagt caggacttcg tccatcccag ttcaggaagc acaagaggct 
180 

cccgaaagga agagggggcc accaagaagg ctcccagccg actcccactg cctcccagct 
240 

tccacatccg ccccgcctcc caggtctacc cagacagggc ccccgagcnc agactgccct 
300 

ggggagctca aggccacagc accagccagc ccaaggcttg gccagtccca gtcccaagca 
360 

gatgaacgag ctgggactcc gcctccagcc cctcccctgc cccctcct 
408 

<210> 2370 
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<211> 136 
<212> PRT 
<213> Homo sapiens 



<400> 2370 
















Leu 


Asn 


Gly 


Arg 


Gin Ala Glu 


Ala 


Thr 


Arg 


Ala 


Ser Pro Pro Arg Ser 


1 








5 






10 




15 


Pro 


Ala 


Glu 


Pro 


Lys Gly Ser 


Ala 


Leu Gly Pro 


Asn» Pro Glu Pro His 








20 






25 






30 


Leu 


Thr 


Phe 


Pro 


Arg Ser Phe 


Lys 


Val 


Pro 


Pro 


Pro Thr Pro Val Arg 






35 






40 








45 


Thr 


Ser 


Ser 


He 


Pro val Gin 


Glu 


Ala 


Gin 


Glu 


Ala Pro Glu Arg Lys 




50 






55 










60 


Arg 


Gly 


Pro 


Pro 


Arg Arg Leu 


Pro 


Ala 


Asp 


Ser 


His Cys Leu Pro Ala 


65 








70 








75 


60 


Ser 


Thr 


Ser 


Ala 


Pro Pro Pro 


Arg 


Ser 


Thr 


Gin 


Thr Gly Pro Pro Ser 










85 






90 




95 


Xaa 


Asp 


Cys 


Pro 


Gly Glu Leu 


Lys 


Ala 


Thr 


Ala 


Pro Ala Ser Pro Arg 








100 






105 






110 


Leu 


Gly 


Gin 


Ser 


Gin Ser Gin Ala Asp Glu Arg 


Ala Gly Thr Pro Pro 






115 






120 








125 


Pro 


Ala 


Pro 


Pro 


Leu Pro Pro 


Pro 












130 






135 













<210> 2371 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<400> 2371 

gaattcggtg tgcgatgcga gcctgcagcc tgggagcaga gacaaggagc aaaggcggtg 
60 

agagggttgc cagggcaccc agttacagct ggagctgcag gggacccatc cctcgagaga 
120 

ggcaggcact agtcatgagg caagagatgc ctcagaagag gatgctggcc gcagggcaca 
180 

gcagagaggg agatagcccg gggcactcct caggaccggg cctcagggga cagcaaacaa 
240 

gattcctgat agacgcgccc aggtcatgcc ttttcagtgg tgtgagccag gttctggcgt 
300 

caggcgggcc aaggttttca tgcagcn 
327 

<210> 2372 

<211> 104 

<212> PRT 

<213> Homo sapiens 

c400> 2372 

Met Arg Ala Cys Ser Leu Gly Ala Glu Thr Arg Ser Lys Gly Gly Glu 

1 5 10 15 

Arg Val Ala Arg Ala Pro Ser Tyr Ser Trp Ser Cys Arg Gly Pro He 

20 25 30 

Pro Arg Glu Arg Gin Ala Leu Val Met Arg Gin Glu Met Pro Gin Lys 
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35 40 45 

Arg Met Leu Ala Ala Gly His Ser Arg Glu Gly Asp Ser Pro Gly His 

50 55 60 

Ser Ser Gly Pro Gly Leu Arg Gly Gin Gin Thr Arg Phe Leu lie Asp 
65 70 75 80 

Ala Pro Arg Ser Cys Leu Phe Ser Gly Val Ser Gin Val Leu Ala Ser 

85 90 95 

Gly Gly Pro Arg Phe Ser Cys Ser 
100 

<210> 2373 
<211> 591 
<212> DNA 

<213> Homo sapiens 
<400> 2373 

gaattctgac attcaggaag tcaattgcag aaggtttaac caagttgatt ctgttttacc 
60 

aaatcctgtc tattctgaaa agcggccaat gccagactca tctcatgatg tgaaagttct 
120 

cacttcaaag acatcagctg ttgagatgac ccaggcagta ttgaatactc agctttcatc 
180 

agaaaatgtt accaaagttg agcaaaattc accagcagtt tgtgaaacaa tttctgttcc 
240 

caagtccatg tccactgagg aatataaatc aaaaattcaa aatgaaaata tgctacttct 
300 

cgctttgctt tcacaggcac gtaagactca gaagacagta ttaaaagatg ctaatcaaac 
360 

tattcaggat tctaaaccag acagttgtga aatgaatcca aatacccaaa tgactggtaa 
420 

ccaactgaat ttgaagaaca tggaaactcc aagtacttct aatgtaagtg gcagggtttt 
480 

ggacaactcc ttttgcagtg gacaagaatc ctcaacaaaa ggaatgcctg ctaaaagtga 
540 

cagtagctgt tccatggaag tgctagcaac ctgtctttcc ctgtggaaaa a 
591 

<210> 2374 
<211> 167 
<212> PRT 

<213> Homo sapiens 



<400> 2374 



Met 


Pro 


Asp 


Ser 


Ser 


His 


Asp 


Val 


Lys Val Leu Thr Ser Lys Thr Ser 


1 








5 








10 15 


Ala 


Val 


Glu 


Met 


Thr 


Gin 


Ala 


Val 


Leu Asn Thr Gin Leu Ser Ser Glu 








20 










25 30 


Asn 


Val 


Thr 


Lys 


Val 


Glu 


Gin 


Asn 


Ser Pro Ala Val Cys Glu Thr He 






35 










40 


45 


Ser 


Val 


Pro 


Lys 


Ser 


Met 


Ser 


Thr 


Glu Glu Tyr Lys Ser Lys He Gin 




50 










55 




60 


Asn 


Glu 


Asn 


Met 


Leu 


Leu 


Leu 


Ala 


Leu Leu Ser Gin Ala Arg Lys Thr 


65 










70 






75 80 


Gin 


Lys 


Thr 


Val 


Leu 


Lys 


Asp 


Ala 


Asn Gin Thr He Gin Asp Ser Lys 
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85 90 95 

Pro Asp Ser Cys Glu Met Asn Pro Asn Thr Gin Met Thr Gly Asn Gin 

100 105 HO 

Leu Asn Leu Lys Asn Met Glu Thr Pro Ser Thr Ser Asn Val Ser Gly 

115 120 125 

Arg Val Leu Asp Asn Ser Phe Cys Ser Gly Gin Glu Ser Ser Thr Lys 

130 135 140 

Gly Met Pro Ala Lys Ser Asp Ser Ser Cys Ser Met Glu Val Leu Ala 
145 ISO 155 160 

Thr Cys Leu Ser Leu Trp Lys 

165 

<210> 2375 
<211> 535 
<212> DNA 

c2i3> Homo sapiens 
<400> 2375 

ntggccatgt cgttgctcag cagcggcacc ctggacagtt accttgagcg tcacaaacaa 
60 

ctggacgcga tgcgcatgct gcacttcttc gccctcgacg aagaaaaccc cgccagcatc 
120 

cataactgcc tgcgcgccgc gcggggcaat gcccacgcgg tacgcgggcg gatcaccgcc 
180 

gacatgtggg aaaacctcaa cgccacctgg ctggaaatgc gcagcatcgc cgccgggggc 
240 

ctggcccggc atggcatcag ccacttctgt gactgggtca agcagcgttc gcacctgttc 
300 

cgcggggcaa cctcgggcac catcatgcgc aacgacgctt accggtttat tcgcctgggc 
360 

acgtttgtcg agcgcgcgga caacaccctg cgcctgctgg atgcgcgcta cgaaatgttt 
420 

ggtgaggagt cggaagaggt cagcgacctg tcggcacgcg ggtattacca gtggagcgcc 
480 

ctgctgcggg ccttgtcgtc attcgaggcg tataccgaac tgtaccccaa cgcgt 
535 

<210> 2376 
<211> 178 
<212> PRT 

<213> Homo sapiens 



c400> 2376 



Xaa Ala 


Met 


Ser 


Leu 


Leu 


Ser 


Ser 


Gly Thr Leu Asp Ser Tyr Leu Glu 


1 






5 








10 15 


Arg His 


Lys 


Gin 


Leu 


Asp 


Ala 


Met 


Arg Met Leu His Phe Phe Ala Leu 






20 










25 30 


Asp Glu 


Glu 


Asn 


Pro 


Ala 


Ser 


He 


Tyr Asn Cys Leu Arg Ala Ala Arg 




35 










40 


45 


Gly Asn 


Ala 


His 


Ala 


Val 


Arg 


Gly 


Arg He Thr Ala Asp Met Trp Glu 


50 










55 




60 


Asn Leu 


Asn 


Ala 


Thr 


Trp 


Leu 


Glu 


Met Arg Ser He Ala Ala Gly Gly 


65 








70 






75 80 


Leu Ala 


Arg 


His 


Gly 


He 


Ser 


His 


Phe Cys Asp Trp Val Lys Gin Arg 



1730 



WO 00/58473 



PCT/US00/08621 



Ser His Leu Phe 
100 

Ala Tyr Arg Phe 
115 

Thr Leu Arg Leu 
130 

Glu Glu Val Ser 
145 

Leu Leu Arg Ala 
Asn Ala 



85 

Arg Gly Ala Thr 

lie Arg Leu Gly 
120 

Leu Asp Ala Arg 
135 

Asp Leu Ser Ala 
150 

Leu Ser Ser Phe 
165 



90 

Ser Gly Thr He 
105 

Thr Phe Val Glu 

Tyr Glu Met Phe 
140 

Arg Gly Tyr Tyr 
155 

Glu Ala Tyr Thr 
170 



95 

Met Arg Asn Asp 
110 

Arg Ala Asp Asn 
125 

Gly Glu Glu Ser 

Gin Trp Ser Ala 
160 

Glu Leu Tyr Pro 
175 



<210> 2377 

<211> 622 

<212> DNA 

<213> Homo sapiens 

<400> 2377 

acgcgtgaag ggttgaggct tcagaagtgg tagggaagaa cagaagctcc cttctgaggg 
60 

agcacccagg agatgaaagg aaccaatcct gggtggtcct gcaccaggct tatcaacccc 
120 

tgacagacaa atggaaaact tctgtgatgg tgggacatga aaaaatattt cacccttctg 
180 

ataaaatgga accagcagat agaagtagga atttttctgt taggtgaaat gtttttaaaa 
240 

atatgtatac aggaaaaagc ataaaacagt attgactggc aaacatagaa ctggaatgta 
300 

aatataatgt tctttgccct gaatgattta agtggcatga taaaactcat gccacagact 
360 

gggtaagaca aggaatctaa tccactctaa aaagaagaaa agcatagtaa aattctcctt 
420 

agagttagaa ttattaatag ttcctatcta ctatttaatt taatcatagt taatgatgag 
480 

aatttcttaa atttaaagct tctgatgatg ctaaatgtgc atttctcatg attccttaaa 
540 

acaatttttg taaattctat tcctaggacc ttctgctttc agaaaaatta atgtcttgta 
600 

ttcttcgtat tggaggagat ct 
622 

T 

<210> 237B 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 2378 

Met Ser Phe He Met Pro Leu Lys Ser Phe Arg Ala Lys Asn He He 

15 10 15 

Phe Thr Phe Gin Phe Tyr Val Cys Gin Ser He Leu Phe Tyr Ala Phe 

20 25 30 

Ser Cys He His He Phe Lys Asn He Ser Pro Asn Arg Lys He Pro 
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35 

Thr Ser lie Cys 
50 

Met Ser His His 
65 

Ser Leu Val Gin 

Leu Pro Gin Lys 
100 



40 

Trp Phe His Phe 
55 

His Arg Ser Phe 
70 

Asp His Pro Gly 
85 

Gly Ala Ser Val 



lie Arg Arg Val 
60 

Pro Phe Val Cys 
75 

Leu Val Pro Phe 
90 

Leu Pro Tyr His 
105 



45 

Lys Tyr Phe Phe 

Gin Gly Leu lie 
80 

He Ser Trp Val 
95 

Phe 



<210> 2379 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<400> 2379 
tcatgacctg 
60 

cggtcaccgc 
120 

ggaaacataa 
180 

cagtgctgtg 
240 

cctgcccact 
300 

cacacacaag 
342 



gagacttcgg 
agaggatcag 
cattcacgct 
caggtctggg 
gggcagctgc 
cagggaagct 



aaactcaaca 
tgcactttgc 
tgtgaaccga 
cagatgaggg 
tcgccactcc 
gtgcagcagt 



agactgcagg 
catctggcag 
gacgccatac 
cctccaggac 
cctcctggag 
ggggagaaag 



gcacccaggg 
atcaactcat 
cccagcggtg 
acgaggactc 
ggcaggacgg 
ca 



gcaccagccc 
ggcacaactg 
ccgagagcaa 
actcgctcac 
acaccacaca 



<210> 2380 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 2380 
Met Thr Trp Arg 
1 

Ala Pro Ala Pro 
20 

Arg Ser Thr His 
35 

Pro Arg Arg His 
50 

Ser Gly Gin Met 
65 

Cys Pro Leu Gly 

Thr Pro His Thr 
100 

Ser 



Leu Arg Lys Leu 
5 

Val Thr Ala Glu 

Gly Thr Thr Gly 

40 

Thr Pro Ala val 
55 

Arg Ala Ser Arg 
70 

Ser Cys Ser Pro 
85 

His Thr Ser Arg 



Asn Lys 


Thr 


Ala 


10 






Asp Gin 


Cys 


Thr 


25 






Lys His 


Asn 


He 


Pro Arg 


Ala 


Thr 






60 


Thr Arg 


Gly 


Leu 




75 




Leu Pro 


Ser 


Trp 


90 






Glu Ala 


Val 


Gin 



105 



Gly His 


Pro 


Gly 




15 




Leu Pro 


Ser 


Gly 


30 






His Ala 


Cys 


Glu 


45 






Val Leu 


Cys 


Arg 


Thr Arg 


Ser 


Pro 






80 


Arg Ala 


Gly 


Arg 




95 




Gin Trp 


Gly 


Glu 


110 







<210> 2381 
<211> 434 
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<212> DNA 

<213> Homo sapiens 
<400> 2381 

gtgcaccctg gccatatgga cgccagcgac gtcggcgtct tgcgtgacgt ggaaccgatc 
60 

ggcccaagta gagagatgga ttttgaatgg tgacgatgta cccgccgcag caagtggatg 
120 

ccgtcctctt cgacatggac ggaaccctgc tcaacaccct gccggcctgg tgcgtggcat 
180 

ctgagcatct gtggggcact tctctggctg acgctgacag cgccaaggtt gacgggggca 
240 

ccgtcgacga cgtcgttgag ctgtatctgc gagaccaccc tcaggcagat ccccaggcca 
300 

ccatcgagcg tttcatggac atccttgacg ccaacctggc tggccacacc gagccgatgc 
360 

ccggagctga ccgcctcgtg aagaggctgt caggtcatgt acccatcgct gtggtgtcga 
420 

attccccgac gcgt 
434 

<210> 2382 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 2382 



Met 


Val 


Thr 


Met 


Tyr Pro Pro Gin Gin Val Asp 


Ala Val Leu 


Phe Asp 


1 








5 10 




15 


Met 


Asp 


Gly 


Thr 


Leu Leu Asn Thr Leu Pro Ala Trp Cys Val 


Ala Ser 








20 


25 


30 




Glu 


His 


Leu 


Trp 


Gly Thr Ser Leu Ala Asp Ala 


Asp Ser Ala 


Lys Val 






3S 




40 


45 




Asp 


Gly 


Gly 


Thr 


Val Asp Asp Val Val Glu Leu 


Tyr Leu Arg 


Asp His 




50 






55 


60 




Pro 


Gin 


Ala 


Asp 


Pro Gin Ala Thr lie Glu Arg 


Phe Met Asp 


He Leu 


65 








70 75 




80 


Asp 


Ala 


Asn 


Leu 


Ala Gly His Thr Glu Pro Met 


Pro Gly Ala 


Asp Arg 










85 90 




95 


Leu 


Val 


Lys 


Arg 


Leu Ser Gly His Val Pro He 


Ala Val Val 


Ser Asn 








100 


105 


110 




Ser 


Pro 


Thr 


Arg 












115 











<210> 2383 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 2383 

acgcgtgcgt tcagatgagc gccggacgaa actcctcggt cgcttcggca ggcatggatt 
60 

catgtcggca cgggcctttg aacaggatcg ccgtcgcgtg gctatccgcc gcgggtgggg 
120 
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cagaaaacgc ccactctccc ttccccaggc gccggccgtc gagtcgtcta cgcaacgcac 
180 

gtctacatag gtgacttttt cataccccca ctttcgtact cggatgggct cggcgtgctc 
240 

gatgtcggca cgaaaaatta aatgcactga atgcgggttg tcgcacagga tgcatctcgt 
300 

ctttcttgat gccacccacc ttgttacata ttctgccatg caaaacacct tgtgattttt 
360 

ggcggagtgc aacatggtat gtgtatgcca ctg 
393 

<210> 2384 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 2384 

Met Leu His Ser Ala Lys Asn His Lys Val Phe Cys Met Ala Glu Tyr 

15 10 - 15 

Val Thr Arg Trp Val Ala Ser Arg Lys Thr Arg Cys lie Leu Cys Asp 

20 25 30 

Asn Pro His Ser Val His Leu lie Phe Arg Ala Asp lie Glu His Ala 

35 40 45 

Glu Pro He Arg Val Arg Lys Trp Gly Tyr Glu Lys Val Thr Tyr Val 

50 55 60 

Asp Val Arg Cys Val Asp Asp Ser Thr Ala Gly Ala Trp Gly Arg Glu 
65 70 75 80 

Ser Gly Arg Phe Leu Pro His Pro Arg Arg He Ala Thr Arg Arg Arg 

85 90 95 

Ser Cys Ser Lys Ala Arg Ala Asp Met Asn Pro Cys Leu Pro Lys Arg 

100 105 110 

Pro Arg Ser Phe Val Arg Arg Ser Ser Glu Arg Thr Arg 
115 120 125 

<210> 2385 

<211> 347 

<212> DNA 

<213> Homo sapiens 

<400> 2385 

acgcgttccc aaagtaggat ggctgggata gagggaaagg acatctttca ggcttgttat 
60 

gcactgtgct gtggactctt gttgtggggt cctaggtctg cccagcattt tggggttcac 
120 

cccgtgaccc tctacgggtt tccatgcccc cagcaccacg tccatcatca tttctggggt 
180 

cccctcacct cagagagcct gcttcctatg actgcgtggg ccagctggag aaggacgacc 
240 

caagacccct caagtttctg tgtcctgacc ccaagcatag gcctgagtgc tcctggggcc 
300 

caagggcctt tacgcactac tctctggggc ccactgtctg cactctt 
347 

<210> 2386 
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<211> 109 




















<212> PRT 




















<213> Homo sapiens 
















<400> 2386 




















Met Ala Gly 


He 


Glu Gly Lys Asp 


He 


Phe 


Gin 


Ala 


Cys 


Tyr 


Ala Leu 


1 




5 




10 










15 


Cys Cys Gly 


Leu 


Leu Leu Trp Gly 


Pro Arg 


Ser 


Ala 


Gin 


His 


Phe Gly 


20 




25 










30 




Val His Pro 


Val 


Thr Leu Tyr Gly 


Phe 


Pro Cys 


Pro 


Gin 


His 


His Val 


35 




40 










45 






His His His 


Phe 


Trp Gly Pro Leu 


Thr 


Ser 


Glu 


Ser 


Leu 


Leu 


Pro Met 


50 




55 








60 








Thr Ala Trp 


Ala 


Ser Trp Arg Arg 


Thr 


Thr 


Gin 


Asp 


Pro 


Ser 


Ser Phe 


65 




70 






75 








80 


Cys Val Leu 


Thr 


Pro Ser He Gly Leu 


Ser 


Ala 


Pro Gly Ala Gin Gly 




85 




90 










95 


Pro Leu Arg 


Thr 


Thr Leu Trp Gly 


Pro 


Leu 


Ser 


Ala 


Leu 








100 




105 















<210> 2387 

<211> 715 

<212> DMA 

<213> Homo sapiens 

<400> 2387 

ncggccgcac ttcaccttac ggaggggaga taatgagatc aattagaggc gccgtcaccg 
60 

cgccggagac agctgccgcc gcatagtaat cacccgcggg ctgggtgcgc gggggctccc 
120 

cgctacctgc gcgcctgctg ctcccaccac gcggcaccga cccgggcgcg cccccggccc 
180 

ctgtccgcag cccacagcca caccgcgcac cctacaccct ccttgcgcct ctgctgggga 
240 

gctcaccccc tccactcgca cagtgcgctg cggcccgggg tgtgggaggt cccgggactt 
300 

gggttgtgag tgcctgtgtg ggggtagggg caggtgtccg cttgtgcgca tatgggcatg 
360 

agtgtacatg gcgtgtgcct ggagatgggc gagtgcaggc tggaatgtgc cggcgtggca 
420 

cgtgtgtggg cccaaataga tgcgtgtgtg atcacatgtt gtgttcgtgt ttgcacctcg 
480 

tgtgcctgtg tgtccgtatt tgagtgctta caggaatgtg ggtggtgagt acccgtatgt 
540 

gggtgcatct gcacttgtgc gtgtgtgtgt gtaggcgcgt gtgtgtgcgt gtgtgtgtta 
600 

ngggatacgt gtagatgtgc attagtgtga ctgtgtgtgc tcatgtgcct gtgcacgtgt 
660 

gtttgaggtt tgtgtgcatg ggtagcgtct gtgagagcca tgtgtatatc tgcag 
715 

<210> 2388 
<211> 58 
<212> PRT 
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<213> Homo sapiens 
<400> 2386 

Met Gly Met Ser Val His Gly Val Cys Leu Glu Met Gly Glu Cys Arg 

15 10 15 

Leu Glu Cys Ala Gly Val Ala Arg Val Trp Ala Gin He Asp Ala Cys 

20 25 30 

Val He Thr Cys Cys Val Arg Val Cys Thr Ser Cys Ala Cys Val Ser 

35 40 45 

Val Phe Glu Cys Leu Gin Glu Cys Gly Trp 
50 55 

<210> 2389 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 2389 

ntcaccctgc cgccggaagg ttgctcgtac cgcatggcca tcgtcaccat gaagaagtcg 
60 

tatccgggcc acgccaagcg cgtcatgttg ggtgtctggt cgtttttgcg acagttcatg 
120 

tataccaagt tcgttatcgt caccgacgac gatatcaacg cccgcgactg gaacgacgtg 
180 

atctgggcca tcaccacgcg catggacccc aagcgcgaca cggtgatgat cgataacacg 
240 

ccgatcgact acctcgactt cgcctcgccg gtgtccggcc tgggttcgaa gatggggctc 
300 

gatcccacgc acaaatggcc cggccacacc acccgn 
336 

<210> 2390 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 2390 

Xaa Thr Leu Pro Pro Glu Gly Cys Ser Tyr Arg Met Ala He Val Thr 

15 10 15 

Met Lys Lys Ser Tyr Pro Gly His Ala Lys Arg Val Met Leu Gly Val 

20 25 30 

Trp Ser Phe Leu Arg Gin Phe Met Tyr Thr Lys Phe Val lie Val Thr 

35 40 45 

Asp Asp Asp He Asn Ala Arg Asp Trp Asn Asp Val He Trp Ala He 

50 55 60 

Thr Thr Arg Met Asp Pro Lys Arg Asp Thr Val Met He Asp Asn Thr 
65 70 75 80 

Pro He Asp Tyr Leu Asp Phe Ala Ser Pro Val Ser Gly Leu Gly Ser 

85 90 95 

Lys Met Gly Leu Asp Pro Thr His Lys Trp Pro Gly His Thr Thr Arg 
100 105 HO 

<210> 2391 
<211> 388 
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<212> DNA 

<213> Homo sapiens 

<400> 2391 

gtcgactaac ctgcgtacag ccgccaccct acgtttagtc gcgaagcgtg tcggctccat 
60 

gttcattccg gagctacacc atgaataaag tactacctga tccacccatc gatcccgcaa 
120 

aagaccgcgt cgctttcaac cgcgccatcg accattacct gcctacccag ggcttccact 
1BO 

gcgtcaacga agacctgagt ttcgaagacg ccctgctcta caccgccagc ctgctcgaca 
240 

gtgcctctgc cacggcgctg gattgcggtg agctgctgca aagccctgaa cgggcgaaga 
300 

tcctggccgt gtggcatttg ctggaaattg caaaaaccac cgtagatcgc ttccccatcg 
360 

agtgcctgac cgcaccaaag ccctgcct 
388 

<210> 2392 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 2392 



Met 


Asn 


Lys 


Val 


Leu 


Pro 


Asp 


Pro 


Pro 


He Asp Pro Ala Lys Asp Arg 


l 








5 










10 15 


Val 


Ala 


Phe 


Asn 


Arg 


Ala 


He 


Asp 


His 


Tyr Leu Pro Thr Gin Gly Phe 








20 










25 


30 


His 


Cys 


Val 


Asn 


Glu 


Asp 


Leu 


Ser 


Phe 


Glu Asp Ala Leu Leu Tyr Thr 






35 










40 




45 


Ala 


Ser 


Leu 


Leu 


Asp 


Ser 


Ala 


Ser 


Ala 


Thr Ala Leu Asp Cys Gly Glu 




50 










55 






60 


Leu 


Leu 


Gin 


Ser 


Pro 


Glu 


Arg 


Ala 


Lys 


He Leu Ala Val Trp His Leu 


65 










70 








75 3 80 


Leu 


Glu 


lie 


Ala 


Lys 


Thr 


Thr 


Val 


Asp 


Arg Phe Pro He Glu Cys Leu 










85 










90 95 


Thr 


Ala 


Pro 


Lys 


Pro 


Cys 











100 



<210> 2393 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<400> 2393 

aacctgtcta ccgaggacca ggccgagcag gtagagattg tgaagcgctc tgagtccggc 
60 

atggtcaccg accccatcac tgcgcgcccg gatatgacca tcggggaagt agacgcgctg 
120 

tgcgcccgct tccgcatctc cggcctgccg gtggtagacg aggacggcac cctgatgggc 
180 

atttgcacca cccgcgatat gcgcttcgag cctgactttg accgcaaggt cagcgaggtc 
240 
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atgacggcta tgccgcttgt tgttgcgcgc gagggtgtat ctaagaagga agccctcgaa 
300 

ctgctctcgg ccaataaggt ggaaaagctg cccatcgtcg atgcggataa taagctcacc 
360 

ggcctgatta ccgtcaagga ctttgtcaag accgagcagt accccaacgc g 
411 

<210> 2394 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 2394 

Asn Leu Ser Thr Glu Asp Gin Ala Glu Gin Val Glu lie Val Lys Arg 

15 10 15 

Ser Glu Ser Gly Met Val Thr Asp Pro He Thr Ala Arg Pro Asp Met 

20 25 30 

Thr He Gly Glu Val Asp Ala Leu Cys Ala Arg Phe Arg He Ser Gly 

35 40 45 

Leu Pro Val Val Asp Glu Asp Gly Thr Leu Met Gly He Cys Thr Thr 

50 55 60 

Arg Asp Met Arg Phe Glu Pro Asp Phe Asp Arg Lys Val Ser Glu Val 
65 70 75 80 

Met Thr Ala Met Pro Leu Val Val Ala Arg Glu Gly Val Ser Lys Lys 

85 90 95 

Glu Ala Leu Glu Leu Leu Ser Ala Asn Lys Val Glu Lys Leu Pro He 

100 105 HO 

Val Asp Ala Asp Asn Lys Leu Thr Gly Leu He Thr Val Lys Asp Phe 

115 120 125 

Val Lys Thr Glu Gin Tyr Pro Asn Ala 
130 135 

<210> 2395 
<211> 362 
<212> DNA 

<213> Homo sapiens 
<400> 2395 

aagctttcag aggagtttgc taaagtgtta aggatttgca tattttcaac tttagtcata 
60 

tctaagtgcc ccaataaaac agcgcggcgc attgggggct ggctttcatc aacaactaac 
120 

ttagcaatat taatctgacc ttttcctggt gattgggcat ttagtaataa tgcggggcca 
180 

atatcatcat actttccaaa tatttttgat tttttagaca tcaactgaag ttgtgaccat 
240 

ttactgtctt tgtcttgatg gcaatctaaa caaacatctc ttgtattaag ttgttcactt 
300 

acccaaggat taggcactct aaaggcatga tcgcgtcgat catcgactcc catgtaacgc 
360 

gt 

362 

<210> 2396 
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<211> 117 
<212> PRT 
<213> Homo sapiens 

<400> 2396 

Met Gly Val Asp Asp Arg Arg Asp His Ala Phe Arg Val Pro Asn Pro 

1 5 10 15 

Trp Val Ser Glu Gin Leu Asn Thr Arg Asp Val Cys Leu Asp Cys His 

20 25 30 

Gin Asp Lys Asp Ser Lys Trp Ser Gin Leu Gin Leu Met Ser Lys Lys 

35 40 45 

Ser Lys He Phe Gly Lys Tyr Asp Asp He Gly Pro Ala Leu Leu Leu 

50 55 60 

Asn Ala Gin Ser Pro Gly Lys Gly Gin He Asn He Ala Lys Leu Val 
65 70 75 80 

Val Asp Glu Ser Gin Pro Pro Met Arg Arg Ala Val Leu Leu Gly His 

85 90 95 

Leu Asp Met Thr Lys Val Glu Asn Met Gin He Leu Asn Thr Leu Ala 

100 105 110 

Asn Ser Ser Glu Ser 
115 



<210> 2397 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<400> 2397 

nacagcacac tccgcctcct ccgacgatca 
60 

tagtgtacta ctggtccttc tccgtccctc 
120 

aagggtacat caacaacact ctctccatct 
180 

agggaaaccc gtactctgac ctgggtaacc 
240 

acccacctgg acacccccag gagtataaac 
300 

ccaagctggc ttttatcatt gtcatggagc 
360 

catatgcaat tcccgatgta tcaaagcgca 
420 

taacccaaaa gcttcttcat gagaatcac 
449 

<210> 2398 

<211> 76 

<212> PRT 

<213> Homo sapiens 



tagctttcac gtcggacatg atcccccgcc 
cctacgggga ccacacttcc tacaccatgg 
tcaaagtcgc agacttcaaa aacaaaagca 
ataccacatg caggtatcgt gatttccgat 
acaacatcta ctattggcat gtgattgcag 
acgtcatcta ctctgtgaaa tttttcattt 
caaagagcaa gatccagaga gaaaaatacc 



<400> 2398 

Cys Thr Thr Gly Pro Ser Pro Ser Leu Pro Thr Gly Thr Thr Leu Pro 

15 10 15 

Thr Pro Trp Lys Gly Thr Ser Thr Thr Leu Ser Pro Ser Ser Lys Ser 
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20 25 30 

Gin Thr Ser Lys Thr Lys Ala Arg Glu Thr Arg Thr Leu Thr Trp Val 

35 40 45 

Thr He Pro His Ala Gly He Val He Ser Asp Thr His Leu Asp Thr 

50 55 60 

Pro Arg Ser He Asn Thr Thr Ser Thr He Gly Met 
65 70 75 

<210> 2399 
<211> 344 
<212> DNA 

<213> Homo sapiens 
<400> 2399 

acgcgtcatg cttcacgaaa cgggtcacgc gcttcattac caagcagctg gcaaacacaa 
60 

cttgtatttc gagcgggttg cgccagtcga gatcatggag ttcgtggcct actgcttgca 
120 

gtttctgacg atcgagcgcc tggccatgtc aggggaactt tcgggtaaag aacaggaact 
180 

agtcaaaccc tttgctggtc cggccaggct tggaggggtt cgaaaaccta caacgccaca 
240 

aaacggttcc agcactgggt ttataaacag cctaaaatcc cgacaagtaa agaactcgat 
300 

accgtatggc ttgagatgcg acacacgctc ggggtggatt ggtc 
344 



<210> 2400 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 2400 



Met 


Leu 


His 


Glu 


Thr 


Gly His Ala Leu 


His 


Tyr 


Gin Ala Ala Gly Lys 


1 








5 




10 




15 


His 


Asn 


Leu 


Tyr 


Phe 


Glu Arg Val Ala 


Pro 


Val 


Glu He Met Glu Phe 








20 




25 






30 


Val 


Ala 


Tyr 


Cys 


Leu 


Gin Phe Leu Thr 


He 


Glu 


Arg Leu Ala Met Ser 






35 






40 






45 


Gly 


Glu 


Leu 


Ser 


Gly 


Lys Glu Gin Glu 


Leu 


Val 


Lys Pro Phe Ala Gly 




50 








55 






60 


Pro 


Ala 


Arg 


Leu 


Gly 


Gly Val Arg Lys 


Pro 


Thr 


Thr Pro Gin Asn Gly 


65 










70 




75 


80 


Ser 


Ser 


Thr 


Gly 


Phe 


He Asn Ser Leu 


Lys 


Ser 


Arg Gin Val Lys Asn 










65 




90 




95 


Ser 


He 


Pro 


Tyr 


Gly 


Leu Arg Cys Asp 


Thr 


Arg 


Ser Gly Trp He Gly 








100 




105 






110 



<210> 2401 

<211> 479 

<212> DNA 

<213> Homo sapiens 



<400> 2401 
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nntaccgagg taaaactcga tagcctcggt 
60 

tggatgtttg ccgcgctcaa cgtattccgc 
120 

gactttgagt tttcctttac ctacctgcag 
180 

gcgctcaacc aactgctgga tctcaccgaa 
240 

gctacttccc tcgagctcac aggcgacgac 
300 

gtggacaagt acggcgcagt cccggccgag 
360 

accgaccaga tgaatcgcga tatcgccacc 
420 

gaaggcgagg gggatcgcgg gggcatcgtc 
479 

<210> 2402 
<211> 159 
<212> PRT 

<213> Homo sapiens 



gtcaccgacc agatgcgctc tgggcgctgc 
caccgcgcgg ccaaggagct caacatcgat 
tacttcgaca aactagagcg cgccaacttc 
gacggcaccg actgggatga ccgcgacgtg 
ggcggctggt ggtcattttt caccaacctc 
gtcatgcctg aggtgcactc gtccggccac 
atcatccgcc gcgccgcgca ccgtgcggtg 
aagcaagccc gccccgatat ccaacgcgt 



<400> 2402 



Xaa 


Thr 


Glu 


Val 


Lys 


Leu 


Asp 


Ser 


1 








5 








Ser 


Gly 


Arg 


Cys 


Trp 


Met 


Phe 


Ala 








20 










Ala 


Ala 


Lys 


Glu 


Leu 


Asn 


He 


Asp 






35 










40 


Leu 


Gin 


Tyr 


Phe 


Asp 


Lys 


Leu 


Glu 




50 










55 




Leu 


Leu 


Asp 


Leu 


Thr 


Glu 


Asp 


Gly 


65 










70 






Ala 


Thr 


Ser 


Leu 


Glu 


Leu 


Thr 


Gly 










85 








Phe 


Thr 


Asn 


Leu 


Val 


Asp 


Lys 


Tyr 








100 










Pro 


Glu 


Val 


His 


Ser 


Ser 


Gly 


His 






115 










120 


Ala 


Thr 


lie 


He 


Arg 


Arg 


Ala 


Ala 




130 










135 




Asp 


Arg 


Gly 


Gly 


He 


Val 


Lys 


Gin 


145 










150 







Leu 


Gly Val 


Thr 


Asp 


Gin 


Met 


Arg 




10 








15 




Ala 


Leu Asn 


Val 


Phe 


Arg 


His 


Arg 


25 








30 






Asp 


Phe Glu 


Phe 


Ser 


Phe 


Thr 


Tyr 








45 








Arg 


Ala Asn 


Phe 


Ala 


Leu 


Asn 


Gin 






60 










Thr 


Asp Trp 


Asp 


Asp 


Arg 


Asp 


Val 




75 










80 


Asp 


Asp Gly 


Gly 


Trp 


Trp 


Ser 


Phe 




90 








95 




Gly 


Ala Val 


Pro 


Ala 


Glu 


Val 


Met 


105 








110 






Thr 


Asp Gin 


Met 


Asn 


Arg 


Asp 


He 








125 








His 


Arg Ala 


Val 


Glu 


Gly 


Glu 


Gly 






140 










Ala 


Arg Pro 


Asp 


He 


Gin 


Arg 





155 



<210> 2403 
<211> 387 
<212> DNA 

<213> Homo sapiens 



<400> 2403 

ntcatgaacg gcgataaccc 
60 

gtgcagcgta ttgccgccga 
120 



gctggactcg tctgcggttc 
gaccggccgt gatatccgtt 



acccggaagc ctacccgctg 
cgctgatcgg tgacgccgcg 
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ttcctcaagc gcctggaccc gaagaagtac accgacgaaa ccttcggtgt gccgaccatc 
1BO 

accgacatcc tgcaagagct ggaaaaacct ggccgcgacc cgcgtcccga gttcaagacc 
240 

gccgagttcc aggacggtgt tgaagacctc aaggacctgc agccgggcat gatcctcgaa 
300 

ggcgtggtca ccaacgtgac caactttggc gcctttgtgg atatcggcgt gcatcaggac 
360 

ggtttggtgc acatctctgc actttcg 
387 

<210> 2404 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 2404 

Xaa Met Asn Gly Asp Asn Pro Leu Asp Ser Ser Ala Val His Pro Glu 

15 10 15 

Ala Tyr Pro Leu Val Gin Arg He Ala Ala Glu Thr Gly Arg Asp He 

20 25 30 

Arg Ser Leu He Gly Asp Ala Ala Phe Leu Lys Arg Leu Asp Pro Lys 

35 40 45 

Lys Tyr Thr Asp Glu Thr Phe Gly Val Pro Thr He Thr Asp He Leu 

50 55 60 

Gin Glu Leu Glu Lys Pro Gly Arg Asp Pro Arg Pro Glu Phe Lys Thr 
65 70 75 80 

Ala Glu Phe Gin Asp Gly Val Glu Asp Leu Lys Asp Leu Gin Pro Gly 

85 90 95 

Met He Leu Glu Gly Val Val Thr Asn Val Thr Asn Phe Gly Ala Phe 

100 105 HO 

Val Asp He Gly Val His Gin Asp Gly Leu Val His He Ser Ala Leu 
115 120 125 

Ser 



<210> 2405 
<211> 859 
<212> DNA 

<213> Homo sapiens 
<400> 2405 

ttgcaagtaa catcaaaagt catctacaga agcaaaagac aaaaaggccc ctccacctgc 
60 

aaattaaatg gaataatttg ctttatgaga agctcaccat tggggtcatt cttatttttt 
120 

ctcactccac atttcactac aaaccaagga aagctccctc atggaccgac atctggtgag 
180 

ccttcatctc tcccctggca atgcctggcc acctgacacc tggcctccct cctctttcca 
240 

gcaatcctgg taccaacgaa tggctcacca ccacccaccc caatgcccag accgcagacc 
300 

tgcattcctc ccatctcaca gccccaaatc caaaccgtta ttcattctac ctcccatcct 
360 
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actcctcacg aatttcttcc accgtagact ctggttaatt ggactgactg aagcccaggg 
420 

gtcagtttct gtcctaagag cgctccaggt ggctgcaccc tgtgcccaga gccaggcccc 
480 

ctgctatagg ctcgctgcac tccccctgca ggtgctgggg acaccgcaac cctcctcctg 
540 

gggacaccta cttgcctttg caggccctcg ggggtcactt ctcccaggaa gccgcctctg 
600 

ggtgaggtaa tatccctcta tcacagcatt ggccacacca cattgcaaac gctgctgggg 
660 

tccactgtct tcaccaatta caccatgagc tccacagact ccaggaccat ggcttctacc 
720 

tctcagttcc cagtgctagc tatggggccc agcacacagg gaacagcagt tcaattaccc 
780 

agttcactga agggcagacc tgggatcata cagggagcaa ggaagcttga gccccttcag 
840 

gagaagggga agaacgcgt 
859 

<210> 2406 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 2406 



Met 


Asp 


Arg 


His 


Leu 


Val 


Ser 


Leu 


His 


Leu 


Ser Pro 


Gly 


Asn 


Ala 


Trp 


l 








5 










10 








15 




Pro 


Pro 


Asp 


Thr 
20 


Trp 


Pro 


Pro 


Ser 


Ser 
25 


Phe 


Gin Gin 


Ser 


Trp 
30 


Tyr 


Gin 


Arg 


Met 


Ala 
35 


His 


His 


His 


Pro 


Pro 
40 


Gin 


Cys 


Pro Asp 


Arg 
45 


Arg 


Pro 


Ala 


Phe 


Leu 
50 


Pro 


Ser 


His 


Ser 


Pro 
55 


Lys 


Ser 


Lys 


Pro Leu 
60 


Phe 


lie 


Leu 


Pro 


Pro 


He 


Leu 


Leu 


Leu 


Thr 


Asn 


Phe 


Phe 


His 


Arg Arg 


Leu 


Trp 


Leu 


He 


65 










70 










75 








80 


Gly 


Leu 


Thr 


Glu 


Ala 


Gin Gly 


Ser 


val 


Ser 


Val Leu 


Arg 


Ala 


Leu 


Gin 










85 










90 








95 




Val 


Ala 


Ala 


Pro 
100 


Cys 


Ala 


Gin 


Ser 


Gin 
105 


Ala 


Pro Cys 


Tyr 


Arg 
110 


Leu 


Ala 


Ala 


Leu 


Pro 
115 


Leu 


Gin 


Val 


Leu 


Gly 
120 


Thr 


Pro 


Gin Pro 


Ser 
125 


Ser 


Trp 


Gly 


His 


Leu 
130 


Leu 


Ala 


Phe 


Ala 


Gly 
135 


Pro 


Arg 


Gly 


Ser Leu 
140 


Leu 


Pro 


Gly 


Ser 


Arg 


Leu 


Trp 


Val 


Arg 























145 

<210> 2407 
c211> 303 
<212> DNA 

<213> Homo sapiens 
<400> 2407 

nacgcgtggt ttatcttcag catggtgatc gcgattggtt tagccgttat ggctgcggtc 
60 
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gcattcatcg agcaaggcca gcgacgtatc ccggtgcagt acgccaagcg gatggtgggg 
120 

cgccgaatgt ttggtggctc gacgacgtac attccgctca aggtaaacca atctggcgtt 
180 

atcccggtca tctttgcctc gtcgatcctg taccttccgg tgctctacgc aactttccgg 
240 

ccgcagacgt ccgcggcaaa gtggatcggt cactacttca cgcgcggtga ccatccggtg 

300 

tac 

303 

<210> 2408 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 2408 

Xaa Ala Trp Phe He Phe Ser Met Val He Ala He Gly Leu Ala Val 

15 10 15 

Met Ala Ala Val Val Phe He Glu Gin Gly Gin Arg Arg He Pro Val 

20 25 30 

Gin Tyr Ala Lys Arg Met Val Gly Arg Arg Met Phe Gly Gly Ser Thr 

35 40 45 

Thr Tyr He Pro Leu Lys Val Asn Gin Ser Gly Val He Pro Val He 

50 55 60 

Phe Ala Ser Ser He Leu Tyr Leu Pro Val Leu Tyr Ala Thr Phe Arg 
65 70 75 80 

Pro Gin Thr Ser Ala Ala Lys Trp He Gly His Tyr Phe Thr Arg Gly 

85 90 95 

Asp His Pro Val Tyr 
100 

<210> 2409 
<211> 322 
<212> DNA 

<213> Homo sapiens 
<400> 2409 

ccatggtttc aagcccccat tgtgtcagcc cagagagcaa ctggagaccc tctgacacca 
60 

cctcccggcc caacaggagg ggaagccgaa attcagattg tggaaactgc ctacaatttt 
120 

cttccggcca aatgaccctc cctaggctac caagaccctg gcctaagggg agccgaggtc 
180 

tcggcccgac tgcagacgcc cgcaccctga ctccagatgc ctccgaggca tccaggtggg 
240 

ccctgagggg cctgctgtgg ctttgttctt gttggctggg ctgggggtct gacctggtga 
300 

gggacatgag tgtcagtgtg gg 
322 

<210> 2410 
<211> 106 
<212> PRT 
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<213> Homo sapiens 



<400> 2410 
Met val Ser Ser 
1 

Ser Asp Thr Thr 
20 

Cys Gly Asn Cys 
35 

Leu Pro Arg Pro 
50 

Asp Ala Arg Thr 
65 

Leu Arg Gly Leu 

Asp Leu Val Arg 
100 



Pro His Cys Val 
5 

Ser Arg Pro Asn 
Leu Gin Phe Ser 

40 

Trp Pro Lys Gly 
55 

Leu Thr Pro Asp 
70 

Leu Trp Leu Cys 
85 

Asp Met Ser Val 



Ser Pro Glu Ser 
10 

Arg Arg Gly Ser 
25 

Ser Gly Gin Met 

Ser Arg Gly Leu 
60 

Ala Ser Glu Ala 
75 

Ser Cys Trp Leu 

90 
Ser Val 
105 



Asn Trp 


Arg 


Pro 




IS 




Arg Asn 


Ser 


Asp 


30 






Thr Leu 


Pro 


Arg 


45 






Gly Pro 


Thr 


Ala 


Ser Arg 


Trp 


Ala 






80 


Gly Trp 


Gly 


Ser 




95 





<210> 2411 

<211> 371 

<212> DNA 

<213> Homo sapiens 



<400> 2411 
ccatgggctg 
60 

gggtctgcgg 
120 

ctggggaagc 
180 

gcagagcaga 
240 

agggaggatg 
300 

aggcctgggc 
360 

ggggggctgc 
371 



ggtgctggag 
cagacaggga 
accatcccta 
ggctggggcg 
gaggttggct 
ccgaggcctg 

g 



acacgagatc 
gacagaggga 
gggacctccg 
agagtggtca 
tgtggctggc 
ggtgtgggga 



aggcaggccc 
gctgtgagag 
cgttcggtca 
gcaggcctgc 
aagagggtgg 
cgcctgagga 



tgcccctggg 
ccctgaggct 
gtggccgctg 
tggtggcagc 
catgcacgtc 
gactgtacag 



gctcattcta 
gagtggcttt 
ctgtcggtgt 
ttgtgcagga 
gctgaaaggc 
tgtggagtcg 



<210> 2412 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 2412 

Met Gly Trp Val Leu Glu Thr Arg 

1 5 
Ala His Ser Arg Val Cys Gly Arg 
20 

Ser Pro Glu Ala Glu Trp Leu Ser 

35 40 
Ser Ala Phe Gly Gin Trp Pro Leu 

50 55 
Gly Ala Arg Val Val Ser Arg Pro 



Asp Gin Ala Gly Pro Ala Pro Gly 

10 15 
Gin Gly Asp Arg Gly Ser Cys Glu 
25 30 
Gly Glu Ala Pro Ser Leu Gly Thr 

45 

Leu Ser Val Cys Arg Ala Glu Ala 
60 

Ala Gly Gly Ser Leu Cys Arg Lys 
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65 70 75 80 

Gly Gly Trp Arg Leu Ala Cys Gly Trp Gin Glu Gly Gly Met His Val 

8 5 90 95 

Ala Glu Arg Gin Ala Trp Ala Arg Gly Leu Gly Val Gly Thr Pro Glu 

100 105 110 

Glu Thr Val Gin Cys Gly Val Gly Gly Ala Ala 
115 120 

<210> 2413 

<211> 784 

<212> DNA 

<213> Homo sapiens 

<400> 2413 

cccgggagag ttgggcgggg caggggtgtt catggcatac tcgggattgt gtcatttggt 
60 

gtggctggat ttagggtgca tataaaggca gtgaggctgg agaagtattc taggtctgct 
120 

taggctcact gaggaattgg ggttcttcct gaagagcatg gagcccttgg aggacctcca 
180 

cagcaggcag agagacggca gcctcctggg atctgattgc ccagccccac ttacacaggt 
240 

ggctgaggtg agctcttccc atggagtgca tccttcctga tcagcctgag gagagcaggg 
300 

0 

ccccaccatc ctgcacctgg tgcagaaaaa ccctgtgaag ctgcactaca gaaagacacc 
360 

accaggtggc aggcctggag attgcatgga ggccccgccc cccccaacca attctttgat 
420 

aatagcacag tgttgaagag agggggccat aaaagactga atccctgttc atgccaggct 
480 

ggctctgccc aacatatatg agactgcaag ttctgccact gtgggctgtg tacccacaag 
540 

ccacaggtcc ctctgaacct gtgaatcagg tcttgggagc tattcgagca ggctggattt 
600 

tctcctctgc ctcgggggac ctgagagtaa gttacagact tcatgaccct tcaccccaaa 
660 

acacttgagt atgtatcacc taagaacaag ggcattctcc tgtagaacca caatgcaatt 
720 

tgcaagttca ggaaatttaa ctgatacaat actattatct aattacggag agaagacaac 

780 

gcgt 

784 

<210> 2414 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 2414 

Met Lys Ser Val Thr Tyr Ser Gin Val Pro Arg Gly Arg Gly Glu Asn 

15 10 15 

Pro Ala Cys Ser Asn Ser Ser Gin Asp Leu lie His Arg Phe Arg Gly 

20 25 30 

Thr Cys Gly Leu Trp Val His Ser Pro Gin Trp Gin Asn Leu Gin Ser 
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35 

His He Cys Trp 
50 

Leu Trp Pro Pro 
65 

Gly Gly Ala Gly 

Ser Phe Cys Ser 
100 

Trp Trp Gly Pro 
115 

Gly Lys Ser Ser 
130 



40 

Ala Glu Pro Ala 
55 

Leu Phe Asn Thr 
70 

Pro Pro Cys Asn 
65 

Ala Ala Ser Gin 

Ala Leu Leu Arg 

120 

Pro Gin Pro Pro 
13 5 



Trp His Glu Gin 
60 

Val Leu Leu Ser 
75 

Leu Gin Ala Cys 
90 

Gly Phe Ser Ala 
105 

Leu lie Arg Lys 
Val 



45 

Gly Phe Ser Leu 

Lys Asn Trp Leu 
80 

His Leu Val Val 
95 

Pro Gly Ala Gly 
110 

Asp Ala Leu His 
125 



<210> 2415 

<211> 2164 

<212> DNA 

<2l3> Homo sapiens 



<400> 2415 
ctcgtgccag 
60 

agatcctgaa 
120 

ccccccaccc 
180 

atcatggacg 
240 

ctaggccggg 
300 

gagcgtgcct 
360 

ctgggcgatg 
420 

cacatctccc 
480 

atcttctctg 
540 

ctggccgtgg 
600 

ctgggggagt 
660 

gatgtcctca 
720 

gcactctgca 
780 

tgagctgccc 
840 

cagcacccga 
900 

ccccctaagc 
960 

tttcctgagc 
1020 



cgtcctcgcg 
gccagaactc 
gcgtcgccgc 
cctttgatcg 
agtacgtgca 
cgcctgcccc 
agctggagat 
tgcagtctga 
caggcatcac 
actgtgtgag 
tcgtgcgcaa 
agtgtgtggt 
gcttcggccg 
acctggcagt 
acacatcttc 
cccgttcctc 
ctggagctgg 



ggtctgaatg 
caccccggcg 
catggaggtg 
ctggcccaca 
cgcgcggctt 
tggaggacgc 
gatccggccc 
gcctgtggtg 
gtggggcaag 
gcaggcccag 
gaccctggca 
cagcacagac 
cttcctgaag 
ggccgcagcc 
ctccccccca 
cgcagaccca 
gctttggggc 



gaagggtcga 
cccgcgccat 
ctgcggcgct 
gacaaggagc 
ttgcgcgccg 
ctggctgagg 
agcgtctacc 
accgatgcgt 
gtggtgtccc 
cctgccatgg 
acctggctgc 
cctggcctcc 
gctgccttct 
tggccctctg 
cccgagcctg 
ggccctccgg 
agcctgcgac 



ggtcgtcgtc 
gcggcgggag 
cttcggtctt 
tggtggccca 
gcctctcctg 
tgtgcgcggt 
gcaacgtggc 
tcctggccgt 
tgtatgcggt 
tccacgccct 
ggagacgcgg 
gctcccactg 
tcgtgctgct 
ggcccaacgc 
gagcactcta 
aagggtgagt 
cctccccgct 



ggcggcgagc 
aggtgcggcg 
cgctgcggag 
ggctaaagca 
gagcgctcca 
gctgctgcgc 
gcgtcagctg 
ggctggccac 
ggccgcgggg 
cgtggactgc 
cggatggact 
gctggtggct 
gccagagaga 
aggaggccct 
acctcggaga 

ggggaggggc 

tgtgtccctt 
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ctcctgtgat ctctgtgttt tcccttttct ttctggggcc aggaagtcag ggtcaactcc 
1060 

caggcctcag gtgaaggggc ccagaacacc tgctctcacc tgagccccag gtgaaggggc 
1140 

ccgggaacac ctgctctcac ctgagcccca ggtgaagggg cccgggaaca cctgctctca 
1200 

cccgagcccc tggtgaaggg gcccggaaca cctgctctca cctgagcccc aggtgaaggg 
1260 

gcccggaaca cctgctctca cctgagcccc aggtgaaggg gcccggaaca cttgctctca 
1320 

cctgagcccc aggtgaaggg gcccgggaac acctctcacc tgaacccggg ggtcccatcc 
1380 

caggaagaag ggccatctca ggacatgagt cctcaggggc cctgcacatt caatctgaag 
1440 

gtgaccctgg cctggctgaa gctggaagag ctgtggggac tcagcctgta aacagagcgt 
1500 

aaggttcaca tgctggttgc ttaatccgtt tctggaggaa gagtatgaca cccacttgtg 
1560 

atggggtcct tgtgcggtgg ggaccggggc cggcgggctc caggccagca cacctaaccc 
1620 

atggatgtgg aacctacggc cgagaaggaa tgttgcatga gtcggatccc agtccattgt 
1680 

cagtggaggg tgagggtgac cccatctgct atttttgtgc tcatcctcat acaaccattt 
1740 

ggggatgtgc ctattagggc tccgtaagaa ctcagatgcc tgggaagccc agcccctcag 
1800 

gtgcccccac acacagcctt cccttgacgc ctacatttct aggcacatgt gaggcatctt 
1860 

tcctggagcc ccgagccagc cctgtccctc cccagtgcag catggcactc aggagataca 
1920 

ggctggacat ggggcagtcg ttctggggag gcctggccta gcagccaccc acctgagccc 
1980 

tcccggccag gcttcgtgct ggggtgggcc atgtgccagg acaggagggt cccggcggaa 
2040 

agccagcccc ggactcatcg tgacattgag atcccactgg agggtagggg tggtaataaa 
2100 

cttctccaaa cgataaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

2160 

aaaa 

2164 

<210> 2416 
<211> 213 
<212> PRT 

<213> Homo sapiens 
<400> 2416 

Met Glu Val Leu Arg Arg Ser Ser Val Phe Ala Ala Glu lie Met Asp 

15 10 15 

Ala Phe Asp Arg Trp Pro Thr Asp Lys Glu Leu Val Ala Gin Ala Lys 

20 25 30 

Ala Leu Gly Arg Glu Tyr Val His Ala Arg Leu Leu Arg Ala Gly Leu 

35 40 45 

Ser Trp Ser Ala Pro Glu Arg Ala Ser Pro Ala Pro Gly Gly Arg Leu 
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50 










55 


60 






Ala 


Glu 


val 


Cys 


Ala 


Val 


Leu Leu Arg Leu ciy 


Asp 


Glu 


Leu ulu net 


65 








70 








80 


He 


Arg 


Pro 


Ser 


Val 


Tyr 


Arg Asn Val Ala Arg 


Gin 


Leu 


nis lie set 








85 










9.5 


Leu 


Gin 


Ser 


Glu 


Pro 


Val 


Val Tilt ASp Ala rtlc 


Leu 


Ala 


Val Ala Glv 








100 






t AC 

109 






no 


His 


He 


Phe 


Ser 


Ala Gly 


He Thr Trp Gly Lys 


Val 


Val 


Ser Leu Tyr 






115 








120 




125 




Ala Val Ala Ala Gly Leu 


Ala Val Asp Cys Val 


Arg 


Gin 


Ala Gin Pro 




130 










135 


140 






Ala 


Met 


Val 


His 


Ala 


Leu 


Val Asp Cys Leu Gly 


Glu 


Phe 


Val Arg Lys 


145 










150 


155 






160 


Thr 


Leu 


Ala 


Thr 


Trp 


Leu 


Arg Arg Arg Gly Gly 


Trp Thr 


Asp Val Leu 










165 




170 






175 


Lys 


Cys 


val 


Val 


Ser 


Thr 


Asp Pro Gly Leu Arg 


Ser 


His 


Trp Leu Val 




180 






185 






190 


Ala 


Ala 


Leu Cys 


Ser 


Phe 


Gly Arg Phe Leu Lys 


Ala 


Ala 


Phe Phe Val 






195 








200 




205 




Leu 


Leu 


Pro 


Glu 


Arg 













210 



<210> 2417 
<211> 615 
<212> DNA 

<213> Homo sapiens 
<400> 2417 

nnagatcttt ggaatgggca gaactactaa atacagttaa tgcaccaaca agggtaagta 
60 

aagctgattt gattttcata ttgatacctc aatagttaag tgaaggacta gttattgetc 
120 

cagttgttag ttttcacact ttaaaaaagg ctttcaatta taaaatcttt ctccattatt 
180 

aegtttttte acaactgtga tccacgccac agttgcaaat aatcaacata gaaaaattaa 
240 

ataacataat tgatgaaaag ttagtttttc acaaaaatac gaaaaatttc atcacctaga 
300 

gaggaaaatg ttatgacaac ctatttcgat aaaattgaaa aaatctcctt tgagggagaa 
360 

aaatccacaa atecttttge tttcaaacat tatgatgeta atcaagtaat tttaggtaaa 
420 

actatggctg aacatttacg ettaaeggtg tgttattggc ataccttttg ctggaatggg 
480 

aatgatatgt ttgggctagg ttctttggaa cgaagttggc agaaaaattc aaatttgett 
540 

gctggcgcag aacaaaaagc egatattget tttgagtttt tgaataagtt aggegtgect 
600 

tattattgtt ttcat 
615 

<210> 2418 
<211> 101 
<212> PRT 
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<213> Homo sapiens 



<400> 2416 

Met Thr Thr Tyr Phe Asp Lys lie Glu Lys lie Ser 

15 10 
Lys Ser Thr Asn Pro Phe Ala Phe Lys His Tyr Asp 

20 25 
lie Leu Gly Lys Thr Met Ala Glu His Leu Arg Leu 

35 40 
Trp His Thr Phe Cys Trp Asn Gly Asn Asp Met Phe 

50 55 60 

Leu Glu Arg Ser Trp Gin Lys Asn Ser Asn Leu Leu 
65 70 75 

Gin Lys Ala Asp lie Ala Phe Glu Phe Leu Asn Lys 

85 90 
Tyr Tyr Cys Phe His 
100 



Phe Glu Gly Glu 
15 

Ala Asn Gin Val 
30 

Thr Val Cys Tyr 
45 

Gly Leu Gly Ser 

Ala Gly Ala Glu 
80 

Leu Gly Val Pro 
95 



<210> 2419 

<211> 318 

<212> DNA 

<213> Homo sapiens 



<400> 2419 

aaattttcag aagtcctggt gttgcgcggt caaacaggga ccgaggaggg acgaccgcct 
60 

ccccgtgacg ctgcttcttc ttcctgcctg cagctgaggg gtctgttttg tgtcgcttcc 
120 

gctccttcct cacgtacaca gggggcagct tagcctctgg gatgggagtg gcttcataca 
180 

tgagacacat gcccgagtcg aggtagatgt cgctgtcgtc ctgcggcggg gtgggtgggg 
240 

tccagaacgg catgacttct gtctgcccat cgacatcttc gtagacatac tccatgttgt 
3O0 

aggcatcccc tcacgcgt 
318 



<210> 2420 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 2420 



Met Glu Tyr Val Tyr 


Glu 


Asp 


Val 


Asp Gly 


Gin Thr 


Glu 


val Met Pro 


1 5 








10 






15 


Phe Trp Thr Pro Pro 


Thr 


Pro 


Pro 


Gin Asp 


Asp Ser 


Asp 


He Tyr Leu 


20 








25 






30 


Asp Ser Gly Met Cys 


Leu 


Met 


Tyr 


Glu Ala 


Thr Pro 


lie 


Pro Glu Ala 


35 






40 






45 




Lys Leu Pro Pro Val 


Tyr 


Val 


Arg 


Lys Glu 


Arg Lys 


Arg 


His Lys Thr 


50 




55 






60 






Asp Pro Ser Ala Ala 


Gly 


Arg 


Lys 


Lys Lys 


Gin Arg 


His 


Gly Glu Ala 


65 


70 








75 




80 


Val Val Pro Pro Arg 


Ser 


Leu 


Phe 


Asp Arg 


Ala Thr 


Pro 


Gly Leu Leu 
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85 90 95 

Lys lie 



<210> 2421 
<211> 420 
<212> DNA 

<213> Homo sapiens 
<400> 2421 

nnacgcgtgg tgttctttat ggtcgttttc ggtctctgtc tgctgctggc aaaactgctg 
60 

tactggttgt ttgacagtgc agggcttgtg cacagacgtg agccacaggg cagcacaacg 
120 

ctgtcgcaag tctgagtagg gattatcatg acggatacaa cttcagcccc gcgttacgcg 
180 

ctgcgtgggc tacagcttat tggctggcgt gacatgcaac acgcgctgga tttcctgttc 
240 

gcggacgggc agatgaaatc gggcacgctg gtggccatca acgcagaaaa gatgctggcg 
300 

gctgaagata atgcggaagt gaaaagcctg attgaagccg cggagtttaa atacccggcc 
360 

ggtattagcg tagtgcgttc aattcgtaaa aagttccccc acgctggagt gtgctcgcga 
420 

<210> 2422 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 2422 

Met Thr Asp Thr Thr Ser Ala Pro Arg Tyr Ala Leu Arg Gly Leu Gin 

15 10 15 

Leu He Gly Trp Arg Asp Met Gin His Ala Leu Asp Phe Leu Phe Ala 

20 25 30 

Asp Gly Gin Met Lys Ser Gly Thr Leu Val Ala He Asn Ala Glu Lys 

35 40 45 

Met Leu Ala Val Glu Asp Asn Ala Glu Val Lys Ser Leu He Glu Ala 

50 55 60 

Ala Glu Phe Lys Tyr Pro Ala Gly He Ser Val Val Arg Ser He Arg 
65 70 75 80 

Lys Lys Phe Pro His Ala Gly Val Cys Ser Arg 

85 90 

<210> 2423 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 2423 

tgatcaagtc ggaggattcg gcagggcgca gccatgaacg agaaggcgtc cgtctccaag 
60 

gagctcaacg ccaagcacaa gaagatattg gaaggtcttc tacggcatcc tgagaataga 
120 
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gaatgcgcag actgcaagtc aaagggtcct cgatgggcaa gtgtgaatct aggtatcttt 
180 

atatgcatga catgttctgg cattcataga agcctggggg tgcacatatc taaggtaaga 
240 

tctgccaccc tggatacatg gctgccagag caagttgcat ttattcaatc aatgggaaac 
300 

gaaaaagcaa atagctattg ggaagcagag ctgcctccta actacgatag ggttggaata 
360 

gagaatttga t 
371 

<210> 2424 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 2424 

Met Asn Glu Lys Ala Ser Val Ser Lys Glu Leu Asn Ala Lys His Lys 

15 10 15 

Lys lie Leu Glu Gly Leu Leu Arg His Pro Glu Asn Arg Glu Cys Ala 

20 25 30 

Asp Cys Lys Ser Lys Gly Pro Arg Trp Ala Ser Val Asn Leu Gly lie 

35 40 45 

Phe lie Cys Met Thr Cys Ser Gly lie His Arg Ser Leu Gly Val His 

50 55 60 

lie Ser Lys Val Arg Ser Ala Thr Leu Asp Thr Trp Leu Pro Glu Gin 
65 70 75 80 

Val Ala Phe lie Gin Ser Met Gly Asn Glu Lys Ala Asn Ser Tyr Trp 

85 90 95 

Glu Ala Glu Leu Pro Pro Asn Tyr Asp Arg Val Gly He Glu Asn Leu 
100 105 110 



<210> 2425 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<400> 2425 
accggtttgc 
60 

cccgtcctga 
120 

acctcccggc 

180 

cgctgcaagg 
240 

aaccagaaac 
300 

gacggcctgc 
360 

ctgctgagca 
411 



aggcctggaa 
acggctacga 
ctgcacgggg 
aagccggcat 
tcgccgacgt 
acgccctgac 
gttgccaggc 



agacgggcat 
gatgacccgc 
gttcggtttc 
gaacgactgc 
cacgccgcgc 
cgggggcgag 

ggcccgcgag 



ttcgacctgg 
cgcctgcgcg 
accgcccacg 
ctgttcaagc 
ccgcgtccga 
ccgctgctga 
gcactgctcg 



tgatcgtcga 
aacatgaagc 
cccagcccga 
ccatcagcct 
gccaggccgc 
tgcgtcgctt 
gactgcccat 



ctgcaacatg 
cnncgccatg 
ggaacgcccc 
gaccaccctc 
cttcagcctc 
gatcgacgag 
c 



<210> 2426 
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<211> 137 
<212> PRT 
<213> Homo sapiens 

<400> 2426 



Thr 


Gly 


Leu 


Gin Ala Trp Lys 


Asp Gly His Phe Asp 


Leu 


Val 


He 


Val 


1 




5 




10 






15 




Asp 


Cys 


Asn 


Met Pro Val 


Leu 


Asn Gly Tyr Glu Met 


Thr 


Arg 


Arg 


Leu 




20 




25 




30 






Arg 


Glu 


His 


Glu Ala Xaa 


Ala 


Met Thr Ser Arg Pro Ala Arg Gly Phe 




35 






40 


45 








Gly 


Phe 


Thr 


Ala His Ala 


Gin 


Pro Glu Glu Arg Pro 


Arg 


Cys 


Lys 


Glu 


50 






55 


60 










Ala 


Gly 


Met 


Asn Asp Cys 


Leu 


Phe Lys Pro He Ser 


Leu 


Thr 


Thr 


Leu 


65 




70 




75 








80 


Asn 


Gin 


Lys 


Leu Ala Asp Val 


Thr Pro Arg Pro Arg 


Pro 


Ser 


Gin 


Ala 






85 




90 






95 




Ala 


Phe 


Ser 


Leu Asp Gly 


Leu 


His Ala Leu Thr Gly Gly 


Glu 


Pro 


Leu 








100 




105 




110 






Leu 


Met 


Arg 


Arg Leu He 


Asp 


Glu Leu Leu Ser Ser 


Cys 


Gin 


Ala 


Ala 






115 






120 


125 








Arg 


Glu 


Ala 


Leu Leu Gly 


Leu 


Pro He 











130 135 



<210> 2427 

<211> 293 

<212> DNA 

<213> Homo sapiens 

<400> 2427 

cataacaaag gcttagggat tttggtgccc tgtgcaattn tggcagcttt tctgttgatt 
60 

tggagcgtaa aatgttgcag agcccagcta gaagccagga ggagcagaca ccctgctgat 
120 

ggagcccaac aagaaagatg ttgtgtccct cctggtgagc gctgtcccag tgcacccgat 
180 

aatggcgaag aaaatgtgcc tctttcagga aaagtatagg aaatgagaga agactgtgac 
240 

aactcatgac ctgcatcctt aatatccagt gacttcatct ccccttcacg cgt 
293 

<210> 2428 

<211> 72 

<212> PRT 

<213> Homo sapiens 

<400> 2428 

His Asn Lys Gly Leu Gly He Leu Val Pro Cys Ala He Xaa Ala Ala 

15 10 15 

Phe Leu Leu He Trp Ser Val Lys Cys Cys Arg Ala Gin Leu Glu Ala 

20 25 30 

Arg Arg Ser Arg His Pro Ala Asp Gly Ala Gin Gin Glu Arg Cys Cys 

35 40 45 

Val Pro Pro Gly Glu Arg Cys Pro Ser Ala Pro Asp Asn Gly Glu Glu 
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50 55 
Asn Val Pro Leu Ser Gly Lys Val 
65 -70 



60 



<210> 2429 

<211> 428 

<212> DNA 

<213> Homo sapiens 



<400> 2429 
tcgcgtcggg 
60 

atcgccgaga 
120 

gatgtcctgc 
180 

ctggaacagg 
240 

ttggctgagc 
300 

ggccatgcgg 
360 

gcggctattc 
420 

actgcggc 
428 



tcggcgaggt 
tggcggggct 
tcaatggggt 
ccgtacatga 
gcgcccgcca 
ctcgggctga 
agcggctgtt 



tgacgctgtt 
acaggctgct 
agagacgtcg 
gctggatggc 
gatgtcgtat 
agctgatccg 
gagggcgcgc 



gatcctaagc 
cagtcgatcc 
accggtccgc 
actggggatg 
gacctcactg 
caacggcttg 
accaccaccc 



cccatgagga 
gggaatcctt 
agccgggtgc 
ctgatcctcg 
acctcgctgc 
aggaattggg 
tcgacgatct 



cgacgacctc 
gaacaaggct 
gcttgctttg 
cgccgctgag 
ttcggtcgct 

gggtcgtttg 

cctcgactcc 



<210> 2430 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 2430 












Ser 


Arg 


Arg 


Val 


Gly Glu Val Asp Ala 


Val 


Asp 


Pro Lys Pro His Glu 


1 








5 


10 




15 


Asp 


Asp 


Asp 


Leu 


He Ala Glu Met Ala 


Gly 


Leu 


Gin Ala Ala Gin Ser 








20 


25 






30 


He 


Arg 


Glu 


Ser 


Leu Asn Lys Ala Asp 


Val 


Leu 


Leu Asn Gly Val Glu 






35 




40 






45 


Thr 


Ser 


Thr Gly 


Pro Gin Pro Gly Ala 


Leu 


Ala 


Leu Leu Glu Gin Ala 




50 






55 






60 


Val 


His 


Glu 


Leu 


Asp Gly Thr Gly Asp 


Ala 


Asp 


Pro Arg Ala Ala Glu 


65 








70 




75 


80 


Leu 


Ala 


Glu Arg 


Ala Arg Gin Met Ser 


Tyr 


Asp 


Leu Thr Asp Leu Ala 










85 


90 




95 


Ala 


Ser 


Val 


Ala 


Gly His Ala Ala Arg 


Ala 


Glu 


Ala Asp Pro Gin Arg 








100 


105 






110 


Leu 


Glu 


Glu 


Leu 


Gly Gly Arg Leu Ala 


Ala 


He 


Gin Arg Leu Leu Arg 






115 




120 






125 


Ala 


Arg 


Thr 


Thr 


Thr Leu Asp Asp Leu 


Leu 


Asp 


Ser Thr Ala 




130 






135 






140 



<210> 2431 
<211> 409 
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<212> DNA 

<213> Homo sapiens 



<400> 2431 

nnacgcgtta acaattaaag cattaacgcc 
60 

atagtcggtt aaatagggat tttcatgggt 
120 

aatggcgagg taacaatttc tggggcaaaa 
180 

ttattatctg agggtgatat caatttaagc 
240 

actatcgagt tgttaaaaga gctgggtgct 
300 

attaatgcga aagaagttaa gaactatact 
360 

gcttcaattt tggcattagg tccattggtt 
409 



agatgaatgg caaaaacaaa aacattttat 
caatttatta ttcaaggtgg ctgccagtta 
aatgccgcat taccaatcct atttgctact 
aatgtaccgc ttttaaaaga tattgccacc 
actgctactc agactcaaca ctgcgtgcat 
gcttcttatg aattagtgag aagtatgcgt 
gctcggttcg gtgaagctt 



<210> 2432 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 2432 
Met Gly Gin Phe 
1 

Thr He Ser Gly 
20 

Leu Leu Ser Glu 
35 

Asp He Ala Thr 
50 

Thr Gin Thr Gin 
65 

Tyr Thr Ala Ser 

Ala Leu Gly Pro 
100 



He He Gin Gly 
5 

Ala Lys Asn Ala 

Gly Asp He Asn 

40 

Thr He Glu Leu 
55 

His Cys Val His 
70 

Tyr Glu Leu Val 
85 

Leu Val Ala Arg 



Gly Cys Gin Leu 
10 

Ala Leu Pro lie 
25 

Leu Ser Asn Val 

Leu Lys Glu Leu 
60 

He Asn Ala Lys 
75 

Arg Ser Met Arg 
90 

Phe Gly Glu Ala 
105 



Asn Gly Glu Val 
15 

Leu Phe Ala Thr 
30 

Pro Leu Leu Lys 
45 

Gly Ala Thr Ala 

Glu Val Lys Asn 

80 

Ala Ser He Leu 
95 



<210> 2433 

<211> 655 

<212> DNA 

<213> Homo sapiens 



<400> 2433 
caattgccta 
60 

aggctacacc 
120 

gctctatgat 
180 

ttgtgaagca 
240 



caatattcag 
acacagccga 
gctcacgtaa 
gcacgtgact 



tacagtcaca 
ggcgtgtgga 
caatgaaatc 
ataatctttt 



tgctgcatag 
ggactatacc 
acggaatctc 
cccaggttta 



gtttgcagtc 
atctgggttt 
tctctcagaa 
cccctgaagt 



tagaaacaac 
acgtaagtgc 
catttccccg 
tcaagtgcaa 
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tgcccctgca cagcacagag caggggacga taggaggcgt gccttctcca gctgaaccac 
300 

cgggccagcc gggcgggcag tgggggttgg ggggagggtt gacccattgg tgctgccacg 
360 

accaaagaga caggatcttg gagagagtga ggcctctgtg caggggacga tgaaggccca 
420 

atctggggac atcagggaaa gcagcaaggg tctggctgat tgtgcaaaaa gaactttttc 
480 

tgtgactgcc gtgttccaaa cacacccttt gcttttacaa aaacccaaac tgggaggttt 
540 

agcaaaaggc acagtttcag agcataataa agacagagca gaatgggaga ggaggttaat 
600 

caaatgggcc atcactcaat gcagggaggg gaggggtgtg ctcaggacaa cgcgt 
655 

<210> 2434 

<211> X37 

<212> PRT 

<213> Homo sapiens 

<400> 2434 

Met Ala His Leu lie Asn Leu Leu Ser His Ser Ala Leu Ser Leu Leu 

15 10 15 

Cys Ser Glu Thr Val Pro Phe Ala Ly3 Pro Pro Ser Leu Gly Phe Cys 

20 25 30 

Lys Ser Lys Gly Cys Val Trp Asn Thr Ala Val Thr Glu Lys Val Leu 

35 40 45 

Phe Ala Gin Ser Ala Arg Pro Leu Leu Leu Ser Leu Met Ser Pro Asp 

50 55 60 

Trp Ala Phe He Val Pro Cys Thr Glu Ala Ser Leu Ser Pro Arg Ser 
65 70 75 80 

Cys Leu Phe Gly Arg Gly Ser Thr Asn Gly Ser Thr Leu Pro Pro Thr 

85 90 95 

Pro Thr Ala Arg Pro Ala Gly Pro Val Val Gin Leu Glu Lys Ala Arg 

100 105 110 

Leu Leu Ser Ser Pro Ala Leu Cys Cys Ala Gly Ala Leu His Leu Asn 

115 120 125 

Phe Arg Gly Lys Pro Gly Lys Arg Leu 
130 135 

<210> 2435 

<211> 401 

<212> DNA 

<213> Homo sapiens 



<400> 2435 
aagctttcct 
60 

aacgtgctgc 
120 

gcagatattg 
180 

gcctgcaccg 
240 



tcaccggttc 
gtacctccat 
accaagcggt 
cagctaaccg 



taccccagtg 
ggaactgggc 
ccagggtgcg 
cttcttggtc 



ggccggaccc 
ngcaatgccc 
atgggcgcca 
cacgagtctg 



ttttgaagng 
cattcattgt 
agatgcgcaa 
ttgctgagga 



cgcggccgat 
ctttgaggac 
tatcggcgag 
gttctctgag 
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aaactcgttg cggagtttga gaagctcaat ctgggcaatg gtatggacga aggtattacc 
300 

tgcggacctc tcgtcgagtc caaggctttg gagagcattg cggcattggt ggacgatgct 
360 

gcagaaaagg gcgctaccat ctccaccggc ggtaagcgcg c 
401 

<210> 2436 

<211> 133 

<212> PRT 

<213> Homo sapiens 

<400> 2436 



Lys 


Leu 


Ser 


Phe 


Thr 


Gly 


Ser 


Thr 


Pro 


Val 


Gly 


Arg Thr 


Leu 


Leu 


Lys 


1 








5 










10 








15 




Xaa 


Ala 


Ala 


Asp 
20 


Asn 


Val 


Leu 


Arg 


Thr 
25 


Ser 


Met 


Glu Leu 


Gly 
30 


Xaa 


Asn 


Ala 


Pro 


Phe 
35 


He 


Val 


Phe 


Glu 


Asp 
40 


Ala 


Asp 


He 


Asp Gin 
45 


Ala 


Val 


Gin 


Gly 


Ala 
50 


Met 


Gly 


Ala 


Lys 


Met 
55 


Arg 


Asn 


He 


Gly 


Glu Ala 
60 


Cys 


Thr 


Ala 


Ala 


Asn 


Arg 


Phe 


Leu 


Val 


His 


Glu 


Ser 


Val 


Ala 


Glu Glu 


Phe 


Ser 


Glu 


65 










70 










75 








80 


Lys 


Leu 


Val 


Ala 


Glu 
85 


Phe 


Glu 


Lys 


Leu 


Asn 
90 


Leu 


Gly Asn 


Gly 


Met 
95 


Asp 


Glu 


Gly 


He 


Thr 
100 


Cys 


Gly 


Pro 


Leu 


Val 
105 


Glu 


Ser 


Lys Ala 


Leu 
110 


Glu 


Ser 


He 


Ala 


Ala 
115 


Leu 


Val 


Asp 


Asp 


Ala 
120 


Ala 


Glu 


Lys 


Gly. Ala 
125 


Thr 


He 


Ser 


Thr 


Gly 


Gly 


Lys 


Arg 























130 



<210> 2437 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<400> 2437 

aagcttagta ccaaaaagaa aacaaaaaca aaaacaaaac aaaccccccc ccccacagag 
60 

taaaataacg gaaaaagatc tactatgcta gcactaacaa aataatacgt agttatgaaa 
120 

atggtatgta tttttcaagc tagacgttca taatggtaga acatgaggag gaaaactgcc 
180 

tcttaaatcc caccacttac tgtgacacag tgaccggtcc ctgcagcgga ctggatagtt 
240 

gtatcagagt cctggacgga aacagatggc actcaaaagg tggcgcgcag ttcagagaaa 
300 

tgcctatgta cggatttggt ccaatgcctc agcctgacct cagggacctt cgggggtctg 
360 

ctccgcgccc acccttacac atctgtgacc ccacacactt ccaccccagc gccacattta 

420 

agttccagtc atttcatttt atcgctgtg 
449 
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<210> 2438 

<211> 99 

<212> PRT 

<213> Homo sapiens 



<400> 2438 



Met 


Val 


Glu 


His 


Glu Glu 


Glu 


Asn 


Cys 


Leu Leu Asn Pro Thr Thr 


Tyr 


1 








S 








10 15 




Cys Asp 


Thr 


Val 


Thr Gly 


Pro 


Cys 


Ser 


Gly Leu Asp Ser Cys lie 


Arg 








20 








25 


30 




Val 


Leu 


Asp 


Gly 


Asn Arg 


Trp 


His 


Ser Lys Gly Gly Ala Gin Phe Arg 






35 








40 




45 




Glu 


Met 


Pro 


Met 


Tyr Gly Phe Gly 


Pro 


Met Pro Gin Pro Asp Leu 


Arg 




50 








55 






60 




Asp 


Leu 


Arg 


Gly 


Ser Ala 


Pro 


Arg 


Pro 


Pro Leu His lie Cys Asp 


Pro 


65 








70 








75 


80 


Thr 


His 


Phe 


His 


Pro Ser 


Ala 


Thr 


Phe 


Lys Phe Gin Ser Phe His 


Phe 



85 90 95 



He Ala val 



<210> 2439 

<211> 4425 

<212> DNA 

<213> Homo sapiens 

<400> 2439 

ccctcagcat cggaccagag tacttggtat ctggatgaat cgacactcac tgacaacatc 
60 

aaaaagacac tgcacaagtt ctgtggcccc tcccctgtgg tcttcagtga tgtgaactcc 
120 

atgtatctgt cttccacgga gccgccagcc gctgctgaat gggcatgtct gctgcgccct 
180 

ctgaggggcc gtgagccaga gggcgtctgg aacctgctaa gcattgtgcg ggagatgttc 
240 

aagcggaggg acagcaatgc tgcccccttg ttggaaatcc tcactgacca gtgcctcacc 
300 

tatgaacaga taacaggttg gtggtatagc gtacgtacct cagcctcaca cagcagtgcc 
360 

agtgggcaca cgggccgtag caacgggcag tcagaggtgg cagcccatgc ctgtgccagc 
420 

atgtgtgacg agatggtcac actgtggagg ctggccgtgc tggaccctgc actcagcccc 
480 

cagcggcgcc gggaactgtg tacgcagctg cggcagtggc aactgaaggt gattgagaac 
540 

gtcaagcggg gccaacacaa gaagacgctg gagcggctct tccccggctt ccggccagcg 
600 

gtggaggcct gctacttcaa ctgggaagag gcctacccac ttcctggtgt cacctacagc 
660 

ggcactgaca ggaagctggc actgtgctgg gcccgggccc tgccctctcg gccaggtgcc 
720 

tcccgctctg ggggcctgga ggaatcccgg gaccggcccc gaccccttcc tactgagcca 
780 
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gctgtgcggc ccaaggagcc tgggaccaag 
840 

tcacagcggg gtccccgccg cctctcagct 
900 

ggtccaggtg ggggcaaagc caaggcactg 
960 

gcaggtggcg gaagcaagcg acggctgagc 
1020 

gccgagatga gcctggatga cagcagcctg 
1080 

ggattccctg agagccctcc accctgtcct 
1140 

ttccttcctg agcccccaga tacttatgaa 
1200 

cctgagcctc ccacagcctc tgttggcccc 
1260 

caggacgacc tcccttctac agatgagagt 
1320 

gcccctgcag ttggagagga ggatgatgac 
1380 

ggggctgggg gcgaggaaga gaaggccgag 
1440 

gctgggctga agccactgga acaggagagt 
1500 

gccctgcatg cgcatggcta tagcagtgag 
1560 

gatctgctag ccaacccacc cgacctcaag 
1620 

cagacctggg tggctaccaa caccctgagc 
1680 

gagcgtccag agcgccacaa cctggccttc 
1740 

aggcctccag cttctaccaa ggccttggag 
1800 

gctgccctgc tcaagaagat ccctctgggt 
1860 

gcagaggaac ttcgggaggg gacactctgt 
1920 

gccagtttca tctttgacgt tctctgtgct 
19B0 

ccaagtcgca actggaacag cgagacacct 
2040 

gttgctgcct tgggcatgaa gacaacagtg 
2100 

ggcacacgtc gggagaaggg tgacctggca 
2160 

caggccaagc ttaagaagat cttagacaaa 
2220 

ccacagacgc tgagttcttt ctactcatct 
2280 

ccttcaaagc acgggggccc atctgcccca 
2340 

gcagggcctg ctcaaccagg gagtgtggca 
2400 



cgaaagggct 


tgggtgaggg 


ggtcccctca 


gaagggggag 


ataaagctct 


acataagatg 


ggtggggctg 


gcagtgggag 


caagggctca 


agcgaagaca 


gctccctgga 


gccagacctg 


gccctgggcg 


cagaggccag 


caccttcggg 


ctccacggtg 


gctcccgagg 


cccttccact 


gaagatggtg 


gtgtgtactt 


ctcggaaggg 


cctggcctac 


tgcctgggga 


tgtctgtacc 


ggcaatgggc 


ttcccaaaac 


caaagaggca 


taccaggcgt 


actatctgaa 


tgcccaggat 


ggcggggctg 


gggaggagca 


cgacctgctt 


cgcatggagg 


tactgtttgc 


ctgtgctgag 


gcctcccgtc 


tcactgtgga 


gcttgcccag 


ggcaagaaga 


acaaggtatc 


cacgagccgt 


aaggcggcct 


tcctgttgac 


agtgctaagt 


cgagttggca 


tgtttgcctt 


ggagctacag 


gtgaagctgg 


cataccagga 


gtctgaggtg 


ccaagtgaga 


tgagtaccat 


gcggtgccgg 


gactatcggc 


ctgtgttgcc 


tctcatgctg 


ccagtggttt 


ctcccacagg 


ttcccggccc 


ggggacgagg 


agcttggatt 


tgaagcagca 


agcgaggcag 


aacatcccct 


cttatgtgaa 


ttagcactaa 


tgatcactta 


caaggacgac 


ctcttggacc 


gagagagcca 


gacacataag 


agccgcccaa 


ccacagccag 


ccagaggtct 


ggggccctgc 


aaccactgac 


ctcaggctct 


ggggctgggc 


caggccccac 


tgagggcttc 
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acagagaaga atgtgcctga gagttcccca 
2460 

gcagctttga ccccaaggcc agaagggaag 
2520 

ggaggctata atggacgggg atgggggtcc 
2580 

atggccagca ttgacagcag tgcccctgaa 
2640 

cggagaccac ttcgaggggg ctgggccccc 
2700 

agcattagca gctcttcttc ggactccctg 
2760 

gccagtgcca gtggaggagc ccgggcgaag 
2820 

cgccccgaga gtcatgcccc tcatgtaccc 
2880 

tacttcgagc tggcgaagac agtgctgatc 
2940 

ttcacacatc catcttcctc agggggccac 
3000 

gccttcgaga ttgggcttta tgcccttggc 
3060 

tcacgtactt attcttccca cgtttcctgg 
3120 

gcagccctga ctatactggt agaatgctgg 
3180 

tccctggctg acagggcatc acgggcaaga 
3240 

ctggccctga gctgcctgcc tcacgcccat 
3300 

ctggtgcagt gcaaggaaca ggacaacctg 
3360 

gaggcagcta agggtggggg cgtgtaccct 
3420 

ttctggctat atgagcaaac tgcaggtggc 
3480 

tgtagtgcca gtgggatcag ggcaggtggg 
3 54 0 

gggggcccag ggactgagcc ggttacagtg 
3600 

gtggtgcccg tcatatcggt ggggtctagt 
3660 

cactcccctg gcctgcaccc ctacactgct 
3720 

tatctcactc acccagctca ccctgcccac 
3780 

ttccctgtgc ccagctctgc atacccacag 
3840 

catgggaaaa tactgggaat tcataggggg 
3900 

tcagtcggag agtcctggtg aggtggtggg 

3960 

gaaatgacgg ccgggcatgg tggctcatgc 
4020 



cattccccct gtgagggtct tccatctgag 
gttcctagcc gcttggcact tggcagtcgt 
tcaggacggc ctaagaagaa gcacacaggc 
acaacatcgg atagttcccc caccttaagc 
acctcctggg gtcgaggtca ggacagtgac 
ggctcctcat cctccagtgg aagtcgccgg 
actgttgaag ttggcaggta caagggccgc 
aatcagccat cagaggcagc tgcacacttc 
aaggcagggg gcaacagcag cacttccatt 
cagggtcctc accgcaacct gcacctttgc 
ctgcacaact ttgtttctcc caactggctc 
attacaggcc aggccatgga gataggcagc 
gatgggcacc tgacaccccc tgaggttgca 
gactccaata tggtgagggc ggcagcagag 
gcattgaacc ctaatgagat ccagcgggcc 
atgttggaga aggcctgcat ggcagtggaa 
gaagtgttgt ttgaggttgc tcaccagtgg 
tcatccacag cccgtgaagg ggctacaagc 
gaagctgggc ggggtatgcc tgagggtaga 
gcagcggcag cagtgacagc agcagccaca 
ttatacccgg gtccaggact ggggcatggc 
ctacagcccc acctgccctg tagccctcag 
cccatgcctc acatgccccg gcctgccgtc 
gtgagaccag tgttctgctg gggggtaagg 
ttggagtggg tactctggga gtataattgg 
agtctggggg acccagccca actaaaataa 
ctgtaatccc agcactttga gaggccgatg 
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tgggtggatc acttgaggtc aggagttcga gaccagcctg gccaacatgg ggaaaccccg 
4080 

tctctactaa aaattagctg agtgcacgcc tgtaatccca gcttcttggg aggctgagat 
4140 

gggaatcact tgaacctggg aggcagaggt tgcagtgagc cgatatcgtg ccactgcact 
4200 

ccagcctgga ggacagagcg agactctatc tcaaaaaaca tgtcaggata gcagcttgtg 
4260 

ggggtgaagc ccgacagcaa catcctaatc aagtttggca tcttcccctt tcttctccct 
4320 

gcccctaggg tgtgcatcct gcattcctag gggctcagta cccttattca gtgactcctc 
4380 

cctcacttgc tgccactgct gtgtctttcc ccgttccttc catgg 
4425 

<210> 2440 
<211> 1306 
<212> PRT 

<213> Homo sapiens 
<400> 2440 

Pro Ser Ala Ser Asp Gin Ser Thr Trp Tyr Leu Asp Glu Ser Thr Leu 

15 10 15 

Thr Asp Asn He Lys Lys Thr Leu His Lys Phe Cys Gly Pro Ser Pro 

20 25 30 

Val Val Phe Ser Asp Val Asn Ser Met Tyr Leu Ser Ser Thr Glu Pro 

35 40 45 

Pro Ala Ala Ala Glu Trp Ala Cys Leu Leu Arg Pro Leu Arg Gly Arg 

50 55 60 

Glu Pro Glu Gly Val Trp Asn Leu Leu Ser He Val Arg Glu Met Phe 
65 70 75 80 

Lys Arg Arg Asp Ser Asn Ala Ala Pro Leu Leu Glu He Leu Thr Asp 

85 90 95 

Gin Cys Leu Thr Tyr Glu Gin He Thr Gly Trp Trp Tyr Ser Val Arg 

100 105 110 

Thr Ser Ala Ser His Ser Ser Ala Ser Gly His Thr Gly Arg Ser Asn 

115 120 125 

Gly Gin Ser Glu Val Ala Ala His Ala Cys Ala Ser Met Cys Asp Glu 

130 135 140 

Met Val Thr Leu Trp Arg Leu Ala Val Leu Asp Pro Ala Leu Ser Pro 
145 150 155 160 

Gin Arg Arg Arg Glu Leu Cys Thr Gin Leu Arg Gin Trp Gin Leu Lys 

165 170 175 

Val He Glu Asn Val Lys Arg Gly Gin His Lys Lys Thr Leu Glu Arg 

180 185 190 

Leu Phe Pro Gly Phe Arg Pro Ala Val Glu Ala Cys Tyr Phe Asn Trp 

195 200 205 

Glu Glu Ala Tyr Pro Leu Pro Gly Val Thr Tyr Ser Gly Thr Asp Arg 

210 215 . 220 

Lys Leu Ala Leu Cys Trp Ala Arg Ala Leu Pro Ser Arg Pro Gly Ala 
225 230 235 240 

Ser Arg Ser Gly Gly Leu Glu Glu Ser Arg Asp Arg Pro Arg Pro Leu 

245 250 255 

Pro Thr Glu Pro Ala Val Arg Pro Lys Glu Pro Gly Thr Lys Arg Lys 
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260 





Glv 


Glu Gly Val 




£ I 3 








Sex Aid 


fZ] 11 


Gly Gly Asp 












nl V T.uq 
vjiy L»yo 


nia 


Lys Ala Leu 










310 


Hid oxy 




Gly Ser Lys 








325 






ASp 


Leu 


Ala 


Glu 






340 






Giy Ala 


Glu 


Ala 


Ser 


Thr 




^ c c 

355 








cys Pro 


Leu 


His Gly Gly 


370 










Pro Pro 


Asp 


Thr Tyr Glu 


385 








390 


Pro Glu 


Pro 


Pro 


Thr 


Ala 








405 




Asp vai 




Thr Gin Asp 






420 






Gly Leu 


pro 


Lys 


Thr 


Lys 




435 








ASp ASp 


Tyr 


Gin 


Ala 


Tyr 


450 










G1U GXU 


G1U 


Lys 


Ala 


Glu 


465 








470 


Ala Giy 


T Aft • 

Leu 


Lys 


Pro 


Leu 








485 




Aia cys 


a 1 a 


Glu 


Ala 


Leu 






500 






Aig JjcU 


Thy 


Val 


Glu 


Leu 




515 








T Aft i T \fr 

Lieu Liys 


uiy 


Lys 


Lys 


Asn 












aia Thy 
Ala 1 ilX 


Aon 
nail 


Thr 


Leu 


Ser 










550 






Glu Arg 


His 








565 




Leu Glu 


Leu 


Gin 


Arg 


Pro 






580 






Leu Ala 


Tyr 


Gin 


Glu 


Ser 




595 








Leu Gly 


Pro 


ser 


Glu 


Met 


610 










Arg Glu 


Gly 


Thr 


Leu 


Cys 


625 








630 


Ala Ser 


Phe 


lie 


Phe 


Asp 








645 




Gly Ser 


Arg 


Pro 


Pro 


Ser 






660 






Glu Glu 


Leu 


Gly 


Phe 


Glu 




675 








Thr Val 


Ser 


Glu 


Ala 


Glu 



265 



Pro Ser 


Ser 


Gin 


Arg 


Gly 

* 


2B0 

w W */ 










Lys Ala 


Leu 


His 


Lys 


Met 


295 








300 


Glv Glv 


Ala 


Glv 


Ser 


Gly 








315 






T ,01 1 
AjC L4 


Car 


^ ^ »v 


Glu 






J J V 






l iC V OCX 


T .011 




Asd 


Ser 












Phe Glv 

flic VJXjf 


Glv 
vjxy 


Phe 


Pro 


Glu 












Cat 1 & V~l~T 

ocx Mxy 


f" 1 v 


Drn 


OCX 


Thr 

1 11X 


J / 3 








ion 


1 11 & CT*i 
VJ1U MSJJ 


Glv 
ijiy 


Glv 
vjiy 


vox 


Tvr 
i y t 












Car \7a 1 
OCX Vol 


f2l vr 
vjiy 


riO 




Rl v 
01 y 












Ben T ah 


riD 


Cat" 
OCX 


1 XIX 


MS LJ 




A *i C 
4 Z 3 








i*~l 11 al a 
1?1U Ala 


AX a 


rtO 


2Vl a 
Mia 


Val 


A AH 










Ayr beu 


Moil 


2Vl * 
Mid 


fil n 


ion 










4 n 


vjiy uiy 


Ala 
Hid 


Glv 


Glu 

VJ1U 


Glu 
ux u 








475 
** / 3 




rzl •« nl n 


ft! 11 


Cat* 
OCX 


ft yrr 
MX y 


Met: 






490 

"f if V 






His Ala 


His 

AAA fct? 


Glv 


Tvr 

1 y x 


Ser 












Ala Gin 


Asd 


Leu 

<W V* v» 


Leu 


Ala 


^ <fc W 










Lvs Val 




Thr 

x ill 


Set* 




0 w ^ 








540 


Lys Ala 


Ala 


Phe 


Leu 


Leu 








555 




Asn Leu 


Ala 


Phe 


Arc 


Val 






570 






Pro Ala 


Ser 


Thr 


LVS 


Ala 




585 








Glu Val 


Ala 


Ala 


Leu 


Leu 


600 










Ser Thr 


Met 


Arg 


Cys 


Arg 


615 








620 


Asp Tyr 


Arg 


Pro 


Val 


Leu 








635 




Val Leu 


Cys 


Ala 


Pro 


Val 






650 






Arg Asn 


Trp 


Asn 


Ser 


Glu 




665 








Ala Ala 


Val 


Ala 


Ala 


Leu 


680 










His Pro 


Leu 


Leu 


Cys 


Glu 
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270 




Pro 


Arg 


Arg Leu 


285 






Glv 


Pro 


Glv Glv 


Ser 

*J V 4 


Lvs 


Glv Ser 






320 

■J «p w 


ten 
nop 


Car 
OCX 


Cot* T .01 1 
OCX XjCU 






335 


C A V" 

ocx 


T ai 1 


& 1 A T ai 1 
Mia bell 




350 




Ser 


Pro 


Pro Pro 








r ne 


r q * * 
LcU 


0 ^ * ft 

rtO Ljxu 


OKa 

rne 


C ^± ftta* 

oer 


uiu oiy 






ii « a 


r an 
LcU 


Leu 


irro uiy 






die 
413 


G1U 


Ser 


Gly Asn 




430 




Gly 


Glu 


Glu Asp 


A A C 






vjiy 


Aia 


wiy uiy 


nis 


ASp 


I16U irnc 






AQO 


ill 11 
VjIU 


val 


T Ai 1 T3h a 






1 J j 


O A V s 

oer 


V7IU 


Ala oer 




510 




Asn 


Pro 


Pro Asp 








f3l n 


Thr- 
X XXX 


1 x p Val 


1 XIX 


\7a 1 
Val 


I, a< \ Cay* 
Xic U OCX 






560 

mj W W 


Gl v 
w J- y 


Met* 
1 ic u 


nic Mxa 






575 


Leu 


Glu 


Val Lys 




590 




Lys 


Lys 


He Pro 


605 






Ala 


Glu 


Glu Leu 


Pro 


Leu 


Met Leu 






640 


val 


Ser 


Pro Thr 






655 


Thr 


Pro 


Gly Asp 




670 




Gly 


Met 


Lys Thr 



685 

Gly Thr Arg Arg 
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690 695 700 

Glu Lys Gly Asp Leu Ala Leu Ala Leu Met He Thr Tyr Lys Asp Asp 
705 710 715 720 

Gin Ala Lys Leu Lys Lys He Leu Asp Lys Leu Leu Asp Arg Glu Ser 

725 730 735 

Gin Thr His Lys Pro Gin Thr Leu Ser Ser Phe Tyr Ser Ser Ser Arg 

740 745 750 

Pro Thr Thr Ala Ser Gin Arg Ser Pro Ser Lys His Gly Gly Pro Ser 

755 760 765 

Ala Pro Gly Ala Leu Gin Pro Leu Thr Ser Gly Ser Ala Gly Pro Ala 

770 775 780 

Gin Pro Gly Ser Val Ala Gly Ala Gly Pro Gly Pro Thr Glu Gly Phe 
785 790 795 800 

Thr Glu Lys Asn Val Pro Glu Ser Ser Pro His Ser Pro Cys Glu Gly 

805 810 815 

Leu Pro Ser Glu Ala Ala Leu Thr Pro Arg Pro Glu Gly Lys Val Pro 

820 825 830 

Ser Arg Leu Ala Leu Gly Ser Arg Gly Gly Tyr Asn Gly Arg Gly Trp 

835 840 845 

Gly Ser Ser Gly Arg Pro Lys Lys Lys His Thr Gly Met Ala Ser He 

650 855 860 

Asp Ser Ser Ala Pro Glu Thr Thr Ser Asp Ser Ser Pro Thr Leu Ser 
865 870 875 880 

Arg Arg Pro Leu Arg Gly Gly Trp Ala Pro Thr Ser Trp Gly Arg Gly 

885 890 895 

Gin Asp Ser Asp Ser lie Ser Ser Ser Ser Ser Asp Ser Leu Gly Ser 

900 905 910 

Ser Ser Ser Ser Gly Ser Arg Arg Ala Ser Ala Ser Gly Gly Ala Arg 

915 920 925 

Ala Lys Thr Val Glu Val Gly Arg Tyr Lys Gly Arg Arg Pro Glu Ser 

930 935 940 

His Ala Pro His Val Pro Asn Gin Pro Ser Glu Ala Ala Ala His Phe 
945 950 955 960 

Tyr Phe Glu Leu Ala Lys Thr Val Leu He Lys Ala Gly Gly Asn Ser 

965 970 975 

Ser Thr Ser He Phe Thr His Pro Ser Ser Ser Gly Gly His Gin Gly 

980 985 990 

Pro His Arg Asn Leu His Leu Cys Ala Phe Glu He Gly Leu Tyr Ala 

995 1000 1005 

Leu Gly Leu His Asn Phe Val Ser Pro Asn Trp Leu Ser Arg Thr Tyr 

1010 1015 1020 

Ser Ser His Val Ser Trp He Thr Gly Gin Ala Met Glu He Gly Ser 
1025 1030 1035 1040 

Ala Ala Leu Thr He Leu Val Glu Cys Trp Asp Gly His Leu Thr Pro 

1045 1050 1055 

Pro Glu Val Ala Ser Leu Ala Asp Arg Ala Ser Arg Ala Arg Asp Ser 

1060 1065 1070 

Asn Met Val Arg Ala Ala Ala Glu Leu Ala Leu Ser Cys Leu Pro His 

1075 1080 1085 

Ala His Ala Leu Asn Pro Asn Glu He Gin Arg Ala Leu Val Gin Cys 

1090 . 1095 1100 

Lys Glu Gin Asp Asn Leu Met Leu Glu Lys Ala Cys Met Ala Val Glu 
1105 1110' 1115 1120 

Glu Ala Ala Lys Gly Gly Gly Val Tyr Pro Glu Val Leu Phe Glu Val 
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1125 1130 1135 

Ala His Gin Trp Phe Tip Leu Tyr Glu Gin Thr Ala Gly Gly Ser Ser 

1140 1145 1150 

Thr Ala Arg Glu Gly Ala Thr Ser Cys Ser Ala Ser Gly He Arg Ala 

1155 1160 1165 

Gly'Gly Glu Ala Gly Arg Gly Met Pro Glu Gly Arg Gly Gly Pro Gly 

1170 1175 1180 

Thr Glu Pro Val Thr Val Ala Ala Ala Ala Val Thr Ala Ala Ala Thr 
1185 1190 1195 1200 

Val Val Pro Val He Ser Val Gly Ser Ser Leu Tyr Pro Gly Pro Gly 

1205 1210 1215 

Leu Gly His Gly His Ser Pro Gly Leu His Pro Tyr Thr Ala Leu Gin 

1220 1225 1230 

Pro His Leu Pro Cys Ser Pro Gin Tyr Leu Thr His Pro Ala His Pro 

1235 1240 1245 

Ala His Pro Met Pro His Met Pro Arg Pro Ala Val Phe Pro Val Pro 

1250 1255 1260 

Ser Ser Ala Tyr Pro Gin Val Arg Pro Val Phe Cys Trp Gly Val Arg 
1265 1270 1275 1280 

His Gly Lys He Leu Gly He His Arg Gly Leu Glu Trp Val Leu Trp 

1285 1290 1295 

Glu Tyr Asn Trp Ser Val Gly Glu Ser Trp 
1300 1305 

c210> 2441 
<211> 2244 
<212> DNA 

<213> Homo sapiens 



<400> 2441 

nacgcgtgtg tgtctgcatg catccatgtg 
60 

ggaggacaca gaaggatgga gggaaaggca 
120 

ccatttgtta ttttgggttt ggtgaacatg 
180 

acattaacaa ccggagagaa atgacatttt 
240 

ctgccccctg gtggcagccc cgagtcactt 
300 

gcctcgggca ggaagggtac aaagcccccg 
360 

tgaggggaac agcacagcga cgtccttgcg 
420 

cgccacacag gcttggcaaa atctctgcgt 
480 

gatgcctccg accttttgga tcctctttct 
540 

cggcgctgcc tacgagaaac ccaagttcat 
600 

gggaggcccc tgcaaggtga tgcgtctggc 
660 

ggcctgtgcc cagcagttcc ggaagcagac 
720 



tctgtacatg tatgtctcca tgtgtggtgt 
ccactcacag aggcggcgct ggagaatttt 
cactttgcgt catgcaaatc aggtttctaa 
ggggccgccg gtgactcttg cgtgcctctg 
ccagcagggc ccccccaccc caagggccca 
ccgtggttct gccacgaggt ctcctggaaa 
tcctaaatgc atcccctggt ggccgttttt 
cactgagcag cattttaacc tcttgaatga 
gcacctctca ggggacaggt cccgtctgta 
tactgcagcc aaaggaaagg tgcaggcggt 
cataagtccc actgccttct cccacctgct 
ccaggcccag gtgtacagtg aggacatggc 



? 
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cctgaacata ggctcggaac cagaaggcct gcaggtggaa gagaaggagc gccctgtgca 
780 

gaggctcagt agcgtcctgg ggcccctgga ggagcttctg cagccgctat tccccctgct 
840 

cagcctctcc aaggccagag tgcagacacc tgcggttgtt gccgattcag ggaagtcgaa 
900 

gggcaaagac aaggagagga aaacgtccac aggacaacac agcacagtcc agcctgaggt 
960 

tgccgataag atagtcctgg tcacagacag acatctcctg gagctgccac tggaaggtct 
1020 

ctctgtgttc gatgaaggga caatttcctc tgtgtcacga gaattttctc ttcaaatgct 
1080 

gtggaatcgc ctccataaag aagagacaga aggtggcgtg aaaaaggagg gaagaagcag 
1140 

agaccccaaa aagagaagcc tagcgaagaa gggcaggaag ggcagcatcc cccggaccat 
1200 

cccccctgac tgcatcatag tcgactcaga caacttcaag ttcgtcgtgg acccatacga 
1260 

ggaggcccag ggcccagaaa tgctaactcc tgtctccatc acccaagaca ttttggaaag 
1320 

attccaagac acattcacgt cgcgatgggc gggacatctg ggaagcaagc actttcccag 
1380 

ccaggcccag tgggagcagg ccctgggcag ctgcagcggt ttcttcttct atggaatgga 
1440 

gagcttcctg tcccatatat tagtggagag attggtcgcc atgaacttgc aagagtgcca 
1500 

ggtggcagtc ctgctggacc tggcacggtc ctaccagagc ttgaagaggc acatggagag 
1560 

cgtggagcac aggagatctg ttggccgttg ggaagccaat tggagaaacg gtgcgtctcc 
1620 

ttcagaagat gagtggcgac gaggcggtga accaaggcga ggcttctcag accttgaagg 

1680 _ _ 

acaagctgct gctgctccaa agctccgagc tccttcccac cacgctcaac ttggtcctgt 

1740 

atgggctgcc gcaccaagcc atcgggtagt gcaggcctgg acctgcctcc catcagctgc 
1800 

tggggcccca gcacttgcct ctgcccttgg ctctgcccct ctgccaaccc atccccacct 
1860 

cccggctccc atccccagct cccagctcgc tctccccttc ctgggcctct ccccagccct 
1920 

tggtgcagcc tcagccaggg accctccccc agcgacttcc cgcaaggcag ccgcctggac 
1980 

ctcgagctct gcctgcctgt gtgcgccatg gggtctgcgt cggggctgga gctgcgtctc 
2040 

ttcccggggc caggacaagg gcggcctccc cttggcggcg ctggtgctga gttgcttaga 
2100 

ccagaagact attcagaccg tgagcctgtt tttgatttga gtgttccact aaacaaacaa 
2160 

caaaagccca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2220 

aaaaaaaaaa aaaaaaaaaa aaaa 
2244 



<210> 2442 
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<211> 168 
<212> PRT 
<213> Homo sapiens 



<400> 2442 



Met 


Gly 


Cys 


Arg 


Thr 


Lys 


Pro 


Ser 


Gly Ser Ala 


uiy Leu >\sp Lieu fro 


1 








5 








10 


15 


Pro 


lie 


Ser 


Cys 


Trp Gly 


Pro 


Ser 


Thr Cys Leu 


Cys Pro Trp Leu cys 








20 










25 


30 


Pro 


Ser 


Ala 


Asn 


Pro 


Ser 


Pro 


Pro 


Pro Gly Ser 


His Pro Gin Leu Pro 






35 










40 




45 


Ala 


Arg 


Ser 


Pro 


Leu 


Pro 


Gly 


Pro 


Leu Pro Ser 


Pro Trp Cys Ser Leu 




50 










55 






60 


Ser 


Gin 


Gly Pro 


Ser 


Pro 


Ser 


Asp 


Phe Pro Gin 


Gly Ser Arg Leu Asp 


65 










70 






75 


80 


Leu 


Glu 


Leu 


Cys 


Leu 


Pro 


Val 


Cys 


Ala Met Gly 


Ser Ala Ser Gly Leu 










85 








90 


95 


Glu 


Leu 


Arg 


Leu 


Phe 


Pro Gly Pro Gly Gin Gly 


Arg Pro Pro Leu Gly 








100 










105 


110 


Gly 


Ala 


Gly Ala 


Glu 


Leu 


Leu Arg 


Pro Glu Asp 


Tyr Ser Asp Arg Glu 






115 










120 




125 


Pro 


Val 


Phe 


Asp 


Leu 


Ser 


Val 


Pro 


Leu Asn Lys 


Gin Gin Lys Pro Lys 




130 










135 






140 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys Lys Lys 


Lys Lys Lys Lys Lys 


145 










150 






155 


160 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys 







165 



<210> 2443 

<211> 361 

<212> DNA 

<213> Homo sapiens 

<400> 2443 

nccgtgcgcg ctatcttgcg tcgtacgccg tccagggaag atgaaaaaat gctacaaacg 
60 

gccgatggac gattgcgcat tgatatcgaa tccatgcgca cctttgtaga gggcaaagaa 
120 

gtccatttga cgaaaaacga atttttaatt gtgcagactt tgtttacgca ccccaataag 
180 

atctatacgc gcgatgaaat tatcgaagtc accttcggaa tggattatga ggcctttgac 
240 

cgtgccattg atacccatat caaaaacatt cgccagaaga ttgaagcgga tccgaaaaac 
300 

cccgtctata tccgcacggt ttatggtgtc gggtatctgc ccggaggctt tgatgaagct 

360 

t 

361 

<210> 2444 

<211> 120 

<212> PRT 

<213> Homo sapiens 
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<400> 2444 
Xaa Val Arg Ala 
1 

Met Leu Gin Thr 

20 

Arg Thr Phe Val 
35 

Leu lie Val Gin 
50 

Asp Glu lie lie 
65 

Arg Ala lie Asp 

Asp Pro Lys Asn 

100 

Leu Pro Gly Gly 
115 



He Leu Arg Arg 
S 

Ala Asp Gly Arg 

Glu Gly Lys Glu 
40 

Thr Leu Phe Thr 
55 

Glu Val Thr Phe 
70 

Thr His He Lys 
85 

Pro Val Tyr He 

Phe Asp Glu Ala 
120 



Thr Pro Ser Arg 
10 

Leu Arg He Asp 
25 

Val His Leu Thr 

His Pro Asn Lys 
60 

Gly Met Asp Tyr 
75 

Asn He Arg Gin 
90 

Arg Thr Val Tyr 
105 



Glu Asp Glu Lys 
15 

He Glu Ser Met 
30 

Lys Asn Glu Phe 
45 

He Tyr Thr Arg 

Glu Ala Phe Asp 
80 

Lys He Glu Ala 
95 

Gly Val Gly Tyr 
110 



<210> 2445 

<211> 403 

<212> DNA 

<213> Homo sapiens 



<400> 2445 

agatctgttg aatgaagcag gtgccactta 
60 

ctccccttca tttgatatcc tgctcttggc 
120 

aggaagcatg tttatcctgt tcagattact 
180 

tctgcacatt tgctctttat taagcaaatg 
240 

tgtatttaca caggtaaacc tgagagccag 
300 

caagctatta gagttaataa cagtgcactg 
360 

aataaaaaga ggaaagtccc ctttacccaa 
403 



gacattcact tcactgactc caaccacaac 
agaaggatgg agaaagagca tcgcacaaag 
gcttctgcca ggctgctgct gctgttgggt 
tcagagctgg gtgctggcaa gggaatcccc 
agggccccaa accatcctgg ctgcgaggga 
gcattccttc aaaatcctaa tggaagcata 
gaacctgaaa aan 



<210> 2446 

c211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 2446 

Met Glu Lys Glu His Arg Thr Lys Arg Lys His Val Tyr Pro Val Gin 

15 10 15 

He Thr Ala Ser Ala Arg Leu Leu Leu Leu Leu Gly Ser Ala His Leu 

20 25 30 

Leu Phe He Lys Gin Met Ser Glu Leu Gly Ala Gly Lys Gly He Pro 

35 40 45 

Cys lie Tyr Thr Gly Lys Pro Glu Ser Gin Arg Ala Pro Asn His Pro 

50 55 60 

Gly Cys Glu Gly Gin Ala He Arg Val Asn Asn Ser Ala Leu Ala Phe 
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65 70 75 80 

Leu Gin Asn Pro Asn Gly Ser lie Asn Lys Lys Arg Lys Val Pro Phe 

85 90 95 

Thr Gin Glu Pro Glu Lys 
100 

<210> 2447 
<211> 744 
<212> DNA 

<213> Homo sapiens 
<400> 2447 

nacgcgtcga ggtttgccag tcacgggttg cgggtggggc aggtactact caccgtcaat 
60 

gacctggtgc ggcccacttc gtaccgcaat gcctggtcaa ccctcgacac tttgctgggg 
120 

ttgggcgtcg tgccgatcgt caacgagaac gacacggtcg ccaccggaga aattcggttt 
180 

ggcgataatg atcggcttgc tgccctggta gccgagctgg tgcgcgctca agccctcatt 
240 

ctgctctctg acgttgacgc cttgtacacc gcccatccgg attcaccgga tgctcgtcgc 
300 

gtggaggttg tggaggacat cgatgcattg gatgtcgata cccataaagc tggttcgggg 
360 

gtgggaaccg gcggcatgac cacgaaactt gaagccgccc gaatggccac ctgtgccggg 
420 

gtaccggtgg tactcgcagc ggcggtggat gccccggacg ttctggctgg tgcccccgtg 
480 

ggtacctact tccgcccgct ggcgacgcga cggccccgac ggttgctgtg gttggccgac 

540 

gctgccaccc cgcagggaca gatcgtcatc gacgacggag ctgtcgaagc tttgacacag 
600 

cgtcattcct cgttgttggc ggtgggtgtg actcgggtac acggggattt ccaagcaggc 
660 

gacccagtga cgatcctggc ctccgacggt cgagttgttg gtcgcggtat cgcccagttc 
720 

tcccatgacg aggtgcgcgt catg 
744 

<210> 2448 
<211> 248 
<212> PRT 

<213> Homo sapiens 
<400> 2448 

Xaa Ala Ser Arg Phe Ala Ser His Gly Leu Arg Val Gly Gin Val Leu 

15 10 15 

Leu Thr Val Asn Asp Leu Val Arg Pro Thr Ser Tyr Arg Asn Ala Trp 

20 25 30 

Ser Thr Leu Asp Thr Leu Leu Gly Leu Gly Val Val Pro He Val Asn 

35 40 45 

Glu Asn Asp Thr Val Ala Thr Gly Glu He Arg Phe Gly Asp Asn Asp 

50 55 60 

Arg Leu Ala Ala Leu Val Ala Glu Leu Val Arg Ala Gin Ala Leu He 
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65 

Leu Leu Ser Asp 

Asp Ala Arg Arg 
100 

Asp Thr His Lys 
115 

Lys Leu Glu Ala 
130 

Leu Ala Ala Ala 
145 

Gly Thr Tyr Phe 

Trp Leu Ala Asp 
180 

Gly Ala Val Glu 
195 

Gly Val Thr Arg 
210 

lie Leu Ala Ser 
225 

Ser His Asp Glu 



70 

Val Asp Ala Leu 
85 

Val Glu Val Val 

Ala Gly Ser Gly 

120 

Ala Arg Met Ala 
135 

Val Asp Ala Pro 
150 

Arg Pro Leu Ala 
165 

Ala Ala Thr Pro 

Ala Leu Thr Gin 

200 

Val His Gly Asp 
215 

Asp Gly Arg Val 
230 

Val Arg Val Met 
245 



75 




Tvr Thr Ala 


His 


90 




Glu Asp He 


Asp 






Val v Thy 
val \3±Y lllL 


vjxy 


Thr Cys Ala 


Gly 




140 


Asp Val Leu 


Ala 


155 




Thr Arg Arg 


Pro 


170 




Gin Gly Gin 


He 


185 




Arg His Ser 


Ser 


Phe Gin Ala 


Gly 




220 


Val Gly Arg 


Gly 


235 





80 

Pro Asp Ser Pro 
95 

Ala Leu Asp Val 
110 

Gly Met Thr Thr 
125 

Val Pro Val Val 

Gly Ala Pro Val 
160 

Arg Arg Leu Leu 
175 

Val He Asp Asp 
190 

Leu Leu Ala Val 
205 

Asp Pro Val Thr 

He Ala Gin Phe 
240 



<210> 2449 

<211> 296 

<212> DNA 

<213> Homo sapiens 



<400> 2449 
gtgcactttg 
60 

ctactgctct 
120 

tcgcatgcaa 
180 

gctggactcc 
240 

ttttcccccc 
296 



ttacagccct 
cccctcctcc 
gagtctccct 
agaacactcc 
ctttccctct 



ggaacatgaa 
ctgggccctg 
cgccctgccg 
agtcctttcc 
tcattccaca 



cacatgccgt 
tcctatcccc 
gacagtggcc 
cccttggggg 
ggaggccagc 



catcaactcc 
agaggccaga 
tccatctacc 
ttgggggggg 
ctcaacatcc 



ccaaaatctc 
caggccttcc 
tgcctgtctt 
cccccccttt 
ccnccc 



<210> 2450 

<211> 90 

<212> PRT 

<213> Homo sapiens 



Met Asn Thr Cys 
1 

Leu Leu Pro Gly 
20 

Arg Met Gin Glu 
35 

Leu Pro Val Leu 



Arg His Gin Leu 
5 

Pro Cys Pro He 

Ser Pro Ser Pro 
40 

Leu Asp Ser Arg 



Pro Lys He Ser 
10 

Pro Arg Gly Gin 
25 

Cys Arg Thr Val 
Thr Leu Gin Ser 



Tyr Cys Ser Pro 
15 

Thr Gly Leu Pro 
30 

Ala Ser He Tyr 
45 

Phe Pro Pro Trp 
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50 55 60 

Gly Leu Gly Gly Ala Pro Pro Phe Phe Pro Pro Leu Ser Leu Phe lie 
65 70 ' 75 80 

Pro Gin Glu Ala Ser Leu Asn lie Pro Xaa 

85 90 

<210> 2451 

<211> 589 

<212> DNA 

<213> Homo sapiens 

<400> 2451 

nacgcgtgac tggattgctc aacgggtgag gaatcgagcg gttacgatgt cgggccgatc 
60 

tgcaacgatg atcttgtgag cgatgtattg accggtgtgt gggccgatct tgtgggccag 
120 

gagaaggctg tcggggtcct gcgtcgtgcc gccgaatcgc agccggggcg ctcgtcccat 
180acgcatggct cattacgggt ccgcctggat caggtcggtc gaatgctgcg 240 
aaggcctttg cagcggcgct acagtgcgtc gaccatggat gcgggcagtg caatgcctgt 
300 

cgaaccngcc tgtcaggcgc ccatcctgac gtcaccctcg tgcgtactga ggcgctgtct 
360 

attggcgtcg attgaggtcg tgaaatgggt ttgttcgagc gggcgatgaa ttcgggtccc 
420 

cggggcgtcc ccagggttgt cgtcgtcgaa gatgccgacc gcatcactga acgcggagct 
460 

gacgcctcgc ttaaagctat cgaggagcct gcgccgaaaa ccgtctggtt gctgtgtgcc 
540 

cctactccag aggacgtcat cgtcacgatc aggtcgagat gtcggcgcc 
589 

<210> 2452 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 2452 



Leu Asp 


Cys 


Ser 


Thr 


Gly 


Glu 


Glu 


Ser 


Ser 


Gly Tyr 


Asp Val 


Gly 


Pro 


1 








5 










10 








15 




lie 


Cys 


Asn 


Asp 


Asp 


Leu 


Val 


Ser 


Asp 


val 


Leu 


Thr 


Gly Val 


Trp Ala 








20 










25 








30 






Asp Leu 


Val 


Gly 


Gin 


Glu 


Lys 


Ala 


Val 


Gly 


Val 


Leu 


Arg Arg Ala 


Ala 






35 










40. 










45 






Glu 


Ser 
50 


Gin 


Pro 


Gly 


Arg 


Ser 
55 


Ser 


His 


Ala 


Met 


Ser 
60 


His Ala 


Trp 


Leu 


He 


Thr 


Gly 


Pro 


Pro 


Gly 


Ser 


Gly 


Arg 


Ser 


Asn 


Ala 


Ala Lys 


Ala 


Phe 


65 










70 










75 








80 


Ala 


Ala 


Ala 


Leu 


Gin 
85 


Cys 


val 


Asp 


His 


Gly 
90 


Cys 


Gly 


Gin Cys 


Asn 
95 


Ala 


Cys 


Arg 


Thr 


Xaa 
100 


Leu 


Ser 


Gly 


Ala 


His 
105 


Pro 


Asp 


Val 


Thr Leu 
110 


Val 


Arg 


Thr 


Glu 


Ala 


Leu 


Ser 


He 


Gly 


Val 


Asp 















115 120 
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<210> 2453 

<211> 695 

<212> DNA 

<213> Homo sapiens 

<400> 2453 

nnacgcgtca gccatctgtg agcgctcaca ctatacacac atccccgggc acactcaggg 
60 

agattcacac attcctacga gcacacatgt gcctgcatga gttattcccc atgtgaacac 
120 

acaggttggc acacgcacat gcccctgggt atgctcatgt ccattcatcc atcccagcct 
180 

gtgcacgtcc tctcactcct gtgttcacac ctatgcccaa atgaaccaag ggacacacat 
240 

gcacaccctt atgtggtgca cacacactcg tgcacacgga gccacaccag cacatgctca 
300 

gaggcatttg tgtgcgtggg catttgcagc atgactcaga acggagtatg gggtggcgcg 
360 

gcgtggctgg ggaggtccca tcagcccgcc tctgaaaccc tcccaacctg cccatcctgg 
420 

cccaggcact gtgtctccgg cttgggcttc agccccggac cccaggacac cccggacaaa 
480 

gaggagctgc tctcgtctga agcctgctac gaatgcagga tcaatggcct ctcccctcgg 
540 

gaccggccac gacgcagtgc ccacagggac caccaggtga catgggtgct gcactaggca 
600 

ggggtggcca gggaatgggt gagtgtggga aagaggctgt ggacccgact tagtcatgtc 
660 

agccccccga agaaggagca ccaggctcca gatct 
695 

<210> 2454 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<400> 2454 

Met Ser Tyr Ser Pro Cys Glu His Thr Gly Trp His Thr His Met Pro 

15 10 15 

Leu Gly Met Leu Met Ser lie His Pro Ser Gin Pro Val His Val Leu 

20 25 30 

Ser Leu Leu Cys Ser His Leu Cys Pro Asn Glu Pro Arg Asp Thr His 

35 40 45 

Ala His Pro Tyr Val Val His Thr His Ser Cys Thr Arg Ser His Thr 

50 55 60 

Ser Thr Cys Ser Glu Ala Phe Val Cys Val Gly lie Cys Ser Met Thr 
65 70 75 80 

Gin Asn Gly Val Trp Gly Gly Ala Ala Trp Leu Gly Arg Ser His Gin 

8 5 90 95 

Pro Ala Ser Glu Thr Leu Pro Thr Cys Pro Ser Trp Pro Arg His Cys 

100 105 110 

Val Ser Gly Leu Gly Phe Ser Pro Gly Pro Gin Asp Thr Pro Asp Lys 

115 120 12S 

Glu Glu Leu Leu Ser Ser Glu Ala Cys Tyr Glu Cys Arg lie Asn Gly 
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130 135 140 

Leu Ser Pro Arg Asp Arg Pro Arg Arg Ser Ala His Arg Asp His Gin 
145 150 155 160 

Val Thr Trp Val Leu His 

165 



<210> 2455 

<211> 378 

<212> DNA 

<213> Homo sapiens 



<400> 2455 
acgcgtcggc 
60 

ggaaccgcgc 
120 

aaagaactcg 
180 

gcgctgtttg 
240 

ctgccgccgt 
300 

ctgtggctga 
360 

ggcatcgtcg 
378 



agaagcgtca 
agaaggaaat 
ttctgggcga 
caggcgtggt 
tcatcaacgt 
ccaacacgcc 
ccaagaat 



gctgaccgtc 
ccacgcgctg 
atcgaagtgg 
gttgctgttc 
gatgtcgctg 
gatctcgatg 



ggagccgatc 
ccgatcatga 
caggacgagt 
gcggtgctgg 
gcggtggcac 
ccggtctata 



tgtccccagg 
aggcgctccc 
tgatcaacaa 
cgctgctgta 
cgctgggcgg 
tcggcttgat 



cgtcgtcagc 
catgggcgtc 
cttcatcgtc 
ccggcgcttg 
gttgatcggc 
catgctgctc 



<210> 2456 

<211> 126 

<212> PRT 

<213> Homo sapiens 



<400> 2456 
Thr Arg Arg Gin 
1 

Gly Val Val Ser 
20 

Met Lys Ala Leu 
35 

Lys Trp Gin Asp 
50 

Gly Val Val Leu 
65 

Leu Pro Pro Phe 

Gly Leu He Gly 
100 

Tyr lie Gly Leu 
115 



Lys Arg Gin Leu 
5 

Gly Thr Ala Gin 

Pro Met Gly Val 

40 

Glu Leu lie Asn 
55 

Leu Phe Ala Val 

70 

He Asn Val Met 
85 

Leu Trp Leu Thr 

He Met Leu Leu 

120 



Thr Val Gly Ala 
10 

Lys Glu He His 
25 

Lys Glu Leu Val 

Asn Phe He Val 
60 

Leu Val Leu Leu 
75 

Ser Leu Ala Val 
90 

Asn Thr Pro He 
105 

Gly He Val Ala 



Asp Leu Ser Pro 
15 

Ala Leu Pro He 
30 

Leu Gly Glu Ser 
45 

Ala Leu Phe Ala 

Tyr Arg Arg Leu 
60 

Ala Pro Leu Gly 
95 

Ser Met Pro Val 

110 
Lys Asn 
125 



<210> 2457 

<211> 754 

<212> DNA 

<213> Homo sapiens 
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<400> 2457 

cctaggaatt taccaccacc aaagacttac attaaccagc tatccatgaa ctcacctgag 
60 

atgagcgaat gtgacatctt gcacactctg cgatggtctt ctcggctccg gatcagctcc 
120 

tatgtcaact ggataaagga tcaccttatc aaacagggaa tgaaggctga gcatgctagc 
180 

tcgcttctag aactggcatc caccactaag tgtagctcag tgaaatatga tgttgaaata 
240 

gtagaggaat acttcgctcg acagatctca tccttctgta gtatcgactg tgccaccatc 
300 

ttgcagctgc atgaaattcc cagtctgcag tccatctaca cccttgatgc cgcgattcta 
360 

aaaggcccag gtctttttgg gatgagcatt tttctaagat ggctgctgag actgatcctc 
420 

ataagtcgtc tgagattacc aagaacctac ttccagccac gctgcaactc attgacacct 
480 

atgcatcgtt caccagagcc tatttgctgc aaaactttaa tgaagaggga acaactgaga 
540 

aaccttccaa ggagaaactg caaggctttg ctgctgtttt ggctattggc tctagcaggt 
600 

gcaaggcaaa tactctgggt ccgacactgg ttcagaattt gccatcgtca gtgcagactg 
660 

tgtgtgagtc ctggaacaac atcaatacca atgaatttcc caatattgga tcctggcgca 
720 

atgcctttgc caatgacacc atcccttcac gcgt 
754 

<210> 2458 
<211> 236 
<212> PRT 

<213> Homo sapiens 
<400> 2458 

Met Asn Ser Pro Glu Met Ser Glu Cys Asp lie Leu His Thr Leu Arg 

15 10 15 

Trp Ser Ser Arg Leu Arg lie Ser Ser Tyr Val Asn Trp lie Lys Asp 

20 25 30 

His Leu lie Lys Gin Gly Met Lys Ala Glu His Ala Ser Ser Leu Leu 

35 40 45 

Glu Leu Ala Ser Thr Thr Lys Cys Ser Ser Val Lys Tyr Asp Val Glu 

50 55 60 

He Val Glu Glu Tyr Phe Ala Arg Gin lie Ser Ser Phe Cys Ser lie 
65 70 75 80 

Asp Cys Ala Thr He Leu Gin Leu His Glu He Pro Ser Leu Gin Ser 

85 90 95 

He Tyr Thr Leu Asp Ala Ala He Leu Lys Gly Pro Gly Leu Phe Gly 

100 105 110 

Met Ser He Phe Leu Arg Trp Leu Leu Arg Leu He Leu He Ser Arg 

115 120 125 

Leu Arg Leu Pro Arg Thr Tyr Phe Gin Pro Arg Cys Asn Ser Leu Thr 

130 135 140 

Pro Met His Arg Ser Pro Glu Pro He Cys Cys Lys Thr Leu Met Lys 
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145 150 155 160 

Arg Glu Gin Leu Arg Asn Leu Pro Arg Arg Asn Cys Lys Ala Leu Leu 

165 170 175 

Leu Phe Trp Leu Leu Ala Leu Ala Gly Ala Arg Gin lie Leu Trp Val 

180 185 190 

Arg His Trp Phe Arg lie Cys His Arg Gin Cys Arg Leu Cys Val Ser 

195 200 205 

Pro Gly Thr Thr Ser He Pro Met Asn Phe Pro He Leu Asp Pro Gly 

210 215 220 

Ala Met Pro Leu Pro Met Thr Pro Ser Leu His Ala 
225 230 235 

<210> 2459 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 2459 

accggtgcac agatcgttct ggccgcgtgc actgccccgc tcaagcaaat cgctatcaac 
60 

gctggtcttg agggcggcgt cgtggctgag aaggtcgctg gtctgcccgc aggacagggc 
120 

ctcaacgcgg ccaatgacga gtatgtcgac atggtagagg ccggcatcat tgacccggcc 
180 

aaggtgaccc gttcggctct gcagaacgcc gcgtccatcg cggccctgtt cctcaccact 
240 

gaagccgtca tcgctgacaa gcccgagcct gttaaggctc ccgctggcgg cggtgatatg 
300 

gacggtatgg gtggcatggg cggcatgatg tgatcgtgta ttgccttcgc tgatttgagt 
360 

gggatgccac tttgccccag gc 
382 

<210> 2460 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 2460 

Thr Gly Ala Gin He Val Leu Ala Ala Cys Thr Ala Pro Leu Lys Gin 

1 5 10 15 

He Ala He Asn Ala Gly Leu Glu Gly Gly Val Val Ala Glu Lys Val 

20 25 30 

Ala Gly Leu Pro Ala Gly Gin Gly Leu Asn Ala Ala Asn Asp Glu Tyr 

35 40 45 

Val Asp Met Val Glu Ala Gly He He Asp Pro Ala Lys Val Thr Arg 

50 55 60 

Ser Ala Leu Gin Asn Ala Ala Ser He Ala Ala Leu Phe Leu Thr Thr 
65 70 75 80 

Glu Ala Val He Ala Asp Lys Pro Glu Pro Val Lys Ala Pro Ala Gly 

85 90 95 

Gly Gly Asp Met Asp Gly Met Gly Gly Met Gly Gly Met Met 
100 105 HO 
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<210> 2461 

<211> 558 

<212> DNA 

<213> Homo sapiens 

<400> 2461 

tccggacaaa agggttcaat cgaagtatgg ttagcctttt ccaagtcgcc aggacggacc 
60 

tgcaatgctg tttgtcgtca tgctcggggg caagcaccca cgggctaaaa tcgaaattca 
120 

cgatgtggta ttcgcagtcg cggatacgct gcaacacacc tacacccaat tgcgcgacgg 
180 

ctggttcggc agccctaagg tgtgcatatc gatgcgtgga tggccgtcga tggcgtcgac 
240 

ggctggaaag tcgaactcag ccagatggcg ccgcctgccg acgcgcatca cctgtacttc 
300 

atcaacctcg gcggctacga ggccaacgct tttggcgagg cccatcatta cctgctggtg 
360 

gtcgcccggg acaaacagga agccaagcgc aaggggcagc ggcaaatgtt gcaacactgg 
420 

tcccaggccc acaccgatgg cgtaatggat atcgacgact gcttgccgat tgatctggtg 
480 

gacggtcgct atgttcacct ggtgcaaggc ccgcaccagc cgatcatcca gcacaacgac 
540 

tacatcatcc tgccgcga 
558 

<210> 2462 

<211> 148 

<212> PRT 

<213> Homo sapiens 

<400> 2462 



Met 


Val 


Ser 


Leu 


Phe 


Gin 


Val 


Ala 


Arg 


Thr 


Asp 


Leu 


Gin 


Cys 


Cys 


Leu 


1 








5 










10 










15 




Ser 


Ser 


Cys 


Ser 


Gly 


Ala 


Ser 


Thr 


His 


Gly 


Leu 


Lys 


Ser 


Lys 


Phe 


Thr 








20 










25 










30 






Met 


Trp 


Tyr 


Ser 


Gin 


Ser 


Arg 


He 


Arg 


Cys 


Asn 


Thr 


Pro 


Thr 


Pro 


Asn 






35 










40 










45 








Cys 


Ala 


Thr 


Ala 


Gly 


Ser 


Ala 


Ala 


Leu 


Arg 


Cys 


Ala 


Tyr 


Arg 


Cys 


Val 




50 










55 










60 










Asp 


Gly 


Arg 


Arg 


Trp 


Arg 


Arg 


Arg 


Leu 


Glu 


Ser 


Arg 


Thr 


Gin 


Pro 


Asp 


65 










70 










75 










60 


Gly 


Ala 


Ala 


Cys 


Arg 


Arg 


Ala 


Ser 


Pro 


Val 


Leu 


His 


Gin 


Pro 


Arg 


Arg 










85 










90 










95 




Leu 


Arg 


Gly 


Gin 


Arg 


Phe 


Trp 


Arg 


Gly 


Pro 


Ser 


Leu 


Pro 


Ala 


Gly 


Gly 








100 










105 










110 






Arg 


Pro 


Gly 


Gin 


Thr 


Gly 


Ser 


Gin 


Ala 


Gin 


Gly 


Ala 


Ala 


Ala 


Asn 


Val 






115 










120 










125 








Ala 


Thr 


Leu 


val 


Pro 


Gly 


Pro 


His 


Arg 


Trp 


Arg 


Asn 


Gly 


Tyr 


Arg 


Arg 




130 










135 










140 










Leu 


Leu 


Ala 


Asp 



























145 
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<210> 2463 
<211> 333 
<212> DNA 

<213> Homo sapiens 



c400> 2463 
cccagggggt 
60 

ttcggcctgc 
120 

ccctatggcg 
180 

ctgggcaccg 
240 

accttgggca 
300 

ttggtcgcgg 
333 



aagccatgag 
tgattattct 
aaacccaggt 
ataacctggg 
ttgccttcct 
cgatcaaggg 



cctgttgagc 
gttatacgtc 
ggtgggtgaa 
gcgcgacatg 
gacgacgacg 
cggttgggtc 



caagtggccc 
gcgctggcgc 
ggcttcgcgc 
ttcagccgcc 
ctggcgtttc 
gac 



gggcgccgtt 
tgtgngcgcc 
cgtggagcgg 
tgatgtacgg 
tgctcggtgg 



gagcgccaag 
gctgctggcg 
ccagtttttg 
cgcgcgcaat 
tttgagcggt 



<210> 2464 

<2ll> 106 

<212> PRT 

<213> Homo sapiens 



<400> 2464 
Met Ser Leu Leu 
1 

Gly Leu Leu lie 
20 

Leu Leu Ala Pro 
35 

Pro Trp Ser Gly 
50 

Met Phe Ser Arg 
65 

Phe Leu Thr Thr 

Val Ala Ala He 
100 



Ser Gin Val Ala 
5 

He Leu Leu Tyr 

Tyr Gly Glu Thr 
40 

Gin Phe Leu Leu 
55 

Leu Met Tyr Gly 
70 

Thr Leu Ala Phe 
85 

Lys Gly Gly Trp 



Arg Ala Pro Leu 
10 

Val Ala Leu Ala 
25 

Gin Val Val Gly 

Gly Thr Asp Asn 
60 

Ala Arg Asn Thr 
75 

Leu Leu Gly Gly 

90 
Val Asp 
105 



Ser Ala Lys Phe 
15 

Leu Xaa Ala Pro 
30 

Glu Gly Phe Ala 
45 

Leu Gly Arg Asp 

Leu Gly He Ala 
80 

Leu Ser Gly Leu 
95 



<210> 2465 

<211> 434 

<212> DNA 

<213> Homo sapiens 



<400> 2465 
nntcatgagg 
60 

atgaccagag 
120 

ccccttgagc 
180 

gggtgatgga 
240 



acatttccct 
gctggcggcc 
gggtggctct 
taccggctgc 



catatttggt 
cacctggcag 
gtgcctcttt 
cagagatggc 



ggtggtaaat 
gaacagatgc 
ctgcactgct 
tcaggtgcca 



ccctcctggg 
cagctctgct 
ggtgggtggt 
gctgctgggc 



acacggggaa 
gcagccatcg 
gctgttggct 
tatctcaggc 
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actggctgct gggctatctc 
300 

tgggctgtct cgggtgctgg 
360 

gctgggtgcc agctgctgcc 
420 

tttccatctc cgac 
434 



gggtgccggc tgctgggcta 
ctgttgggac gtctcctgtc 
taccttgcac tgggctctgg 



tctcaggcgc tggctgctgc 
ctggcactgg gctctcgggt 
gcactcactg cactcgggct 



<210> 2466 

<211> 82 

<212> PRT 

<213> Homo sapiens 



<400> 2466 

Trp He Pro Ala Ala Arg Asp Gly Ser Gly Ala Ser Cys Trp Ala He 

15 10 15 

Ser Gly Thr Gly Cys Trp Ala He Ser Gly Ala Gly Cys Trp Ala He 

20 25 30 

Ser Gly Ala Gly Cys Cys Trp Ala Val Ser Gly Ala Gly Cys Trp Asp 

35 40 45 

Val Ser Cys Pro Gly Thr Gly Leu Ser Gly Ala Gly Cys Gin Leu Leu 

50 55 60 

Pro Thr Leu His Trp Ala Leu Gly Thr His Cys Thr Arg Ala Phe Pro 
65 70 75 80 

Ser Pro 



<210> 2467 

<211> 306 

<212> DNA 

<213> Homo sapiens 

<400> 2467 

atggactcca ccggcaccgg agcagggggt aaggggaaga agggagcggc cgggcgcaag 
60 

gtcggcgggc caaggaagaa gtcggtgtcg aggtccgtga aggccggtct ccagttcccc 
120 

gtcggccgca tcgggcgcta cttgaagaag ggccgctacg cgcagcgtgt cggcaccggc 
180 

gcccccgtct acctcgccgc tgtcctcgaa tacctcgccg ctgaggttct ggagctcgcc 
240 

ggtaatgctg ccagggacaa caagaagact cgcattattc cgcgccacgt gcttctggcg 
300 

atccgg 
306 



<210> 2468 

<211> 102 

<212> PRT 

<213> Homo sapiens 



<400> 2468 

Met Asp Ser Thr Gly Thr Gly Ala Gly Gly Lys Gly Lys Lys Gly Ala 
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1 




5 


10 






15 




Ala 


Gly Arg 


Lys Val Gly 
20 


Gly Pro Arg Lys Lys 
25 


Ser Val 


Ser 
30 


Arg 


Ser 


Val 


Lys Ala 


Gly Leu Gin 


Phe Pro Val Gly Arg 


lie Gly Arg Tyr 


Leu 




35 




40 


45 








Lys 


Lys Gly 


Arg Tyr Ala 


Gin Arg Val Gly Thr Gly Ala 


Pro 


Val 


Tyr 




50 




55 


60 








Leu 


Ala Ala 


Val Leu Glu 


Tyr Leu Ala Ala Glu 


Val Leu 


Glu 


Leu 


Ala 


65 




70 


75 








80 


Gly Asn Ala 


Ala Arg Asp 


Asn Lys Lys Thr Arg 


He He 


Pro 


Arg 


His 






85 


90 






95 




Val 


Leu Leu 


Ala lie Arg 
100 













<210> 2469 
<211> 489 
<212> DNA 

<213> Homo sapiens 
<400> 2469 

gccggcgtgg cacatggctt ccctgaagcc agcattgccc tggccaagga agctttgcag 
60 

aacagatgag atttcagctg ggacttgcag ccaagtggga tttggccttt tggggagaag 
120 

ggaaagggca ttcaaaggcc agggacagag tatggtcaaa ggcatggaga tgaggaagag 
180 

gggaccagag cagagggtca ggttggaaag cgagttgggg tcaatctgca aaggggctga 
240 

cgtgccaggt aaaaaacagg agcacagttt agttttgtcg gatcatttca ggtggaaggg 
300 

cagtgggaat gttggagaaa acactttttg gtgtcgttac attgaatctg ctcatctata 
360 

agaataaaac tttatttcat agagttattg tatggctcaa aataggtatg aagaattaag 
420 

aaaaagaatt ttagatttaa aatgaaaagg cacctacaaa agtagagtgg tagagttacc 
480 

aacgtggag 
489 

c210> 2470 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 2470 

Met Ala Ser Leu Lys Pro Ala Leu Pro Trp Pro Arg Lys Leu Cys Arg 

15 10 15 

Thr Asp Glu He Ser Ala Gly Thr Cys Ser Gin Val Gly Phe Gly Leu 

20 25 30 

Leu Gly Arg Arg Glu Arg Ala Phe Lys Gly Gin Gly Gin Ser Met Val 

35 40 45 

Lys Gly Met Glu Met Arg Lys Arg Gly Pro Glu Gin Arg Val Arg Leu 

50 55 60 

Glu Ser Glu Leu Gly Ser He Cys Lys Gly Ala Asp Val Pro Gly Lys 
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65 70 
Lys Gin Glu His Ser Leu Val Leu 

85 

Ser Gly Asn Val Gly Glu Asn Thr 
100 

Ala His Leu 
115 



75 80 
Ser Asp His Phe Arg Trp Lys Gly 

90 95 
Phe Trp Cys Arg Tyr lie Glu Ser 
105 110 



<210> 2471 
<211> 779 
<212> DNA 

<213> Homo sapiens 
<400> 2471 

tggccatcct ccgtgacatg tacacttcca atatgccggt gtttgagccg ttcatagatc 
60 

ctcacatggt ggcccttgac ttctttcaca gtgaggacct ctgcttcatg aggctcataa 
120 

gaagaggagc taaggactat tttgtcatgg gggcgccaat ccactgcatc ttctactata 
180 

attctctcat ttcctgaggc aatatcagct ccaagatgtg tccaggagtt cttaggataa 
240 

gcactgtaaa gatgaacttt cccataaacc ccaattgttc ctgggtcaat atgaattcca 
300 

ttcatacggt cacaaaagac tccctctgag gctctaagga gaatcagaag cttttgttcc 
360 

ttttctaagg gattttctaa agtaccaact ttcagctccc cgcctgcaat gaccatgcat 
420 

gccacactca gaacattgct tctgtccaca gggaagtcta aggtccccat cacatacagc 
480 

cctttgaaga attggaaaat ctgtatccac aaggacagtt ctgttgggta aaatgagaac 
540 

gtcatcccca gggcctggaa tggtattgtt gtatcctccc cagccttctt caacaccttg 
600 

ccatgtttca gggagggacc attttaaagc tgattcaggg gcagaggtag aagctgaaat 
660 

agttgggggc ataccttcct tcacccggag aatgacttga acttggcctt cacctaaaac 
720 

cagataggtg agttgcctca gctggctatt gaagaaccag tcacagcctt ggttctggc 
779 

<210> 2472 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 2472 

Met Thr Phe Ser Phe Tyr Pro Thr Glu Leu Ser Leu Trp lie Gin lie 

15 10 15 

Phe Gin Phe Phe Lys Gly Leu Tyr Val Met Gly Thr Leu Asp Phe Pro 

20 25 30 

Val Asp Arg Ser Asn Val Leu Ser Val Ala Cys Met Val Zle Ala Gly 

35 40 45 

Gly Glu Leu Lys Val Gly Thr Leu Glu Asn Pro Leu Glu Lys Glu Gin 
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50 55 60 

Lys Leu Leu lie Leu Leu Arg Ala Ser Glu Gly Val Phe Cys Asp Arg 
65 70 75 80 

Met Asn Gly He His He Asp Pro Gly Thr He Gly Val Tyr Gly Lys 

85 90 95 

Val His Leu Tyr Ser Ala Tyr Pro Lys Asn Ser Trp Thr His Leu Gly 

100 105 110 

Ala Asp He Ala Ser Gly Asn Glu Arg He He Val Glu Asp Ala Val 

115 120 125 

Asp Trp Arg Pro His Asp Lys He Val Leu Ser Ser Ser Ser Tyr Glu 

130 135 140 

Pro . His Glu Ala Glu Val Leu Thr Val Lys Glu Val Lys Gly His His 
145 150 155 160 

Val Arg He Tyr Glu Arg Leu Lys His Arg His He Gly Ser Val His 

165 170 175 

Val Thr Glu Asp Gly 
180 

<210> 2473 
<211> 698 
<212> DNA 

<213> Homo sapiens 
<400> 2473 

nngtgcacca agaaatggca gcctgacaag ctggtggtgg tatggactcg gcggaaccga 
60 

cgcatctgct ccaaggccca cagctggcag ccgnnggcat ccagaaccca taccggggca 
120 

ccgtggtgtg gatggtacnc tgagaatgtg gacatctctg tgaccctcta cagggacccc 
180 

cacgtggacc agtatgaggc caaagagtgg acatttatta ttgaaaatga gtctaagggg 
240 

cagcggaagg tgctggccac ggccgaggtg gacctggccc gccatgccag ggcccgtgcc 
300 

ntgtccaagt ccncactgag gctgcggctg aagccaaagt cagtgaagac ggtgcaggct 
360 

gagctgagcc tcactctttc cggggtgctg ctgcgggagg gccgtgccac ggacgatgac 
420 

atgcagagtc tcgcaagcct catgagtgtg aagcctagtg atgtgggcaa cttggatgac 
480 

tttgctgaga gtgatgaaga tgaggctcat ggcccaggag ccccggaggc ccgggctcga 
540 

gtcccccagc caggtgggct cacagcctgc tgtggatcga gactgccaag acctggggag 
600 

ggagggttac ccgggccacc agccacttgc tgtgcccgcc ctgtgatggg aactcattac 
660 

tgcccaggca gtcccaacca acccagcagc ctcaattg 
698 

<210> 2474 
c211> 232 
<212> PRT 

<213> Homo sapiens 
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<400> 2474 






















Xaa Cys 


Thr 


Lys 


Lys 


Trp 


Gin 


Pro Asp Lys Leu 


Val 


Val 


Val 


Trp 


Thr 


1 






5 






10 








15 




Axg Arg 


Asn Arg 


Arg 


He 


Cys 


Ser Lys Ala His 


Ser 


Trp Gin 


Pro 


Xaa 






20 








25 






30 






Ala Ser 


Arg 


Thr 


His 


Thr 


Gly Ala Pro Trp Cys 


Gly 


Trp 


Tyr 


Xaa 


Glu 




35 










40 




45 








Asn Val 


Asp 


He 


Ser 


Val 


Thr Leu Tyr Arg Asp 


Pro 


His 


Val 


Asp 


Gin 


50 










S5 




60 










Tyr Glu 


Ala 


Lys 


Glu 


Trp 


Thr 


Phe He He Glu 


Asn 


Glu 


Ser 


Lys 


Gly 


65 








70 




75 










80 


Gin Arg 


Lys 


Val 


Leu 


Ala 


Thr 


Ala Glu Val Asp 


Leu 


Ala 


Arg 


His 


Ala 








85 






90 








95 




Arg Ala 


Arg 


Ala 


Xaa 


Ser 


Lys 


Ser Xaa Leu Arg 


Leu 


Arg 


Leu 


Lys 


Pro 






100 








105 






110 






Lys Ser 


val 


Lys 


Thr 


Val 


Gin 


Ala Glu Leu Ser 


Leu 


Thr 


Leu 


Ser 


Gly 




115 










120 




125 








Val Leu 


Leu Arg Glu Gly 


Arg 


Ala Thr Asp Asp Asp 


Met 


Gin 


Ser 


Leu 


130 










135 




140 










Ala Ser 


Leu 


Met 


Ser 


Val 


Lys 


Pro Ser Asp Val Gly 


Asn 


Leu 


Asp 


Asp 


145 








150 




155 










160 


Phe Ala 


Glu Ser Asp Glu 


Asp Glu Ala His Gly Pro 


Gly Ala 


Pro 


Glu 








165 






170 








175 




Ala Arg 


Ala Arg Val 


Pro 


Gin Pro Gly Gly Leu Thr 


Ala Cys 


Cys 


Gly 






180 








185 






190 






Ser Arg 


Leu Pro Arg 


Pro 


Gly Glu Gly Gly Leu Pro 


Gly Pro 


Pro 


Ala 




195 










200 




205 








Thr Cys 


Cys Ala Arg 


Pro 


Val Met Gly Thr His Tyr 


Cys 


Pro 


Gly 


Ser 


210 










215 




220 










Pro Asn 


Gin 


Pro 


Ser 


Ser 


Leu 


Asn 












225 








230 

















<210> 2475 

<211> 1251 

<212> DNA 

<213> Homo sapiens 

<400> 2475 

ngcgcgcccg agatgcaggt gagcaagagg atgctggcgg ggggcgtgag gagcatgccc 
60 

agccccctcc tggcctgctg gcagcccatc ctcctgctgg tgctgggctc agtgctgtca 
120 

ggctcggcca cgggctgccc gccccgctgc gagtgctccg cccaggaccg cgctgtgctg 
180 

tgccaccgca agcgctttgt ggcagtcccc gagggcatcc ccaccgagac gcgcctgctg 
240 

gacctaggca agaaccgcat caaaacgctc aaccaggacg agttcgccag cttcccgcac 
300 

ctggaggagc tggagctcaa cgagaacatc gtgagcgccg tggagcccgg cgccttcaac 
360 

aacctcttca acctccggac gctgggtctc cgcagcaacc gcctgaagct catcccgcta 
420 

ggcgtcttca ctggcctcag caacctgacc aagctggaca tcagcgagaa caagatcgtt 
480 
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atcctactgg actacatgtt tcaggacctg tacaacctca agtcactgga ggttggcgac 
540 

aatgacctcg tctacatctc tcaccgcgcc ttcagcggcc tcaacagcct ggagcagctg 
600 

acgctggaga aatgcaacct gacctccatc cccaccgagg cgctgtccca cctgcacggc 
660 

ctcatcgtcc tgaggctccg gcacctcaac atcaatgcca tccgggacta ctccttcaag 
720 

aggctgtacc gactcaaggt cttggagatc tcccactggc cctacttgga caccatgaca 
780 

cccaactgcc tctacggcct caacctgacg tccctgtcca tcacacactg caatctgacc 
840 

gctgtgccct acctggccgt ccgccaccta gtctatctcc gcttcctcaa cctctcctac 
900 

aaccccatca gcaccattga gggctccatg ttgcatgagc tgctccggct gcaggagatc 
960 

cagctggtgg gcgggcagct ggccgggtgg agccctgcct tccgcggcct caactacctg 
1020 

cgcgtgctca atgtctctgg caaccagctg accacactgg aggaatcagt cttccactcg 
1080 

gtgggcaacc tggagacact catcctggac tccaacccgc tggcctgcga ctgtcggctc 

1140 

ctgtgggtgt tccggcgccg tggcctacaa acttcaaccg gcagcagccc acgtgcgcca 
1200 

cgcccgagtt tgtccagggg caaggagttc aaggacttcc ctgatgtgct a 
1251 

<210> 2476 
<211> 417 
<212> PRT 

<213> Homo sapiens 
<400> 2476 

Xaa Ala Pro Glu Met Gin Val Ser Lys Arg Met Leu Ala Gly Gly Val 

15 10 15 

Arg Ser Met Pro Ser Pro Leu Leu Ala Cys Trp Gin Pro lie Leu Leu 

20 25 30 

Leu Val Leu Gly Ser Val Leu Ser Gly Ser Ala Thr Gly Cys Pro Pro 

35 40 45 

Arg Cys Glu Cys Ser Ala Gin Asp Arg Ala Val Leu Cys His Arg Lys 

50 55 60 

Arg Phe Val Ala Val Pro Glu Gly lie Pro Thr Glu Thr Arg Leu Leu 
65 70 75 80 

Asp Leu Gly Lys Asn Arg lie Lys Thr Leu Asn Gin Asp Glu Phe Ala 

85 90 95 

Ser Phe Pro His Leu Glu Glu Leu Glu Leu Asn Glu Asn lie Val Ser 

100 105 110 

Ala Val Glu Pro Gly Ala Phe Asn Asn Leu Phe Asn Leu Arg Thr Leu 

115 120 125 

Gly Leu Arg Ser Asn Arg Leu Lys Leu lie Pro Leu Gly Val Phe Thr 

130 135 140 

Gly Leu Ser Asn Leu Thr Lys Leu Asp He Ser Glu Asn Lys He val 
145 150 155 160 

He Leu Leu Asp Tyr Met Phe Gin Asp Leu Tyr Asn Leu Lys Ser Leu 
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ICC 

lbs 










X / u 






17c 

J. I 3 




Glu vai Gly Asp 


Asn 


ASp 


T All 




Tyr 


Tin 


oct nis Hry 


Ala 


rne 


ocx. 


ion 
180 










IOC 






i on 






Gly Leu Asn Ser 


T ABB 

Leu 


GIU 


Gin 


Leu 


mr 


Leu 


oiu Lys L.ys 


Asn 


Leu 


i nr 


IOC 

195 






















Ser lie Pro Thr 


Glu 


Ala 


Leu 


Ser 


HIS 


Leu 


his oxy Leu 


lie 


vai 


T at 1 


210 






















Arg Leu Arg His 


Leu 


Asn 


lie 


Asn 


Ala 


He 


Arg Asp Tyr 


Ser 


Phe 


Lys 


225 




230 










235 






*^ a n 
240 


Arg Leu Tyr Arg 


Leu 
245 


Lys 


Val 


Leu 


Glu 


He 
250 


Ser His Trp 


Pro 


Tyr 
255 


Leu 


Asp Thr Met Thr 


Pro 


Asn 


Cys 


Leu 


Tyr 


Gly 


Leu Asn Leu 


Thr 


Ser 


Leu 


260 










265 






270 






Ser lie Thr His 


Cys 


Asn 


Leu 


Thr 


Ala 


Val 


Pro Tyr Leu 


Ala 


Val 


Arg 


275 








280 






285 








His Leu Val Tyr 


Leu 


Arg 


Phe 


Leu 


Asn 


Leu 


Ser Tyr Asn 


Pro 


He 


Ser 


290 






295 








300 








Thr He Glu Gly 


Ser 


Met 


Leu 


His 


Glu 


Leu 


Leu Arg Leu 


Gin 


Glu 


He 


305 




310 










315 






320 


Gin Leu Val Gly 


Gly 


Gin 


Leu 


Ala 


Gly 


Trp 


Ser Pro Ala 


Phe Arg 


Gly 


* 


325 










330 






335 




Leu Asn Tyr Leu 


Arg 


Val 


Leu 


Asn 


Val 


Ser 


Gly Asn Gin 


Leu 


Thr 


Thr 


340 










345 






350 






Leu Glu Glu Ser 


Val 


Phe 


His 


Ser 


Val 


Gly 


Asn Leu Glu 


Thr 


Leu 


He 


355 








360 






365 








Leu Asp Ser Asn 


Pro 


Leu 


Ala 


Cys 


Asp 


Cys 


Arg Leu Leu 


Trp 


Val 


Phe 


370 






375 








380 








Arg Arg Arg Gly 


Leu 


Gin 


Thr 


Ser 


Thr 


Gly 


Ser Ser Pro 


Arg Ala 


Pro 


385 




390 










395 






400 


Arg Pro Ser Leu 


Ser 
405 


Arg 


Gly 


Lys 


Glu 


Phe 
410 


Lys Asp Phe 


Pro 


Asp 
415 


Val 



Leu 



<210> 2477 
<211> 548 
<212> DNA 

<213> Homo sapiens 
<400> 2477 

nagactgcga tcagacgcgc gtgcccagct gaaccaggtg cgtgagaagg ctgccttcag 
60 

gtggccgggg gctccctcca gctgtctctg gacggaggga cgggaagtgg ccagaagggg 
120 

aagtgtgagg agttcccgtc cagcctgtca tcagtctccc caggtcttga agcggcggcc 
180 

ctgctcctgg ccgtgaccat ggaccctctg gagaccccta tcaaggatgg catcctctac 
240 

cagcagcatg tcaagtttgg caagaagtgc tggcggaagg tgtgggctct gctgtatgca 
300 

ggaggcccat caggcgtggc acggctggag aactgggagg tccgggatgg tggcctggga 
360 

gcagcgggtg acaggtcggc ggggcctggc cggcgagggg agcgacgggt catccgcctg 
420 



1783 



WO 00/58473 



PCTAJSOO/08621 



gctgactgtg tgtccgtgct gccggctgac ggcgagagct gcccccggga caccggtgcc 
480 

ttcctgctca ccaccaccga gcgaagccat ctactggctg ctcagcaccg ccaggcctgg 
540 

atgggccc 
548 

<210> 2478<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 2478 



Leu Glu 


Thr 


Pro 


He 


Lys Asp Gly He 


Leu 


Tyr Gin 


Gin 


His 


Val 


Lys 


1 






5 




10 








15 




Phe Gly 


Lys 


Lys 


Cys 


Trp Arg Lys Val 


Trp 


Ala Leu 


Leu 


Tyr 


Ala 


Gly 






20 




25 








30 






Gly Pro 


Ser 


Gly 


Val 


Ala Arg Leu Glu 


Asn 


Trp Glu 


Val 


Arg 


Asp 


Gly 




35 






40 






45 








Gly Leu 


Gly 


Ala 


Ala 


Gly Asp Arg Ser 


Ala 


Gly Pro 


Gly 


Arg 


Arg 


Gly 


50 








55 




60 










Glu Arg 


Arg 


Val 


He 


Arg Leu Ala Asp 


Cys 


Val Ser 


Val 


Leu 


Pro 


Ala 


65 








70 




75 








80 


Asp Gly 


Glu 


Ser 


Cys 


Pro Arg Asp Thr 


Gly 


Ala Phe 


Leu 


Leu 


Thr 


Thr 








85 




90 








95 




Thr Glu 


Arg 


Ser 


His 


Leu Leu Ala Ala 


Gin 


His Arg 


Gin 


Ala 


Trp 


Met 






100 




105 








110 







Gly 



<210> 2479 

<211> 324 

<212> DNA 

<213> Homo sapiens 

<400> 2479 

gaattcatgg aggtctatga ggaggatgaa gaatatgcgt atgaaaaata tgaaacccat 
60 

ttcggcacga gctggatgga ggagaccgca ggcaccttct cactgaactg gtatcgcagc 
120 

aggtactgga atgacaatga agcagcagaa aggcttgcgt tgatgtgggc taaaaccttc 
180 

aaatatgcgt cgataaacgt ctcctggcag accgggatta gcaatagcga cgacgagggc 
240 

aatgaagatg aagacatgtt ctacgccggt atctccattc cgctgggagg cggggcgtac 
300 

tctaactcct ggtatcgtga atat 
324 

<210> 2480 
<2ll> 108 
<212> PRT 

<213> Homo sapiens 
<400> 2480 
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Glu 


Phe 


Met 


Glu 


Val 


Tyr Glu Glu Asp 


Glu 


Glu Tyr 


Ala 


Tyr 


Glu 


Lys 


1 








5 




10 








15 




Tyr 


Glu 


Thr 


His 


Phe 


Gly Thr Ser Trp 


Met 


Glu Glu 


Thr 


Ala 


Gly 


Thr 








20 




25 








30 






Phe 


Ser 


Leu 


Asn 


Trp 


Tyr Arg Ser Arg 


Tyr 


Trp Asn 


Asp 


Asn 


Glu 


Ala 






35 






40 






45 








Ala 


Glu 


Arg 


Leu 


Ala 


Leu Met Trp Ala 


Lys 


Thr Phe 


Lys 


Tyr 


Ala 


Ser 




50 








55 




60 










He 


Asn 


Val 


Ser 


Trp 


Gin Thr Gly He 


Ser 


Asn Ser 


Asp 


Asp 


Glu 


Gly 


65 










70 




75 








80 


Asn 


Glu 


Asp 


Glu 


Asp 


Met Phe Tyr Ala 


Gly 


He Ser 


He 


Pro 


Leu 


Gly 










85 




90 








95 




Gly Gly 


Ala 


Tyr 


Ser 


Asn Ser Trp Tyr 


Arg 


Glu Tyr 











100 105 



<210> 2481 

<211> 484 

<212> DNA 

<213> Homo sapiens 



<400> 2481 
gcgttcacta 
60 

gttatgttgg 
120 

agccctaaag 
180 

gcattttcag 
240 

gatgcagcag 
300 

gttgctagca 
360 

caaggtggcg 
420 

gcacagcgtg 

480 

gctt 

484 



acgcttcaac 
cttactcagc 
gcaagcgtat 
ctatgttgat 
acaaagattt 
gcttagaaga 
ttttctctga 
ttgcaatgac 



aaactcttac 
tcgtaaccgt 
tgaagctcgt 
ggctggtatc 
gtacgacctt 
agcgcttaag 
cgacatgatc 
aacaacacca 



aagcgtcttg 
tctgcttcta 
ttccctgatc 
gatggtatca 
ccagctgaag 
tgcctagatc 
gatgcttaca 
cttgagttcg 



ttcctggttt 
tccgtatccc 
caaccgctaa 
aaaacaagat 
aagcagccgc 
aagaccgtga 
tcgctcttaa 
aactttacta 



cgaagcacct 
atacgttgca 
cccataccta 
tcaccctggc 
tatccctcaa 
gttcttgact 
agcagaagaa 
cagcctataa 



<210> 2482 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 2482 

Ala Phe Thr Asn Ala Ser Thr Asn 

1 5 
Phe Glu Ala Pro Val Met Leu Ala 
20 

Ser He Arg He Pro Tyr Val Ala 

35 40 
Ala Arg Phe Pro Asp Pro Thr Ala 
50 55 



Ser Tyr Lys Arg Leu Val Pro Gly 

10 15 
Tyr Ser Ala Arg Asn Arg Ser Ala 
25 30 
Ser Pro Lys Gly Lys Arg He Glu 

45 

Asn Pro Tyr Leu Ala Phe Ser Ala 
. 60 
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Met Leu Met Ala 
65 

Asp Ala Ala Asp 

Ala lie Pro Gin 
100 

Asp Gin Asp Arg 
115 

Met He Asp Ala 
130 

Ala Met Thr Thr 
14 5 



Gly He Asp Gly 
70 

Lys Asp Leu Tyr 
85 

Val Ala Ser Ser 

Glu Phe Leu Thr 
120 

Tyr He Ala Leu 
135 

Thr Pro Leu Glu 
150 



He Lys Asn Lys 
75 

Asp Leu Pro Ala 
90 

Leu Glu Glu Ala 
105 

Gin Gly Gly Val 

Lys Ala Glu Glu 
140 

Phe Glu Leu Tyr 
155 



He His Pro Gly 
80 

Glu Glu Ala Ala 
95 

Leu Lys Cys Leu 
110 

Phe Ser Asp Asp 
125 

Ala Gin Arg Val 
Tyr Ser Leu 



<210> 2483 

c211> 477 

<212> DNA 

<213> Homo sapiens 



<400> 2483 
acgcgtgtta 
60 

ctggagaaca 
120 

cgtccccagc 
180 

cggctggccc 
240 

aatggtcctt 
300 

cagttagggt 
360 

aagtgggaat 
420 

gtagaattga 
477 



gccaaatctt 
ggcagcctct 
cgcttcctcc 
tgagatgctg 
cgtggtgcag 
gggcaggaag 
tctctcgtgc 
aattgagtga 



ggttcctccc 
gaggaaacct 
tggccttgtt 
gcaggcctgc 
ttctgcttac 
gaagtctctg 
cctggagtct 
gccaacccac 



gttctctcct 
ctgatccccg 
cccccttccc 
agtcagggca 
ggggtagact 
ccacaagtct 
gggaatgcat 
cacatccatc 



tacccgagcc 
atcagccacc 
tgtgaaggag 
gtgggcgcct 
ttgttgcctt 
gcattccagg 
ttttagtttc 
tggagccagg 



tgaggcccct 
ccatcgcctg 
agaacagttt 
cccaccttga 
ccacagagga 
ctgtttccag 
ccagcttcag 
aactagt 



<210> 2484 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 2484 
Met His Ser Gin 
1 

Ser Leu Glu Cys 
20 

Thr Val Leu Cys 
35 

Thr Thr Lys Asp 
50 

Arg Pro Ala Ser 
65 

Gly Lys Gly Glu 



Thr Pro Gly His 
5 

Arg Leu Val Ala 

Gly Arg Gin Gin 
40 

His Phe Lys Val 
55 

He Ser Gly Pro 
70 

Gin Gly Gin Glu 
85 



Glu Arg He Pro 
10 

Glu Thr Ser Phe 
25 

Ser Leu Pro Arg 

Gly Gly Ala His 
60 

Ala Glu Thr Val 
75 

Glu Ala Ala Gly 
90 



Thr Ser Gly Asn 
15 

Leu Pro Thr Leu 
30 

Lys Gin Asn Cys 
45 

Cys Pro Asp Cys 

Leu Ser Phe Thr 
80 

Asp Ala Gly Asp 
95 
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Gly Val Ala Asp Arg Gly Ser Glu Val Ser Ser Glu Ala Ala Cys Ser 

100 105 110 

Pro Glu Gly Pro Gin Ala Arg Val Arg Arg Glu Arg Glu Glu Pro Arg 
115 120 125 

Phe Gly 
130 

<210> 2485 
<211> 608 
<212> DNA 

<213> Homo sapiens 
<400> 2485 

accggtgagg cgaagtgcgg tggcaattac gcagcttcgc tgcgttccca gatcgatgcc 
60 

aagacccgcg actgcaacga ggtgctcttt gtcgatgcag ttgaacatcg ctggatcgag 
120 

gagctgggtg gtatgaactt catggccatc agcaaagacg gtcagctcgt cacccccgag 
180 

ctagctggca ccatcctgcg tggcgtgacc cgcaagtcca ttctggaagt tgcccccgac 
240 

ctcggtcttg aaccagtgga gcgcaagatc gatgttgacg agctccttga tggcgttcgc 
300 

tctggcgagt tcccggaagt cttcgcctgt ggtaccgccg cggttgtcac accgatcggc 
360 

tctttcctag atggagatac cgacgtgaag gtctctgagc ccaccggaaa gaccacgatg 
420 

gagatccgtc gccgtctgct ggatatccag ttcggacgcg ctgaggacac ccatggctgg 
480 

ttgaagcgag tctgctgacg gcgtcgacga ccattggggc cggccccaat gatgtgttca 
540 

cgatcgggct acgacggtgt cgatgacaat gtcttgcggc tggaaggttt gcccgacggt 
600 

gaacgcgt 
608 

<210> 2486 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 2486 

Thr Gly Glu Ala Lys Cys Gly Gly Asn Tyr Ala Ala Ser Leu Arg Ser 

15 10 15 

Gin lie Asp Ala Lys Thr Arg Asp Cys Asn Glu Val Leu Phe Val Asp 

20 25 30 

Ala Val Glu His Arg Trp He Glu Glu Leu Gly Gly Met Asn Phe Met 

35 40 45 

Ala He Ser Lys Asp Gly Gin Leu Val Thr Pro Glu Leu Ala Gly Thr 

50 55 60 

He Leu Arg Gly Val Thr Arg Lys Ser He Leu Glu Val Ala Pro Asp 
65 70 75 80 

Leu Gly Leu Glu Pro Val Glu Arg Lys He Asp Val Asp Glu Leu Leu 

85 90 » 95 
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Asp Gly Val Arg Ser Gly Glu Phe Pro Glu Val Phe Ala Cys Gly Thr 

100 105 110 

Ala Ala Val Val Thr Pro lie Gly Ser Phe Leu Asp Gly Asp Thr Asp 

115 120 125 

Val Lys Val Ser Glu Pro Thr Gly Lys Thr Thr Met Glu lie Arg Arg 

130 135 140 

Arg Leu Leu Asp lie Gin Phe Gly Arg Ala Glu Asp Thr His Gly Trp 
145 150 155 160 

Leu Lys Arg Val Cys 

165 

<210> 2487 
<211> 339 
<212> DNA 



<213> Homo 


sapiens 










<400> 2487 












nncccctcag 
60 

agtctgcaaa 
120 


gagagcagcc 


catggaaggt 


cccccccaag gggcccctga 


gagccctgac 


gaaaccagaa 


agagctccag 


ggcctcctga 


cccaggtgca 


agccctggag 


aaggaggccg 
180 


caagcagtgt 


ggacgtgcag 


gccctgcgga 


ggctctttga 


ggccgtgccc 


cagctgggag 
240 


gggctgctcc 


tcaggctcct 


gctgcccacc 


aaaagcccga 


ggcctcagtg 


gagcaggcct 
300 

accttggtaa 
339 


Ctggggagct 


gacacgggtc 


agcacggaag 


ttgctcaact 


gaaggaacag 


ggctgctgga 


cattgaagag 


gctgtgcac 







<210> 2488 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 2488 

Xaa Pro Ser Gly Glu Gin Pro Met Glu Gly Pro Pro Gin Gly Ala Pro 

15 10 15 

Glu Ser Pro Asp Ser Leu Gin Arg Asn Gin Lys Glu Leu Gin Gly Leu 

20 25 30 

Leu Thr Gin Val Gin Ala Leu Glu Lys Glu Ala Ala Ser Ser Val Asp 

35 40 45 

Val Gin Ala Leu Arg Arg Leu Phe Glu Ala Val Pro Gin Leu Gly Gly 

50 55 60 

Ala Ala Pro Gin Ala Pro Ala Ala His Gin Lys Pro Glu Ala. Ser Val 
65 70 75 B0 

Glu Gin Ala Phe Gly Glu Leu Thr Arg Val Ser Thr Glu Val Ala Gin 

85 90 95 

Leu Lys Glu Gin Thr Leu Val Arg Leu Leu Asp lie Glu Glu Ala Val 
100 105 110 

His 



<210> 2489 
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<211> 594 
<212> DNA 
<213> Homo sapiens 

<400> 2489 

nacgcgttct tcggactggc gacgatgctg atttctatcc cgacgggggt gaagctattt 
60 

aactggctgg tcaccatcta tcacggccgg gtgcgtatca ccagccaggt tctttggacc 
120 

ctgggcttca tggtgacctt cgcgatcgga ggcatgaccg gcgtactgct ggccatcccg 
180 

ggtgctgact tcgtactgca caacagcctg ttcggaattg ctcacttcca caacgtgatc 
240 

atcggcggcg cagtattcgg ctacatcgca ggtttcagct tctacttccc gaaagcgttc 
300 

ggcttcaagc tgcacgaaag ctggggcaag gctgcattct ggttctggat ctcgggcttc 
360 

ttcgtcgcgt tcatgccgct ctatgcactg ggtttcatgg gcatgacccg ttgtttgaac 
420 

gcccccccca cccctgagtg ggtcccgtac ctgtacgttg ccatggtcgg tgcactgatg 
480 

atcgctgtcg gtatcgcctg ccagttgatt cagctgtatg tcagcgtgcg tgatcgcaag 
540 

cagaacatgt gcgaatccgg cgacccatgg aatgcacaca ccctggaatg gtcg 
594 

<210> 2490 

<211> 198 

<212> PRT 

<213> Homo sapiens 



<400> 2490 



Xaa 


Ala 


Phe 


Phe 


Gly Leu 


Ala 


Thr 


Met 


Leu 


He 


Ser He Pro 


Thr 


Gly 


1 








5 










10 






15 




Val 


Lys 


Leu 


Phe 


Asn 


Trp 


Leu 


Val 


Thr 


He 


Tyr 


His Gly Arg 


Val 


Arg 








20 










25 






30 






He 


Thr 


Ser 


Gin 


Val 


Leu 


Trp 


Thr 


Leu 


Gly 


Phe 


Met Val Thr 


Phe 


Ala 






35 










40 








45 






He 


Gly 


Gly 


Met 


Thr Gly 


Val 


Leu 


Leu 


Ala 


He 


Pro Gly Ala 


Asp 


Phe 




50 










55 










60 






Val 


Leu 


His 


Asn 


Ser 


Leu 


Phe Gly He 


Ala 


His 


Phe His Asn 


Val 


He 


65 










70 










75 






80 


He 


Gly 


Gly 


Ala 


Val 


Phe 


Gly Tyr 


He 


Ala 


Gly 


Phe Ser Phe 


Tyr 


Phe 










85 










90 






95 




Pro 


Lys 


Ala 


Phe 


Gly 


Phe 


Lys 


Leu 


His 


Glu 


Ser 


Trp Gly Lys Ala 


Ala 








100 










105 






110 






Phe 


Trp 


Phe 


Trp 


He 


Ser 


Gly 


Phe 


Phe 


Val 


Ala 


Phe Met Pro 


Leu 


Tyr 






115 










120 








125 






Ala 


Leu 


Gly 


Phe 


Met 


Gly 


Met 


Thr 


Arg 


Cys 


Leu 


Asn Ala Pro 


Pro 


Thr 




130 










135 










140 






Pro 


Glu 


Trp 


Val 


Pro 


Tyr 


Leu 


Tyr 


Val 


Ala 


Met 


Val Gly Ala 


Leu 


Met 


145 










150 










155 






160 


He 


Ala 


Val 


Gly 


He 


Ala 


Cys 


Gin 


Leu 


He 


Gin 


Leu Tyr Val 


Ser 


val 










165 










170 






175 
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Arg Asp Arg Lys Gin Asn Met Cys Glu Ser Gly Asp Pro Trp Asn Ala 

180 185 190 

His Thr Leu Glu Trp Ser 
195 

<210> 2491 
<211> 592 
<212> DNA 

<213> Homo sapiens 
<400> 2491 

acgcgtcacg caactgtcaa acttgccaat ccgcttgacg atactcgccc ctacctacgc 
60 

actacgttgt tgcctggtct attccatgca gtaacgacga atatgtcgcg atctcaggat 
120 

gatcttgcag tgttcgaaag cggaactgta ttccgcgccg tcactccggc tgcggcaccg 
180 

cgtcccggtg tcgacgagcg cccctccgat gaagtccttg ccgagatcga cgccgccttg 
240 

ccagcccagc cgcgcatgct cgcggccgtg atctgtggca gctggctgcc cgatcgctgg 
300 

gatggagagt cggtcaaggc tgactggcga cacgctgtgc tggtcgccca gaaggctgct 
360 

gatgctcttg gcgtgaggct ggtgcgcaag gctgaccgtc aggctccatg gcatcccggt 
420 

cgttgtgcgg ctctcatcgt cgatgggaag gtcattggcc atgctggtga gttgcacccc 
480 

acagtagtgt cgaaggctgg tctgcctcag cgcacctgtg cggtcgagtt caatctagat 
540 

gctttggtag cctgcgctcc gagcggtggt gaggtcatgg ttatttcaag gt 
592 

<210> 2492 

<211> 197 

<212> PRT 

<213> Homo sapiens 

<400> 2492 

Thr Arg His Ala Thr Val Lys Leu Ala Asn Pro Leu Asp Asp Thr Arg 

15 10 15 

Pro Tyr Leu Arg Thr Thr Leu Leu Pro Gly Leu Phe His Ala Val Thr 

20 25 30 

Thr Asn Met Ser Arg Ser Gin Asp Asp Leu Ala Val Phe Glu Ser Gly 

35 40 45 

Thr Val Phe Arg Ala Val Thr Pro Ala Ala Ala Pro Arg Pro Gly Val 

50 55 60 

Asp Glu Arg Pro Ser Asp Glu Val Leu Ala Glu He Asp Ala Ala Leu 
65 70 75 80 

Pro Ala Gin Pro Arg Met Leu Ala Ala Val He Cys Gly Ser Trp Leu 

85 90 95 

Pro Asp Arg Trp Asp Gly Glu Ser Val Lys Ala Asp Trp Arg His Ala 

100 105 110 

Val Leu Val Ala Gin Lys Ala Ala Asp Ala Leu Gly Val Arg Leu Val 
115 120 125 
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Arg Lys Ala Asp 
130 

Leu lie Val Asp 
145 

Thr Val Val Ser 

Phe Asn Leu Asp 
180 

Met Val He Ser 
195 



Arg Gin Ala Pro 
135 

Gly Lys Val He 
150 

Lys Ala Gly Leu 
165 

Ala Leu Val Ala 
Arg 



Trp His Pro Gly 
140 

Gly His Ala Gly 
155 

Pro Gin Arg Thr 
170 

Cys Ala Pro Ser 
IBS 



Arg Cys Ala Ala 

Glu Leu His Pro 
160 

Cys Ala Val Glu 
175 

Gly Gly Glu Val 
190 



<210> 2493 

<211> 418 

<212> DNA 

<213> Homo sapiens 



<400> 2493 
acgcgtcagg 
60 

ccccacacct 
120 

ctatcgaact 
180 

cctacgggat 
240 

atcccgctgg 
300 

aagggcgcca 
360 

gaggggcctg 

418 



ttgccggtga 
atgagccgtc 
acctcatgct 
ctatcaatgt 
ttgaaaatgc 
ggcggggagc 
gggacttcac 



tcgtgccacc 
gctgcgtgac 
cgaacctcat 
ctccctggct 
caacctagac 
cgaccgctct 
tgcctatatc 



gtcacctcca 
gttcggaccg 
tcggtcatca 
gaggaagccc 
accgtgtggc 
tcctcggtct 
actgggacct 



tggtgccttc 
tcgtgtattc 
agaccatcga 
aaaagtacgg 
tggggttgcg 
acctccagcc 
ttggtcgacc 



aggagcagac 
gagagtcgcg 
ctcttcccta 
cgcacaagtg 
cgtcattggc 
gacgtcggtg 
tcagatct 



<210> 2494 
<211> 139 
<212> PRT 

<213> Homo sapiens 



<400> 2494 

Thr Arg Gin Val Ala 

1 5 
Ser Gly Ala Asp Pro 
20 

Thr Val Val Tyr Ser 
35 

Pro His Ser Val lie 
50 

He Asn Val Ser Leu 
65 

He Pro Leu Val Glu 

85 

Arg Val He Gly Lys 
100 

Val Tyr Leu Gin Leu 
115 



Gly Asp Arg Ala Thr 

10 

His Thr Tyr Glu Pro 
25 

Arg Val Ala Leu Ser 
40 

Lys Thr He Asp Ser 
55 

Ala Glu Glu Ala Gin 
70 

Asn Ala Asn Leu Asp 

90 

Gly Ala Arg Arg Gly 
105 

Thr Ser Val Glu Gly 
120 



Val Thr Ser Met Val Pro 

15 

Ser Leu Arg Asp Val Arg 
30 

Asn Tyr Leu Met Leu Glu 
45 

Ser Leu Pro Thr Gly Ser 
60 

Lys Tyr Gly Ala Gin Val 
75 80 
Thr Val Trp Leu Gly Leu 

95 

Ala Asp Arg Ser Ser Ser 
110 

Pro Gly Asp Phe Thr Ala 
12S 



1791 



WO 00/58473 



PCT/US00/08621 



Tyr He Thr Gly Thr Phe Gly Arg Pro Gin He 
130 135 

<210> 2495 

<211> 1478 

<212> DNA 

<213> Homo sapiens 

<400> 2495 

nnggcctggc ccagttgcac cacgagcgct gcggacactc ggggcggcag tcggtctgtc 
60 

agtcctcccg ccaggtcccg cggcccgcac ctgccgcccg~ cacctgcagc tccgcacctg 
120 

cggccagtgc ctactgccct ctcttgccgc ccgcacctgc agccccgcac ctgccgcttg 
180 

cacctgcagc cccgcgctct acccggttca agcatggctg accaggcgcc cttcgacacg 
240 

gacgtcaaca ccctgacccg cttcgtcatg gaggagggca ggaaggcccg cggcacgggc 
300 

gagttgaccc agctgctcaa ctcgctctgc acagcagtca aagccatctc ttcggcggtg 
360 

cgcaaggcgg gcatcgcgca cctctatggc attgctggtt ctaccaacgt gacaggtgat 
420 

caagttaaga agctggacgt cctctccaac gacctggtta tgaacatgtt aaagtcatcc 
460 

tttgccacgt gtgttctcgt gtcagaagaa gataaacacg ccatcatagc ggaaccggag 
540 

aaaaggggta aatatgtggt ctgttttgat ccccttgatg gatcttccaa catcgattgc 
600 

cttgtgtccg ttggaaccat ttttggcatc tatagaaaga aatcaactga tgagccttct 
660 

gagaaggatg ctctgcaacc aggccggaac ctggtggcag ccggctacgc actgtatggc 
720 

agtgccacca tgctggtcct tgccatggac tgtggggtca actgcttcat gctggacccg 
780 

gccatcgggg agttcatttt ggtggacaag gatgtgaaga taaaaaagaa aggtaaaatc 
840 

tacagcctta acgagggcta cgccaaggac tttgaccctg ccgtcactga gtacatccag 
900 

aggaagaagt tccccccaga taattcagct ccttatgggg cccggtatgt gggctccatg 
960 

gtggctgatg ttcatcgcac tctggtccac ggagggatat ttctgtaccc cgctaacaag 
1020 

aagagcccca atggaaagct gagactgctg tacgaatgca accccatggc ctacgtcatg 
1080 

gagaaggctg ggggaatggc caccactggg aaggaggccg tgttagacgt cattcccaca 
1140 

gacattcacc agagggcgcc ggtgatcttg gggtcccccg acgacgtgct cgagttcctg 
1200 

aaggtgtatg agaagcactc tgcccagtga gcacctgccc tgcctgcatc cggagaattg 
1260 

cctctacccg gaccttttgt ctcacacagc agtaccctga cctgctgtgc accttacatt 
1320 
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cctagagagc agaaataaaa agcatgacta tttccaccat caaatgctgt agaatgcttg 
1380 

gcactcccta accaaatgct gtctccataa tgccactggt gttaagatat attttgagtg 
1440 

gatggaggag aaataaactt attcctcctt aaaaaaaa 
1478 

<210> 2496 

<211> 338 

<212> PRT 

<213> Homo sapiens 



<400> 2496 



Met 


Ala 


Asp 


Gin 


Ala Pro Phe Asp 


Thr 


Asp 


Val 


Asn 


Thr 


Leu 


Thr 


Arg 


1 








5 




10 










15 




Phe 


Val 


Met 


Glu 


Glu Gly Arg Lys Ala 


Arg 


Gly 


Thr 


Gly 


Glu 


Leu 


Thr 








20 




25 










30 






Gin 


Leu 


Leu 


Asn 


Ser Leu Cys Thr 


Ala 


Val 


Lys 


Ala 


lie 


Ser 


Ser 


Ala 






35 




40 










45 








Val 


Arg 


Lys 


Ala 


Gly He Ala His 


Leu 


Tyr 


Gly 


He 


Ala 


Gly 


Ser 


Thr 




50 






55 








60 










Asn 


Val 


Thr 


Gly 


Asp Gin Val Lys 


Lys 


Leu 


Asp 


Val 


Leu 


Ser 


Asn 


Asp 


65 








70 






75 










80 


Leu 


Val 


Met 


Asn 


Met Leu Lys Ser 


Ser 


Phe 


Ala 


Thr 


Cys 


val 


Leu 


Val 










85 




90 










95 




Ser 


Glu 


Glu 


Asp 


Lys His Ala He 


He 


val 


Glu 


Pro 


Glu 


Lys 


Arg 


Gly 








100 




105 










110 






Lys 


Tyr 


val 


Val 


Cys Phe Asp Pro 


Leu 


Asp 


Gly 


Ser 


Ser 


Asn 


He 


Asp 






115 




120 










125 








Cys 


Leu 


Val 


Ser 


Val Gly Thr He 


Phe 


Gly 


He 


Tyr 


Arg 


Lys 


Lys 


Ser 




130 






135 








140 










Thr 


Asp 


Glu 


Pro 


Ser Glu Lys Asp Ala 


Leu 


Gin 


Pro 


Gly 


Arg 


Asn 


Leu 


145 








150 






155 










160 


Val 


Ala 


Ala 


Gly 


Tyr Ala Leu Tyr Gly 


Ser 


Ala 


Thr 


Met 


Leu 


Val 


Leu 










165 




170 










175 




Ala 


Met 


Asp 


Cys 


Gly Val Asn Cys 


Phe 


Met 


Leu 


Asp 


Pro 


Ala 


He 


Gly 








180 




185 










190 






Glu 


Phe 


lie 


Leu 


Val Asp Lys Asp 


Val 


Lys 


He 


Lys 


Lys 


Lys 


Gly 


Lys 






195 




200 










205 








lie 


Tyr 


Ser 


Leu 


Asn Glu Gly Tyr Ala 


Lys 


Asp 


Phe 


Asp 


Pro 


Ala 


Val 




210 






215 








220 










Thr 


Glu 


Tyr 


He 


Gin Arg Lys Lys 


Phe 


Pro 


Pro 


Asp 


Asn 


Ser 


Ala 


Pro 


225 








230 






235 










240 


Tyr Gly 


Ala 


Arg 


Tyr Val Gly Ser Met 


val 


Ala 


Asp 


Val 


His 


Arg 


Thr 










245 




250 










255 




Leu 


Val 


Tyr 


Gly 


Gly He Phe Leu Tyr 


Pro 


Ala 


Asn 


Lys 


Lys 


Ser 


Pro 








260 




265 










270 






Asn Gly 


Lys 


Leu 


Arg Leu Leu Tyr 


Glu 


Cys 


Asn 


Pro 


Met 


Ala 


Tyr 


Val 






275 




280 










285 








Met 


Glu 


Lys 


Ala 


Gly Gly Met Ala Thr 


Thr 


Gly 


Lys 


Glu 


Ala 


Val 


Leu 


295 








300 


















Asp 


Val 


lie 


pro 


Thr Asp He His 


Gin 


Arg 


Ala 


Pro 


Val 


He 


Leu 


Gly 


305 








310 






315 










320 


Ser 


Pro 


Asp 


Asp 


Val Leu Glu Phe 


Leu 


Lys 


Val 


Tyr 


Glu 


Lys 


His 


Ser 
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325 330 335 

Ala Gin 



<210> 2497 
<211> 399 
<212> DNA 

<213> Homo sapiens 
<400> 2497 

acgcgtgtct tggccggtga aacccttccc gcagcaggtt cagtacgtcg caccggcgag 
60 

cttggctacc tgccacagga tccccgcgac ccagacatgg aaatgatcgc gagggcaagg 
120 

atcctgtcag cgcgtggcct ggaccacata ctggaacgga tgcgcaccct ggagtatcag 
180 

atggcgaacg gttccgagga cgaccgtgcc gttgcgatgg acaaatacgc gaaggctgaa 
240 

gaccgtctcg tcgcggccgg tggctatggc gcctctgcag aggcagcccg aatcgcgtcg 
300 

aacttggggc ttgacgaccg cgtcctttcc cagccgttga aaaacctctc gggtggtcag 
360 

cgtcgtcgcg tcgagctggc gcgcatcctc ttttccgga 
399 

<210> 2498 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 2498 



Thr 


Arg 


val 


Leu 


Ala Gly Glu 


Thr 


Leu Pro 


Ala Ala Gly 


Ser 


val 


Arg 


1 








5 




10 








15 




Arg 


Thr 


Gly 


Glu 
20 


Leu Gly Tyr 


Leu 


Pro Gin 
25 


Asp 


Pro Arg 


Asp 
30 


Pro 


Asp 


Met 


Glu 


Met 
35 


He 


Ala Arg Ala 


Arg 
40 


He Leu 


Ser 


Ala Arg 
45 


Gly 


Leu 


Asp 


His 


He 
50 


Leu 


Glu 


Arg Met Arg 
55 


Thr 


Leu Glu 


Tyr 


Gin Met 
60 


Ala 


Asn 


Gly 


Ser 


Glu 


Asp 


Asp 


Arg Ala Val 


Ala 


Met Asp 


Lys 


Tyr Ala 


Lys 


Ala 


Glu 


65 








70 






75 








80 


Asp 


Arg 


Leu 


Val 


Ala Ala Gly 


Gly Tyr Gly 


Ala 


Ser Ala 


Glu 


Ala 


Ala 










85 




90 








95 




Arg 


He 


Ala 


Ser 
100 


Asn Leu Gly 


Leu 


Asp Asp 
105 


Arg 


Val Leu 


Ser 
110 


Gin 


Pro 


Leu 


Lys 


Asn 
115 


Leu 


Ser Gly Gly 


Gin 
120 


Arg Arg 


Arg 


Val Glu 
125 


Leu 


Ala 


Arg 


lie 


Leu 
130 


Phe 


Ser 


Gly 

















<210> 2499 

<211> 348 

<212> DNA 

<213> Homo sapiens 
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<400> 2499 

nggccgggcg aagacccgtt ctatatggcc taccacgaca ccgagtgggg cgtgccggaa 
60 

tatgacgacc gcgcattgta cgagaagctc attctcgacg gattccaggc cggcctgtcg 
120 

tggatcacca tcctgcgcaa gcgcgacaac tttcgcaaag ccttcgacga tttccagccc 
180 

gagaagatag cgcgttacaa tgagaagaag gttcacgcgc tgatgaacga tgccggcatc 
240 

gtgcgcaacc gcgccaagat cgaaggcacg atcgccagcg cgaaggcgta tctcgacatc 
300 

atggaaaaag gcccgggctt ctccaggctg ctgtgggact tcgtcgac 
348 

<210> 2500 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 2500 

Xaa Pro Gly Glu Asp Pro Phe Tyr Met Ala Tyr His Asp Thr Glu Trp 

15 10 15 

Gly Val Pro Glu Tyr Asp Asp Arg Ala Leu Tyr Glu Lys Leu lie Leu 

20 25 30 

Asp Gly Phe Gin Ala Gly Leu Ser. Trp lie Thr He Leu Arg Lys Arg 

35 40 45 

Asp Asn Phe Arg Lys Ala Phe Asp Asp Phe Gin Pro Glu Lys He Ala 

50 55 60 

Arg Tyr Asn Glu Lys Lys Val His Ala Leu Met Asn Asp Ala Gly He 
65 70 75 80 

Val Arg Asn Arg Ala Lys He Glu Gly Thr He Ala Ser Ala Lys Ala 

85 90 95 

Tyr Leu Asp He Met Glu Lys Gly Pro Gly Phe Ser Arg Leu Leu Trp 

100 105 110 

Asp Phe Val Asp 
115 

<210> 2501 
<211> 569 
<212> DNA 

<213> Homo sapiens 
<400> 2501 

gaattcgatt catttgtggc aaatgcttac aatttgatga ttgtaaccca tcaaatcaca 
60 

taatgcccat taagccactc catacacttc tttaaatagg aaaatatatg taaagtacgt 
120 

acttagcaca gggcctgacc tatagtaatg gtcaagaatg atagcggggg tgaggtatgg 
180 

ctttcaagag tcaaacaatt ttactggtgc atcatttcca tttattcttt ctcttttgca 
240 

taataaaacc actcttaaga ttctaccttg gttagttaga gacaacagtt ctctggaaag 
300 
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cagattctat agcctcaact ccctgaagag atgtgtgcta atttacatca aaaaaatcct 
360 

taagggtata aaatatgcca agaactgtca acatcacaga ttaccactgg tagcttctgg 
420 

tatattgtta agtttccact taatttttaa gggacactag agaattagta tgactcacct 
480 

acactaagtt tatatactgt atttaacagt gtaattttca aatatgacag gaataaccca 
540 

gatgtgaaat gctgaatcat taatcacag 
569 

<210> 2502 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2502 

Met lie Ala Gly Val Arg Tyr Gly Phe Gin Glu Ser Asn Asn Phe Thr 

1 S 10 15 

Gly Ala Ser Phe Pro Phe lie Leu Ser Leu Leu His Asn Lys Thr Thr 

20 25 30 

Leu Lys lie Leu Pro Trp Leu Val Arg Asp Asn Ser Ser Leu Glu Ser 

35 40 45 

Arg Phe Tyr Ser Phe Asn Ser Leu Lys Arg Cys Val Leu lie Tyr lie 

50 55 60 

Lys Lys lie Leu Lys Gly lie Lys Tyr Ala Lys Asn Cys Gin His His 
65 70 75 80 

Arg Leu Pro Leu Val Ala Ser Gly lie Leu Leu Ser Phe His Leu lie 

85 90 95 

Phe Lys Gly His 
100 



<210> 2503 

<211> 419 

<212> DNA 

<213> Homo sapiens 



<400> 2503 
gccacgccag 
60 

aaggccttgc 
120 

accaatgggg 
180 

tcgtccttgg 
240 

ctcgtccatt 
300 

gttgattccc 
360 

aaggcggtca 
419 



ccatctaccc 
tacctcagca 
agcgctttct 
catcacccat 
gcgcagacaa 
acgcctatcc 
ccagtggcct 



tttcctcgac 
gtcctacagc 
ctacctgccg 
gaggctctcg 
aagcctcccg 
tcacatccag 
gccgggggac 



tcgccaaata 
ttggcccagc 
ccacctcact 
acaccttcgg 
tggaagatgg 
aacagtaagc 
acagctctcc 



agtattcact 
cgctgtattc 
acgtcggtcc 
cctccccagc 
gcgtcagccc 
agcccagggt 
tgttgccccc 



gaacatgtac 
tccagtctgc 
ccacatccca 
catcccgcct 
tgggaatcct 
tccctctgcc 
ctcacgcgt 



<210> 2504 
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<211> 121 
<212> PRT 
<213> Homo sapiens 



<400> 2504 
Met Tyr Lys Ala 
1 

Leu Tyr Ser Pro 
20 

Pro Pro His Tyr 
35 

Met Arg Leu Ser 
50 

His Cys Ala Asp 
65 

Asn Pro Val Asp 

Pro Arg Val Pro 
100 

Thr Ala Leu Leu 
115 



Leu Leu Pro Gin 
5 

Val Cys Thr Asn 

Val Gly Pro His 

40 

Thr Pro Ser Ala 
55 

Lys Ser Leu Pro 
70 

Ser His Ala Tyr 
85 

Ser Ala Lys Ala 

Leu Pro Pro Ser 
120 



Gin Ser Tyr Ser 
10 

Gly Glu Arg Phe 
25 

He Pro Ser Ser 

Ser Pro Ala He 
60 

Trp Lys Met Gly 
75 

Pro His He Gin 
90 

Val Thr Ser Gly 

105 

Arg 



Leu Ala Gin Pro 
15 

Leu Tyr Leu Pro 
30 

Leu Ala Ser Pro 
45 

Pro Pro Leu Val 

Val Ser Pro Gly 
60 

Asn Ser Lys Gin 
95 

Leu Pro Gly Asp 
110 



<210> 2505 

<211> 540 

<212> DNA 

<213> Homo sapiens 



<400> 2505 

tccggagcca atccgactca ggccctcgtc 
60 

ccgctcgtgt tggtgccgtt ggctcggttc 
120 

acgaatgggc gtgtcatggc cgccatcgcg 
180 

aacgtggttc tcgtcgtcga gacggtcatg 
240 

cgacaatcgt gaaaatgagt gacaaactca 
300 

cctctgccca cgagctagcc aacgatttgg 
360 

tggcgatcct cacgacgatg ggagcggctg 
420 

cgtcggtgtc agtcgtcccg gctgttgtgt 
480 

tggccaccct gacggaggag tcccgcgtca 
540 



tggagccagg tgctgttgag catggggttg 
accggcgatc ggcgtctgat gggccaatgg 
tggatcgtcg tggcagcagt ctcggctctc 
ggtgcatgat ccttgagggc agttttctgg 
agcgggtgac gacgccgaac cccgcaccga 
ccactgcatt tcgcgggtac cctgctggag 
ggcccgaggg cttgacggtc tcctccctgg 
cggtgtcgtt gggtaatggt tcgacgaccc 
tcgtccacat gcttgatgca gatcgcgcgc 



<210> 2506 
<211> 72 
<212> PRT 

<213> Homo sapiens 



<400> 2506 

Ser Gly Ala Asn Pro Thr Gin Ala Leu Val Trp Ser Gin Val Leu Leu 
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1 

Ser Met Gly Leu 
20 

Asp Arg Arg Leu 
35 

lie Ala Trp He 
50 

Val Val Glu Thr 
65 



5 

Pro Leu Val Leu 

Met Gly Gin Trp 
40 

Val Val Ala Ala 
55 

Val Met Gly Ala 
70 



10 

Val Pro Leu Ala 
25 

Thr Asn Gly Arg 

Val Ser Ala Leu 
60 



15 

Arg Phe Thr Gly 
30 

Val Met Ala Ala 
45 

Asn Val Val Leu 



<210> 2507 

<211> 922 

<212> DNA 

<213> Homo sapiens 



<400> 2507 

nacgcgtgaa gggcagagga gagagaccag 
60 

agcttcatgc ccccaggaca taaatagccc 
120 

acggagcagt gccccctgtt ttcacagcac 
180 

ttccactggc acttcctcaa ccagcggcgc 
240 

ttcaactaca gccccgacgt gtactgctcc 
300 

gacggcgacg agtgtcccta cctgcaccgg 
360 

ctgcgttact acaaaacagg aacctgcatc 
420 

aagaatgggc tgcactgtgc cttcgcgcac 
480 

gacatcaggg agcttcaggc catggaggcc 
540 

agcatagagg gccagtcggc tggggctgcg 
600 

gaggagcctc ggtggcaaga gactgcttat 
660 

aagaagcccc cgcggctgtg ccgccaaggc 
720 

gaccggcggc ggagcccccg gaagcacaaa 
780 

cacggggatg agtggggaga ccctggcaag 
840 

cacacccgca ccgagcagca gttccacccc 
900 

aggggggggg gggtgaggga gg 

922 



tgaaggggga ggaggcggcc aaaaggagac 
ggctgctgca ggtacctgaa ggagttcagg 
aagtgcgcgc agcaccggcc gttcacctgc 
cgcaggcccc tccgcaggcg cgacggcacc 
aagtacaacg aagccaccgg cgtgtgcccc 
acgacggggg acacagaacg caagtaccac 
cacgagacag acgcacgtgg ccactgcgtg 
gggccccatg acctccgctc ccctgtctac 
ttgcagaatg gccagaccac ggtagagggg 
agccatgcca tgatagaaaa gatcctcagc 
gtgctgggga actataagac ggagccttgc 
tatgcctgtc cctactacca caacagcaag 
tacaggtcgt ctccatgtcc aaacgtcaag 
tgtgagaacg gagacgcctg ccagtactgc 
gagatctaca agtccaccaa gtgcaacgga 



<210> 2508 

<211> 278 

<212> PRT 

<213> Homo sapiens 
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<400> 2508 



Pro Gly 


Cys 


Cys 


Arg 


Tyr 


Leu 


Lys 


Glu 


Phe 


Arg Thr 


Glu 


Gin 


Cys 


Pro 


1 






5 










10 








15 




Leu Phe 


Ser 


Gin 


His 


Lys 


Cys 


Ala 


Gin 


His 


Arg Pro 


Phe 


Thr 


Cys 


Phe 






20 










25 








30 






His Trp 


His 


Phe 


Leu 


Asn 


Gin 


Arg 


Arg 


Arg 


Arg Pro 


Leu 


Arg 


Arg 


Arg 




35 










40 








45 








Asp Gly 


Thr 


Phe 


Asn 


Tyr 


Ser 


Pro 


Asp 


Val 


Tyr Cys 


Ser 


Lys 


Tyr 


Asn 


50 










55 








60 










Glu Ala 


Thr 


Gly 


Val 


Cys 


Pro 


Asp 


Gly 


Asp 


Glu Cys 


Pro 


Tyr 


Leu 


His 


65 








70 










75 








80 


Arg Thr 


Thr 


Gly 


Asp 


Thr 


Glu 


Arg 


Lys 


Tyr 


His Leu 


Arg 


Tyr 


Tyr 


Lys 








85 










90 








95 




Thr Gly 


Thr 


Cys 


lie 


His 


Glu 


Thr 


Asp 


Ala 


Arg Gly 


His 


Cys 


Val 


Lys 






100 










105 








110 






Asn Gly 


Leu 


His 


Cys 


Ala 


Phe 


Ala 


His 


Gly 


Pro His 


Asp 


Leu 


Arg 


Ser 




115 










120 








125 








Pro Val 


Tyr 


Asp 


He 


Arg 


Glu 


Leu 


Gin 


Ala 


Met Glu 


Ala 


Leu 


Gin 


Asn 


130 










135 








140 










Gly Gin 


Thr 


Thr 


Val 


Glu 


Gly 


Ser 


He 


Glu 


Gly Gin 


Ser 


Ala 


Gly 


Ala 


145 








150 










155 








160 


Ala Ser 


His 


Ala 


Met 


He 


Glu 


Lys 


He 


Leu 


Ser Glu 


Glu 


Pro 


Arg 


Trp 








165 










170 








175 




Gin Glu 


Thr 


Ala 


Tyr 


Val 


Leu 


Gly 


Asn 


Tyr 


Lys Thr 


Glu 


Pro 


Cys 


Lys 






180 










185 








190 






Lys Pro 


Pro 


Arg 


Leu 


Cys 


Arg 


Gin 


Gly 


Tyr 


Ala Cys 


Pro 


Tyr 


Tyr 


His 




195 










200 








205 








Asn Ser 


Lys 


Asp 


Arg 


Arg 


Arg 


Ser 


Pro 


Arg 


Lys His 


Lys 


Tyr 


Arg 


Ser 


210 










215 








220 










Ser Pro 


Cys 


Pro 


Asn 


Val 


Lys 


His 


Gly 


Asp 


Glu Trp 


Gly 


Asp 


Pro 


Gly 


225 








230 










235 








240 


Lys Cys 


Glu 


Asn 


Gly 


Asp 


Ala 


Cys 


Gin 


Tyr 


Cys His 


Thr 


Arg 


Thr 


Glu 








245 










250 








255 




Gin Gin 


Phe 


His 


Pro 


Glu 


He 


Tyr 


Lys 


Ser 


Thr Lys 


Cys 


Asn 


Gly 


Arg 






260 










265 








270 






Gly Gly 


Gly 


Val 


Arg 


Glu 





















275 



<210> 2509 

<211> 348 

c212> DNA 

<213> Homo sapiens 

<400> 2509 

gccggccttg acctgggccg ggcgatggct ccacggcaag gtccaatact ccgtgcgctt 
60 

gtggcgctgg acttcgtcga tgcccgcgag gttttgctgc ccgcgaccat tggactggac 
120 

gttcatgaac gggtggagcc cggcaaaacc gaaactcaac caatccttgg ggatgctgga 
180 

cggcaggttg ccgagggcaa acacgttgac cacgttcgca ccgacaccac cgaccacggc 
240 

caccgctccc agcggaatct cgtagactta gcgccagggt tggtaaggcg tgtagcggtc 
300 
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gtaacgacgg gcgacctcga actcggggct tcaaagtctt ctgctgtg 
34B 

<210> 2510 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2510 

Met Ala Pro Arg Gin Gly Pro lie Leu Arg Ala Leu Val Ala Leu Asp 

1 5 10 15 

Phe Val Asp Ala Arg Glu Val Leu Leu Pro Ala Thr He Gly Leu Asp 

20 25 30 

Val His Glu Arg Val Glu Pro Gly Lys Thr Glu Thr Gin Pro He Leu 

35 40 45 

Gly Asp Ala Gly Arg Gin Val Ala Glu Gly Lys His Val Asp His Val 

50 55 60 

Arg Thr Asp Thr Thr Asp His Gly His Arg Ser Gin Arg Asn Leu Val 
65 70 75 80 

Asp Leu Ala Pro Gly Leu Val Arg Arg Val Ala Val Val Thr Thr Gly 

85 90 95 

Asp Leu Glu Leu Gly Ala Ser Lys Ser Ser Ala Val 
100 105 

<210> 2511 

<211> 663 

<212> DNA 

<213> Homo sapiens 

<400> 2511 

nnacgcgtgt gggaccatat caggggagcc cgatggttct caggtaaggg ccggggtggt 
60 

tccctgacta ggctgctgtc gttggctccc gtcgtcaacg agcaagatct gcaagtgctc 
120 

cctgtcatcg cacacgtcgg ttatccgcag gccgccgacg agtattacca gttgctttta 
180 

gcattacgcc caggacgcgt tgctggcctg gcggagatcg tcgtcaacgg tcaacctttt 
240 

accgtcactg acgccactga ggatgaacta gctctcactg cttgggctcg tatcctcctc 
300 

gagggaactc ccatcgccat ggatggatcg tggcagctgc atcgccgtcg agcggcccct 
360 

gagccagttc ggttcgctaa gcgcttcggt ggtgagcaat cgaacacctc gatcatggtg 
420 

ggcgacgcca tcatcatcaa aatgttccgc cgcctggagc ccggcgacaa ccttgacatc 
480 

accgtgcata gcgccctcaa cgatgccggg atctcatcgg tggccacatt gtacggcttt 
540 

atgtccggac agatccccgc tgaggaacac atcccggtcg atctagctat gatcattgag 
600 

aggttgccac agccccggga tggctgggaa ctcatcactg ccaaggcagt cgatctcgtc 

660 

gac 

663 
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<210> 2512 

<211> 221 

<212> PRT 

<213> Homo sapiens 



<400> 2512 

Xaa Arg Val Trp Asp His lie Arg Gly Ala Arg Trp Phe Ser Gly Lys 

15 10 15 

Gly Arg Gly Gly Ser Leu Thr Arg Leu Leu Ser Leu Ala Pro Val Val 

20 25 30 

Asn Glu Gin Asp Leu Gin Val Leu Pro Val lie Ala His Val Gly Tyr 

35 40 45 

Pro Gin Ala Ala Asp Glu Tyr Tyr Gin Leu Leu Leu Ala Leu Arg Pro 

50 55 60 

Gly Arg Val Ala Gly Leu Ala Glu He Val Val Asn Gly Gin Pro Phe 
65 70 75 80 

Thr Val Thr Asp Ala Thr Glu Asp Glu Leu Ala Leu Thr Ala Trp Ala 

85 90 95 

Arg He Leu Leu Glu Gly Thr Pro He Ala Met Asp Gly Ser Trp Gin 

100 105 HO 

Leu His Arg Arg Arg Ala Ala Pro Glu Pro Val Arg Phe Ala Lys Arg 

115 120 125 

Phe Gly Gly Glu Gin Ser Asn Thr Ser He Met Val Gly Asp Ala He 

130 135 140 

He He Lys Met Phe Arg Arg Leu Glu Pro Gly Asp Asn Leu Asp He 
145 150 155 160 

Thr Val His Ser Ala Leu Asn Asp Ala Gly He Ser Ser Val Ala Thr 

165 170 175 

Leu Tyr Gly Phe Met Ser Gly Gin He Pro Ala Glu Glu His He Pro 

180 185 190 

Val Asp Leu Ala Met He He Glu Arg Leu Pro Gin Pro Arg Asp Gly 

195 200 205 

Trp Glu Leu He Thr Ala Lys Ala Val Asp Leu Val Asp 
210 215 220 

<210> 2513 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<400> 2513 

ctggctggaa tgatcacctt tacctgcaac ctggctgaga atgtgtccag caaagttcgt 
60 

cagcttgacc tggccaagaa ccgcctctat caggccattc agagagctga tgacatcttg 
120 

gacctgaagt tctgcatgga tggagttcag actgctttga ggagtgaaga ttatgagcag 
180 

gctgcagcac atattcatcg ctacttgtgc ctggacaagt cggtcattga gctcagccga 
240 

cagggcaaag agggtcagca tccgaaactg gagcatgatt gatgccaacc tgaaattgct 
300 

gcaggaagct gagcaacgtc tcaaagccat tgtggcagag aagtttgcca ttgccaccaa 
360 
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ggaaggtg 
368 

<210> 2514 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 2514 

Leu Ala Gly Met lie Thr Phe Thr Cys Asn Leu Ala Glu Asn Val Ser 

15 10 15 

Ser Lys Val Arg Gin Leu Asp Leu Ala Lys Asn Arg Leu Tyr Gin Ala 

20 25 30 

lie Gin Arg Ala Asp Asp lie Leu Asp Leu Lys Phe Cys Met Asp Gly 

35 40 45 

Val Gin Thr Ala Leu Arg Ser Glu Asp Tyr Glu Gin Ala Ala Ala His 

50 55 60 

lie His Arg Tyr Leu Cys Leu Asp Lys Ser Val lie Glu Leu Ser Arg 
65 70 75 80 

Gin Gly Lys Glu Gly Gin His Pro Lys Leu Glu His Asp 

85 90 

<210> 2515 
<211> 351 
<212> DNA 

<213> Homo sapiens 
<400> 251S 

agatcttaag ggccccagga atttgttttg ttttcctttt taactcccca ggtaattatg 
60 

gctcatcctg gaccagaccc ttcctacccc tccaactccc caacaactgg gcaattggaa 
120 

tatcagtcca tccctaaaag ccaaccaggc tctcccgagg gaggcaggaa atccctgctc 
180 

cctccatccc ccaccgggaa tgctgcaggg ggcttgaggg aggcgacaca gtggggagct 
240 

ctgggtgcag gtgggcagac aatgggccaa cacaccccct cagccccgct ccagtatcag 
300 

cattccagac ccacccacct gggcccttgg tcaccgggag acctcacgcg t 
351 

<210> 2516 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 2516 

Met Ala His Pro Gly Pro Asp Pro Ser Tyr Pro Ser Asn Ser Pro Thr 

15 10 15 

Thr Gly Gin Leu Glu Tyr Gin Ser He Pro Lys Ser Gin Pro Gly Ser 

20 25 30 

Pro Glu Gly Gly Arg Lys Ser Leu Leu Pro Pro Ser Pro Thr Gly Asn. 

35 40 45 

Ala Ala Gly Gly Leu Arg Glu Ala Thr Gin Trp Gly Ala Leu Gly Ala 
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50 55 60 



Gly Gly Gin Thr Met Gly Gin His Thr Pro Ser Ala Pro Leu Gin Tyr 
65 70 75 80 

Gin His Ser Arg Pro Thr His Leu Gly Pro Trp Ser Pro Gly Asp Leu 





85 




90 




95 


Thr Arg 












<210> 2517 












<211> 356 












<212> DNA 












<213> Homo 


sapiens 










<400> 2517 












acgcgtggaa 
60 

ggaggtggcc 
120 


agacagtgac 


tgtgagtgtg 


tacgcatggg 


agcagaaggg 


gaggacaaac 


agtgagtcag 


gaggcggggg 


ggggggctag 


ggcttcccca 


ggggtcagga 


cctgtcacca 
180 


accaaacccc 


atgggcctat 


tcagcagccc 


caacttggct 


ggtctggccg 


aggccacaca 
240 


ttccctgggg 


actgagctcc 


aaggtgctgg 


gtccctgagc 


aggaagcggc 


cagtgttgag 
300 


tgggcagtgt 


ctcactccag 


cccctccttc 


ccaggccagt 


tcttctcatc 


tccctcagtc 
356 


tttcccaagc 


aggccctcat 


ctacagggca 


gacctgactg 


gctagc 



<210> 2518 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 2518 
Met Gly Ala Glu 
1 

Ala Gly Gly Gly 
20 

Pro Asn Pro Met 
35 

Glu Ala Thr His 
50 

Ser Arg Lys Arg 
65 

Pro Ser Gin Ala 

Pro Ser Ser Thr 
100 



Gly Glu Asp Lys 
5 

Ala Arg Ala Ser 

Gly Leu Phe Ser 
40 

Ser Leu Gly Thr 
55 

Pro Val Leu Ser 
70 

Ser Ser Ser His 
85 

Gly Gin Thr 



Arg Arg Trp Pro 
10 

Pro Gly Val Arg 
25 

Ser Pro Asn Leu 

Glu Leu Gin Gly 
60 

Gly Gin Cys Leu 
75 

Leu Pro Gin Ser 
90 



Val Ser Gin Glu 
15 

Thr Cys His Gin 
30 

Ala Gly Leu Ala 
45 

Ala Gly Ser Leu 

Thr Pro Ala Pro 
80 

Phe Pro Ser Arg 
95 



<210> 2519 

<211> 830 

<212> DNA 

<213> Homo sapiens 



c400> 2519 
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accggtcagt ctgcgcggca gcaccgcacc ccggagccgc agctcttcct cccgcttgcc 
60 

cgacagccct ggtgccaagc cctgtctgag ccccaccagg aggaagcgcg tgctggctgc 
120 

tctccatctg ctctgggact ctggcctgct gcttcctctg cctgccactc cccaaccccg 
180 

tttcctcctc tgaaaactgg agctacacct gccccaacag ggcagaatta ccttaaatgg 
240 

cacaagacaa ttgcacagca gacccacctc ttctccaaag ttttcagggc ccaaacccag 
300 

acacctcctt gcaggactca tggctaccgt gggctcgcac caccagcctc cccatgcgtt 
360 

ttcctgcctc tgcttttgct caatctgctc aatgacagaa acgcgacaac agagggcact 
420 

ttctccaaac ccagctctcc ctcgaggctc ccatcctgct gctcacgctg aggccactct 
460 

accctgccct ccgcagctca caggcagacc tggagcccag tgactacagg gttggcctcc 
540 

tcatcttgcc accactcaca atgcccagca gtgttaaaat ccggcaggat gcacccgctt 
600 

gggaagcagt ccccaaagca gaatcgtcac cacatctgaa tagtttctgc catcccactg 
660 

acaggccagc atctaaaaga gatgtgcgct gagcgtccgt tatgtggtgg cgtcgctgtg 
720 

gtttcttaac cagaacgcaa aatcctgtga ccaggattat caccggctcg tttcatacat 
780 

gagacggggg aagccaaagt aaccactcag gccacagcag aaaaacgcgt 
830 

<210> 2520 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 2520 

Met Ser Pro Ala Arg Arg Cys Leu Gly Leu Gly Pro Glu Asn Phe Gly 

15 10 15 

Glu Glu Val Gly Leu Leu Cys Asn Cys Leu Val Pro Phe Lys Val He 

20 25 30 

Leu Pro Cys Trp Gly Arg Cys Ser Ser Ser Phe Gin Arg Arg Lys Arg 

35 40 45 

Gly Trp Gly Val Ala Gly Arg Gly Ser Ser Arg Pro Glu Ser Gin Ser 

50 55 60 

Arg Trp Arg Ala Ala Ser Thr Arg Phe Leu Leu Val Gly Leu Arg Gin 
65 70 75 80 

Gly Leu Ala Pro Gly Leu Ser Gly Lys Arg Glu Glu Glu Leu Arg Leu 

85 90 95 

Arg Gly Ala Val Leu Pro Arg Arg Leu Thr Gly 
100 105 

<210> 2521 
<211> 4291 
<212> DNA 

<213> Homo sapiens 
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<400> 2521 

ctctctctct ttcgggcgga gtcgcccacc 
60 

ccaggctgta gccgcaggac cccaccaccc 
120 

acactcctcc tggcggctcc cccatgctcc 
180 

cctcccccgg ccaatgacag cgacaccagc 
240 

cagccggggg tgctgctgcc cgtgtgggag 
300 

gcacgggcag tggtgtactt tgtggccatg 
360 

gccgaccgtt tcatggcggc catcgaggtc 
420 

accaaggcca acggtgagac cagcgtgggc 
480 

aacctcacgc tcatggccct gggctcctcc 
540 

gtctgcggcc acaacttcca ggcgggtgag 
600 

gccttcaaca tgtttgtggt catcgccgtg 
660 

cgcaagatca agcacctgag agtcttcttt 
720 

gtctggcttt atctcatcct tgctgttttt 
780 

ctgctgaccc tggtcttctt cccggtgtgc 
840 

ctgctcttct acaagtacgt gtacaagcgc 
900 

ataggcgccg agggcgaccc cccgaagagc 
960 

gaggccccag gtgagctggg cggcctgggc 
1020 

gccagccgcc gcgaggtcat ccagatcctc 
1080 

gatctggagc agctggtggg catcgccaac 
1140 

cgcgccttct accgcatcca ggccacgcgg 
1200 

agacacgcgg cggacgcctc gcgcagggcg 
1260 

gacgacggcg ccagccgcat cttcttcgag 
1320 

ggctccgtgc tgctgtccgt cacgtgccag 
1380 

gactaccgca ctgaggacgg ctctgccaag 
1440 

acgctggtgt tcaaaccagg cgagacgcag 
1500 

gacatcttcg aggaggacga gcatttcttc 
1560 



actgccagcc cagcgctggg gggacctgct 
cccatggctc ccctggcctt ggtgggggtc 
ggggcagcca ccccaacccc ctccctgccg 
acagggggct gccaggggtc ctaccgctgc 
cccgacgacc cgtcgctggg tgacaaggcg 
gtctacatgt ttctgggagt gtccatcatc 
atcacgtcaa aagagaagga gatcaccatc 
accgttcgca tctggaatga gacggtgtcc 
gcacctgaga tcctgctgtc agtcatcgaa 
ctgggcccag gcaccatcgt gggcagcgct 
tgcatctacg tcatcccagc cggcgagagc 
gtcactgcct cttggagcat cttcgcctat 
tcccccggtg tggtccaggt gtgggaggcg 
gtggtattcg cctggatggc cgacaagcgg 
taccgcaccg acccacgcag cggcatcatc 
atcgagctgg acggcacgtt cgtgggcgcc 
ccgggccccg ccgaggcgcg cgagctggac 
aaggacctca agcagaagca cccggacaag 
tactacgcgc tgctgcacca gcagaagagc 
ctgatgaccg gcgccgggaa cgtgctgcgc 
gcgccggccg agggcgcggg cgaggacgaa 
cctagcctct accactgcct ggagaactgc 
ggcggcgagg gcaacagcac cttctacgtg 
gcgggctccg actacgagta cagcgagggc 
aaggagctgc gcatcggcat catcgacgac 
gtgcggctgc tgaacctgcg cgtgggcgac 
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gcgcagggca 
1620 

ctgctggcca 
1680 

cgcctgctgc 
1740 

ggcgcgcgcg 
1800 

ggcgtgcact 
1860 

actcttcagg 
1920 

gagctgggcc 
1980 

gatggggaca 
2040 

aagccagttc 
2100 

aagaacacgg 
2160 

tcatggaggg 
2220 

gaggacgggt 
2280 

acggtgttct 
2340 

gcctgctttg 
2400 

gcctcccact 
2460 

gccctgggca 
2520 

tgcgccgacg 
2580 

ctgggcgtcg 
2640 

gtgcgcactg 
2700 

attgccgtgc 
2760 

ggacccaagc 
2820 

gccagcctgg 
2880 

cccaccgccc 
2940 

ttccccccag 
3000 

ggctttgatt 
3060 

gcctccccgg 
3120 

tatatccctg 
" 3180 



tgttcgagcc 
ccgtcaccat 
acgtgagcga 
gcaccgtgcg 
acgaggacgc 
tgaagatagt 
agccccagtg 
ggaagctaac 
ttggggagaa 
tggataaact 
agcagttttt 
cccgggagga 
ggaaggtgct 
gtgtctccat 
tcggctgcac 
cctccatccc 
cgtccatcgg 
cctggtctgt 
gcacgctggc 
tgctgtaccg 
tcgccaccac 
aggcgtactg 
gcccggggct 
actcggcctc 
gcccctgttc 
ttcctcccct 
gggaaatttc 



ggacggcggc 
cctggacgac 
gtgcatgggc 
ccctccctac 
gtgcggagag 
tgatgacgag 
gcttaagcga 
agccgaggag 
ctgccggctg 
catcaagaaa 
agaggcaatt 
gcggctgccg 
cttcgcctgt 
cctggtcatc 
cgttggcccc 
tgacacgttc 
caacgtgacc 
ggccgccgtg 
cttctccgtc 
gcgccggccg 
cgcgctcttc 
ccacatccgg 
agggactcgg 
ctctectggg 
tgtgtcccca 
gcggtgaccc 
caccccagtc 



gggcggccca 
gaccacgcag 

accgtggacg 
cgcacggtgg 
ctggagtttg 
gaatacgaga 
gggatttcag 
gaggaggctc 
gaggtcatca 
acgaacttgg 
acggtgagcg 
tcgtgctttg 
gtgcccccca 
ggcctgctca 
aaggactctg 
gccagcaagg 
ggctccaacg 
tactgggcgg 
acgctcttca 
cacatcggcg 
ctgggcctct 
ggcttctagg 
ctgcacctgc 
actcggcctc 
gtagctcagc 
caactccagc 
ccctccccag 



aggggcggct 
gcatcttctc 
tgcgcgtcgt 
acggcacggc 
gcgacgacga 
aaaaggataa 
ctctgctact 
ggaggatagc 
tcgaggagtc 
ccttggtaat 
caggggacga 
actacgtgat 
ccgagtactg 
ccgccctcat 
tcaatgctgt 
tggcggcgct 
cggtgaacgt 
tgcagggccg 
ccgtcttcgc 
gcgagctggg 
ggctcctgta 
gcctcgcgca 
tcttggaccc 
ccttctccgc 
cttccctctt 
ccatcctgtt 
ggaaccaccc 



ggtggcgccg 
cttccaggac 
gcgcagctcg 
gcgcggcggc 
gaccatgaaa 
tttcttcatt 
caatcaaggg 
agagatgggc 
atatgatttt 
tgggacccat 
ggaggaggag 
gcacttcctg 
ccacggctgg 
tggggacctc 
tgtcttcgtt 
gcaggaccag 
gttccttggc 
ccccttcgag 
cttcgtgggc 
cggcccgcgc 
catcctcttc 
gagactcgtc 
tggtctcctt 
cccctcccct 
cctctcggga 
ggtgaccgtc 
ccagtaacca 
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tcctggggag tttaaggtct ctctccttgg 
3240 

cccttcccct agtgaccccc ccccacttca 
3300 

tccctggggg accctcgaag gaggctgtca 
3360 

cagccctcag ggagctccgc tcagccccgg 
3420 

gaggccgcac acctttcctt ccaatccctc 
3480 

ccaggctcgg agacgagggg agaagtttgg 
3540 

gcacattttg aacctgcaac ttcagacatt 
3600 

tgagagccca gccacgcctt ggagggaggg 
3660 

aggggggacg cgggagggtg catgtcttgg 
3720 

ggcagcagac tccctcagcc atgagaacca 
3780 

agtccagttg atctcccctg acaatctgga 
3840 

ccgggcagga ccctcgaaga ggagaccgag 
3900 

aaatgctgcc acatctctgc ctgatggggg 
3960 

caagggatct gggtgggcat ttttaacttt 
4020 

gcattttctt actgttgatg tttcctgccc 
4080 

ccttgggccc ctaggatgac ccaactaccc 
4140 

gcattctatc gtcctgttgt gctcagcccc 
4200 

ctctccccca gctcatcatc agtcgctgtc 

4260 

taaaactttg aaattctgcc tgaaaaaaaa 
4291 

<210> 2522 
<211> 952 
<212> PRT 

<213> Homo sapiens 
<400> 2522 

Leu Ser Leu Phe Arg Ala Glu Ser 

1 5 
Gly Gly Pro Ala Pro Gly Cys Ser 
20 

Ala Pro Leu Ala Leu Val Gly Val 

35 40 
Cys Ser Gly Ala Ala Thr Pro Thr 

50 55 
Asn Asp Ser Asp Thr Ser Thr Gly 



tcacccagcc tggctttgcc cccaaagtct 

ccccatgtcc cagagcctca gaacccaccc 

gaggccgtct cagctcccag cccttccccc 

cggggaggag cgggtgggtg tgcgcgcaag 

cactcgggtt cttgggagga cactcattct 

ggtttcagtc ccagggctta gccggaggaa 

ccagctcccc cactcgccct ccactacctc 

gcttgtgtgt gtatatagtg tgtttggggg 

gaaaaggggg tgacagacaa cttttgagag 

gctttgggga ggaggccggg aatcaaagcg 

aggttcattt tgccctcagt gccagccaat 

ggtcccagag gaccaatgct acaagccagc 

gtggggatgg gtggggggat gggactgggc 

ggaggccttc catctgtcgg taggccatct 

aaaggacaca tttgggcagt gccacccact 

ccataacttt ctgcttccca caggttttca 

aacatcccag acccgttacc cgctaccctt 

tcttttctgt gatttctgta aaagttgcca 
a 



Pro Thr Thr Ala Ser Pro Ala Leu 

10 15 
Arg Arg Thr Pro Pro Pro Pro Met 
25 30 
Thr Leu Leu Leu Ala Ala Pro Pro 

45 

Pro Ser Leu Pro Pro Pro Pro Ala 
60 

Gly Cys Gin Gly Ser Tyr Arg Cys 
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65 

Gin Pro Gly 

Gly Asp Lys 

Met Phe Leu 
115 

Glu Val He 

130 
Gly Glu Thr 
145 

Asn Leu Thr 

Ser Val He 

Pro Gly Thr 
195 

Ala Val Cys 

210 
His Leu Arg 
22S 

Val Trp Leu 

Val Trp Glu 

Phe Ala Trp 
275 

Lys Arg Tyr 

290 
Gly Asp Pro 
305 

Glu Ala Pro 

Arg Glu Leu 

Leu Lys Gin 
355 

Ala Asn Tyr 

370 
Arg He Gin 
385 

Arg His Ala 

Gly Glu Asp 

Leu Tyr His 
435 

Cys Gin Gly 

450 
Glu Asp Gly 
465 

Thr Leu Val 
He He Asp 



Val Leu 

85 
Ala Ala 
100 

Gly val 

Thr Ser 

Ser Val 

Leu Met 
165 
Glu Val 
180 

He Val 

He Tyr 

Val Phe 

Tyr Leu 
245 
Ala Leu 
260 

Met Ala 

Arg Thr 

Pro Lys 

Gly Glu 
325 
Asp Ala 
340 

Lys His 

Tyr Ala 

Ala Thr 

Ala Asp 
405 
Glu Asp 
420 

Cys Leu 

Gly Glu 

Ser Ala 

Phe Lys 
485 
Asp Asp 



70 

Leu Pro 

Arg Ala 

Ser He 

Lys Glu 
135 
Gly Thr 
150 

Ala Leu 

Cys Gly 

Gly Ser 

Val He 
215 
Phe Val 
230 

He Leu 

Leu Thr 

Asp Lys 

Asp Pro 
295 
Ser He 
310 

Leu Gly 

Ser Arg 

Pro Asp 

Leu Leu 
375 
Arg Leu 
390 

Ala Ser 

Asp Gly 

Glu Asn 

Gly Asn 
455 
Lys Ala 
470 

Pro Gly 



Val Trp 

Val Val 
105 
He Ala 
120 

Lys Glu 

Val Arg 

Gly Ser 

His Asn 
185 
Ala Ala 
200 

Pro Ala 

Thr Ala 

Ala val 

Leu Val 
265 
Arg Leu 
280 

Arg Ser 

Glu Leu 

Gly Leu 

Arg Glu 
345 
Lys Asp 
360 

His Gin 

Met Thr 

Arg Arg 

Ala Ser 
425 
Cys Gly 
440 

Ser Thr 



Gly Ser 
Glu Thr 
He Phe Glu Glu 



75 

Glu Pro Asp 
90 

Tyr Phe Val 

Asp Arg Phe 

He Thr He 
140 

He Trp Asn 

155 
Ser Ala Pro 
170 

Phe Gin Ala 

Phe Asn Met 

Gly Glu Ser 
220 

Ser Trp Ser 

235 
Phe Ser Pro 
250 

Phe Phe Pro 

Leu Phe Tyr 

Gly He He 
300 

Asp Gly Thr 

315 
Gly Pro Gly 
330 

Val He Gin 

Leu Glu Gin 

Gin Lys Ser 
380 

Gly Ala Gly 

395 
Ala Ala Pro 

410 

Arg He Phe 

Ser Val Leu 

Phe Tyr Val 
460 

Asp Tyr Glu 

475 
Gin Lys Glu 
490 

Asp Glu His 



80 

Asp Pro Ser Leu 
95 

Ala Met Val Tyr 
110 

Met Ala Ala He 
125 

Thr Lys Ala Asn 

Glu Thr Val Ser 
160 

Glu He Leu Leu 
175 

Gly Glu Leu Gly 
190 

Phe Val Val He 
20S 

Arg Lys He Lys 

He Phe Ala Tyr 
240 

Gly Val Val Gin 
255 

Val Cys Val Val 
270 

Lys Tyr Val Tyr 
285 

lie Gly Ala Glu 

Phe Val Gly Ala 
320 

Pro Ala Glu Ala 
335 

He Leu Lys Asp 
350 

Leu Val Gly He 
365 

Arg Ala Phe Tyr 

Asn Val Leu Arg 
4 00 

Ala Glu Gly Ala 
415 

Phe Glu Pro Ser 
430 

Leu Ser Val Thr 
445 

Asp Tyr Arg Thr 

Tyr Ser Glu Gly 
480 

Leu Arg He Gly 
495 

Phe Phe Val Arg 
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500 

Leu Leu Asn Leu 
515 

Gly Gly Gly Arg 
530 

Val Thr He Leu 
545 

Arg Leu Leu His 

Val Arg Ser Ser 
580 

Val Asp Gly Thr 
595 

Gly Glu Leu Glu 
610 

Lys He Val Asp 
625 

Glu Leu Gly Gin 

Leu Asn Gin Gly 
660 

Ala Arg Arg He 
675 

Arg Leu Glu Val 
690 

Asp Lys Leu He 
70S 

Ser Trp Arg Glu 

Glu Glu Glu Glu 
740 

Phe Asp Tyr Val 
755 

Ala Cys Val Pro 
770 

Val Ser He Leu 
785 

Ala Ser His Phe 

Val Val Phe Val 
820 

Lys Val Ala Ala 
835 

Val Thr Gly Ser 
850 

Trp Ser Val Ala 
865 

Val Arg Thr Gly 

Ala Phe Val Gly 
900 

Gly Gly Glu Leu 
915 

Leu Phe Leu Gly 



Arg Val Gly Asp 
520 

Pro Lys Gly Arg 
535 

Asp Asp Asp His 
550 

Val Ser Glu Cys 
565 

Gly Ala Arg Gly 

Ala Arg Gly Gly 
600 

Phe Gly Asp Asp 
615 

Asp Glu Glu Tyr 
630 

Pro Gin Trp Leu 
645 

Asp Gly Asp Arg 

Ala Glu Met Gly 
680 

He He Glu Glu 
695 

Lys Lys Thr Asn 
710 

Gin Phe Leu Glu 
725 

Glu Asp Gly Ser 

Met His Phe Leu 
760 

Pro Thr Glu Tyr 
775 

Val He Gly Leu 
790 

Gly Cys Thr val 
805 

Ala Leu Gly Thr 

Leu Gin Asp Gin 
840 

Asn Ala Val Asn 
855 

Ala Val Tyr Trp 

' 870 
Thr Leu Ala Phe 
885 

He Ala val Leu 

Gly Gly Pro Arg 
920 

Leu Trp Leu Leu 



505 

Ala Gin Gly Met 

Leu Val Ala Pro 
540 

Ala Gly He Phe 
555 

Met Gly Thr Val 
570 

Thr Val Arg Leu 
585 

Gly Val His Tyr 

Glu Thr Met Lys 
620 

Glu Lys Lys Asp 
635 

Lys Arg Gly He 
650 

Lys Leu Thr Ala 
665 

Lys Pro Val Leu 

Ser Tyr Asp Phe 
700 

Leu Ala Leu Val 
715 

Ala He Thr Val 
730 

Arg Glu Glu Arg 
745 

Thr Val Phe Trp 

Cys His Gly Trp 
780 

Leu Thr Ala Leu 
795 

Gly Leu Lys Asp 
810 

Ser He Pro Asp 
825 

Cys Ala Asp Ala 

Val Phe Leu Gly 
860 

Ala Val Gin Gly 
875 

Ser Val Thr Leu 
890 

Leu Tyr Arg Arg 
905 

Gly Pro Lys Leu 
Tyr He Leu Phe 



510 

Phe Glu Pro Asp 
525 

Leu Leu Ala Thr 

Ser Phe Gin Asp 
560 

Asp Val Arg Val 
575 

Pro Tyr Arg Thr 
590 

Glu Asp Ala Cys 
605 

Thr Leu Gin Val 

Asn Phe Phe He 
640 

Ser Ala Leu Leu 
655 

Glu Glu Glu Glu 
670 

Gly Glu Asn Cys 
685 

Lys Asn Thr Val 

He Gly Thr His 
720 

Ser Ala Gly Asp 
735 

Leu Pro Ser Cys 
750 

Lys Val Leu Phe 
765 

Ala Cys Phe Gly 

He Gly Asp Leu 
800 

Ser Val Asn Ala 
815 

Thr Phe Ala Ser 
830 

Ser He Gly Asn 
845 

Leu Gly Val Ala 

Arg Pro Phe Glu 
880 

Phe Thr Val Phe 
895 

Arg Pro His He 
910 

Ala Thr Thr Ala 
925 

Ala Ser Leu Glu 
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930 935 940 

Ala Tyr Cys His He Arg Gly Phe 
945 950 

<210> 2523 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<400> 2523 

nnnattacct acgttcgcac cctgtcagga ttcgcctaca ccgcatttgt cgtggatgtc 
60 

ttcagccgaa aaattgttgg tgttgctaca cgctcgacga tgcgtaccga tgcgctgccc 
120 

atggaggctt tggagcatgc gttaacgact gcagggcgaa ttcatggaaa ccagttaatt 
180 

caccatagcg atcggggcag ccagtacgtg tcactgaagt attccaccgc gttagcggaa 
240 

tccggaatcc gtccgagtgt gggaacagtc ggcgattctt atgacaatgc tctagccgaa 
300 

acagtcaacg gtctctacaa ggcggaactg attcatgccc aaggtccgtg gacgtcggtc 
360 

ggagaagtcg aattggccac cttgcggnnn nn 
392 

<210> 2524 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 2524 
















Xaa 


lie 


Thr 


Tyr 


Val 


Arg Thr Leu Ser Gly Phe Ala Tyr 


Thr 


Ala 


Phe 


1 








5 


10 






15 




Val 


Val 


Asp 


Val 


Phe 


Ser Arg Lys He Val Gly Val Ala 


Thr 


Arg 


Ser 








20 




25 




30 






Thr 


Met 


Arg 


Thr 


Asp 


Ala Leu Pro Met Glu Ala Leu 


Glu 


His 


Ala 


Leu 






35 






40 


45 








Thr 


Thr 


Ala 


Gly 


Arg 


He His Gly Asn Gin Leu He 


His 


His 


Ser 


Asp 




50 








55 60 










Arg 


Gly 


Ser 


Gin 


Tyr 


Val Ser Leu Lys Tyr Ser Thr 


Ala 


Leu 


Ala 


Glu 


65 










70 75 








80 


Ser 


Gly 


He 


Arg 


Pro 


Ser Val Gly Thr Val Gly Asp 


Ser 


Tyr 


Asp Asn 










85 


90 






95 




Ala 


Leu 


Ala 


Glu 


Thr 


Val Asn Gly Leu Tyr Lys Ala 


Glu 


Leu 


He 


His 








100 




105 




110 






Ala 


Gin 


Gly 


Pro 


Trp 


Thr Ser Val Gly Glu Val Glu 


Leu 


Ala 


Thr 


Leu 






115 






120 


125 









Arg Xaa 
130 



<210> 2525 

<211> 378 

<212> DNA 

<213> Homo sapiens 
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<400> 2525 
acgcgttctc 
60 

tcccctttga 
120 

atcgctgcgc 
180 

tgattcatat 
240 

gaagtcagcg 
300 

gaactggtgg 
360 

caatacggcg 
378 



gggcgagggc 
atacgtggtg 
tacgcaccaa 
ctccgatatc 
gtgcgcccgc 
ccgcaacact 
tggaattc 



atcgcagatt 
ctgtcaccgc 
cgtggtcggc 
agcacgacag 
acgcctgcga 
cattcgcagc 



tcgaatgcac 
cgcgggaatc 
aagatgttgg 
gggcgtcatt 
tttcgggtga 
gagaagcccg 



ggtgatggcg 
aagaaccgca 
tcagcggcga 
ccgctctgca 
agacgcgcga 
ccgatttgcc 



gtgtgccgca 
cgttgcgcaa 
gccccgcnaa 
catcggcttg 
ctaccattca 
caacacctat 



<210> 2526 

<211> 111 

<212> PRT 

<213> Homo sapiens 



<400> 2526 






Met Ala 


Val 


Cys 


Arg He Pro Phe 


1 






5 


Arg Glu 


Ser 


Arg 


Thr Ala Arg Cys 






20 




Arg Gly 


Arg 


Gin 


Asp Val Gly Gin 




35 




40 


lie Ser 


Asp 


He 


Ser Thr Thr Gly 


50 






55 


Leu Gly 


Ser 


Gin 


Arg Cys Ala Arg 


65 






70 


Ala Arg 


Leu 


Pro 


Phe Arg Thr Gly 








85 


Glu Ala 


Arg 


Arg 


Phe Ala Gin His 



100 



Glu Tyr Val Val Leu Ser Pro Pro 

10 15 
Ala Asn Arg Cys Ala Thr His Gin 
25 30 
Arg Arg Ala Pro Xaa Met He His 

45 

Ala Ser Phe Arg Ser Ala His Arg 
60 

Thr Pro Ala He Ser Gly Glu Asp 

75 80 
Gly Arg Asn Thr His Ser Gin Arg 

90 95 
Leu Ser He Arg Arg Gly He 
105 110 



<210> 2527 

<211> 305 

<212> DNA 

<213> Homo sapiens 



<400> 2527 
ntggtcacct 
60 

cagatccaga 
120 

cgcctctccc 
180 

gtgtacgtga 
240 

gagtacaaga 
300 



tccgaatggg 
gagacgacct 
ccccagaagc 
cctggattcc 
agctaaagaa 



acggcggccc 
tggagccagt 
tcccgacagg 
ccgtgggaat 
agtgggagac 



aaacccgaga 
ccccagagca 
cccaccatct 
ggtgggttcc 
tggattctgg 



tcatggccag 
gcagccagcc 
ccacggcctc 
caatccagtc 
ccaccagcgc 



caaagagcag 
agaccacggc 
cgagacctca 
cttccgtgtg 
catcccccca 
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cgcgt 
305 



<210> 2528 

c211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 2528 

Xaa Val Thr Phe Arg Met Gly Arg Arg Pro Lys Pro Glu He Met Ala 

15 10 15 

Ser Lys Glu Gin Gin He Gin Arg Asp Asp Leu Gly Ala Ser Pro Gin 

20 25 30 

Ser Ser Ser Gin Pro Asp His Gly Arg Leu Ser Pro Pro Glu Ala Pro 

35 40 45 

Asp Arg Pro Thr He Ser Thr Ala Ser Glu Thr Ser Val Tyr Val Thr 

50 55 60 

Trp He Pro Arg Gly Asn Gly Gly Phe Pro He Gin Ser Phe Arg Val 
65 70 75 80 

Glu Tyr Lys Lys Leu Lys Lys Val Gly Asp Trp He Leu Ala Thr Ser 

85 90 95 

Ala He Pro Pro Arg 
100 



<210> 2529 

<211> 387 

<212> DNA 

<213> Homo sapiens 



<400> 2529 
acgcgtctcc 
60 

tgtgtcctcc 
120 

gtgaagtgtc 
180 

gccatggcgg 
240 

tttgctctgc 
300 

cgtttgtgtc 
360 

ccatgagctc 
387 



ccgtggtggg 
gtgccccccg 
acccggcttg 
cggctgctgg 
aggggtgggc 
tttccacaat 
cacaggttcc 



tcccgatccc 
agtggcctgc 
ctgcggcgtg 
gaaggctcct 
ttctgagcag 
gtcgggcttt 
tgaggga 



ccggccggct 
tagcccgctc 
tctccgccgt 
gcgtatggct 
aggaaggcca 
tatggatgct 



ctgccactga 
tcccacacag 
aacacgtgta 
ttgccatccg 
gaggtaacca 
tttagtctca 



agcctctccc 
tctccttgat 
taccggctca 
ggacccgggc 
ggtccatgca 
gtcacaaaag 



<210> 2530 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 2530 

Met Ala Phe Val Thr Glu Thr Lys Ser He His Lys Ser Pro Thr Leu 

1 5 10 15 

Trp Lys Asp Thr Asn Val His Gly Pro Gly Tyr Leu Trp Pro Ser Ser 
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20 25 30 

Ala Gin Lys Pro Thr Pro Ala Glu Gin Ser Pro Gly Pro Gly Trp Gin 

35 40 '45 

Ser His Thr Gin Glu Pro Ser Gin Gin Pro Pro Pro Trp Leu Ser Arg 

50 55 60 

Tyr Thr Arg Val Thr Ala Glu Thr Arg Arg Ser Lys Pro Gly Asp Thr 
65 70 75 80 

Ser His Gin Gly Asp Cys Val Gly Glu Arg Ala Ser Arg Pro Leu Gly 

85 90 95 

Gly His Gly Gly His Arg Glu Arg Leu Gin Trp Gin Ser Arg Pro Gly 

100 105 110 

Asp Arg Asp Pro Pro Arg Gly Asp Ala 
115 120 

<210> 2531 
<211> 396 
<212> DMA 

<213> Homo sapiens 



<400> 2531 
tctagagata 
60 

gctttccaac 
120 

* ctcatcagca 
180 

agttaaagat 
240 

ctgtaatgcg 
300 

tcgttcccaa 
360 

tgcctccacc 
396 



caaaaagtac 
cagctgaaga 
gccctggaga 
atgctagctt 
tcaaatcctt 
ggccccccat 
cacgtgcagg 



tctatacact 
tgacaagact 
tgacaaagat 
ttctttttct 
taggtctcaa 
gcttggcgag 
gaaaggaagg 



gagagacatc 
aaaccccaag 
agtgctgagg 
tccagacatt 
ttctttccct 
ggcgtctctg 
acgcgt 



tggataaata 
tcgctgcagc 
gggaacagac 
cctgaatcca 
agagagacaa 
ctttccaggc 



caaaggttga 
tctgtgtcat 
cttcgtcatc 
gagaactttc 
ggagcacagt 
agggtcctgc 



<210> 2532 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 2532 
Met Thr Arg Leu 
1 

Ala Ala Leu Glu 
20 

Ser Ser Val Lys 
35 

Glu Ser Arg Glu 
50 

Ser Phe Pro Arg 
65 

Cys Leu Ala Arg 
Thr His Val Gin 



Asn Pro Lys Ser 
5 

Met Thr Lys lie 

Asp Met Leu Ala 
40 

Leu Ser Cys Asn 
55 

Glu Thr Arg Ser 
70 

Ala Ser Leu Leu 
85 

Gly Lys Glu Gly 



Leu Gin Leu Cys 
10 

Val Leu Arg Gly 
25 

Phe Leu Phe Leu 

Ala Ser Asn Pro 
60 

Thr Val Arg Ser 
75 

Ser Arg Gin Gly 
90 

Arg 



val He Ser Ser 
15 

Asn Arg Pro Ser 
30 

Pro Asp He Pro 
45 

Leu Gly Leu Asn 

Gin Gly Pro Pro 
80 

Pro Ala Ala Ser 
95 
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100 105 



<210> 2533 

<211> 495 

<212> DNA 

<213> Homo sapiens 



<400> 2533 
ngccggccag 
60 

gctgtggcan 
120 

aggcgctacc 
160 

gtccttttca 
240 

ttcgtcgcct 
300 

acgcccagcg 
360 

ggtagtgtgg 
420 

ctgcagtgtt 
460 

gggcccgcca 
495 



atgtcccggg 
cccccatgga 
ggggtctcct 
aggggctggt 
atgaggcagt 
gcccacccac 
ctgggttcgg 
gtcggccgag 
gccat 



cgtgctggtg 
cgtgatcaag 
gcactgtatg 
actcaattgc 
gctgaggctc 
cagcagctgc 
gaccccacag 
gcctgagctc 



gccgggggct 
tcgagactgc 
gtgaccagcg 
tgccgcgcct 
gcccggggtc 
tggaggtcgt 
ggccattgcc 
gccctgccca 



gtgcaggagt 
aggcagacgg 
ttcgagagga 
tccctgtcaa 
tgctcacata 
agtggctgga 
caggagaatg 
gctactgacc 



cctggcctgg 
gcagggccag 
gggaccccgg 
catggtggtc 
gccggtcccc 
ggaggcaagg 
aggagcctcc 
tcaggtcgag 



<210> 2534 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 2534 

Xaa Arg Pro Asp Val Pro Gly Val Leu Val Ala Gly Gly Cys Ala Gly 

15 10 15 

Val Leu Ala Trp Ala Val Ala Xaa Pro Met Asp Val He Lys Ser Arg 

20 25 30 

Leu Gin Ala Asp Gly Gin Gly Gin Arg Arg Tyr Arg Gly Leu Leu His 

35 40 45 

Cys Met Val Thr Ser Val Arg Glu Glu Gly Pro Arg Val Leu Phe Lys 

50 55 60 

Gly Leu Val Leu Asn Cys Cys Arg Ala Phe Pro Val Asn Met Val Val 
65 70 75 80 

Phe Val Ala Tyr Glu Ala Val Leu Arg Leu Ala Arg Gly Leu Leu Thr 

85 90 95 

<210> 2535 
<211> 1904 
<212> DNA 

«213> Homo sapiens 
<400> 2535 

ncggcccggg aacgtggctg gttggaggag gtagatcacc ctttctgcgg gggacgattt 
60 
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cgtcggtggt aggctgctac catgaggttg aatcagaaca ccttgctgct ggggaagaag 
120 

gtggtccttg taccctacac ctcggagcat gtgcccagca ggtaccacga gtggatgaaa 
180 

tcagaggagc tgcagcgttt gacagcctcg gagccgctga ccctggagca ggagtatgcc 
240 

atgcagtgca gctggcagga agatgcagac aagtgtacct tcattgtgct ggatgccgag 
300 

aagtggcagg cccagccagg cgccaccgaa gagagctgca tggtgggaga cgtgaacctc 
360 

ttcctcacag atctagaaga ccccaccttg ggggagatcg aggtcatgat tgcagagccc 
420 

agctgcaggg gtaagggcct tggcactgag gccgttctcg cgatgctgtc ctacggagtg 
480 

accacgctag gtctgaccaa gtttgaggct aaaattgggc aaggaaatga accaagcatc 
540 

cggatgttcc agaaacttca ctttgagcag gtggctacga gcagtgtttt tcaggaggtg 
600 

accctcagac tgacagtgag tgagtccgag catcagtggc ttctggagca gaccagccac 
660 

gtggaagaga agccttacag agatgggtcg gcagagccct gctgatggct gggccttgtg 
720 

ggcagccact ctgtgtgagc agggtgttgg gcccatacac ttcaaagacc agagccctgc 
780 

actgggagag tgctcctggc ccaggctggg aatcaccttt cgaggccctt cagactctgg 
840 

cggggcttgc tgtggcctcc ctccagctag tggtgtggct gagcagactc cagggccagg 
900 

gccagttccc ttctcccctc ccggccaaac ccagacccag actctaggaa gctggaatgg 
960 

agggcaggga tccatgggag atgtcgggat gaaggtggga gctggaggtg cagggggacc 
1020 

tggaacatgg atgggagtgg acaggccttt ctccttagag gccagaggtg ctgccctggc 
1080 

tgggagtgaa gctccaggca ctaccagctt tcctgatttt cccgtttggt ccatgtgaag 
1140 

agctaccacg agccccagcc tcacagtgtc cactcaaggg cagcttggtc ctcttgtcct 
1200 

gcagaggcag gctggtgtga ccctgggaac ttgacccggg aacaacaggt ggtccagagt 
1260 

gagtgtggcc tggcccctca acctagtgtc cgtcctcctc tctcctggag ccagtcttga 
1320 

gtttaaaggc attagtgtta gatacagctc cttgtggctg gaaaacaccc ctctgctgat 
1380 

aaagctcagg gggcactgag gaagcagagg ccccttgggg gtgccctcct gaagagagcg 
1440 

tcaggccatc agctctgtcc ctctggtgct cccacgtctg ttcctcaccc tccatctctg 
1500 

ggagcagctg cacctgactg gccacgcggg ggcagtggag gcacaggctc agggtggccg 
1560 

ggctacctgg caccctatgg cttacaaagt agagttggcc cagtttcctt ccacctgagg 
1620 

ggagcactct gactcctaac agtcttcctt gccctgccat catctggggt ggctggctgt 
1680 
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caagaaaggc cgggcatgct ttctaaacac agccacagga ggcttgtagg gcatcttcca 
1740 

ggtggggaaa cagtcttaga taagcaaggt gacttgccta aggcctccca gcacccttga 
1800 

tcttggagtc tcacagcaga ctgcatgtga acaactggaa ccgaaaacat gcctcagtat 
1860 

aaaacaaaca ttataaaacg aaaaaaaaaa aaaaaaaaag tact 
1904 

<210> 2536 
<211> 207 
<212> PRT 

<213> Homo sapiens 



<400> 2S36 



Met 


Arg 


Leu 


Asn 


Gin Asn Thr Leu 


Leu 


Leu 


Gly 


Lys 


Lys 


val 


Val 


Leu 


1 








5 




10 










15 




Val 


Pro 


Tyr 


Thr 


Ser Glu His Val 


Pro 


Ser 


Arg 


Tyr 


His 


Glu 


Trp 


Met 








20 




25 










30 






Lys 


Ser 


Glu 


Glu 


Leu Gin Arg Leu 


Thr 


Ala 


Ser 


Glu 


Pro 


Leu 


Thr 


Leu 






3S 




40 










45 








Glu 


Gin 


Glu 


Tyr 


Ala Met Gin Cys 


Ser 


Trp 


Gin 


Glu 


Asp 


Ala 


Asp 


Lys 




50 






55 








60 










Cys 


Thr 


Phe 


He 


Val Leu Asp Ala 


Glu 


Lys 


Trp 


Gin 


Ala 


Gin 


Pro 


Gly 


65 








70 






75 










80 


Ala 


Thr 


Glu 


Glu 


Ser Cys Met Val 


Gly 


Asp 


Val 


Asn 


Leu 


Phe 


Leu 


Thr 










85 




90 










95 




Asp 


Leu 


Glu 


Asp 


Pro Thr Leu Gly 


Glu 


He 


Glu 


val 


Met 


He 


Ala 


Glu 








100 




105 










110 






Pro 


Ser 


Cys 


Arg 


Gly Lys Gly Leu 


Gly 


Thr 


Glu 


Ala 


val 


Leu 


Ala 


Met 






115 




120 










125 








Leu 


Ser 


Tyr 


Gly 


Val Thr Thr Leu 


Gly 


Leu 


Thr 


Lys 


Phe 


Glu 


Ala 


Lys 




130 






135 








140 










He 


Gly 


Gin 


Gly 


Asn Glu Pro Ser 


He 


Arg 


Met 


Phe 


Gin 


Lys 


Leu 


His 


145 








150 






155 










160 


Phe 


Glu 


Gin 


Val 


Ala Thr Ser Ser 


Val 


Phe 


Gin 


Glu 


Val 


Thr 


Leu 


Arg 










165 




170 










175 




Leu 


Thr 


Val 


Ser 


Glu Ser Glu His Gin 


Trp 


Leu 


Leu 


Glu 


Gin 


Thr 


Ser 








180 




185 










190 






His 


Val 


Glu 


Glu 


Lys Pro Tyr Arg Asp 


Gly 


Ser 


Ala 


Glu 


Pro 


Cys 








195 




200 










205 









c210> 2537 

<211> 509 

<212> DNA 

<213> Homo sapiens 

<400> 2537 

acgcgttctc gtaaggacaa gcttgacgcc gaggtgcatg ccggtgaagg cacccccggg 
60 

gatgtcatcg tgctgcggtt ttccggagcc atggcgaagc gtcctgcctc agttatcctt 
120 

ccgctgctac tgtcggactc ccccgtcatt gcgtggtggc ccttctccgg ccctgacaac 
180 
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ctcgcctcgg accccatcgg agcccttgcg gaccgccgca tcaccgactc ggcagctgac 
240 

aaagatccgt gcaaagccct catacgccgt gcggctcacc taaccgaggg tgactccgac 
300 

ctgtgttggg ctcgcaccac cagctggaga gccctagctg cagcagcttt ggatcaacat 
360 

ccagcgaccg tcaagttcgc tcgggtagag tcagccgccg gtaatgcgcc ggcgatgctg 
420 

ctggcagcct ggctaggatt gcgtctcggc gtcccggtcg agcgggtgac aaccgacgcg 
480 

cccggcatct ccgcgatcgt catgtcgac 
509 

<210> 2538 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 2538 



Thr 


Arg 


Ser Arg 


Lys 


Asp 


Lys 


Leu 


Asp 


Ala 


Glu Val 


His 


Ala 


Gly 


Glu 


1 






5 










10 








15 




Gly 


Thr 


Pro Gly 


Asp 


val 


He 


Val 


Leu 


Arg 


Phe Ser 


Gly 


Ala 


Met 


Ala 






20 










25 








30 






Lys 


Arg 


Pro Ala 


Ser 


Val 


He 


Leu 


Pro 


Leu 


Leu Leu 


Ser 


Asp 


Ser 


Pro 






35 








40 








45 








Val 


He 


Ala Trp 


Trp 


Pro 


Phe 


Ser 


Gly 


Pro 


Asp Asn 


Leu 


Ala 


Ser 


Asp 




SO 








55 








60 










Pro 


He 


Gly Ala 


Leu 


Ala 


Asp 


Arg 


Arg 


He 


Thr Asp 


Ser 


Ala 


Ala 


Asp 


65 








70 










75 








80 


Lys 


Asp 


Pro Cys 


Lys 


Ala 


Leu 


He 


Arg 


Arg 


Ala Ala 


His 


Leu 


Thr 


Glu 








85 










90 








95 




Gly 


Asp 


Ser Asp 


Leu 


Cys 


Trp 


Ala 


Arg 


Thr 


Thr Ser 


Trp 


Arg 


Ala 


Leu 






100 










105 








110 






Ala 


Ala 


Ala Ala 


Leu 


Asp 


Gin 


His 


Pro 


Ala 


Thr Val 


Lys 


Phe 


Ala 


Arg 






115 








120 








125 








Val 


Glu 


Ser Ala 


Ala 


Gly 


Asn 


Ala 


Pro 


Ala 


Met Leu 


Leu 


Ala 


Ala 


Trp 




130 








135 








140 










Leu 


Gly 


Leu Arg 


Leu 


Gly 


Val 


Pro 


Val 


Glu 


Arg Val 


Thr 


Thr 


Asp 


Ala 


145 








150 










155 








160 


Pro 


Gly 


He Ser 


Ala 


lie 


Val 


Met 


Ser 















165 



<210> 2539 
<211> 453 
<212> DNA 

<213> Homo sapiens 
<400> 2539 

aagcttctac tgccgcgagc acgtcgtcca ccgtcgaggt catggttcta gtttgccgcg 
60 

tcgcggcatg acccgaggat agtgacgtgg gacaatggct acgtgcgttt tctcaacgag 
120 

cagccgaact acgacctgac gtatgacgac gtcttcatgg caccaaaccg ttcctcggtg 
180 
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gggtcccgca tgaacgtcga cctcacgtca acagacgggc taggcactcc tctgcccctc 
240 

gtagtggcca atatgaccgc aatttccgga cgtcgcatgg cagagaccat cgccaggcgc 
300 

ggaggcattg ctgttctgcc ccaagatatc ccggcggatt tcgtcgcccg gtccattcgg 
360 

cgcgtcaaag atgcgcatac tcgattcgac accccagtca ccgtcaaccc gacaacgact 
420 

gtcggtgagg ccatgaactt gctcaacaag cgc 
453 

<210> 2540 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 2540 



Phe 


Ala 


Ala 


Ser 


Arg His Asp 


Pro Arg He Val Thr Trp 


Asp 


Asn 


Gly 


1 








5 


10 




15 




Tyr 


Val 


Arg 


Phe 


Leu Asn Glu 


Gin Pro Asn Tyr Asp Leu 


Thr 


Tyr 


Asp 








20 




25 


30 






Asp 


Val 


Phe 


Met 


Ala Pro Asn 


Arg Ser Ser Val Gly Ser 


Arg 


Met 


Asn 






35 






40 45 








val 


Asp 


Leu 


Thr 


Ser Thr Asp Gly Leu Gly Thr Pro Leu 


Pro 


Leu 


Val 




50 






55 


60 








Val 


Ala 


Asn 


Met 


Thr Ala lie 


Ser Gly Arg Arg Met Ala 


Glu 


Thr 


He 


65 








70 


75 






80 


Ala 


Arg 


Arg 


Gly 


Gly He Ala 


Val Leu Pro Gin Asp He 


Pro 


Ala 


Asp 










85 


90 




95 




Phe 


Val 


Ala 


Arg 


Ser He Arg 


Arg Val Lys Asp Ala His 


Thr 


Arg 


Phe 








100 




105 


110 






Asp 


Thr 


Pro 


Val 


Thr Val Asn Pro Thr Thr Thr Val Gly 


Glu 


Ala 


Met 






115 






120 125 








Asn 


Leu 


Leu 


Asn 


Lys Arg 











130 



<210> 2541 

<211> 564 

<212> DNA 

<213> Homo sapiens 

<400> 2541 

accggtctcc cacggagttc tgtttcctca ggtactgcac tgtatacaac tctaaatgca 
60 

ccctgcatgg aacccattgc agggcacacg cagtctacat gtatcccagg ttttatgctc 
120 

acagagcctg caatactccg tgtctggaat acgttatttg ctgcacacct cccagaggaa 
180 

catgtaacgt ctgtgtaaca tgctatcctg cacacatctg aaagaatctg tgtacacaac 
240 

actattatgc tgtgcacaca tttcctcata ttctgtgtag agagcacctc attttgtact 
300 

caaatattcg gcttccataa caagttacat tgctcacatc ttaaaatatt cattacacgt 
360 
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gaaaccaccg 
420 

gcacagttct 
460 

tctgccaagg 
540 

ctgcacgcca 
564 



catggtaccg 
cactgttctg 
gagactttgg 
gcagcatgac 



acatccttct 
cgtgcccagc 
ttctcccctt 
gcgt 



ggaatgtccc 
ccctcacact 
ccctgtgctg 



gcacagaggc 
ggacgcccac 
gctgtgcggg 



tgatatatgt 
ctcacactct 
ccacagccct 



<210> 2542 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 2542 

Met Leu Cys Thr His Phe Leu He Phe Cys Val Glu Ser Thr Ser Phe 

1 5 * 10 15 

Cys Thr Gin He Phe Gly Phe His Asn Lys Leu His Cys Ser His Leu 

20 25 30 

Lys He Phe He Thr Arg Glu Thr Thr Ala Trp Tyr Arg His Pro Ser 

35 40 45 

Gly Met Ser Arg Thr Glu Ala Asp He Cys Ala Gin Phe Ser Leu Phe 

50 55 60 

Cys Val Pro Ser Pro Ser His Trp Thr Pro Thr Ser His Ser Ser Ala 
65 70 75 80 

Lys Gly Asp Phe Gly Ser Pro Leu Pro Cys Ala Gly Cys Ala Gly His 

85 90 95 

Ser Pro Leu His Ala Ser Ser Met Thr Arg 
100 105 

<210> 2543 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<400> 2543 

cgcctgaagg gggcggggaa aatggaatgg gggggaaggg cgcgggtggg gacatgctgg 
60 

aacgtgccca tgctttctgc accacactgg atgactgaag gggaaggaac gagcgtctta 
120 

ccgctcctga tgagattttt gtttttgcct aacaaagaaa tgtgtatgaa tgcacgtctg 
180 

tttgcagggg cagggaggag gagggtcctt ggaatagctg ccgacaacag ctggaactcc 
240 

tgtctgggtc ccccagctgg gctagagagg gcagtgatca tctgtccact ggacaggaag 
300 

gtttgcaaag ggctgtttgc ttactgggtc ccaattttta gccttctgaa gcccctgtcc 
360 

aatggggccc agcaggcagc agtgctg 
387 



<210> 2544 
<211> 122 
<212> PRT 
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<213> Homo sapiens 
<400> 2544 



Met 


Glu 


Trp 


Gly 


Gly Arg Ala Arg Val Gly Thr Cys Trp Asn Val 


Pro 


1 








5 10 15 




Met 


Leu 


Ser 


Ala 
20 


Pro His Trp Met Thr Glu Gly Glu Gly Thr Ser 

25 30 


Val 


Leu 


Pro 


Leu 
35 


Leu 


Met Arg Phe Leu Phe Leu Pro Asn Lys Glu Met 
40 45 


Cys 


Met 


Asn 
50 


Ala 


Arg 


Leu Phe Ala Gly Ala Gly Arg Arg Arg Val Leu 
55 60 


Gly 


lie 


Ala 


Ala 


Asp 


Asn Ser Trp Asn Ser Cys Leu Gly Pro Pro Ala 


Gly 


65 








70 75 


80 


Leu 


Glu 


Arg 


Ala 


Val lie lie Cys Pro Leu Asp Arg Lys Val Cys 
85 90 95 


Lys 


Gly 


Leu 


Phe 


Ala 

100 


Tyr Trp Val Pro lie Phe Ser Leu Leu Lys Pro 

105 110 


Leu 


Ser 


Asn 


Gly 
115 


Ala 


Gin Gin Ala Ala Val Leu 
120 





<210> 2545 
<211> 336 
<212> DNA 

<213> Homo sapiens 
<400> 2545 

gcgattattt tcgtgctgcc cggacttatc atggtcggct ggtggtcagg tttcccgtac 
60 

tggaccaccc tcgctatctg tctagtcggc ggcatcctcg gcgttatgta ctcgattccg 
120 

ctgcgtcggg ccctcgtgac aggctcggat cttccctacc cggagggcgt cgcaggagct 
180 

gaggtgctca aagtaggcga ttccgctggt gccgccgagg ctaacaaggt gggtctgcga 
240 

gtcatcatcg tcggttctgt ggtctctgca gcgtacgccc tgttgtcgga tcttaagctt 
300 

gtgaagtcgg cgctgaccaa gcctttcaag acgggc 
336 

<210> 2546 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 2546 

Ala He He Phe Val Leu Pro Gly Leu He Met Val Gly Trp Trp Ser 

15 10 is 

Gly Phe Pro Tyr Trp Thr Thr Leu Ala He Cys Leu Val Gly Gly He 

20 25 30 

Leu Gly Val Met Tyr Ser He Pro Leu Arg Arg Ala Leu Val Thr Gly 

35 40 45 

Ser Asp Leu Pro Tyr Pro Glu Gly Val Ala Gly Ala Glu Val Leu Lys 

50 55 60 

Val Gly Asp Ser Ala Gly Ala Ala Glu Ala Asn Lys Val Gly Leu Arg 
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65 70 75 80 

Val lie lie Val Gly Ser Val Val Ser Ala Ala Tyr Ala Leu Leu Ser 

85 90 95 

Asp Leu Lys Leu Val Lys Ser Ala Leu Thr Lys Pro Phe Lys Thr Gly 
100 105 110 

<210> 2547 

<211> 556 

<212> DNA 

<213> Homo sapiens 

<400> 2547 

acgcgtgcac acacacacac gcaggcgtac acgctcacaa gtgcacacac acatatgagt 
60 

ttcccacaca tctcaccata tcactttctc tttacttttt aaagacaggg cacttgccct 
120 

tatggccaat aatattatgc ccaagctaca acattccgag tcaatcacaa aggttataaa 
180 

cttcatttga actgaagacc acctgtaagc acgcagctca aatgttctca cctagaaatt 
240 

caagttgtgt ttggaaagtg gacttaacgg tcaaagaaaa aggcctggcc aacttcagag 
300 

agggacaccc agccctgcta cgttgcgtgt cattatgtgg tgctgtgcta tccatagaga 
360 

aagaggagat gaaaaagatt ctacaaagag agatcaaact gcaagaaagc acaaagattt 
420 

catcaccaca atatgaaggc ctccttggta taaatgactt ttttaggtcc caataagaaa 
480 

taccatctat tctatctgga attattttat tagcttcaaa ttttattcta agattcatac 
540 

tatcagatca tctaga 
556 

<210> 2548 
<211> 106 
<212> PRT 

<213> Homo sapiens 



<400> 2546 


















Met Asn 


Leu 


Arg 


lie Lys Phe Glu Ala Asn 


Lys 


He 


He 


Pro 


Asp 


Arg 


1 






5 10 










15 




lie Asp 


Gly 


He 


Ser Tyr Trp Asp Leu Lys 


Lys 


Ser 


Phe 


He 


Pro 


Arg 






20 


25 








30 






Arg Pro 


Ser 


Tyr 


Cys Gly Asp Glu lie Phe 


Val 


Leu 


Ser 


Cys 


Ser 


Leu 




35 




40 






45 








He Ser 


Leu 


Cys 


Arg lie Phe Phe He Ser 


Ser 


Phe 


Ser 


Met 


Asp 


Ser 


50 






55 




60 










Thr Ala 


Pro 


His 


Asn Asp Thr Gin Arg Ser Arg Ala Gly Cys 


Pro 


Ser 


65 






70 


75 










60 


Leu Lys 


Leu 


Ala 


Arg Pro Phe Ser Leu Thr 


Val 


Lys 


Ser 


Thr 


Phe 


Gin 








85 90 










95 




Thr Gin 


Leu 


Glu 


Phe Leu Gly Glu Asn He 















100 105 
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<210> 2549 
<211> 435 
<212> DNA 

<213> Homo Sapiens • 
<400> 2549 

nnccagcctc tctccgaccg cgtacgtatt gaatttgata aagaagccaa cacggttgtt 
60 

atcgatgata atggtgtcgg catgtctcgt gaagaagcca ttacaaactt aggtacgatt 
120 

gctaaatcgg gcacctcttc tttcttagag caattgagtg gcgatcagaa aaaagacagc 
180 

caacttattg gtcaattcgg tgtaggcttt tactctgctt tcatcgttgc tgataaagta 
240 

acagtagaaa cacgtcgcgc aggtgcgacg gaaaatgaag cggttcgctg ggtatctgat 
300 

ggttctggtg aatttactat tgagacgatc gataaagcga ctcgtggtac acgcattact 
360 

ttgcatctga aagcagatga aaaagatttc gcagacaact tccgtctacg ttcattagta 
420 

acaaaatatt ctgat 
435 

<210> 2550 
c211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 2550 



xaa 


Gin 


Pro 


Leu 


Ser Asp Arg Val Arg 


He 


Glu Phe Asp Lys Glu Ala 


1 








5 


10 


15 


Asn 


Thr 


Val 


Val 


He Asp Asp Asn Gly Val 


Gly Met Ser Arg Glu Glu 








20 


25 




30 


Ala 


He 


Thr 


Asn 


Leu Gly Thr He Ala 


Lys 


Ser Gly Thr Ser Ser Phe 






35 




40 




45 


Leu 


Glu 


Gin 


Leu 


Ser Gly Asp Gin Lys 


Lys 


Asp Ser Gin Leu He Gly 




50 






55 




60 


Gin 


Phe 


Gly 


Val 


Gly Phe Tyr Ser Ala 


Phe 


He Val Ala Asp Lys Val 


65 








70 




75 80 


Thr 


Val 


Glu 


Thr 


Arg Arg Ala Gly Ala Thr 


Glu Asn Glu Ala Val Arg 










85 


90 


95 


Trp 


Val 


Ser 


Asp 


Gly Ser Gly Glu Phe 


Thr 


He Glu Thr He Asp Lys 








100 


105 




110 


Ala 


Thr 


Arg 


Gly 


Thr Arg He Thr Leu 


His 


Leu Lys Ala Asp Glu Lys 






115 




120 




125 


Asp 


Phe 


Ala 


Asp 


Asn Phe Arg Leu Arg 


Ser 


Leu Val Thr Lys Tyr Ser 




130 






135 




140 



Asp 
145 

<210> 2551 
<211> 403 
<212> DNA 

<213> Homo sapiens 
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<400> 2551 

nngccggcca gcctcacacc agtctctccg 
60 

ggactccact tctggggacg cctggttcgt 
120 

ctcccccagc aatctctgtc tacacctcct 
160 

cagccannaa gtccccccac cccttcagag 
240 

ccagcctccc cgcgaggtac cagccccaca 
300 

gcctctggac tgccaggctg ggttggggac 
360 

gggcaggtct ggcctgcccc aaagttggct 
403 



ccccggggaa ggctcagcac tttaaatcga 
tcgcccacca ggcctaggct acgctccatg 
gcggcgcctt gccctcctcc gacccctttc 
aagcagcctc aaattccaga agtggaggct 
gtcttctggg agccattgtg gccagggacg 
cagggaacat cggtctactc aggtgtgagg 
ccatcctgga can 



<210> 2552 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 2552 
Xaa Pro Ala Ser 
1 

Thr Leu Asn Arg 
20 

Thr Arg Pro Arg 
35 

Pro Pro Ala Ala 

50 

Pro Pro Thr Pro 
65 

Pro Ala Ser Pro 

Trp Pro Gly Thr 
100 

Thr Ser Val Tyr 
115 

Leu Ala Pro Ser 
130 



Leu Thr Ser Val 
5 

Gly Leu His Phe 

Leu Arg Ser Met 
40 

Pro Cys Pro Pro 
55 

Ser Glu Lys Gin 
70 

Arg Gly Thr Ser 
65 

Ala Ser Gly Leu 

Ser Gly Val Arg 
120 

Trp Thr 



Ser Pro Pro Arg 
10 

Trp Gly Arg Leu 
25 

Leu Pro Gin Gin 

Pro Thr Pro Phe 
60 

Pro Gin lie Pro 
75 

Pro Thr Val Phe 
90 

Pro Gly Trp Val 
105 

Gly Gin Val Trp 



Gly Arg Leu Ser 
15 

Val Arg Ser Pro 
30 

Ser Leu Ser Thr 
45 

Gin Pro Xaa Ser 

Glu Val Glu Ala 
80 

Trp Glu Pro Leu 
95 

Gly Asp Gin Gly 
110 

Pro Ala Pro Lys 
125 



<210> 2553 
<211> 380 
<212> DNA 
<213> Homo 

<400> 2553 
actagtgtcc 
60 

gagagataca 
120 

gcatcctccc 
180 



sapiens 

ctataagaaa 
gcatgggcca 
tagaccgcac 



aggaaaggac 
aggagcactg 
aggatgctac 



caagacacag 
ggagccagca 

tgggtgagcc 



gaaagatgaa 
gcagctggaa 
tgctgtcctg 



gcagagattg 
gaggcaggag 
gaaaaggcgt 
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gaagtctgcc tgagtgggca ggggcttctg cgcagcaccc agcaaggcca aggtggaagg 
240 

gaccctcctg gcccctgtcc tggctccacc ctcagctgct ggcaggtggg tcaccaggcc 
300 

tctgcccaaa gaaactcctg caggcagctc tggaccccct gtcttacaca ccttctcact 
360 

gagcctgcca gcatcccagn 
380 

<210> 2554 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 2554 



Met Lys 


Gin 


Arg Leu Glu Arg 


Tyr Ser 


Met 


Gly Gin 


Gly 


Ala 


Leu 


Gly 


1 




5 




10 








15 




Ala Ser 


Ser 


Ser Trp Lys Arg 


Gin Glu 


Ala 


Ser Ser 


Leu 


Asp 


Arg 


Thr 






20 


25 








30 






Gly Cys 


Tyr 


Trp Val Ser Leu 


Leu Ser 


Trp 


Lys Arg 


Arg 


Glu 


Val 


Cys 




35 




40 






45 








Leu Ser 


Gly 


Gin Gly Leu Leu 


Arg Ser 


Thr 


Gin Gin 


Gly 


Gin 


Gly 


Gly 


SO 




55 






60 










Arg Asp 


Pro 


Pro Gly Pro Cys 


Pro Gly 


Ser 


Thr Leu 


Ser 


Cys 


Trp 


Gin 


65 




70 






75 








80 


Val Gly 


His 


Gin Ala Ser Ala 


Gin Arg 


Asn 


Ser Cys 


Arg 


Gin 


Leu 


Trp 






85 




90 








95 




Thr Pro 


Cys 


Leu Thr His Leu 


Leu Thr 


Glu 


Pro Ala 


Ser 


He 


Pro 








100 


105 








110 







<210> 2555 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<400> 2555 

ntccggatgg aaaagtaaag accagcaata gccaataacg ccattaacac atacccatat 
60 

atgttgttaa tgctgcccgg tagttcggtg gcattcttca tgggcaatag tttaatggga 
120 

gataacgcga ataatggtag tgtcgttcta gtgctcacag acctggtcac ccaaatagaa 
180 

ggatttatat cctcccatat cctcattttt gtgctcgttg gcctcggcat tgtctttacc 
240 

gttgccactc gaggtgtaca gttccgcctc ttcgggcaca tgtggcacct catgctcgat 
300 

tcacggaagc aaaagggcac ctccctctcc agctctcaag cattcacagt gggtctcgat 
360 

cacgcggn 
368 

<210> 2556 
<211> 102 
<212> PRT 
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<213> Homo sapiens 



<400> 2556 



Met Leu 


Leu 


Met 


Leu 


Pro 


Gly 


Ser 


Ser 


Val Ala Phe Phe Met Gly Asn 


l 






5 










10 15 


Ser Leu 


Met 


Gly 


Asp 


Asn 


Ala 


Asn 


Asn 


Gly Ser Val Val Leu Val Leu 






20 










25 


30 


Thr Asp 


Leu 


Val 


Thr 


Gin 


He 


Glu 


Gly 


Phe He Ser Ser His He Leu 




35 










40 




45 


He Phe 


Val 


Leu 


val 


Gly 


Leu 


Gly 


He 


Val Phe Thr Val Ala Thr Arg 


50 










55 






60 


Gly Val 


Gin 


Phe 


Arg 


Leu 


Phe 


Gly 


His 


Met Trp His Leu Met Leu Asp 


65 








70 








75 80 


Ser Arg 


Lys 


Gin 


Lys 


Gly 


Thr 


Ser 


Leu 


Ser Ser Ser Gin Ala Phe Thr 








85 










90 95 


Val Gly 


Leu 


Asp 


His 


Ala 











100 



<210> 2557 
<211> 408 
<212> DNA 

<213> Homo sapiens 



<400> 2557 
atcactactc 
60 

attgatgaga 
120 

aaattcgaag 
180 

cttcttgcac 
240 

aaaacagttt 
300 

gtattcgcag 
360 

gaatcaggcg 
408 



cagttggtga 
tgggcccagt 
accaagctgt 
cttacgcaaa 
tgattcaaga 
gtgtcggcga 
ttatcgcaaa 



ggcagttctg 
taacgcgaaa 
taaagctgag 
gggtggcaag 
gttgattcgt 
gcgtactcgc 
gaccgcactt 



ggtcgcatct 
gaaaaatggg 
atgttgatga 
atcggtctct 
aacatcgcta 
gaaggtaacg 
gtattcggtc 



taaatgtgat 
aaattcaccg 
ctggtattaa 
tcggtggtgc 
ctgagcacgg 
atctttgggt 
agatgaat 



cggtgagccg 
tccagctcct 
ggtcgttgat 
gggcgtaggt 
tggatactct 
tgagatgaaa 



<210> 2558 

<211> 136 

<212> PRT 

<213> Homo sapiens 



<400> 2558 

He Thr Thr Pro Val Gly Glu Ala 

1 5 
He Gly Glu Pro He Asp Glu Met 
20 

Trp Glu He His Arg Pro Ala Pro 

35 40 
Ala Glu Met Leu Met Thr Gly He 

50 55 
Tyr Ala Lys Gly Gly Lys He Gly 



Val Leu Gly Arg lie Leu Asn Val 

10 15 
Gly Pro Val Asn Ala Lys Glu Lys 
25 30 
Lys Phe Glu Asp Gin Ala Val Lys 

45 

Lys Val Val Asp Leu Leu Ala Pro 
60 

Leu Phe Gly Gly Ala Gly Val Gly 
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65 70 75 80 

Lys Thr Val Leu lie Gin Glu Leu lie Arg Asn lie Ala Thr Glu His 

85 90 95 

Gly Gly Tyr Ser Val Phe Ala Gly Val Gly Glu Arg Thr Arg Glu Gly 

100 105 110 

Asn Asp Leu Trp Val Glu Met Lys Glu Ser Gly Val lie Ala Lys Thr 

115 120 125 

Ala Leu Val Phe Gly Gin Met Asn 
130 135 

<210> 2559 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 2559 

tccttgaaga tgaacatctt tcggctgcaa actgaaaagg atttgaatcc tcagaaaaca 
60 

gcttttctga aagatcgact gaatgcaata caggaagagc attctaagga cctgaagctg 
120 

ttgcatctcg aagttatgaa tttgcgccag caactgagag ctgtaaaaga ggaagaagac 
180 

aaggcacaag atgaggtgca aaggttgact gccactctga agattgcctc gcagacaaag 
240 

aagaatgcag ccattattga agaggaactg aagaccacaa aacgtaaaat gaaccttaaa 
300 

attcaagagc ttctagagat gacctcattt ccaagttggt tgaagaaaat aagaacctgc 
360 

aggatatctt tcaacaggaa catgaagaa 
389 

<210> 2560 

<211> 129 

<212> PRT 

<213> Homo sapiens 

<400> 2560 

Ser Leu Lys Met Asn He Phe Arg Leu Gin Thr Glu Lys Asp Leu Asn 

IS 10 15 

Pro Gin Lys Thr Ala Phe Leu Lys Asp Arg Leu Asn Ala He Gin Glu 

20 25 30 

Glu His Ser Lys Asp Leu Lys Leu Leu His Leu Glu Val Met Asn Leu 

35 40 45 

Arg Gin Gin Leu Arg Ala Val Lys Glu Glu Glu Asp Lys Ala Gin Asp 

50 55 60 

Glu Val Gin Arg Leu Thr Ala Thr Leu Lys He Ala Ser Gin Thr Lys 
65 70 75 80 

Lys Asn Ala Ala lie He Glu Glu Glu Leu Lys Thr Thr Lys Arg Lys 

85 90 95 

Met Asn Leu Lys He Gin Glu Leu Leu Glu Met Thr Ser Phe Pro Ser 

100 105 110 

Trp Leu Lys Lys He Arg Thr Cys Arg He Ser Phe Asn Arg Asn Met 
115 120 125 

Lys 
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<210> 2561 
<211> 429 
<212> DNA 
<213> Homo 

<400> 2561 
nnactcacca 
60 

atgtggagcc 
120 

aaagctgtat 
180 

tcaaagacta 
240 

aaatcactgc 
300 

ggaaaaggtg 
360 

tacaaatgca 
420 

attgtcgac 
429 



sapiens 

ctgtggttct 
atttgaacag 
tggattgtga 
aggtggttat 
agatcaccta 
aacctgcgat 
aagcccaagt 



actatgcctt 
gctcctcttc 
ggcaatgaaa 
gaagggtcaa 
ttcattgttt 
ttttaaccta 
taccagctgt 



ctgaccccgt 
tggagcatat 
acaaatgaat 
aatgtatcta 
cgacgtaaga 
agcatcacag 
tcaaaataca 



cttggacttc 
tttcttctgt 
tcccttctcc 
tgttttgttc 
cacacctggg 
aagcccatga 
gtcgtgactt 



aactgggaga 
cacttgtaga 
atgtttggac 
ccataagaac 
aacccaggat 
atcaggcccc 
cagcttcacg 



<210> 2562 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 2562 
Xaa Leu Thr Thr 
1 

Ser Thr Gly Arg 
20 

He Phe Ser Ser 
35 

Met Lys Thr Asn 
50 

Val Val Met Lys 
65 

Lys Ser Leu Gin 

Gly Thr Gin Asp 
100 

Thr Glu Ala His 
115 

Ser Cys Ser Lys 
130 



Val Val Leu Leu 
5 

Met Trp Ser His 

Val Thr Cys Arg 
40 

Glu Phe Pro Ser 
55 

Gly Gin Asn Val 
70 

He Thr Tyr Ser 
85 

Gly Lys Gly Glu 

Glu Ser Gly Pro 
120 

Tyr Ser Arg Asp 
135 



Cys Leu Leu Thr 
10 

Leu Asn Arg Leu 
25 

Lys Ala Val Leu 

Pro Cys Leu Asp 
60 

Ser Met Phe Cys 
75 

Leu Phe Arg Arg 
90 

Pro Ala He Phe 
105 

Tyr Lys Cys Lys 

Phe Ser Phe Thr 
140 



Pro Ser Trp Thr 
15 

Leu Phe Trp Ser 
30 

Asp Cys Glu Ala 
45 

Ser Lys Thr Lys 

Ser His Lys Asn 
80 

Lys Thr His Leu 
95 

Asn Leu Ser He 
110 

Ala Gin Val Thr 
125 

He Val Asp 



<210> 2563 

<211> 267 

<212> DNA 

<213> Homo sapiens 
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<400> 2563 

ggatcccaga cgagtgctgg cagcagtatg ggggccgtgg gggcgacggc caccgtcagc 
60 

accccggtca ccatccagaa catgacctcc tcttatgtca ccatcacatc ccatgtcctt 
120 

aaggccttta ccctttggga acaggcagag gccctcacaa ggaagaacaa agaattcttt 
180 

gctcagctca gcacaaaagt gcgcgtgttg gccctcaaca gcagcctggt ggacctggtg 
240 

cactacacaa ggcagggcct ccagcgg 
267 

<210> 2564 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 2564 

Gly Ser Gin Thr Ser Ala Gly Ser Ser Met Gly Ala Val Gly Ala Thr 

15 10 15 

Ala Thr Val Ser Thr Pro Val Thr He Gin Asn Met Thr Ser Ser Tyr 

20 25 30 

Val Thr He Thr Ser His Val Leu Lys Ala Phe Thr Leu Trp Glu Gin 

35 40 45 

Ala Glu Ala Leu Thr Arg Lys Asn Lys Glu Phe Phe Ala Gin Leu Ser 

50 55 60 

Thr Lys Val Arg Val Leu Ala Leu Asn Ser Ser Leu Val Asp Leu Val 
65 70 75 80 

His Tyr Thr Arg Gin Gly Leu Gin Arg 

85 



<210> 2565 

<211> 333 

<212> DNA 

<213> Homo sapiens 



<400> 2565 
cttcgcactg 
60 

tggttcgaat 
120 

gggccggtga 
180 

gacatcgccc 
240 

gaggtggcca 
300 

tccttcctgc 
333 



ctccgcgagt 
tcgattcctt 
aatcccagcg 
agttgcagca 
gcgagggccc 
ccgaccagca 



tcttggggga 
ggtcaatgcc 
actgatccgc 
actcggtgtc 
ggggccgctg 
cgccaatgtg 



gtgagcacag 
cgtgacgtgg 
agcgacaacc 
tccgatgtgg 
accgggcgtg 
cac 



cgcgtaagct 
gcggaatccc 
tgcaggccct 
tcgatctgcg 
gggtgaccat 



cagccacgtg 
cacccccgat 
caccgaggcc 
ttccacctat 
ccacccccat 



<210> 2566 
<211> 111 
<212> PRT 
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<213> Homo sapiens 



<400> 2566 

Leu Arg Thr Ala Pro Arg Val Leu Gly Gly Val Ser Thr Ala Arg Lys 

15 10 15 

Leu Ser His Val Trp Phe Glu Phe Asp Ser Leu Val Asn Ala Arg Asp 

20 25 30 

Val Gly Gly lie Pro Thr Pro Asp Gly Pro Val Lys Ser Gin Arg Leu 

35 40 45 

He Arg Ser Asp Asn Leu Gin Ala Leu Thr Glu Ala Asp He Ala Gin 

50 55 60 

Leu Gin Gin Leu Gly Val Ser Asp Val Val Asp Leu Arg Ser Thr Tyr 
65 70 75 80 

Glu Val Ala Ser Glu Gly Pro Gly Pro Leu Thr Gly Arg Gly Val Thr 

85 90 95 

He His Pro His Ser Phe Leu Pro Asp Gin His Ala Asn Val His 
100 105 110 

<210> 2567 

<211> 396 

<212> DNA 

<213> Homo sapiens 



<400> 2567 
ngaattcaaa 
60 

agccagttca 
120 

tctgtacgag 
180 

aatgaatggg 
240 

ggacatgtat 
300 

gttggtgtac 
360 

attaagaaac 
396 



ctggtgttcg 
cagatcaacg 
gttttagtgg 
cattaccatt 
gggggccatc 
gtggtatggt 
cagaaggttt 



tatgggccat 
tctattcgga 
agaagaaacc 
tagaaaacaa 
tacagaaact 
tggtgacgat 
tgatacagat 



aagcaaggta 
accgatcaat 
ttaagaggtg 
caaattactc 
caattaggta 
gtaaactatg 
acgcgt 



catatacgat 
ttagtattgg 
actcgggcta 
catatgtagg 
ataccttaat 
atgtatcact 



gcgttttaga 
tgggcgctat 
ttatgtacaa 
gatagatatt 
tggtggtgta 
aggaacacca 



<210> 2568 

<211> 132 

<212> PRT 

<213> Homo sapiens 



c400> 2566 

Xaa He Gin Thr Gly Val Arg Met 

1 5 
Met Arg Phe Arg Ser Gin Phe Thr 
20 

Gin Phe Ser He Gly Gly Arg Tyr 

35 40 
Glu Thr Leu Arg Gly Asp Ser Gly 

50 55 
Leu Pro Phe Arg Lys Gin Gin He 



Gly His Lys Gin Gly Thr Tyr Thr 

10 15 
Asp Gin Arg Leu Phe Gly Thr Asp 
25 30 
Ser Val Arg Gly Phe Ser Gly Glu 

45 

Tyr Tyr Val Gin Asn Glu Trp Ala 
60 

Thr Pro Tyr Val Gly He Asp He 
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65 70 75 80 

Gly His Val Tip Gly Pro Ser Thr Glu Thr Gin Leu Gly Asn Thr Leu 

85 90 95 

He Gly Gly Val Val Gly Val Arg Gly Met Val Gly Asp Asp Val Asn 

100 105 110 

Tyr Asp Val Ser Leu Gly Thr Pro lie Lys Lys Pro Glu Gly Phe Asp 

115 120 125 

Thr Asp Thr Arg 
130 



<210> 2569 

<211> 330 

<212> DNA 

<213> Homo sapiens 



<400> 2569 

cttgctgctg gtgctgatgt 
60 

tacctcgtcg ccgatagagt 
120 

tgggagtccc aagcgggcgg 
180 

ggcaggggca ctaagatcac 
240 

cgtcgcctca aggatctggt 
300 

tggactgaaa agacaacaga 
330 



gtccatgatt ggccagttcg 
tgtcgtgacc accaagcaca 
gtcgttcact gttactcgtg 
actgttcctc aaggacgatc 
caagaagcac tctgagttca 
gaaggaaatt 



gcgtcggttt ctactctgcc 
acgatgacga gcagtacgtg 
acacgtcagg ggagcagctt 
agctggagta ccttgaggag 
tcagctaccc catctccctg 



<210> 2570 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 2570 



Leu 


Ala 


Ala 


Gly 


Ala Asp Val 


Ser 


1 








5 




Phe 


Tyr 


Ser 


Ala 


Tyr Leu Val 


Ala 








20 






His 


Asn 


Asp 


Asp 


Glu Gin Tyr 


Val 






35 






40 


Phe 


Thr 


Val 


Thr 


Arg Asp Thr 


Ser 




50 






55 




Lys 


lie 


Thr 


Leu 


Phe Leu Lys 


Asp 


65 








70 




Arg Arg 


Leu 


Lys 


Asp Leu Val 


Lys 










85 




Pro 


He 


Ser 


Leu 


Trp Thr Glu 


Lys 








100 







Met lie 


Gly Gin Phe Gly 


Val 


Gly 


10 




15 




Asp Arg 


Val Val Val Thr 


Thr 


Lys 


25 


30 






Trp Glu 


Ser Gin Ala Gly 


Gly 


Ser 




45 






Gly Glu 


Gin Leu Gly Arg 


Gly 


Thr 




60 






Asp Gin 


Leu Glu Tyr Leu 


Glu 


Glu 




75 




80 


Lys His 


Ser Glu Phe He 


Ser 


Tyr 


90 




95 




Thr Thr 


Glu Lys Glu He 






105 


110 







<210> 2571 

<211> 335 

<212> DNA 

<213> Homo sapiens 
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<400> 2571 

gaattcgcca atgttttctc cggtatgggc tccacagtaa cccttatcgg ccgctcccct 
60 

gtgctcctta aacatctcga taatgaacta tctgagctct ttactgagat cgctcgggag 
120 

aaatgggatg tccgtttagg gcagggaacg acagctatcg accaggtgga gaagcagcgt 
180 

gaagatgggt cttcctactt cgaaaccacc attacatttg aagacggcag cactgttacc 
240 

ggtgacgcat tcctagttgc taccggacgt acccctaaca ccgaccgcct tggcctcgac 
300 

aatggttccg gtgtgaaggt tgaaagggga cgcgt 
335 

<210> 2572 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 2572 

Glu Phe Ala Asn Val Phe Ser Gly Met Gly Ser Thr Val Thr Leu lie 

15 10 15 

Gly Arg Ser Pro Val Leu Leu Lys His Leu Asp Asn Glu Leu Ser Glu 

20 25 30 

Leu Phe Thr Glu He Ala Arg Glu Lys Trp Asp Val Arg Leu Gly Gin 

35 40 45 

Gly Thr Thr Ala He Asp Gin Val Glu Lys Gin Arg Glu Asp Gly Ser 

50 55 60 

Ser Tyr Phe Glu Thr Thr lie Thr Phe Glu Asp Gly Ser Thr Val Thr 
65 70 75 80 

Gly Asp Ala Phe Leu Val Ala Thr Gly Arg Thr Pro Asn Thr Asp Arg 

85 90 95 

Leu Gly Leu Asp Asn Gly Ser Gly Val Lys Val Glu Arg Gly Arg 
100 105 110 

<210> 2573 
<211> 460 
<212> DNA 

<213> Homo sapiens 
<400> 2573 

gtcgacaagt accggggcat tgtggttatg gggacggtag atctgggccg tctcgtcagg 
60 

gccggatcca taccggaccg tttcgtcagg gtggtcggac atcgacgaca ccgcagatgc 
120 

cgagacgacg ttgatacgtc caccggcgcg gtccgtgatc cacgccgtcg tcgccgttgc 
180 

cgccactggc acgatgaggg ccatcaccga gaagagaacg gccaccactc gcagaccacc 
240 

tcgtcccaga agagcgagga cgaaggcgat gacggcgatg accagagccg gtacagccaa 
300 

cgatcccacc agaacggagg agatgaaggt gagggcattg tgtgagggga ggatcgcggc 
360 
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cactgaccac gccagtaccg gcagggtcag gatcagcccg acgagaccgg aagtgatgcg 
420 

tagccaggaa tgacgggagg ttttcgtgtc agccacgcgt 
460 

<210> 2574 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 2574 



Met Gly Thr 


Val 


Asp Leu Gly Arg Leu 


Val 


Arg 


Ala Gly Ser He Pro 


1 




5 


10 




15 


Asp Arg Phe 


Val 


Arg Val Val Gly His 


Arg 


Arg 


His Arg Arg Cys Arg 




20 


25 






30 


Asp Asp Val 


Asp 


Thr Ser Thr Gly Ala 


Val 


Arg 


Asp Pro Arg Arg Arg 


35 




40 






45 


Arg Arg Cys 


Arg 


His Trp His Asp Glu 


Gly His 


His Arg Glu Glu Asn 


50 




55 






60 


Gly His His 


Ser 


Gin Thr Thr Ser Ser 


Gin 


Lys 


Ser Glu Asp Glu Gly 


65 




70 




75 


80 


Asp Asp Gly 


Asp 


Asp Gin Ser Arg Tyr 


Ser 


Gin 


Arg Ser His Gin Asn 






B5 


90 




95 


Gly Gly Asp 


Glu 


Gly Glu Gly He Val 










100 


105 









<210> 2575 
<211> 3954 
<212> DNA 

<213> Homo sapiens 
<400> 2575 

nngacagggg ggaagggagg ggagccagca 
60 

ccactctcgc gcctccgaac agccacaggg 
120 

atcagggaaa gaggacaggg agaccagaag 
180 

caggaggcaa cttctgagac gcagctcctg 
240 

gagggggcac agagaacaaa ccccctcaga 
300 

gggacggaca ggagctgagg aggaaagagg 
360 

gagaagacgt gtggccgggg gctatcagaa 
420 

ctgtcctgtg gagcagcagc atccccgggg 
480 

gagtctctga gggccactgt ggagcgcccc 
540 

tacctctgct gcctgctgac ggcagctgca 
600 

agcctctaca caggttccag tggggccctc 
660 



gggaggagga 
gcaaagccct 
agggccagct 
agaggggcag 
agtgaagagg 
aggggagagg 
ggaaactggg 
ccggcagagg 
gccatggccc 
ggggccgcca 
agccccgggg 



ggccagggcc 
gtcaccccca 
gggacgaggg 
ggaccaggcg 
agagcggaag 
ggtcaggcca 
acggacgggc 
cgccagtggc 
cccgcaccct 
gctaccctcc 
ggccccaggc 



cgccccacag 
ggatccggtc 
ggcggacgcc 

cgggaggcca 
gaaccgagag 
ggcagccaag 
cgggctcggg 
tgggcgggat 
ctggagctgc 
tcgaggtttc 
ccagattgcc 
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ccccggccag ccagccgcca caggaactgg 
720 

tgtgtccttg aggatggagt ggagacatat 
780 

ccccagtgcc cccaaagcat catgtaccgc 
840 

tacaagacag tgaccgacat ggagtggagg 
900 

gctgagagtc ccgctccagc gctggggcct 
960 

cctgcccgcc ccaacctctc tggctccagt 
1020 

gaaggtcctg gggagtcaga gaaggtgcag 
1080 

aaggagctgc aaggcctgcg gggcgtcctg 
1140 

gtgcagaggg ctgtggagac ggccttcaac 
1200 

cgccctgggg Cgcatgaaac cctcaatgag 
1260 

cgcgtctcca cccacgacca ggagctgggt 
1320 

agcagtgggg gcagcagggc cccagcccca 
1380 

ctgctgcggc agctggagca gcggttgcag 
1440 

gatggcttcc gccggcagca gcaggaggac 
1500 

ctggcctcgg tggaggagcg gcaacggcac 
1560 

cctcaggaat gctgctctcc agagctgggc 
1620 

gatgtcgtgg ccggctcagt gacagtgctg 
1680 

gccgcggggc agggaggcca ccccccaggc 
1740 

ctggaggacc gcttcaactc caccctgggc 
1800 

ggggctcctg gggggctgag ccactggctg 
1860 

ggggggctgc tggccaatgt gagcggggag 
1920 

caggtggcag gggccatgca ggcatgcggg 
1980 

gactctcaag tcagcgagat cctcagtgcc 
2040 

cagctgcggc tggtgggctc cggcctgcac 
2100 

gccacgctgg agggattaca agaggttgtg 
2160 

gatgagacag ctgcagagtt cacactacgg 
2220 

ctggaggggc tgctgcaggc ccatggggat 
2280 



tgtgcctacg tggtgacccg gacagtgagc 
gtcaagtacc agccttgtgc ctggggccag 
cgcttcctcc gccctcgcta ccgtgtggcc 
tgctgtcagg gttatggggg cgatgactgt 
gcgtctccca caccacggcc cctggcccgg 
gcaggcagcc ccctcagtgg actgggggga 
cagctggagg aacaggtgca gagcctgacc 
caaggactga gcgggcgcct ggcagaggat 
gggaggcagc agccagctga cgcggctgcc 
atccagcacc agctgcagct cctggacacc 
cacctcaaca accatcatgg cggcagcagc 
gcctcagccc ctccgggccc cagtgaggag 
gagtcctgct ccgtgtgcct ggccgggcta 
agggagcggc tgcgagcgat ggagaagctg 
ctcgcagggc tggcggtggg ccgcaggccc 
cggcgactgg cagagctgga gcgcaggctg 
agtgggcggc gaggcacaga gctgggagga 
tacaccagct tggcctcccg cctgtctcgc 
ccttcggagg agcaggagga gagctggcct 
cctgctgccc ggggccgact agagcagttg 
ctgggggggc ggttggatct gttggaggag 
cagctctgct ctggggcccc tggggagcag 
ttggagcgca gggtgctgga cagtgagggg 
acggtggaag cagcggggga ggcccggcag 
ggccggctcc aggatcgtgt ggatgcccag 
ctgaatctca ctgcggcccg gctaggccaa 
gagggctgtg gggcctgtgg cggagtccaa 
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gaggaactag 
2340 

cggggtcctg 
2400 

agcgtgtttg 
2460 

gttattctca 
2S20 

ggccagggcg 
2580 

aacaggctgc 
2640 

ctagaggagg 
2700 

cttgagggtg 
2760 

ggcctttcca 
2820 

cagatgcagg 
2880 

ctgggtgccc 
2940 

aaggacctca 
3000 

cccccaggcc 
3060 

gggccaccag 
3120 

caagtggcat 
3180 

gacagagtcc 
3240 

ccactggctg 
3300 

gaggccgtgc 
3360 

cctgagggcc 
3420 

gtcttcagcc 
3480 

gggcagctgg 

3540 

gacccagagc 
3600 

gagacagcgg 
3660 

cgagcgccgc 
3720 

gggcgcgccg 
3780 

ccccaagaac 
3840 

tccactggcc 
3900 



gccgccttcg 
gggctggtcc 
ggggcagctc 
gcttcagctc 
ctgatctggc 
agcaggaggc 
gacaagcaca 
tctgtgaacg 
gacacgtggc 
cagccctgct 
ttaacagctc 
ctgggcctgc 
ctgctggacc 
gtcctcaagg 
tttcagctgc 
tgctcaatga 
gacgctactt 
tgtcccgctc 
tggagaataa 
tcatcctgcc 
cgcactcgga 
ttgaacacgc 
gggcggcggg 
acccgggccc 
gctcagggag 
ccctccaggg 
ctccaggtcg 



ggatggtgtg 
aggtgttggg 
aggctcagcc 
cctcaatgac 
tgacctgggg 
cacagagcat 
ggccggccag 
gttggacact 
tgggctctgg 
ggagaagctg 
cctgcagctc 
aggagaggct 
tccaggatca 
tgaacaggga 
tctgagtttg 
tggaggctat 
gctgagcgcg 
caaccagggc 
gccggtggcc 
gctgcaggcc 
ggagccgctc 
gtagactggg 
ctcctggggt 
gcagcggcac 
gctcggggcc 
ccggcctgcg 
attccctggg 



gagcgctgct 
ggcccaagcc 
ctgcaggccc 
tcactgaatg 
gcaaccaagg 
gctacagaga 
tgccccagct 
gtggctgggg 
gctgggctcc 
gtcgggggac 
ctggaggacc 
gggcccccag 
ccaggcaagg 
gtggaggggg 
ccccggtctg 
tatgatccag 
gtgctgactg 
gtggcccgcg 
gagagccagc 
ggggacacgg 
accatcttca 
gtcccgcccg 
ctcgcctgag 
cgcgcccaga 
gcccatgcag 
gaggagccga 
ctccaggctc 



cctgccccct 
gtgggcccct 
cgcaaggaga 
agctccagac 
accgtatcat 
gtgaagagcg 
tagaggggcg 
gactgcaggg 
gggaaaccaa 
aggcgggcct 
gtctgcacca 
ggcctcctgg 
acgggcaaga 
caccagcagc 
aaccaggcac 
agacaggcgt 
ggcaccggca 
tagactccgg 
ccagcccggg 
tctgcgtcga 
gcggggccct 
acgtgtctac 
acggggcacc 
gcggcctctc 
acttttggcc 
tcctcgcacc 
ccccgcgcgg 



gttgcctcct 
ggacggcttc 
gctctctgag 
cactgtggag 
ttctgagatt 
cttccgaggc 
attgggccgt 
cctgcgcgag 
caccaccagc 
gggcaggcgg 
gctcagcctg 
gctgcaggga 
gggccccatc 
ccctgtgccc 
ggtccccttc 
gttcacagcg 
cgagaaagtg 
tggctacgag 
caccctgggc 
cctggtcatg 
gctctatggg 
gtcggctgaa 
tagccctggg 
cccacgcccg 
tggcgcgatc 
ctccgctccc 
gcgccgccca 
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ccgccatact aaacgatcga ggaataaaga cacttggttt ttctaaaaaa aact 
3954 

<210> 2576 
<211> 1016 
<212> PRT 

<213> Homo sapiens 



<400> 2576 



Met Ala Pro Arg 


Thr 


Leu 


Trp Ser Cys 


Tyr Leu Cys 


Cys Leu Leu Thr 


1 


5 






10 


15 


Ala Ala Ala Gly 


Ala 


Ala 


Ser Tyr Pro 


Pro Arg Gly 


Phe Ser Leu Tyr 


20 






25 




30 


Thr Gly Ser Ser 


Gly Ala Leu Ser Pro 


Gly Gly Pro 


Gin Ala Gin He 


35 






40 




45 


Ala Pro Arg Pro 


Ala Ser Arg His Arg 


Asn Trp Cys 


Ala Tyr Val Val 


50 






55 


60 




Thr Arg Thr Val 


Ser 


Cys 


Val Leu Glu 


Asp Gly Val 


Glu Thr Tyr Val 


65 




70 




75 


80 


Lys Tyr Gin Pro 


Cys Ala Trp Gly Gin 


Pro Gin Cys 


Pro Gin Ser He 




85 






90 


95 


Met Tyr Arg Arg 


Phe 


Leu 


Arg Pro Arg 


Tyr Arg Val 


Ala Tyr Lys Thr 


100 






105 




110 


Val Thr Asp Met 


Glu 


Trp Arg Cys Cys 


Gin Gly Tyr 


Gly Gly Asp Asp 


115 






120 




125 


Cys Ala Glu Ser 


Pro 


Ala 


Pro Ala Leu 


Gly Pro Ala 


Ser Ser Thr Pro 


130 






135 


140 




Arg Pro Leu Ala 


Arg 


Pro Ala Arg Pro 


Asn Leu Ser 


Gly Ser Ser Ala 


145 




150 




155 


160 


Gly Ser Pro Leu 


Ser 


Gly 


Leu Gly Gly 


Glu Gly Pro 


Gly Glu Ser Glu 




165 






170 


175 


Lys Val Gin Gin 


Leu 


Glu 


Glu Gin Val 


Gin Ser Leu 


Thr Lys Glu Leu 


180 






185 




190 


Gin Gly Leu Arg 


Gly Val 


Leu Gin Gly 


Leu Ser Gly 


Arg Leu Ala Glu 


195 






200 




20S 


Asp Val Gin Arg 


Ala 


val 


Glu Thr Ala 


Phe Asn Gly 


Arg Gin Gin Pro 


210 






215 


220 




Ala Asp Ala Ala 


Ala 


Arg 


Pro Gly Val 


His Glu Thr 


Leu Asn Glu He 


225 




230 




235 


240 


Gin His Gin Leu 


Gin 


Leu 


Leu Asp Thr 


Arg Val Ser 


Thr His Asp Gin 




245 






250 


255 


Glu Leu Gly His 


Leu 


Asn 


Asn His His 


Gly Gly Ser 


Ser Ser Ser Gly 


260 






265 




270 


Gly Ser Arg Ala 


Pro 


Ala 


Pro Ala Ser 


Ala Pro Pro 


Gly Pro Ser Glu 


275 






280 




285 


Glu Leu Leu Arg 


Gin 


Leu 


Glu Gin Arg 


Leu Gin Glu 


Ser Cys Ser Val 


290 






295 


300 




Cys Leu Ala Gly 


Leu Asp Gly Phe Arg 


Arg Gin Gin 


Gin Glu Asp Arg 


305 




310 




315 


320 


Glu Arg Leu Arg 


Ala 


Met 


Glu Lys Leu 


Leu Ala Ser 


Val Glu Glu Arg 




325 






330 


335 


Gin Arg His Leu 


Ala Gly Leu Ala Val 


Gly Arg Arg 


Pro Pro Gin Glu 


340 






345 




350 


Cys Cys Ser Pro 


Glu 


Leu Gly Arg Arg 


Leu Ala Glu 


Leu Glu Arg Arg 
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355 




360 


365 


Leu 


Asp 


Val 


Val 


Ala Gly Ser Val 


Thr Val Leu Ser Gly Arg Arg Gly 




370 






375 


380 


Thr 


Glu 


Leu 


Gly 


Gly Ala Ala Gly 


Gin Gly Gly His Pro Pro Gly Tyr 


385 








3 90 


395 400 


Thr 


Ser 


Leu 


Ala 


Ser Arg Leu Ser 


Arg Leu Glu Asp Arg Phe Asn Ser 










405 


410 415 


Thr 


Leu 


Gly 


Pro 


Ser Glu Glu Gin 


Glu Glu Ser Trp Pro Gly Ala Pro 








420 




425 430 


Gly 


Gly 


Leu 


Ser 


His Trp Leu Pro 


Ala Ala Arg Gly Arg Leu Glu Gin 






435 




440 


445 


Leu 


Gly 


Gly 


Leu 


Leu Ala Asn Val 


Ser Gly Glu Leu Gly Gly Arg Leu 




450 






455 


460 


Asp 


Leu 


Leu 


Glu 


Glu Gin Val Ala 


Gly Ala Met Gin Ala Cys Gly Gin 


465 








470 


475 480 


Leu 


Cys 


Ser 


Gly 


Ala Pro Gly Glu 


Gin Asp Ser Gin Val Ser Glu lie 










485 


490 495 


Leu 


Ser 


Ala 


Leu 


Glu Arg Arg Val 


Leu Asp Ser Glu Gly Gin Leu Arg 








500 




505 510 


Leu 


val 


Gly 


Ser 


Gly Leu His Thr 


Val Glu Ala Ala Gly Glu Ala Arg 






515 




520 


525 


Gin 


Ala 


Thr 


Leu 


Glu Gly Leu Gin 


Glu Val Val Gly Arg Leu Gin Asp 




530 






535 


540 


Arg 


Val 


Asp 


Ala 


Gin Asp Glu Thr 


Ala Ala Glu Phe Thr Leu Arg Leu 


54S 








550 


555 560 


Asn 


Leu 


Thr 


Ala 


Ala Arg Leu Gly 


Gin Leu Glu Gly Leu Leu Gin Ala 










565 


570 575 


His 


Gly 


Asp 


Glu 


Gly Cys Gly Ala 


Cys Gly Gly Val Gin Glu Glu Leu 








580 




585 590 


Gly 


Arg 


Leu 


Arg 


Asp Gly Val Glu 


Arg Cys Ser Cys Pro Leu Leu Pro 






595 




600 


605 


Pro 


Arg 


Gly 


Pro 


Gly Ala Gly Pro 


Gly Val Gly Gly Pro Ser Arg Gly 




610 






61S 


620 


Pro 


Leu 


Asp 


Gly 


Phe Ser Val Phe 


Gly Gly Ser Ser Gly Ser Ala Leu 


625 








630 


635 640 


Gin 


Ala 


Leu 


Gin 


Gly Glu Leu Ser 


Glu Val He Leu Ser Phe Ser Ser 










645 


650 655 


Leu 


Asn 


Asp 


Ser 


Leu Asn Glu Leu 


Gin Thr Thr Val Glu Gly Gin Gly 








660 




665 670 


Ala 


Asp 


Leu 


Ala 


Asp Leu Gly Ala 


Thr Lys Asp Arg He He Ser Glu 






675 




*m A a 

680 


^ a c 

685 


lie 


Asn 


Arg 


Leu 


Gin Gin Glu Ala 


Thr Glu His Ala Thr Glu Ser Glu 




690 






695 


700 


Glu 


Arg 


Phe 


Arg 


Gly Leu Glu Glu 


Gly Gin Ala Gin Ala Gly Gin Cys 


70S 








710 


715 720 


Pro 


Ser 


Leu 


Glu 


Gly Arg Leu Gly 


Arg Leu Glu Gly Val Cys Glu Arg 










725 


730 735 


Leu 


Asp 


Thr 


Val 


Ala Gly Gly Leu 


Gin Gly Leu Arg Glu Gly Leu Ser 








740 




745 750 


Arg 


His 


Val 


Ala 


Gly Leu Trp Ala 


Gly Leu Arg Glu Thr. Asn Thr Thr 






755 




760 


765 


Ser 


Gin 


Met 


Gin 


Ala Ala Leu Leu 


Glu Lys Leu Val Gly Gly Gin Ala 




770 






775 


780 


Gly 


Leu 


Gly 


Arg 


Arg Leu Gly Ala 


Leu Asn Ser Ser Leu Gin Leu Leu 
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785 






790 


•7 r> r*- 

795 






o nn 


Glu 


Asp 


Arg 


Leu His Gin Leu 


Ser Leu Lys Asp 


Leu 


Thr 


Gly Pro Ala 








805 


810 






Bib 


Gly 


Glu 


Ala 


Gly Pro Pro Gly 


Pro Pro Gly Leu 


Gin Gly 


Pro Pro Gly 








820 


825 






830 


Pro 


Ala 


Gly 


Pro Pro Gly Ser 


Pro Gly Lys Asp 


Gly Gin 


Glu Gly Pro 






835 




840 




845 




He 


Gly 


Pro 


Pro Gly Pro Gin 


Gly Glu Gin Gly 


Val 


Glu 


Gly Ala Pro 




850 




855 




860 






Ala 


Ala 


Pro 


Val Pro Gin Val 


Ala Phe Ser Ala 


Ala 


Leu 


Ser Leu Pro 


865 






870 


875 






880 


Arg 


Ser 


Glu 


Pro Gly Thr Val 


Pro Phe Asp Arg 


Val 


Leu 


Leu Asn Asp 








885 


890 






895 


Gly 


Gly 


Tyr 


Tyr Asp Pro Glu 


Thr Gly Val Phe 


Thr 


Ala 


Pro Leu Ala 








900 


905 






910 


Gly 


Arg 


Tyr 


Leu Leu Ser Ala 


Val Leu Thr Gly 


His 


Arg 


His Glu Lys 






915 




920 




925 




Val 


Glu 


Ala 


Val Leu Ser Arg 


Ser Asn Gin Gly 


Val 


Ala 


Arg Val Asp 




930 




935 




940 






Ser 


Gly 


Gly 


Tyr Glu Pro Glu 


Gly Leu Glu Asn 


Lys 


Pro 


Val Ala Glu 


945 






950 


955 






960 


Ser 


Gin 


Pro 


Ser Pro Gly Thr 


Leu Gly Val Phe 


Ser 


Leu 


He Leu Pro 








965 


970 






975 


Leu 


Gin 


Ala 


Gly Asp Thr Val 


Cys Val Asp Leu 


Val 


Met 


Gly Gin Leu 








980 


985 






990 


Ala 


His 


Ser 


Glu Glu Pro Leu 


Thr He Phe Ser 


Gly Ala 


Leu Leu Tyr 






995 




1000 




1005 


Gly 


Asp 


Pro 


Glu Leu Glu His 


Ala 









1010 1015 



<210> 2577 

c211> 343 

<212> DNA 

c2i3> Homo sapiens 

<400> 2577 

acgcgtgaag ggggagggtc atggcctcct gggcttcaag gaggagctgg ggctggggtg 
60 

ggggcgtggt gcattcatcc ccggccgcag ctgatctgga gccacctgta gcgaaatgct 
120 

tgctgagcaa attacgaggg tcaacaggag cagggcagac gcttctccca cctgctggcc 
180 

agtgttccct cggctaccgt gcactcagcc ccacagtgac ccctgagtgg ataccggccc 
240 

tgcctgccct gggctctcaa tgggggctcg gggcctcaca gggccagcac gagccacttg 
300 

ccagggtctc caacagaccc tgagcctggc agtccctggg ccc 
343 

<210> 2578 

<211> 100 

<212> PRT 

<2l3> Homo sapiens 
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<400> 2578 

Met Ala Ser Trp Ala Ser Arg Arg Ser Trp Gly Trp Gly Gly Gly Val 

15 10 15 

Val His Ser Ser Pro Ala Ala Ala Asp Leu Glu Pro Ser Val Ala Lys 

20 25 30 

Cys Leu Leu Ser Lys Leu Arg Gly Ser Thr Gly Ala Gly Gin Thr Leu 

35 40 45 

Leu Pro Pro Ala Gly Gin Cys Ser Leu Gly Tyr Arg Ala Leu Ser Pro 

50 55 60 

Thr Val Thr Pro Glu Trp He Pro Ala Leu Pro Ala Leu Gly Ser Gin 
65 70 75 80 

Trp Gly Leu Gly Ala Ser Gin Gly Gin His Glu Pro Leu Ala Arg Val 

85 90 95 

Ser Asn Arg Pro 
100 

<210> 2579 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 2579 

ntcatgatct tcagaagctg tattaatttg gccgcattta tcatcatagt tttttcctat 
60 

ggaagcatgt tttatagtgt tcatcaaagt gccataacag caactgaaat acggaatcaa 
120 

gttaaaaaag agatgatcct tgccaaacgt tttttcttta tagtatttac tgatgcatta 
180 

tgctggatac ccatttttgt agtgaaattt ctttcactgc ttcaggtaga aataccaggt 
240 

accataacct cttgggtagt gatttttatt ctgcccatta acagtgcttt gaacccaatt 
300 

ctctatactc tgaccacaag accatttaaa gaaatgattc atcggttttg gtataactac 
360 

agacaaagaa aatctatgga cagcaaaggt cagaaaacag aggctggagt gtgctcgcga 
420 

<210> 2580 

<211> 140 

<212> PRT 

<213> Homo sapiens 

<400> 2580 

Xaa Met He Phe Arg Ser Cys He Asn Leu Ala Ala Phe He He He 

15 10 15 

Val Phe Ser Tyr Gly Ser Met Phe Tyr Ser Val His Gin Ser Ala He 

20 25 30 

Thr Ala Thr Glu He Arg Asn Gin Val Lys Lys Glu Met He Leu Ala 

35 40 45 

Lys Arg Phe Phe Phe He Val Phe Thr Asp Ala Leu Cys Trp He Pro 

50 55 60 

He Phe Val Val Lys Phe Leu Ser Leu Leu Gin Val Glu He Pro Gly 
65 70 75 80 

Thr He Thr Ser Trp Val Val He Phe He Leu Pro He Asn Ser Ala 
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85 90 95 

Leu Asn Pro lie Leu Tyr Thr Leu Thr Thr Arg Pro Phe Lys Glu Met 

100 105 110 

He His Arg Phe Trp Tyr Asn Tyr Arg Gin Arg Lys Ser Met Asp Ser 

115 120 125 

Lys Gly Gin Lys Thr Glu Ala Gly Val Cys Ser Arg 
130 135 140 



<210> 2581 
<211> 459 
<212> DNA 
<213> Homo 

<400> 2581 
atgctgtttt 
60 

cgtccggtgc 
120 

cagtttgtat 
180 

gccaacgacg 
240 

tctgacgacc 
300 

gtcgcgcgtg 
360 

accgatgtcg 
420 

tgtcccgaag 
459 



sapiens 

cggccactat 
acgtccgcgc 
accaggccca 
tcgaaaaggt 
tcgacgaccg 
aaaaggcgct 
ctgcccgtgg 
acgagaaaac 



gccggccccg 
cgaaggagcc 
ttccctcgac 
cattatcttc 
cggtttcaaa 
caagaaattc 
cattgacgtc 
atacgtccac 



attatggccc 
gacacccaga 
aagattgaga 
tgccgcacca 
acccgcgcca 
cgtcatggcg 
accggggtgt 
cgcattggt 



tagcccggtc 
ccacggtgcc 
tcattggacg 
agcgtgcatg 
tccacggtga 
aggcgaccat 
cccacgtcat 



ccaactgcgt 
cgacacccag 
cattctgcag 
ccagcggctt 
tctcacgcag 
cctggtggcg 
caaccatgaa 



<210> 2582 

<211> 153 

<212> PRT 

<213> Homo sapiens 



<400> 2582 



Met Leu 


Phe 


Ser 


Ala 


Thr 


Met 


Pro 


Ala 


Pro 


He 


Met 


Ala 


Leu 


Ala 


Arg 


1 






5 










10 










15 




Ser Gin 


Leu 


Arg 


Arg 


Pro 


Val 


His 


Val 


Arg 


Ala 


Glu 


Gly 


Ala 


Asp 


Thr 






20 










25 










30 






Gin Thr 


Thr 


Val 


Pro 


Asp 


Thr 


Gin 


Gin 


Phe 


Val 


Tyr 


Gin 


Ala 


His 


Ser 




35 










40 










45 








Leu Asp 


Lys 


He 


Glu 


He 


He 


Gly 


Arg 


He 


Leu 


Gin 


Ala 


Asn 


Asp 


Val 


50 










55 










60 










Glu Lys 


Val 


He 


He 


Phe 


Cys 


Arg 


Thr 


Lys 


Arg 


Ala 


Cys 


Gin 


Arg 


Leu 


65 








70 










75 










60 


Ser Asp 


Asp 


Leu 


Asp 


Asp 


Arg 


Gly 


Phe 


Lys 


Thr Arg 


Ala 


He 


His 


Gly 








85 










90 










95 




Asp Leu 


Thr 


Gin 


Val 


Ala 


Arg 


Glu 


Lys 


Ala 


Leu 


Lys 


Lys 


Phe 


Arg 


His 






100 










105 










110 






Gly Glu 


Ala 


Thr 


He 


Leu 


Val 


Ala 


Thr 


Asp 


Val 


Ala 


Ala 


Arg 


Gly 


He 




115 










120 










125 








Asp Val 


Thr 


Gly 


Val 


Ser 


His 


Val 


He 


Asn 


His 


Glu 


Cys 


Pro 


Glu 


Asp 
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130 135 140 

Glu Lys Thr Tyr Val His Arg lie Gly 
145 150 

<210> 2583 
<211> 7098 
<212> DNA 

<213> Homo sapiens 



<400> 2583 

ctgttgccgc gccgggtggg tgcattttaa 
60 

tatccatact cactgaagac aaaaagccac 
120 

ctcatcatcc tttcaaactt gtggtggaac 
180 

gccagcacag ttaccaaaat tgaacttgtc 
240 

agggcgggtc atgaggaggc tgtagccaag 
300 

tttgtccaat ccacgttgac atttgaggga 
360 

aattggtgaa ttcctatcca gtgggcattt 
420 

aggtcctgag atcacccacc cggcgcggca 
480 

aagaaaaaaa tgtagttatt gaattcaatc 
540 

aattccatca agaaaggttc cagttggtct 
600 

taaagatgga gaaatcaagg catagagaga 
660 

agaggaccag gagtagagct tagagcgagc 
720 

gtcacgctgc ctccgttcct aggagagaag 
780 

gagaagcggc atcgcacgcg gtccaaaggg 
840 

gagctgttca gctgtcccac ccctggctgt 
900 

gcaagacaca gaagtgtata tggttgtccc 
960 

cagccccagg aacctgctcc taaacgaaag 
1020 

gtggatgagt gtgacgacag tgatgggact 
1080 

ggggaggagt actccgagga caatgacgag 
1140 

ggggaccggg agggggagga ggagatcgag 
1200 

gaagatgtgg aggatgaaga agaggaagag 
1260 

gaaaacgaag accatcaaat gaactgtcac 
1320 



ttttctcatt ccctgaacta tgggttatga 
cttttctgcg tcttggtggc atgcatgtgt 
agggttttct tccctgtctg tgtattttga 
tttcgcttgt gaacggttgt ggtcattgtg 
gacgaggtgt gtgcggctgt tgcctggacg 
tcacagcgtg tgaaaatgaa ctcagaggag 
tcaaaccctg gtcgacggcg gaagaatatc 
acagtgcaga gtggccacat ctggtggaag 
aagtgtttgc atctttcaag ctatcaacaa 
cacagacgta tggatatccg aggagccacc 
ttaagtgact ttgccacagt cacaagctgg 
ccctgactct gggcctgcgt cctgccagga 
acttcctgta agatggaggt ggacaccgag 
gttcgagttc ccgtggaacc agccatacaa 
gacggcagtg gtcatgtcag tggcaaatat 
ttggcgaaaa aaagaaaaac acaagataaa 
ccatttgccg tgaaagcaga cagctcctca 
gaggacatgg atgagaagga ggaggatgag 
ccaggggatg aggacgagga ggacgaggag 
gaggaggatg aggacgatga cgaggatgga 
gaggaggagg aggaggagga agaggaagaa 
aatactcgaa taatgcaaga cacagaaaag 
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gatgataaca acagtgacga 
1380 

aacctcggca aaatcgctga 
1440 

agcaatacct ccaatagtct 
1500 

agtgagttga gtttagactt 
1560 

ctattagccc aaggacacgg 
1620 

gacagcatgt cgcagcaaga 
1680 

aacaacggac tcatggaaaa 
1740 

ctggagtgtt tgaggaatca 
1800 

caggagagga atccgcagca 
1860 

ttcccaggaa ggacgccgga 
1920 

gagcagttga gcccccggtc 
1980 

gagcgggacg acgataccac 
2040 

accaagggga acctgaccct 
2100 

gccatgaggg agaagatggc 
2160 

gaccagtctc cgagacaact 
2220 

gtcaaaaagc catactatgg 
2280 

ccaacccccg ggtgtgatgg 
2340 

ctgtccggat gcccgcacaa 
2400 

gtcctcaagt gccccactcc 
2460 

tcccaccgaa gcctctccgg 
2520 

gaaaagcacc agagctgcga 
2580 

ccaatgtgct ttgtgaagca 
2640 

acaactacgc cgcgttccaa 
2700 

gaatacaaca gttacgacaa 
2760 

accagggata tatcccccaa 
2820 

cccagcagca gcagcaccag 
2880 

gggggcagca gcgccagcag 
2940 



atatgacaat tacgatgaac 
ggatgcagcc taccgggcca 
ggaagacgat agtgacaaaa 
agacagtgat gttgttagag 
tgttgtgctc tcagaaaaca 
cagtagaaat atgaattacg 
gatggtggag gagagcgatg 
gtgcttcgac ctggccagga 
gaacatgaac atccgtcagc 
cagaaactac tcggacatgc 
gagagtgttt gccagctgtg 
ctctgtgaac tcggacaggt 
gctggagaaa gccatcgctt 
catggaagct gggaggaggg 
tcccggggag gacagaaagc 
taaagatccc tcaagaacag 
aaccggccac gtaactgggc 
agatagggtc cctccagaaa 
gggctgcacg gggcgcgggc 
atgcccgacc gctgcagcag 
cgtgtccaag tccagccagg 
gctggagatt cctcagtatg 
cctggccaag gagctcgaga 
ccatacttat ggcaagcgag 
aggatatgat gatgcgaagc 
cagctacgcg cccagcagca 
cacgtgcagc aagagcagct 



tggtggccaa gtcattgtta 
ggactgagtc agaaatgaac 
acgaaaacct gggtcggaaa 
aaacagtgga ctcccttaaa 
tgaatgacag aaattatgca 
tcatgttggg gaagcccatg 
aggaggtgtg tctgagcagt 
agctcagtga gaccaacccg 
atgtccggcc agaagaggac 
tgaacctcat gcggctggag 
cgaaggagga tgggtgtcat 
ctgaagaggt gttcgacatg 
tggaaacgga aagagcaaag 
acaatatgag gtcatatgag 
ctaaatccag tgacagccat 
aaaagaaaga gagcaagtgt 
tgtacccaca tcaccgcagc 
tccttgccat gcatgaaagt 
atgtcaacag caacaggaac 
agaaactggc caaggcacag 
cctcggaccg cgtgctcagg 
gctacagaaa caatgtcccc 
aatattccaa aacctcgttt 
ccatagctcc caaggtgcaa 
ggtactgcaa ggaccccagc 
gcagcaacct gagctgcggc 
tcgactacac gcacgacatg 
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gaggcggccc 
3000 

ccgcagaacc 
3060 

gtggatgaga 
3120 

tgccccatcc 
3160 

cggtgtttcc 
3240 

aaaccccgga 
3300 

ttccaggagg 
3360 

cccaagtacc 
3420 

ctggcggaca 
3480 

acgcctggct 
3540 

tcaggttgcc 
3600 

gaagatcaag 
3660 

gggaagtacg 
3720 

gacgggtacc 
3780 

tgccccacgc 
3840 

agcttgtcag 
3900 

cagatgctga 
3960 

cagttagatg 
4020 

attaaactca 
4080 

aacaaagtga 
4140 

tctctgatcc 
4200 

aattttgatg 
4260 

agtccagaaa 
4320 

tgaacagctg 
4380 

ctgtaactta 
4440 

cttacaagac 
4500 

tttgaataca 

4560 



acatggcggc 
tgagcaccaa 
acgggaccct 
tgacccctct 
agctgggcga 
ggatagacga 
ctctagaaga 
ctcagtgcaa 
aaagcattcg 
gtgatggttc 
caagagcaaa 
aacccatcag 
cgtcccatcg 
tgaatggctc 
caggatgcga 
gatgcccgag 
ccatcaaaca 
aagaaatcaa 
gaactcagat 
ttgagcagca 
acagcctggc 
cttacgtgac 
ataaagccct 
ctgtagtgat 
ccagaaagtg 
ttcataatga 
cccacatttt 



caccgccatc 
gccgcaggac 
ggacctcagc 
ggagcccatg 
gggcgactgc 
ggacgagtcc 
aagacggtat 
ggagagcaaa 
aagtatgctg 
tggacatatc 
gaaaagtggt 
gtgtccggtc 
cagcgcctcc 
ccagttctcc 
cggctcaggc 
agccacgtca 
gcgggccagc 
ggagctaaat 
taccacgatg 
gaacgagtct 
taacatccag 
tactttgacg 
actggaaaat 
gaaactcttg 
ttctatattt 
ttttatgtct 
gtacgtttcc 



ctcaacctgt 
ctgtgcgcca 
atgaacaagc 
tccccccagc 
tgggacttgc 
aaagacatta 
cccggggagg 
aaggacttaa 
gccaccagct 
accggcaatt 
atcaggatag 
cccgggtgcg 

gggtgcccct 

tggaagtcgg 
cacgtcagcg 
gcgatgaaga 
aacggtatag 
gaatccaatt 
gagagcaacc 
ctcctccacg 
ctgccgcaca 
gaaatgtata 
ataaagcagg 
cttaaaaagg 
atttctgttt 
tgctttaaag 
atgtaagctg 



ccacgcgctg 
cgcggaaccc 
agaggccgcg 
agcaggcagt 
ccgtagacta 
ctccagaaga 
tgaccatccc 
taactctgtc 
cccaagaact 
atgcttctca 
cacagagcaa 
acggccaggg 
tggcggccaa 
tcaagacgga 
gcagcttcct 
aggcaaagct 
aaaatgatga 
cccagatgga 
tgaagaccat 
agctggcgaa 
tggatccaat 
caaatcaaga 
ctgtgagagg 
atgcctcttg 
gaattcgaaa 
atagtacctg 
acatagtgtt 



ccgcgagatg 
tgacatggag 
ggacagctgc 
gatgaacaac 
caccaaaatg 
cttggaccca 
aagtcccaaa 
tggctgcccc 
caagtgcccc 
tcggagcctt 
agaagataaa 
ccacatcact 
gaggcagaaa 
aggcatgtcc 
cacacaccgc 
ttctggagag 
agaaatcaaa 
agccgacatg 
cgaagaggag 
cctgagccag 
caatgaacaa 
tcgttatcag 
aattcaggtc 
ttttttgctg 
cagtgttatg 
cagaatagtt 
ctgccatgta 
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atgtttatag ctgctgatgt atgcacattt 
4620 

tgatcaaaat aaatagagtg taaattcttt 
4680 

ttttgaactg aaatggacac acaaacacac 
4740 

gatcatgttg tggctgagca gccgcttttt 
4800 

actttatgga atttaagaaa tacattttgt 
4860 

gcaaaaatgc tttattttcg aacaatgctt 
4920 

gttttaggag gatggtgtat ggtgggggca 
4980 

tggcatatgg attaactgta agaaatgaaa 
5040 

catggaaact tggcagaaga ttcaaagcag 
5100 

gcgttacatg gttgtgacta tggaaactcc 
5160 

aacgtgaaga tttccttttc cattttcaat 
5220 

ctagagcttc gtgcccctct gaactgtctg 
5280 

gtgtgtttcc gatttaagct aaaagataac 
5340 

aaaaaattat gattattcct attattgtta 
5400 

aaggcaaatg atttgtgagt cttctagtta 
5460 

gaaggcagct cggtaaagtt tccctcctgc 
5520 

catttggtcc tattcagagg actcttacca 
5580 

ccagttgacc atagagcatt tgcagagcct 
5640 

aatgaatgca atcagatttt aaaagtaact 
5700 

ctagatcatc ttagacttgt tcataccttc 
5760 

cactatatgt atgcataaga ccacttttga 
5820 

tgacgacgtg ttgtgttttc tgatgttgac 
5880 

ccatgtcttg atgttatgca ggaagtacag 
5940 

aaaaagatgg gttttgtaaa aataaaaaaa 
6000 

gtcattgtcc ccacaatgtg ccagtcgact 
6060 

acggaggtgt gcaattcctc gtgtcagtag 
6120 

gaggagccct cacggctgat caataatgtt 
6180 



gggggtatat ctatttctga agaggtaagc 
ttaatgcttt agtgattaaa tgttttagta 
acacgcacac acagacccac agctctgaat 
agacgttatc attttgcctc atgttggagg 
gtgcatattg tttcatagca agaattcgtt 
ggaaatatta tgtgactttt ttgtttgttt 
ataaatgagg ttttttgcat tccaaggaaa 
taagtaattt attgtaagac aacatcaagc 
cttaaacagc acttttaaat taactcctaa 
agttaagaca ggatcttatc agaggtggac 
aaactttgga acaaccttct cgtatctccc 
ttattgcaat gtagtttatc aacagaattt 
ttaagaacat ttatttcccc ttttcacttt 
tgaaccttct tattttacat ttgagggata 
ctggaccgag ttttctgctg gatctggtgg 
tccccccgcc cgactttgac tctgaatcag 
cgacgtttct gttctacact tgggtggaga 
cattgtttga tttcttgtga ctattctaag 
aaatatactt cagcactttt ttgctttaaa 
cagatttgat tgttttactc ccaatgactg 
gcgctgtgtt cccccttctg agtagtcctt 
ttgagttcca tttagtagca tctcttcctt 
acgtacccca aatttttgtt atgaaataaa 
aaatattttt agcagaacag gacttacagg 
atttgcactt accttgtcct atatatccgt 
ccttgtgaca ctgaacctgg atggattata 
gcaaagggag actacaggga tctcacgacg 
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aatactctga tacaatactc aacctcggta 
6240 

ccagcggcac tttatactgt tcactgtaca 
6300 

taactagctg ggaaaagacg atgtaattat 
6360 

gcgccccctt tctgttgtgc tattggttgc 
6420 

ctgaagcaag gtgcttgcag tcacctgagg 
6480 

tttagggccc ccattgttca taacagcata 
6540 

ttctttgcca atatagtaac gcttttagta 
6600 

tattgttatc acctatgtac aatggaaagg 
6660 

acgttggtac ataatctcaa atcaaaagtt 
6720 

gtgtcacata ttagaatgct gacctttcat 
6780 

ataacttatt gttcatattc atttctaagt 
6840 

ttttgtataa actatttatt gtgctctctg 

6900 

acacggcatg ggtttgttga cactttaatt 
6960 

tgtgatactt catttttaaa ttgtgaactt 
7020 

acatcttact ctaaataaac aaggtgttgc 
7080 

aaaaaaaaaa aaaaaaaa 
7098 

<210> 2584 

<211> 1186 

<212> PRT 

<213> Homo sapiens 



<400> 2584 



Met 


Glu 


Val 


Asp 


Thr 


Glu 


Glu 


Lys 


Arg 


His Arg Thr Arg Ser Lys Gly 


1 








5 










10 15 


Val 


Arg 


Val 


Pro 


Val 


Glu 


Pro 


Ala 


lie 


Gin Glu Leu Phe Ser Cys Pro 








20 










25 


30 


v Thr 


Pro 


Gly 


Cys 


Asp 


Gly 


Ser 


Gly 


His 


Val Ser Gly Lys Tyr Ala Arg 






35 










40 




45 


His 


Arg 


Ser 


Val 


Tyr 


Gly 


Cys 


Pro 


Leu 


Ala Lys Lys Arg Lys Thr Gin 




50 










55 






60 


Asp 


Lys 


Gin 


Pro 


Gin 


Glu 


Pro 


Ala 


Pro 


Lys Arg Lys Pro Phe Ala Val 


65 










70 








75 80 


Lys 


Ala 


Asp 


Ser 


Ser 


Ser 


Val 


Asp 


Glu 


Cys Asp Asp Ser Asp Gly Thr 










65 










90 95 


Glu 


Asp 


Met 


Asp 


Glu 


Lys 


Glu 


Glu 


Asp 


Glu Gly Glu Glu Tyr Ser Glu 








100 










105 


110 


Asp 


Asn 


Asp 


Glu 


Pro 


Gly 


Asp 


Glu 


Asp 


Glu Glu Asp Glu Glu Gly Asp 
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tatatatatg 
aaagcttaca 
ttcggggctc 
agctgccatg 
ccgtccgtgt 
tgcatttccc 
gagtactaga 
gattttaagc 
atctgtgact 
atggattatt 
taatttaagt 
tggaactgaa 
ttgctataaa 
tgtacaaatt 
cacatttgta 



tgtataaata 
gttttccaca 
tgcggaacct 
ctcagaatgc 
ggcccagggc 
caccgcgttg 
tagtatcagt 
acaaacctgc 
attatatagg 
gtgagtcatc 
aatcatttat 
gtttgattta 
tgtgtggaat 
ttgtcatgct 
gcacgaaaaa 



tatgtatatc 
aggactttaa 
tctctgtaca 
gttttgagag 
cccagctgcc 
tgtctgcagc 
tttggattct 
tgctcatcta 
gatcacaaaa 
agagtttatt 
taagacagaa 
tttttgtact 
cacaagttgc 
ggatgttaac 
aaaaaaaaaa 
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115 120 



Arg 


Glu Gly Glu 


Glu 


Glu He Glu 




130 








135 


Asp 


Gly Glu Asp 


Val 


Glu Asp Glu 


145 










ISO 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu Glu Asn 










16 5 




Asn 


Thr Arg 


He 


Met Gin Asp Thr 








180 






Glu 


Tyr 


Asp Asn 


Tyr Asp Glu Leu 






195 






200 


Gly 


Lys 


He 


Ala 


Glu Asp Ala Ala 




210 








215 


Met 


Asn 


Ser 


Asn 


Thr 


Ser Asn Ser 


225 










230 


Glu 


Asn 


Leu 


Gly 


Arg 


Lys Ser Glu 










245 




Val 


Val 


Arg Glu 


Thr 


Val Asp Ser 








260 






Gly 


Val 


val 


Leu 


Ser 


Glu Asn Met 






275 






280 


Met 


Ser 


Gin 


Gin 


Asp Ser Arg Asn 




290 








295 


Pro 


Met 


Asn 


Asn 


Gly Leu Met Glu 


305 










310 


Glu 


Val 


Cys 


Leu 


Ser 


Ser Leu Glu 










325 




Leu 


Ala 


Arg 


Lys 


Leu 


Ser Glu Thr 








340 






Gin 


Asn 


Met 


Asn 


He Arg Gin His 






355 






360 


Gly 


Arg 


Thr 


Pro 


Asp Arg Asn Tyr 




370 








375 


Leu 


Glu 


Glu 


Gin 


Leu 


Ser Pro Arg 


385 










390 


Lys 


Glu Asp Gly 


Cys His Glu Arg 










405 




Ser 


Asp Arg 


Ser 


Glu 


Glu Val Phe 








420 






Leu 


Leu 


Glu 


Lys 


Ala 


He Ala Leu 






435 






440 


Arg 


Glu 


Lys Met 


Ala 


Met Glu Ala 




450 








455 


Tyr 


Glu 


Asp 


Gin 


Ser 


Pro Arg Gin 


465 










470 


Lys 


Ser 


Ser Asp 


Ser 


His Val Lys 










485 




Ser 


Arg Thr Glu 


Lys 


Lys Glu Ser 








500 






Gly 


Thr Gly His 


Val 


Thr Gly Leu 






515 






520 


Gly 


Cys 


Pro 


His 


Lys 


Asp Arg Val 




530 








535 


Glu 


Ser 


Val 


Leu 


Lys 


Cys Pro Thr 



125 

Glu Glu Asp Glu Asp Asp Asp Glu 
140 

Glu Glu Glu Glu Glu Glu Glu Glu 
155 160 



Glu 


Asp His Gin Met 


Asn 


Cys 


His 




170 




175 




Glu 


Lys Asp Asp Asn 


Asn 


Ser 


Asp 


185 




190 






Val 


Ala Lys Ser Leu 


Leu 


Asn 


Leu 




205 








Tyr 


Arg Ala Arg Thr 


Glu 


Ser 


Glu 




220 








Leu 


Glu Asp Asp Ser 


Asp 


Lys 


Asn 




235 






240 


Leu 


Ser Leu Asp Leu 


Asp 


Ser 


Asp 




250 




255 




Leu 


Lys Leu Leu Ala 


Gin 


Gly 


His 


265 




270 






Asn 


Asp Arg Asn Tyr 


Ala 


Asp 


Ser 




285 








Met 


Asn Tyr Val Met 


Leu 


Gly 


Lys 




300 








Lys 


Met Val Glu Glu 


Ser 


Asp 


Glu 




315 






320 


Cys 


Leu Arg Asn Gin 


Cys 


Phe 


Asp 




330 




335 




Asn 


Pro Gin Glu Arg 


Asn 


Pro 


Gin 


345 




350 






Val 


Arg Pro Glu Glu 


Asp 


Phe 


Pro 




365 








Ser 


Asp Met Leu Asn 


Leu 


Met 


Arg 




380 








Ser 


Arg Val Phe Ala 


Ser 


Cys 


Ala 




395 






400 


Asp 


Asp Asp Thr Thr 


Ser 


Val 


Asn 




410 




415 




Asp 


Met Thr Lys Gly 


Asn 


Leu 


Thr 


425 




430 






Glu 


Thr Glu Arg Ala 


Lys 


Ala 


Met 




445 








Gly 


Arg Arg Asp Asn 


Met 


Arg 


Ser 




460 








Leu 


Pro Gly Glu Asp 


Arg 


Lys 


Pro 




475 






480 


Lys 


Pro Tyr Tyr Gly 


Lys 


Asp 


Pro 




490 




495 




Lys 


Cys Pro Thr Pro 


Gly 


Cys 


Asp 


505 




510 






Tyr 


Pro His His Arg 


Ser 


Leu 


Ser 




525 








Pro 


Pro Glu He Leu 


Ala 


Met 


His 




540 








Pro 


Gly Cys Thr Gly 


Arg 


Gly 


His 
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545 










550 






555 560 


Val 


Asn 


Ser 


Asn Arg 


Asn 


Ser 


His 


Arg Ser Leu Ser Gly Cys Pro He 










565 








570 575 


Ala 


Ala 


Ala 


Glu 


Lys 


Leu 


Ala 


Lys 


Ala Gin Glu Lys His Gin Ser Cys 








580 










585 590 


Asp 


Val 


Ser 


Lys 


Ser 


Ser 


Gin 


Ala 


Ser Asp Arg Val Leu Arg Pro Met 






595 










600 


605 


Cys 


Phe 


val 


Lys 


Gin 


Leu 


Glu 


He 


Pro Gin Tyr Gly Tyr Arg Asn Asn 




610 










615 




620 


val 


Pro 


Thr 


Thr 


Thr 


Pro 


Arg 


Ser 


Asn Leu Ala Lys Glu Leu Glu Lys 


625 










630 






635 640 


Tyr 


Ser 


Lys 


Thr 


Ser 


Phe 


Glu Tyr 


Asn Ser Tyr Asp Asn His Thr Tyr 










645 








650 655 


Gly 


Lys 


Arg 


Ala 


lie 


Ala 


Pro Lys 


Val Gin Thr Arg Asp He Ser Pro 








660 










665 670 


Lys 


Gly 


Tyr 


Asp 


Asp 


Ala 


Lys 


Arg 


Tyr Cys Lys Asp Pro Ser Pro Ser 






675 










680 


685 


Ser 


Ser 


Ser 


Thr 


Ser 


Ser 


Tyr 


Ala 


Pro Ser Ser Ser Ser Asn Leu Ser 




690 










695 




700 


Cys 


Gly 


Gly 


Gly Ser 


Ser 


Ala 


Ser 


Ser Thr Cys Ser Lys Ser Ser Phe 


705 










710 






715 720 


Asp 


Tyr 


Thr 


His 


Asp 


Met 


Glu 


Ala 


Ala His Met Ala Ala Thr Ala He 










725 








730 735 


Leu 


Asn 


Leu 


Ser 


Thr 


Arg 


Cys 


Arg 


Glu Met Pro Gin Asn Leu Ser Thr 








740 










745 750 


Lys 


Pro 


Gin 


Asp 


Leu 


Cys 


Ala 


Thr 


Arg Asn Pro Asp Met Glu Val Asp 






755 










760 


765 


Glu 


Asn 


Gly 


Thr 


Leu 


Asp 


Leu 


Ser 


Met Asn Lys Gin Arg Pro Arg Asp 




770 










77S 




780 


Ser 


Cys 


Cys 


Pro 


lie 


Leu 


Thr 


Pro 


Leu Glu Pro Met Ser Pro Gin Gin 


785 










790 






795 800 


Gin 


Ala 


Val 


Met 


Asn 


Asn 


Arg 


Cys 


Phe Gin Leu Gly Glu Gly Asp Cys 










805 








810 815 


Trp 


Asp 


Leu 


Pro 


val 


Asp 


Tyr 


Thr 


Lys Met Lys Pro Arg Arg He Asp 








820 










825 830 


Glu 


Asp 


Glu 


Ser 


Lys 


Asp 


He 


Thr 


Pro Glu Asp Leu Asp Pro Phe Gin 






835 










840 


845 


Glu 


Ala 


Leu 


Glu 


Glu 


Arg 


Arg 


Tyr 


Pro Gly Glu Val Thr He Pro Ser 




850 










855 




860 


Pro 


Lys 


Pro 


Lys 


Tyr 


Pro 


Gin 


Cys 


Lys Glu Ser Lys Lys Asp Leu He 


865 










870 






875 880 


Thr 


Leu 


Ser 


Gly Cys 


Pro 


Leu 


Ala 


Asp Lys Ser He Arg Ser Met Leu 










885 








890 895 


Ala 


Thr 


Ser 


Ser 


Gin 


Glu 


Leu 


Lys 


Cys Pro Thr Pro Gly Cys Asp Gly 








900 










905 910 


Ser 


Gly 


His 


He 


Thr 


Gly 


Asn 


Tyr 


Ala Ser His Arg Ser Leu Ser Gly 






915 










920 


925 


Cys 


Pro 


Arg 


Ala 


Lys 


Lys 


Ser 


Gly 


He Arg He Ala Gin Ser Lys Glu 




930 










935 




940 


Asp 


Lys 


Glu 


Asp 


Gin 


Glu 


Pro 


He 


Arg Cys Pro Val Pro Gly Cys Asp 


945 










950 






955 960 


Gly 


Gin 


Gly 


His 


He 


Thr 


Gly 


Lys 


Tyr Ala Ser His Arg Ser Ala Ser 










965 








970 975 


Gly 


Cys 


Pro 


Leu 


Ala 


Ala 


Lys 


Arg 


Gin Lys Asp Gly Tyr Leu Asn Gly 
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980 985 990 

Ser Gin Phe Ser Trp Lys Ser Val Lys Thr Glu Gly Met Ser Cys Pro 

995 1000 1005 

Thr Pro Gly Cys Asp Gly Ser Gly His Val Ser Gly Ser Phe Leu Thr 

1010 1015 1020 

His Arg Ser Leu Ser Gly Cys Pro Arg Ala Thr Ser Ala Met Lys Lys 
1025 1030 1035 1040 

Ala Lys Leu Ser Gly Glu Gin Met Leu Thr lie Lys Gin Arg Ala Ser 

1045 1050 1055 

Asn Gly He Glu Asn Asp Glu Glu He Lys Gin Leu Asp Glu Glu He 

1060 1065 1070 

Lys Glu Leu Asn Glu Ser Asn Ser Gin Met Glu Ala Asp Met He Lys 

1075 1080 1085 

Leu Arg Thr Gin He Thr Thr Met Glu Ser Asn Leu Lys Thr He Glu 

1090 1095 1100 

Glu Glu Asn Lys Val He Glu Gin Gin Asn Glu Ser Leu Leu His Glu 
1105 1110 1115 1120 

Leu Ala Asn Leu Ser Gin Ser Leu He His Ser Leu Ala Asn He Gin 

1125 1130 1135 

Leu Pro His Met Asp Pro He Asn Glu Gin Asn Phe Asp Ala Tyr Val 

1140 1145 1150 

Thr Thr Leu Thr Glu Met Tyr Thr Asn Gin Asp Arg Tyr Gin Ser Pro 

1155 1160 1165 

Glu Asn Lys Ala Leu Leu Glu Asn He Lys Gin Ala Val Arg Gly He 

1170 1175 1180 

Gin Val 
1185 

c210> 2585 

<211> 542 

<212> DNA 

<213> Homo sapiens 

<400> 2585 

cactcactcc tccacagaat ttggcctcag ccagccccac gctcagcatg cccagccctg 
60 

ccaagagccc agggatcgcc tcgctgacag accccaaaac acgggccacg ccaccccgtc 
120 

ctctaggtac ctgtgccccc agtctcaagc atcactccgt gtctccctca catgccttct 
180 

gggcctctag ccctcaaaga gctaaagtat gtgagcactt tctcagccct ttaaacggat 
240 

taagtcatgt catcctcaca aggctgctgt gttttattac ctctgtttca ggtgcaagtc 
300 

atccccggga ggagtggtgg ggatgccgcc tgaccctggg ccacctggct gcagcatctg 
360 

tgttgatgac caccctcctg cctcaggctt tgctcctgaa tgttcttgct ctctaggtct 
420 

gtccgctcct ggccctgctc ttcttaactc cgttcaagcc ccctgggtca cacgtccatg 
480 

ctcatcactt caatgacgcg gatgctggcg atccccaaat ctcctaatcc aagtgcagat 

540 

ct 

542 
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<210> 2586 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 2586 

Met Pro Ser Pro Ala Lys Ser Pro Gly He Ala Ser Leu Thr Asp Pro 

I 5 10 15 

Lys Thr Arg Ala Thr Pro Pro Arg Pro Leu Gly Thr Cys Ala Pro Ser 

20 25 30 

Leu Lys His His Ser Val Ser Pro Ser His Ala Phe Trp Ala Ser Ser 

35 40 45 

Pro Gin Arg Ala Lys Val Cys Glu His Phe Leu Ser Pro Leu Asn Gly 

50 55 60 

Leu Ser His Val He Leu Thr Arg Leu Leu Cys Phe He Thr Ser Val 
65 70 75 80 

Ser Gly Ala Ser His Pro Arg Glu Glu Trp Trp Gly Cys Arg Leu Thr 

85 90 95 

Leu Gly His Leu Ala Ala Ala Ser Val Leu Met Thr Thr Leu Leu Pro 

100 105 110 

Gin Ala Leu Leu Leu Asn Val Leu Ala Leu 
115 120 

<210> 2587 
<211> 435 
<212> DNA 

<213> Homo sapiens 
<400> 2587 

ncgaatatcc atgcagcgat cccgggcgga atgctctcca acatggagtc ccagcttgag 
60 

gcccagggcg ctggagaccg catggatgag gtcatgaagg aggtgccgcg cgttcgtaag 
120 

gatgccggct acccgccgct ggtcaccccg tcgtcccaga tcgtgggaac ccaggcggtg 
180 

ttcaacgtct tgatgggcaa tggttcgtac aagaatctca ctgccgagtt tgccgacctc 
240 

atgctcggct actacggcaa gcccattggc gagctcaatc ctgagatcgt cgagatggcc 
300 

aagaagcaga ccggcaagga gccgatcgac tgccgtcccg ccgacttgct cgagcctgag 
360 

tgggatcagt tggtcgagca ggccaagagt cttgagggct tcgacggctc cgacgaggac 
420 

gttcttacca acgcg 
435 

<210> 2588 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 2588 . 

Xaa Asn He His Ala Ala He Pro Gly Gly Met Leu Ser Asn Met Glu 
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15 10 15 



Ser 


Gin 


Leu 


Glu 
20 


Ala Gin Gly Ala Gly Asp Arg Met Asp Glu Val 

25 30 


Met 


Lys 


Glu 


Val 
35 


Pro 


Arg Val Arg Lys Asp Ala Gly Tyr Pro Pro Leu 
40 45 


Val 


Thr 


Pro 
50 


Ser 


Ser 


Gin lie Val Gly Thr Gin Ala Val Phe Asn Val 
55 60 


Leu 


Met 


Gly 


Asn 


Gly 


Ser Tyr Lys Asn Leu Thr Ala Glu Phe Ala Asp 


Leu 


65 








70 75 


80 


Met 


Leu 


Gly 


Tyr 


Tyr Gly Lys Pro He Gly Glu Leu Asn Pro Glu 
85 90 95 


lie 


Val 


Glu 


Met 


Ala 
100 


Lys Lys Gin Thr Gly Lys Glu Pro He Asp Cys 

105 HO 


Arg 


Pro 


Ala 


Asp 
115 


Leu 


Leu Glu Pro Glu Trp Asp Gin Leu Val Glu Gin 
120 125 


Ala 


Lys 


Ser 
130 


Leu 


Glu 


Gly Phe Asp Gly Ser Asp Glu Asp Val Leu Thr 
135 140 


Asn 



Ala 
145 

<210> 2589 
<211> 366 
<212> DNA 

<213> Homo sapiens 
<400> 2589 

ccggcgaaga aggacatggc catggtcttc ggcgcgactc attacgtcga cccgacggcc 
60 

ggcgatccgg ttgagcagat cagagcgctg accaggggcc gcggcgtcga tttcgcgatc 
120 

gaggtcgtcg gcatcgtcga ggtcatggag caggcctact gggcggcgcg acgcggcggc 
180 

acgatcgtct acgtcggggc gctgggcatc gacgccaagc tggtcctgcc ggcgaacgac 
240 

ctgcacggcg gcgccaagac gatcatcggc tgcgccaacg gattgggcgc agtgcgcacc 
300 

gactatgcca agatgatctc gctggtcgag accggacggc tggacctggg cgggatgatc 
360 

acgcgt 
366 

<210> 2S90 
<211> 122 
<212> PRT 

c2l3> Homo sapiens 
<400> 2590 

Pro Ala Lys Lys Asp Met Ala Met Val Phe Gly Ala Thr His Tyr Val 

15 10 15 

Asp Pro Thr Ala Gly Asp Pro Val Glu Gin He Arg Ala Leu Thr Arg 

20 25 30 

Gly Arg Gly Val Asp Phe Ala He Glu Val Val Gly He Val Glu Val 

35 40 45 

Met Glu Gin Ala Tyr Trp Ala Ala Arg Arg Gly Gly Thr He Val Tyr 
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50 55 60 

Val Gly Ala Leu Gly He Asp Ala Lys Leu Val Leu Pro Ala Asn Asp 
65 70 75 80 

Leu His Gly Gly Ala Lys Thr He He Gly Cys Ala Asn Gly Leu Gly 

85 90 95 

Ala Val Arg Thr Asp Tyr Ala Lys Met He Ser Leu Val Glu Thr Gly 

100 105 110 

Arg Leu Asp Leu Gly Gly Met He Thr Arg 
115 120 

<210> 2591 
<211> 341 
<212> DNA 

<213> Homo sapiens 
c400> 2591 

acgcgtaaag gcatgacctc accttatcat cagggtcaca cgtgtgttat tctggggctg 
60 

agcagcccac gagttgtcca gcaccaggcc aggggtcagt cagcaatgag gacagctcct 
120 

tcctgctcca gggcaggccc tgggcagggc aatgctgggg acacggtggg gagtaggcca 
180 

cagcttctgt gggggagttc ctatggcagg aggatcatgc ccagcagcgt ggaagagcaa 
240 

ggggtgaccc tgcactcgag gctcctggga agacggggag ggttgaggtt acatgaggga 
300 

gaggggtcag ttggtgcatt cacagaacag cagggtggcc a 
341 

<210> 2592 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 2592 

Met Thr Ser Pro Tyr His Gin Gly His Thr Cys Val lie Leu Gly Leu 

15 10 15 

Ser Ser Pro Arg Val Val Gin His Gin Ala Arg Gly Gin Ser Ala Met 

20 25 30 

Arg Thr Ala Pro Ser Cys Ser Arg Ala Gly Pro Gly Gin Gly Asn Ala 

35 40 45 

Gly Asp Thr Val Gly Ser Arg Pro Gin Leu Leu Trp Gly Ser Ser Tyr 

50 55 60 

Gly Arg Arg He Met Pro Ser Ser Val Glu Glu Gin Gly Val Thr Leu 
65 70 75 80 

His Ser Arg Leu Leu Gly Arg Arg Gly Gly Leu Arg Leu His Glu Gly 

85 90 95 

Glu Gly Ser Val Gly Ala Phe Thr Glu Gin Gin Gly Gly 
100 105 

<210> 2593 
<211> 501 
c212> DNA 

<213> Homo sapiens 
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<400> 2593 

cgcgtaaggc caccagaaga tttttatgca cagattccgt tgcttcgaga gctaatttcg 
60 

gcgctttcat ggggttttat ggaggtggat gaatatgagg cggatgatat tatcggtacc 
120 

ttggcgcgcc aagcggatga agcgggggat tatatgactt atattgtgtc ttcggacctc 
180 

gatatgctgc aaatcgtaga tgaaaacacc aagatgtatc gaattctgcg gggattttcg 
240 

gatctcgagg agatggatac tccagcgatt gaagaaaaat atggaatctt gaagtcgcaa 
300 

tttttggacc tgaaggcgct gaagggggat aattcggata atattccagg cgtaccaggg 
360 

attggtgaga aaaccgcagc gaaactcttg aatgagtatg gtagcttgga ggggatttat 
420 

aatcatatca aggaaatttc gggggcgaca cagaagaaat tgattgctgg acgcgaatca 
480 

gctgagatgt ctcttaagct t 
501 

<210> 2594 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 2594 

Arg Val Arg Pro Pro Glu Asp Phe Tyr Ala Gin lie Pro Leu Leu Arg 

15 10 15 

Glu Leu lie Ser Ala Leu Ser Trp Gly Phe Met Glu Val Asp Glu Tyr 

20 25 30 

Glu Ala Asp Asp He He Gly Thr Leu Ala Arg Gin Ala Asp Glu Ala 

35 40 45 

Gly Asp Tyr Met Thr Tyr He Val Ser Ser Asp Leu Asp Met Leu Gin 

50 55 60 

lie Val Asp Glu Asn Thr Lys Met Tyr Arg He Leu Arg Gly Phe Ser 
65 70 75 80 

Asp Leu Glu Glu Met Asp Thr Pro Ala He Glu Glu Lys Tyr Gly He 

85 90 95 

Leu Lys Ser Gin Phe Leu Asp Leu Lys Ala Leu Lys Gly Asp Asn Ser 

100 105 110 

Asp Asn He Pro Gly Val Pro Gly He Gly Glu Lys Thr Ala Val Lys 

115 120 125 

Leu Leu Asn Glu Tyr Gly Ser Leu Glu Gly He Tyr Asn His He Lys 

130 135 140 

Glu He Ser Gly Ala Thr Gin Lys Lys Leu He Ala Gly Arg Glu Ser 
14 5 150 155 160 

Ala Glu Met Ser Leu Lys Leu 

165 



<210> 2595 

<211> 928 

<212> DNA 

<213> Homo sapiens 



1851 



WO 00/58473 



PCT/USOO/08621 



<400> 2595 

agatcttcca gatgcaacaa tgatcaatta agacacgcgg cgacatggtg gcccctgcct 
60 

caccccccag ggatacctgt aatacctgct tcccacttca tgggctacaa tctcatgctg 
120 

gtcacaattt ctggggctca ctcatataac accaacaaat gggatatttg tgaagaactt 
180 

cgcctgcggg agcttgaaga agtcaaggcc agagctgctc agatggaaaa gaccatgcgg 
240 

tggtggtcgg actgcactgc caactggaga gaaaaatgga gtaaagttcg agctgaaagg 
300 

aacagtgccg gaaaggaagg aagacaactc agaataaaac tagagatggc gatgaaagaa 
360 

tcggatccac tgaaacagaa acagagtttg ccacttcaga aggaggcatt agaagctaat 
420 

gttacccagg atctgaagct tcctggcttc gtagaagaat cctgtgaaca tacagaccaa 
480 

tttcaattga gttcacaaat gcatgagtct atcagagagt atttggtaaa aagacaattt 
540 

tctacaaagg aggacacaaa taataaggaa caaggtgtgg ttattgattc tctaaaatta 
600 

agtgaggaga tgaagcccaa tctagatggt gttgatttat tcaacaatgg tggttctgga 
660 

aacggtgaaa cgaaaactgg gctgagactg aaagcaataa atctgccttt ggaaaatgaa 
720 

gtaactgaaa tttcagcttt gcaggtgcat ttggatgaat tccaaaaaat cttatggaag 
7B0 

gaaagagaaa tgcgcacagc tttggaaaaa gaaatagaga gactggagtc ggctttgtct 
840 

ctgtggaagt ggaagtatga agaactgaaa gaatcaaagc caaaaaatgt gaaagagttt 
900 

gacattcttc ttggtcaaca taatgatg 
928 

<210> 2596 

<211> 309 

<212> PRT 

<213> Homo sapiens 



<400> 2596 



Arg Ser 


Ser 


Arg 


Cys 


Asn 


Asn 


Asp 


Gin 


Leu 


Arg 


His 


Ala 


Ala Thr 


Trp 


1 






5 










10 








15 




Trp Pro 


Leu 


Pro 


His 


Pro 


Pro 


Gly 


He 


Pro 


Val 


He 


Pro 


Ala Ser 


His 






20 










25 










30 




Phe Met 


Gly 


Tyr 


Asn 


Leu 


Met 


Leu 


Val 


Thr 


He 


Ser 


Gly 


Ala His 


Ser 




35 










40 










45 






Tyr Asn 


Thr 


Asn 


Lys 


Trp 


Asp 


He 


Cys 


Glu 


Glu 


Leu 


Arg 


Leu Arg 


Glu 


50 










55 










60 








Leu Glu 


Glu 


Val 


Lys 


Ala 


Arg 


Ala 


Ala 


Gin 


Met 


Glu 


Lys 


Thr Met 


Arg 


65 








70 










75 








80 


Trp Trp 


Ser 


Asp 


Cys 


Thr 


Ala 


Asn 


Trp 


Arg 


Glu 


Lys 


Trp 


Ser Lys 


val 








85 










90 








95 




Arg Ala 


Glu 


Arg 


Asn 


Ser 


Ala 


Gly 


Lys 


Glu 


Gly 


Arg 


Gin 


Leu Arg 


He 
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100 

Lys Leu Glu Met Ala 
115 

Ser Leu Pro Leu Gin 
130 

Leu Lys Leu Pro Gly 
145 

Phe Gin Leu Ser Ser 

165 

Lys Arg Gin Phe Ser 
180 

Val Val lie Asp Ser 
195 

Asp Gly Val Asp Leu 
210 

Lys Thr Gly Leu Arg 
225 

Val Thr Glu lie Ser 

245 

lie Leu Trp Lys Glu 
260 

Glu Arg Leu Glu Ser 
275 

Leu Lys Glu Ser Lys 
290 

Gly Gin His Asn Asp 
305 

<210> 2597 
<211> 631 
<212> DNA 
<213> Homo sapiens 

<400> 2597 

ccatgggtgg gaatgcaaga gacacactct agacttacta gaggagcaag agcaggactt 
60 

ggctgcacct gcagctgagg gttagcagga attaggagat aacagtagaa tagggctaga 
120 

ctgaaaaggc ctttgatgcc aggttaggaa atttacattt tatccacaaa atccaaatcc 
180 

tcctttaata atgagatgtc tttacaagtt tttgggcaag agtggtatgg ctgacctggt 
240 

gtcctgggaa ggaactgtgt ggggatggtg tgcaggactt acctagggtg ggaaaggcac 
300 

aagcagcatg gggctgtggc agctaccaga ggtaaaggga catttcaggg aaagacttgg 
360 

caggacaaga ccttccttgg atggatggat gaataccaga aacagggacc caagagaaag 
420 

gccgagtttc atagggagag aagatgggtc atgtatgagg catgttgagc ttgtactgat 
4B0 

ggtgagacgt ccagtcgaca gtactaccca ctggccagtg agaaatgtgg gaccagggtt 
540 

caggaggaaa ctggggccgg aaatgagcat ttggaaggcg ccagggtgga agcgggtggt 
600 



105 

Met Lys Glu Ser 
120 

Lys Glu Ala Leu 
135 

Phe val Glu Glu 
150 

Gin Met His Glu 

Thr Lys Glu Asp 
185 

Leu Lys Leu Ser 
200 

Phe Asn Asn Gly 
215 

Leu Lys Ala lie 
230 

Ala Leu Gin Val 

Arg Glu Met Arg 
265 

Ala Leu Ser Leu 
280 

Pro Lys Asn Val 
295 



Asp Pro Leu Lys 
125 

Glu Ala Asn Val 
140 

Ser Cys Glu His 
155 

Ser lie Arg Glu 
170 

Thr Asn Asn Lys 

Glu Glu Met Lys 
205 

Gly Ser Gly Asn 
220 

Asn Leu Pro Leu 
235 

His Leu Asp Glu 
250 

Thr Ala Leu Glu 

Trp Lys Trp Lys 
285 

Lys Glu Phe Asp 
300 



110 

Gin Lys Gin 

Thr Gin Asp 

Thr Asp Gin 
160 

Tyr Leu Val 

175 
Glu Gin Gly 
190 

Pro Asn Leu 

Gly Glu Thr 

Glu Asn Glu 
240 

Phe Gin Lys 

255 
Lys Glu lie 
270 

Tyr Glu Glu 
lie Leu Leu 
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tcactccacg agtgctattt cacttacgcg t 
631 

<210> 2598 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2598 

Met Gly Leu Trp Gin Leu Pro Glu Val Lys Gly His Phe Arg Glu Arg 

15 10 15 

Leu Gly Arg Thr Arg Pro Ser Leu Asp Gly Trp Met Asn Thr Arg Asn 

20 25 30 

Arg Asp Pro Arg Glu Arg Pro Ser Phe He Gly Arg Glu Asp Gly Ser 

35 40 45 

Cys Met Arg His Val Glu Leu Val Leu Met Val Arg Arg Pro Val Asp 

50 55 60 

Ser Thr Thr His Trp Pro Val Arg Asn Val Gly Pro Gly Phe Arg Arg 
65 70 75 80 

Lys Leu Gly Pro Glu Met Ser lie Trp Lys Ala Pro Gly Trp Lys Arg 

65 90 95 

Val Val His Ser Thr Ser Ala He Ser Leu Thr Arg 
100 105 

<210> 2599 

<211> 356 

<212> DNA 

<213> Homo sapiens 

<400> 2599 

nagatcttat acagggacgt gatgttggag aactactgga accttgtttc tctgggactg 
60 

tgtcattttg atatgaatat tatctccatg ttggaggaag ggaaagagcc ctggactgtg 
120 

aagagctgtg tgaaaatagc aagaaaacca agaacgcggg aatgtgtcaa aggcgtggtc 
160 

acagatatcc ctcctaaatg tacaatcaag gatttgctac caaaagagaa gagcagtaca 
240 

gaagcagtat tccacacagt ggtgttggaa agacacgaaa gccctgacat tgaagacttt 
300 

tccttcaagg aaccccagaa aaatgtgcat gattttgagt gtcaatggag agatgn 
356 

<210> 2600 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 2600 

Xaa He Leu Tyr Arg Asp Val Met Leu Glu Asn Tyr Trp Asn Leu Val 

15 10 15 

Ser Leu Gly Leu Cys His Phe Asp Met Asn He He Ser Met Leu Glu 

20 25 30 

Glu Gly Lys Glu Pro Trp Thr Val Lys Ser Cys Val Lys He Ala Arg 
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35 

Lys Pro Arg Thr Arg 
50 

Pro Lys Cys Thr lie 
65 

Glu Ala Val Phe His 

85 

lie Glu Asp Phe Ser 
100 

Glu Cys Gin Trp Arg 
115 



40 

Glu Cys Val Lys Gly Val 
55 

Lys Asp Leu Leu Pro Lys 
70 75 
Thr Val Val Leu Glu Arg 

90 

Phe Lys Glu Pro Gin Lys 
105 

Asp 



45 

Val Thr Asp lie Pro 
60 

Glu Lys Ser Ser Thr 

80 

His Glu Ser Pro Asp 
95 

Asn Val His Asp Phe 
110 



<210> 2601 

<211> 329 

<212> DNA 

<213> Homo sapiens 



<400> 2601 

gcgccgatca tgatctacgg cgacgacgtc acccacctgc tcaccgaaga aggcatcgcc 
60 

tacttgtaca aggcgcgttc cctggaagag cgccaagcga tgatcgccgg cggtggtggg 
120 

gtcaccgcct tcggcttgcg ccacaacccc aaggacactg cgcgcatgcg ccgcgaaggc 
180 

ttgatcgcct tgcccgaaga cctcggtatc cgccgcaccg acgccacccg cgaactgttg 
240 

gccgccaaga gcgtggccga cctggtggag tggtccggtg gcttgtgcaa cccgcccgcc 
300 

aagttcagga gctggtaaat gcgcgccct 
329 

<210> 2602 
<211> 105 
<212> PRT 

<213> Homo sapiens « 
<400> 2602 

Ala Pro He Met lie Tyr Gly Asp Asp Val Thr His Leu Leu Thr Glu 

15 10 15 

Glu Gly He Ala Tyr Leu Tyr Lys Ala Arg Ser Leu Glu Glu Arg Gin 

20 25 30 

Ala Met He Ala Gly Gly Gly Gly Val Thr Ala Phe Gly Leu Arg His 

35 40 45 

Asn Pro Lys Asp Thr Ala Arg Met Arg Arg Glu Gly Leu He Ala Leu 

50 55 60 

Pro Glu Asp Leu Gly He Arg Arg Thr Asp Ala Thr . Arg Glu Leu Leu 
65 70 75 80 

Ala Ala Lys Ser Val Ala Asp Leu Val Glu Trp Ser Gly Gly Leu Cys 

85 90 95 

Asn Pro Pro Ala Lys Phe Arg Ser Trp 
100 105 



<210> 2603 
<211> 423 
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<212> DNA 

<213> Homo sapiens 

<400> 2603 

tcatgatcca ttgctctacc ctttacggtt gtgcacctac gcccaggtcg gtggtcagga 
60 

gcatcggttc ggtggtaccg aggtcgagga cttccttcac gccgttgttc gcggagggca 
120 

ggttgtggta agtggtcagg tgggccacga tctgggcact gatcacctcg gtgaaatcga 
180 

agctctggtt accctgagcg gtcgccgaca cgacacggtc cacaccggag accagaccga 
240 

tctcggagat gatcgcgtaa ccttcattgt cgtagaggat cttgcacgca tcgatgatgc 
300 

gcttgatctc cttggcagtg aagatgattt ccatcggggt gttggccgac agatactgac 
360 

cggagctggt ggtcacctgg gtggaatcca ggtcatccgg aaccgggttc aggttgtccg 

420 

egg 

423 

<210> 2604 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 2604 

Met Glu lie lie Phe Thr Ala Lys Glu lie Lys Arg lie He Asp Ala 

15 10 15 

Cys Lys He Leu Tyr Asp Asn Glu Gly Tyr Ala He He Ser Glu He 

20 25 30 

Gly Leu Val Ser Gly Val Asp Arg Val Val Ser Ala Thr Ala Gin Gly 

35 40 45 

Asn Gin Ser Phe Asp Phe Thr Glu Val He Ser Ala Gin He Val Ala 

50 55 60 

His Leu Thr Thr Tyr His Asn Leu Pro Ser Ala Asn Asn Gly Val Lys 
65 70 75 80 

Glu Val Leu Asp Leu Gly Thr Thr Glu Pro Met Leu Leu Thr Thr Asp 

85 90 95 

Leu Gly Val Gly Ala Gin Pro 
100 



<210> 2605 
<211> 354 
<212> DNA 

<213> Homo sapiens 
<400> 2605 

ngggagggag ggcatgtcaa aagcgactgt atccagaggg tttgatttaa acatttttca 
60 

aaacatatgt ggcaaacagc ggggggaggg gatctcacca aegtttttet ccacttcttc 
120 

tttgeatget gggacctgtt ccactttcaa aatgtgtcat tttggaagga aagggaggaa 
180 
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caactacttg aaaggaatac acgtcagtat gagccctttc tcctcagcag aaggttgccc 
240 

caaagtacct cctctgaggc gagagaaagg agagaggagg agagacagct ttcatcaaat 
300 

ggggcaccca ggactctagg gagagaggca cgttctcaca aaggcccttt gage 
354 

<210> 2606 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 2606 



Met Ser 


Lys 


Ala 


Thr 


Val 


Ser Arg Gly 


Phe Asp 


Leu Asn He 


Phe 


Gin 


1 






5 






10 




15 




Asn lie 


Cys 


Gly 


Lys 


Gin 


Arg Gly Glu 


Gly lie 


Ser Pro Thr 


Phe 


Phe 






20 






25 




30 






Ser Thr 


Ser 


Ser 


Leu 


His 


Ala Gly Thr 


Cys Ser 


Thr Phe Lys 


Met 


Cys 




35 








40 




45 






His Phe 


Gly 


Arg 


Lys 


Gly 


Arg Asn Asn 


Tyr Leu Lys Gly He His Val 


50 










55 




60 






Ser Met 


Ser 


Pro 


Phe 


Ser 


Ser Ala Glu 


Gly Cys 


Pro Lys Val 


Pro 


Pro 


65 








70 




75 






80 


Leu Arg 


Arg 


Glu 


Lys 


Gly 


Glu Arg Arg 


Arg Asp 


Ser Phe His 


Gin 


Met 








85 






90 




95 




Gly His 


Pro 


Gly 


Leu 















100 



<210> 2607 

<211> 297 

<212> DNA 

<213> Homo sapiens 

<400> 2607 

tgatcaagaa caatgatacg atatcctaac caacagagga ageaaeggaa gttgttgttg 
60 

tttttatget gttttttttt tttgagaacg gatcttgccc ctgcccccag geeggaatgg 
120 

atgacatgga cagaaccccg teggaaaaaa geeggaatgt gcaaacccaa attcccacca 
180 

cacgggggcc ctaacaattg gatccatccc cnaaaaaanc cntnncaaaa aaagntaaaa 
240 

actttttttt ttttaaannn anacccccaa aaaaaccaaa aaaaaaaatt taaaaaa 
297 

<210> 2608 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 2608 

Met He Arg Tyr Pro Asn Gin Gin Arg Lys Gin Arg Lys Leu Leu Leu 

15 10 15 

Phe Leu Cys Cys Phe Phe Phe Leu Arg Thr Asp Leu Ala Pro Ala Pro 
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20 25 30 

Arg Pro Glu Tip Met Thr Trp Thr Glu Pro Arg Arg Lys Lys Ala Gly 

35 40 45 

Met Cys Lys Pro Lys Phe Pro Pro His Gly Gly Pro Asn Asn Trp He 

50 55 60 

His Pro Xaa Lys Xaa Pro Xaa Gin Lys Lys Xaa Lys Thr Phe Phe Phe 
65 70 7S 80 

Leu Xaa Xaa Xaa Pro Gin Lys Asn Gin Lys Lys Lys Phe Lys Lys 

85 90 95 

<210> 2609 
<211> 305 
<212> DNA 

<2l3> Homo sapiens 
<400> 2609 

ncgccatcgg catgatgtca ggcaaagatg atcctggcat ggcaaaggta tacggttttg 
60 

ttgacacgtc cctgacgatc cctatccgct catctggaga cccatgcgtt ccttggaccc 
120 

caattgccta cgaaaaaatt ttttttttcc cccccaaaaa acaccccccc ctcgcatctg 
180 

tgaaagttct acctcggggt cgtcatctcg gctgtcatcg tcggcaaatc actcagctgg 
240 

ccgtaccctt cgtcatcgcc cgggccaccg acctcgacgg cncagcgtgc acggcaacga 

300 

ccacc 

305 

<210> 2610 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 2610 

Met Met Ser Gly Lys Asp Asp Pro Gly Met Ala Lys Val Tyr Gly Phe 

15 10 15 

Val Asp Thr Ser Leu Thr He Pro lie Arg Ser Ser Gly Asp Pro Cys 

20 25 30 

Val Pro Trp Thr Pro He Ala Tyr Glu Lys He Phe Phe Phe Pro Pro 

35 40 45 

Lys Lys His Pro Pro Leu Ala Ser Val Lys Val Leu Pro Arg Gly Arg 

50 55 60 

His Leu Gly Cys His Arg Arg Gin He Thr Gin Leu Ala Val Pro Phe 
65 70 75 80 

Val He Ala Arg Ala Thr Asp Leu Asp Gly Xaa Ala Cys Thr Ala Thr 

85 90 95 

Thr Thr 



<210> 2611 

<211> 342 

<212> DNA 

<213> Homo sapiens 
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<400> 2611 

gccgccgcga tcgacggcga ctcctcgacc agctgggtgt ccagctcgct gcaaaccgct 
60 

gtggggcaat ggcttcaggt ggacttcgac catccggtga ccaacgcgac catcaccctg 
120 

acgcccagcg ccaccgctgt cggagctcag gtgcgccgcg tcgaggtggc aacagccaac 
180 

ggcaccagca caattcgctt cgaccagccc ggcaagccgc tgacggcggc gctgccctac 
240 

ggcgagacct catgggtccg gttcaccgcg accggcaccg acgacggctc ccccggcgtg 
300 

cagttcggca tcaccgactt ctccgtgacg cagtacgacg eg 
342 

<210> 2612 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 2612 

Ala Ala Ala lie Asp Gly Asp Ser Ser Thr Ser Trp Val Ser Ser Ser 

15 10 15 

Leu Gin Thr Ala Val Gly Gin Trp Leu Gin Val Asp Phe Asp His Pro 

20 25 30 

Val Thr Asn Ala Thr lie Thr Leu Thr Pro Ser Ala Thr Ala Val Gly 

35 40 45 

Ala Gin Val Arg Arg Val Glu Val Ala Thr Ala Asn Gly Thr Ser Thr 

50 55 60 

lie Arg Phe Asp Gin Pro Gly Lys Pro Leu Thr Ala Ala Leu Pro Tyr 
65 70 75 80 

Gly Glu Thr Ser Trp Val Arg Phe Thr Ala Thr Gly Thr Asp Asp Gly 

85 90 95 

Ser Pro Gly Val Gin Phe Gly lie Thr Asp Phe Ser Val Thr Gin Tyr 
100 105 110 

Asp Ala 



<210> 2613 

<211> 414 

<212> DNA 

<213> Homo sapiens 

<400> 2613 

acgcgtgtgg gttgtgcaca gggcatggct gctctggaca ggcctgggcc ccgggcatca 
60 

Ctctcctcct ccaaaaggtg agggtctgac ctaatggtac tttgtctgat gttttccaga 
120 

tatgccccta ctgggaaggg ccaagtgggc aggcagagtc tggggtggag cgaggtgggg 
180 

ctgggaagca ctcctgcttt tctgctgccc cagaacgaat gcaagttctg gcagcttctc 
240 

ctcctcctgg gaggaggaaa ggagggctcg cctccaggtc tcaggctgag ggagtgggct 
300 
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ggagaccctc tagatggcca gcagaggctg gcctctgtga gaaggcttcc ttgcgtgact 
360 

ctggggcccc tcccaggctc tcctcgtggc aggcagggac ttgggccagc atgg 
414 

<210> 2614 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 2614 

Met Val Leu Cys Leu Met Phe Ser Arg Tyr Ala Pro Thr Gly Lys Gly 

15 10 15 

Gin Val Gly Arg Gin Ser Leu Gly Trp Ser Glu Val Gly Leu Gly Ser 

20 25 30 

Thr Pro Ala Phe Leu Leu Pro Gin Asn Glu Cys Lys Phe Trp Gin Leu 

35 40 45 

Leu Leu Leu Leu Gly Gly Gly Lys Glu Gly Ser Pro Pro Gly Leu Arg 

50 55 60 

Leu Arg Glu Trp Ala Gly Asp Pro Leu Asp Gly Gin Gin Arg Leu Ala 
65 70 75 80 

Ser Val Arg Arg Leu Pro Cys val Thr Leu Gly Pro Leu Pro Gly Ser 

85 90 95 

Pro Arg Gly Arg Gin Gly Leu Gly Pro Ala Trp 
100 105 

<210> 2615 

<211> 394 

<212> DNA 

<213> Homo sapiens 

<400> 2615 

nnngccgccg ccctcggccg cagcgcgctt cttttgcgcn ncgacgtcag ccagaaggcg 
60 

gacgtcgacg ccatgctgaa ggaaacgctg gcccagttcg gccacatcga tatcctcgtc 
120 

aacaatgcgg gcgtcacgca tgcggccgat ttcctcgacg tgtgcgaaga cgatttcgac 
180 

cgggtcatgc gcattaacct gaaatcgatg ttcctgtgcg gccaggccgc ggcgcgcgag 
240 

atggtcaagc gcaacagcgg ctgcatcatc aacatgtcca gcgtgaatgc ggaactggcc 
300 

attccgaacc aggtgccgta cgtggtgtcg aaaggcgcca tcaaccagct gaccaaggtc 
360 

atggccttga acctggcgcc gcacggtgcg cgct 
3 94 

<210> 2616 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 2616 

Xaa Ala Ala Ala Leu Gly Arg Ser Ala Leu Leu Leu Arg Xaa Asp Val 
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15 10 IS 

Ser Gin Lys Ala Asp Val Asp Ala Met Leu Lys Glu Thr Leu Ala Gin 

20 25 30 

Phe Gly His lie Asp lie Leu Val Asn Asn Ala Gly Val Thr His Ala 

35 40 45 

Ala Asp Phe Leu Asp Val Cys Glu Asp Asp Phe Asp Arg Val Met Arg 

50 55 60 

lie Asn Leu Lys Ser Met Phe Leu Cys Gly Gin Ala Ala Ala Arg Glu 
65 70 75 80 

Met Val Lys Arg Asn Ser Gly Cys lie He Asn Met Ser Ser Val Asn 

85 90 95 

Ala Glu Leu Ala He Pro Asn Gin Val Pro Tyr Val Val Ser Lys Gly 

100 105 110 

Ala He Asn Gin Leu Thr Lys Val Met Ala Leu Asn Leu Ala Pro His 

115 120 125 

Gly Ala Arg 
130 

<210> 2617 

<211> 513 

<212> DNA 

<213> Homo sapiens 

<400> 2617 

naccggttgg catcatgctc acagcactgg gggttccctt ctttcttttc ctcctcagaa 
60 

agacattgtg agatgggaaa tatcatggaa acacctatac tttccggctc ccacttgaac 
120 

gtcaccttgg gaaatcacaa gattctcaat gacgtctccg tatcattcca agcgggagtt 
180 

atgcacgcca tacttggccc caacggttct gggaagacca ccctggtacg cacgttatgc 
240 

ggagccctct cccccgagtc ggggagcgtc aaattcgatg gaacggatct atccacgatg 
300 

tccgcatcct gtatcgcgcg tcgtattgcg atcgtctggc agagcgcgac cgctccctct 
360 

gacctcaccg tacgtcacct cgttggctac gggagatatg cccacacacc gtggtggcag 
420 

ataagggaca ccagcgccga cagccatgtg gaacaagcaa tggagctggc cgatgtcacg 
480 

tgcttcgccg atcgacgcgt caccactctc tea 
513 

<210> 2618 

<211> 171 

<212> PRT 

<213> Homo sapiens 

<400> 2618 

Xaa Arg Leu Ala Ser Cys Ser Gin His Trp Gly Phe Pro Ser Phe Phe 

15 10 15 

Ser Ser Ser Glu Arg His Cys Glu Met Gly Asn He Met Glu Thr Pro 

20 25 30 

He Leu Ser Gly Ser His Leu Asn Val Thr Leu Gly Asn His Lys He 
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35 


40 




45 




Leu 


Asn 


Asp Val 


Ser Val Ser Phe Gin Ala Gly 


Val 


Met 


His Ala He 




50 




55 


60 






Leu 


Gly 


Pro Asn 


Gly Ser Gly Lys Thr Thr Leu 


Val 


Arg 


Thr Leu Cys 


65 






70 75 






B0 


Gly 


Ala 


Leu Ser 


Pro Glu Ser Gly Ser Val Lys 


Phe Asp 


Gly Thr Asp 








85 90 






95 


Leu 


Ser 


Thr Met 


Ser Ala Ser Cys lie Ala Arg 


Arg 


He 


Ala He Val 






100 


105 






110 


Trp 


Gin 


Ser Ala 


Thr Ala Pro Ser Asp Leu Thr 


Val 


Arg 


His Leu Val 






115 


120 




125 




Gly 


Tyr 


Gly Arg 


Tyr Ala His Thr Pro Trp Trp 


Gin 


He 


Arg Asp Thr 




130 




135 


140 






Ser 


Ala 


Asp Ser 


His Val Glu Gin Ala Met Glu 


Leu 


Ala 


Asp Val Thr 


145 






ISO 155 






160 


Cys 


Phe 


Ala Asp 


Arg Arg Val Thr Thr Leu Ser 









165 170 



<210> 2619 

<211> 348 

<212> DNA 

<213> Homo sapiens 

<400> 2619 

nnaaatttcg acgaccttga ggttttcctc aagctgttgc cgcgttcggc anccggggaa 
60 

cggatgaacc cgtacaactc ggtgtggagc ggtgtgaccg acggtgacgg gccgcaggaa 
120 

cagcacgtca ttttccttga taacggtcgt accgacgtgc ttgccgacac ccttggtcgc 
180 

gaagtgttgc ggtgcatccg gtgtgcttcg tgtatcaata tctgcccggt ttacgagcgg 
240 

gcgggcggtc acccttacgg ctcggtgtac cccgggccga ttggtgcggt gctcaatccg 
300 

cagctgcggg gcgtggagca tcccgtcgat cgtggtctgc catacgcg 
348 

<210> 2620 

<211> 116 

<212> PRT 

<213> Homo sapiens 

<400> 2620 

Xaa Asn Phe Asp Asp Leu Glu Val Phe Leu Lys Leu Leu Pro Arg Ser 

15 10 15 

Ala Xaa Gly Glu Arg Met Asn Pro Tyr Asn Ser Val Trp Ser Gly val 

20 25 30 

Thr Asp Gly Asp Gly Pro Gin Glu Gin His Val He Phe Leu Asp Asn 

35 40 45 

Gly Arg Thr Asp Val Leu Ala Asp Thr Leu Gly Arg Glu Val Leu Arg 

50 55 60 

Cys He Arg Cys Ala Ser Cys He Asn He Cys Pro Val Tyr Glu Arg 
65 70 75 80 

Ala Gly Gly His Pro Tyr Gly Ser Val Tyr Pro Gly Pro lie Gly Ala 
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85 90 95 

Val Leu Asn Pro Gin Leu Arg Gly Val Glu His Pro Val Asp Arg Gly 

100 105 110 

Leu Pro Tyr Ala 
115 

<210> 2621 

<211> 1485 

<212> DNA 

<213> Homo sapiens 

<400> 2621 

acgcgtgcag gtaaaccaga ggccgtgtga ccagctcagt gctggtttac ggaacaactc 
60 

ttacttttaa aaattacttg ttcccccaaa ttgttgagtg ccgccgtttg gtttcctatg 
120 

ttttctttcc ctgttttgat tttgctgaag ggagaggtgg tggtggttag gatcagagct 
180 

ctcctggcat ccgtggggag gatttgctgg tggtggcttc gggctcatgc ccagacacac 
240 

tcactgcccc gtctgtccaa ggcctcccct tcccctttgc tggtgggagg agctcgtgtg 
300 

ctccttggcc gcttactgga agggcgtttt tcagagctgc agggacaggg tgagcagctg 
360 

aagggctagg agggaagccg gcccccgctc tgcagaagct gcatttcagc tgaatctgtg 
420 

tttcagcctc agttggttgc accgttagcc cctctcctcc cggatggtca tgtttttgtc 
480 

acattagaga ataaacagcc acacacacat ttttttttcc tttaaaacag taacttggaa 
540 

atatgaaaag gccagaagga ggagcaaggg ctgttttctg gagtggttga ggtgttgtcc 
600 

tgcagttgtc attgtcttct ccaccgggct gttcccattt atttcctgtg gaactgaatc 
660 

cctcctccct ccactccttg ggagcccagg tggtccttgg ccaccattca ggctttccaa 
720 

gaagccaacc accttggaga ttttttttct tgaatttcgc tgttttcttc tgcttccttt 
780 

agataaaaag cagctcaaga gaccttatct tagggatgag aaaaacatgc atattaattc 
840 

catctgagtg attgtcagtg taaggccttt taaaacaaaa gcaagttctt tgttaggaat 
900 

tggtcaaaat tcatctcttt ctttaagccc atcaactccc aggacggttt gagttactca 
960 

gttacctaag cttgctattc atccaaatca ttttctagag tcactgtata agggtctatg 
1020 

agtagctgtg tatgaataaa tattacctgt ctacctcaaa atacacatac tgctgaagca 
1080 

ttctgtacaa ccgtgtgtta tcacagtgca gttttaagtg taacngttga acttaggcat 
1140 

tttcctgtgt ggcggaataa gaaaggatnt aacagttaca agcctccaaa ttcagataaa 
1200 

actaaatcac agttcagatg aaactgaata tcattgtaat aatctcataa tacatatttg 
1260 
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taacttgnta gctatctttg aaatcactgn actttgcaat ggtgctaagc tgatagattt 
1320 

aaatacacag acgggcgagt ggcgcccgtg tcgatgtctt cagccagtgg tgaccctgct 
1380 

tttgtaaccg cgttaacctg acaaaacctc agcagcagaa gtccctattt ttctaggagt 
1440 

ttatcgtgca gacagtcttc actacaggac tcggccctgg ggccc 
1485 

<210> 2622 
<211> 83 
<212> PRT 

<213> Homo sapiens 
<400> 2622 

Met Phe Ser Phe Pro Val Leu He Leu Leu Lys Gly Glu Val Val Val 

15 10 15 

Val Arg He Arg Ala Leu Leu Ala Ser Val Gly Arg He Cys Trp Trp 

20 25 30 

Trp Leu Arg Ala His Ala Gin Thr His Ser Leu Pro Arg Leu Ser Lys 

35 40 45 

Ala Ser Pro Ser Pro Leu Leu Val Gly Gly Ala Arg Val Leu Leu Gly 

50 55 60 

Arg Leu Leu Glu Gly Arg Phe Ser Glu Leu Gin Gly Gin Gly Glu Gin 
65 70 75 80 

Leu Lys Gly 



<210> 2623 
<211> 3524 
<212> DMA 

<213> Homo sapiens 
<400> 2623 

nggatccgaa ttcgcggccg cgtcgactgg agaggacggc gttattttta ttaactggag 
60 

gcgacggcgg ctgcggcggc ggcgggaccc ccaggcctcc tccggggtat gaaaatcggc 
120 

agtgggttcc tgagtggcgg cggaggtacc ggcagtagcg gtggtagcgg ctccggcggc 
180 

ggtggtagtg gcggcggcgg cggcggcggc agcagcggca ggagggcaga gatggaaccc 
240 

acctttcccc agggtatggt tatgttcaac caccgtcttc ccccggtcac cagcttcacc 
300 

cggccggcgg ggtcggccgc ccctcccccg caatgcgtgt tatcctcctc tacctccgca 
360 

gccccggccg ctgagccccc ccctccgcca gccccggaca tgactttcaa gaaggagccg 
420 

gcggcgtcag ccgcggcctt cccctcgcag aggacctcct gggggttctt gcagtctttg 
480 

gttagcatca aacaggagaa acccgcggat cctgaggagc agcagtccca ccaccaccat 
540 

caccaccacc actatggggg gctgttcgct ggagctgaag agaggtctcc aggcctagga 
600 



1864 



r 



WO 00/58473 



PCT/US00/08621 



ggcggtgaag gggggagtca 
660 

cagcagcaac cagcccagca 
720 

gaccaccatg gcactgagga 
780 

aagccagaat ctcagggaat 
840 

ttggttggag atggagaagg 
900 

cactgtagtg ctgctttccg 
960 

ggagaaagac ctttccagtg 
1020 

cagagacatg agaaaattca 
1080 

aagtttattc agaagtacca 
1140 

tataagtgtg acacttgcca 
1200 

cgcacatgtg gtgaagtcat 
1260 

cataccaata tgggtaatct 
1320 

aaaacaaagt caaaaagcat 
1380 

gaatcgcaaa tttcaaataa 
1440 

tcttccagtg gaggcataat 
1500 

ttgatcttta agaaaggaag 
1560 

ccattaccag acatagtagg 
1620 

atagtatcaa ataatagtgt 
1680 

ggtcagataa gtagtaatta 
1740 

ccaactgcca gcagcaacag 
1800 

tctgtcattc agtctgcagg 
I860 

gactcctcag ctctaaatgc 
1920 

gaggttttac aaagtatttt 
1980 

cctttcaata ttgcagaacc 
2040 

gttcaagaag aaaatttgag 
2100 

ttgcaagaat actccaaata 
2160 

actcttggac acggtttcca 
2220 



cggcgtcatc caggacctca 
ccaccgtgac gtattactca 
gccaaagcag gacaccaatg 
caaagccaag aggaagccaa 
tgccatcctc tccccaagtc 
aagctcctat cacctgcgga 
cagccagtgt agtatgggtt 
tagtagagag aagccatttg 
tatggagaga cacaagagga 
acagtatttt tcaaggactg 
agttaaagga gccactagtg 
ggctgtgttg tctcagggaa 
agctattgaa aataaggaac 
tataaacatg cagagttact 
tggcactgga atagatgaac 
cagaaagaat acagataaaa 
acagaaatcc ttgtctggaa 
ggagaccatt ggtcttctcc 
tgatgatgcc atgcagtttt 
tgccttttct ataaacgtag 
tgtcagtgtt tCggacaatg 
tgaaattaaa tcttgtcatg 
ggatcaatac tccaacaaat 
acgagtggat ttacacacct 
cccaggcacc caaacacctt 
cctccaacag gcttttgaaa 
atttgtcagt ttgtcttcac 

1865 



gtactctcca ccagcatgtc 
gcagcagtag caggactgat 
tcaaaaaggc aaaaaggcca 
gcgcatcttc caaaccttct 
agaaacctca tatctgtgat 
gacatgtcct cattcataca 
tcattcagaa atacctacta 
gatgtgatca gtgcagcatg 
cacatagtgg agaaaagcca 
atagattgtt gaagcacagg 
cagaacctgg gtcatcaaac 
atacaagttc ttcaaggaga 
agaagaccgg taaaacaaat 
cagtagaaat gcctaccgtg 
tgcagaagag ggtgccaaaa 
actaccttaa ctttgtgtca 
aaccaagtgg ctcacttggc 
aaagtacaag tggcaaacaa 
caaagaaaag aagatattta 
gacacatggt ctcccaacag 
aggcaccatt gtcacttatt 
acaagtctgg aattcctgat 
cagaaagcca gaaagaggat 
caggagaaca ctcagaattg 
caaatgataa agcaagtatg 
aatccactaa tgcaagtttt 
ctctccacaa ccacactttg 
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tttccagaaa aacaaatata cactacgtct cctttggagt gtggtttcgg ccaatctgtt 
2280 

acctcagtgt tgccatcttc attgccaaag cctccttttg ggatgttgtt tggatctcag 
2340 

ccaggtcttt atttgtctgc tttggatgct acacatcagc agttgacacc ttcccaggag 
2400 

ctggatgatc tgatagattc tcagaagaac ttagagactt catcagcctt ccagtcctca 
2460 

tctcagaaat tgactagcca gaaggaacag aaaaacttag agtcttcaac aggctttcag 
2520 

attccatctc aggagttagc tagccagata gatcctcaga aagacataga gcctagaaca 
2580 

acgtatcaga ttgagaactt tgcacaagcg tttggttctc agtttaagtc gggcagcagg 
2640 

gtgccaatga cctttatcac taactctaat ggagaagtgg accatagagt aaggacttca 
2700 

gtgtcagatt tctcagggta tacaaatatg atgtctgatg taagtgagcc atgtagtaca 
2760 

agagtaaaga cacccaccag ccagagttac aggtaaggtc ccaaaagtgg ccaggctgga 
2820 

ggtcttctaa tgtaattttg ttttattttg agaacactgc cattggaatg tttctacacg 
2880 

atcctattaa gaataatgtg atgccctttc aatgcaactt ttcatattta gtttattttg 
2940 

ttagcgtgat tttagctctg tttgtattat gatttttaat caaaatcaat agattaaaaa 
3000 

tagtttgaca ttcaaagtga caatgtttag caatcaaatt tacatgtata gatcgtcagg 
3060 

gaatagccca aatgttttaa acgcaaaaaa aaagacaaaa aaaaaccaaa aaaaaaaaac 
3120 

ctacaaaaaa aactttgttg ctaggattaa ggttattcta attgctttac tctcaggaaa 
3180 

gtgtaataac gcatgggaat tctgtacgtt atcactgtaa tggaatatcc aatttacaga 
3240 

tagtatgaca tacatttcat catttaagta agggatcgaa aacatttcaa attgctctat 
3300 

ctgggctgat agacatttcg tcatttaagt aagggatcga agacatttca aattgctatc 
3360 

tccatctggg ctgatccaaa attctgagat tgttggctac ctatattttg ttgcagcttt 
3420 

taaatgtact ctgaacttcc aaaccacatt cattccagcc tggtagaaca aatattcttg 
3480 

gatctttgat caaagcctgg aatgatagct ttaatacaaa aaaa 
3524 

<210> 2624 
<211> 895 
<212> PRT 

<213> Homo sapiens 
<400> 2624 

Met Lys He Gly Ser Gly Phe Leu Ser Gly Gly Gly Gly Thr Gly Ser 

15 10 15 

Ser Gly Gly Ser Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Gly 
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20 


25 


30 






Gly Gly 


Ser 


Ser 


Gly Arg Arg Ala Glu 


Met Glu Pro Thr Phe 


Pro 


Gin 




35 




40 


45 






Gly Met 


val 


Met 


Phe Asn His Arg Leu 


Pro Pro Val Thr Ser 


Phe 


Thr 


50 






55 


60 






Arg Pro 


Ala 


Gly 


Ser Ala Ala Pro Pro 


Pro Gin Cys Val Leu 


Ser 


Ser 


65 






70 


75 




80 


Ser Thr 


Ser 


Ala 


Ala Pro Ala Ala Glu 


Pro Pro Pro Pro Pro 


Ala 


Pro 








85 


90 


95 




Asp Met 


Thr 


Phe 


Lys Lys Glu Pro Ala 


Ala Ser Ala Ala Ala 


Phe 


Pro 






100 


105 


110 






Ser Gin 


Arg 


Thr 


Ser Trp Gly Phe Leu 


Gin Ser Leu Val Ser 


He 


Lys 




115 




120 


125 






Gin Glu 


Lys 


Pro 


Ala Asp Pro Glu Glu 


Gin Gin Ser His His 


His 


His 


130 






135 


140 






His His 


His 


His 


Tyr Gly Gly Leu Phe 


Ala Gly Ala Glu Glu 


Arg 


Ser 


145 






150 


155 




160 


Pro Gly 


Leu 


Gly 


Gly Gly Glu Gly Gly 


Ser His Gly Val He 


Gin Asp 








165 


170 


175 




Leu Ser 


He 


Leu 


His Gin His Val Gin 


Gin Gin Pro Ala Gin 


His 


His 






160 


185 


190 






Arg Asp 


Val 


Leu 


Leu Ser Ser Ser Ser 


Arg Thr Asp Asp His 


His Gly 




195 




200 


205 






Thr Glu 


Glu 


Pro 


Lys Gin Asp Thr Asn 


Val Lys Lys Ala Lys 


Arg 


Pro 


210 






215 


220 






Lys Pro 


Glu 


Ser 


Gin Gly He Lys Ala 


Lys Arg Lys Pro Ser 


Ala 


Ser 


225 






230 


235 




240 


Ser Lys 


Pro 


Ser 


Leu Val Gly Asp Gly 


Glu Gly Ala He Leu 


Ser 


Pro 








245 


250 


255 




Ser Gin 


Lys 


Pro 


His He Cys Asp His 


Cys Ser Ala Ala Phe 


Arg 


Ser 






260 


265 


270 






Ser Tyr 


His 


Leu 


Arg Arg His Val Leu 


He His Thr Gly Glu 


Arg 


Pro 




275 




280 


285 






Phe Gin 


Cys 


Ser 


Gin Cys Ser Met Gly 


Phe He Gin Lys Tyr 


Leu 


Leu 


290 






295 


300 






Gin Arg 


His 


Glu 


Lys He His Ser Arg 


Glu Lys Pro Phe Gly 


Cys 


Asp 


305 






310 


315 




320 


Gin Cys 


Ser 


Met 


Lys Phe He Gin Lys 


Tyr His Met Glu Arg 


His 


Lys 








325 


330 


335 




Arg Thr 


His 


Ser 


Gly Glu Lys Pro Tyr 


Lys Cys Asp Thr Cys 


Gin 


Gin 






340 


345 


350 






Tyr Phe 


Ser 


Arg 


Thr Asp Arg Leu Leu 


Lys His Arg Arg Thr 


Cys 


Gly 




355 




360 


365 






Glu Val 


He 


Val 


Lys Gly Ala Thr Ser 


Ala Glu Pro Gly Ser 


Ser 


Asn 


370 






375 


380 






His Thr 


Asn 


Met 


Gly Asn Leu Ala Val 


Leu Ser Gin Gly Asn 


Thr 


Ser 


385 






390 


395 




400 


Ser Ser 


Arg 


Arg 


Lys Thr Lys Ser Lys 


Ser He Ala He Glu 


Asn 


Lys 








405 


410 


415 




Glu Gin 


Lys 


Thr 


Gly Lys Thr Asn Glu 


Ser Gin He Ser Asn 


Asn 


He 






420 


425 


430 






Asn Met 


Gin 


Ser 


Tyr Ser Val Glu Met 


Pro Thr Val Ser Ser 


Ser Gly 




435 




440 


445 






Gly He 


He 


Gly 


Thr Gly He Asp Glu 


Leu Gin Lys Arg Val 


Pro Lys 
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450 455 460 

Leu lie Phe Lys Lys Gly Ser Arg Lys Asn Thr Asp Lys Asn Tyr Leu 
470 475 480 

Asn Phe Val Ser Pro Leu Pro Asp He Val Gly Gin Lys Ser Leu Ser 

485 490 495 

Gly Lys Pro Ser Gly Ser Leu Gly He Val Ser Asn Asn Ser Val Glu 

500 505 510 

Thr He Gly Leu Leu Gin Ser Thr Ser Gly Lys Gin Gly Gin He Ser 

515 520 525 

Ser Asn Tyr Asp Asp Ala Met Gin Phe Ser Lys Lys Arg Arg Tyr Leu 

530 535 540 

Pro Thr Ala Ser Ser Asn Ser Ala Phe Ser He Asn Val Gly His Met 
545 550 555 560 

Val Ser Gin Gin Ser Val He Gin Ser Ala Gly Val Ser Val Leu Asp 

565 570 575 

Asn Glu Ala Pro Leu Ser Leu He Asp Ser Ser Ala Leu Asn Ala Glu 

580 585 590 

He Lys Ser Cys His Asp Lys Ser Gly He Pro Asp Glu Val Leu Gin 

595 600 605 

Ser He Leu Asp Gin Tyr Ser Asn Lys Ser Glu Ser Gin Lys Glu Asp 

610 615 620 

Pro Phe Asn He Ala Glu Pro Arg Val Asp Leu His Thr Ser Gly Glu 
625 630 635 640 

His Ser Glu Leu Val Gin Glu Glu Asn Leu Ser Pro Gly Thr Gin Thr 

645 650 655 

Pro Ser Asn Asp Lys Ala Ser Met Leu Gin Glu Tyr Ser Lys Tyr Leu 

660 665 670 

Gin Gin Ala Phe Glu Lys Ser Thr Asn Ala Ser Phe Thr Leu Gly His 

675 680 685 

Gly Phe Gin Phe Val Ser Leu Ser Ser Pro Leu His Asn His Thr Leu 

690 695 700 

Phe Pro Glu Lys Gin He Tyr Thr Thr Ser Pro Leu Glu Cys Gly Phe 
705 710 715 720 

Gly Gin Ser Val Thr Ser Val Leu Pro Ser Ser Leu Pro Lys Pro Pro 

725 730 735 

Phe Gly Met Leu Phe Gly Ser Gin Pro Gly Leu Tyr Leu Ser Ala Leu 

740 745 750 

Asp Ala Thr His Gin Gin Leu Thr Pro Ser Gin Glu Leu Asp Asp Leu 

755 760 765 

He Asp Ser Gin Lys Asn Leu Glu Thr Ser Ser Ala Phe Gin Ser Ser 

770 775 780 

Ser Gin Lys Leu Thr Ser Gin Lys Glu Gin Lys Asn Leu Glu Ser Ser 
785 790 795 800 

Thr Gly Phe Gin He Pro Ser Gin Glu Leu Ala Ser Gin He Asp Pro 

805 810 815 

Gin Lys Asp He Glu Pro Arg Thr Thr Tyr Gin He Glu Asn Phe Ala 

820 825 830 

Gin Ala Phe Gly Ser Gin Phe Lys Ser Gly Ser Arg Val Pro Met Thr 

835 840 845 

Phe He Thr Asn Ser Asn Gly Glu Val Asp His Arg Val Arg Thr Ser 

850 855 860 

Val Ser Asp Phe Ser Gly Tyr Thr Asn Met Met Ser Asp Val Ser Glu 
865 870 875 880 

Pro Cys Ser Thr Arg Val Lys Thr Pro Thr Ser Gin Ser Tyr Arg 
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685 

<210> 2625 
<211> 1398 
<212> DNA 

<213> Homo sapiens 
<400> 2625 

nttctgactc cagcagggac tcacaagtct 
60 

caccacgaga aacgcctctt ttgcagcagt 
120 

ttgtgggaag tatagggcgg caagcggagg 
180 

agtcgaggtt ttcgggcttg taccgcttgg 
240 

tttctgtgtt tgttctctgc cctgccaagg 
300 

ctctccgagg agccgcacgc cggcggcacc 
360 

gcctaccgtg ggggccactt aaccatccgc 
420 

ttctaccgca ttgtggctgc tcacaacaag 
480 

ctgggctcct atgatccatt gcccaacagt 
540 

gacaggatcc gtcattggat tggctgcggg 
600 

ctgggtcttg ctggcttttt ccctctgcat 
660 

cgaaggaaac gggcacgtga agtcctgtta 
720 

gatacagagg ctacagaaac ataaatgagc 
780 

ggtcaaggtc cttttgaaac actgcagcga 
640 

aatggagtat cctgagttgc ccttgctctt 
900 

gatttgttct tgtgtgactt agagctgggt 
960 

tcttgggata gacagtggct atgggaggat 
1020 

ggacaacttt acaatttact ggcttccaag 
1080 

attcatggcc cattcagatc ttcatgttca 
1140 

ttaattgatt tttgtaattg gaggtttata 
1200 

tttttttttg agacggagtc ttgttctgtt 
1260 

attgttccac tacagtccag cctgggtgac 
1320 

ttggctagag cataataatt tgattttctg 
1380 



890 




895 


gagagggatc 


gccccgccac 


tcccacaaga 


ttaaggtacg 


ttaggggtca 


ccgtgttgca 


aggcgtggcg 


agcggatcat 


ccgcttccgg 


cggtgcggcc 


tggtgtcggc 


ttgcaggttc 


ccgtagagct 


ggtgcgtgcg 


ggtagcgggg 


atggtccacc 


tcactactct 


cctctgcaag 


cttgccctgg 


gtggctgcac 


caatcggccg 


tgtcccaggg 


atggccgttt 


cgtagagcag 


catggagaaa 


aactcgttgc 


cctcaaccta 


gcccacctct 


ctaagcctat 


ggaaaagctt 


cctatgatga 


tcacaaatgc 


tgagagactg 


gcttctcaga 


aaacagatgc 


agaagctaca 


tgactttagt 


gagcatagca 


gtgggaacaa 


tcttaatttt 


gttagatttg 


gagttcaata 


ctggcctggc 


ctgcacaggg 


cccagggaga 


gtgggtacta 


attagctttt 


ttcgactttg 


tggacttttg 


agttgggctc 


tgggtctctt 


acttcctgct 


tcaaaacccc 


cagccagact 


tcccacaagt 


gcaagaacag 


ttaacctttc 


ttgtcttgcc 


taatgcatat 


tctctttttt 


gccaggaggc 


cgatgctgca 


gtgaactgtg 


agagaaaaga 


aaaagaaaac 


attacataat 


gtttttgaaa 


atttgagttg 


caataaaagg 
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atatttcagt gtgcgaaa 
1398 

<210> 2626 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<4O0> 2626 

Met Val His Leu Thr Thr Leu Leu Cys Lys Ala Tyr Arg Gly Gly His 

15 10 15 

Leu Thr lie Arg Leu Ala Leu Gly Gly Cys Thr Asn Arg Pro Phe Tyr 

20 25 30 

Arg lie Val Ala Ala His Asn Lys Cys Pro Arg Asp Gly Arg Phe Val 

35 40 45 

Glu Gin Leu Gly Ser Tyr Asp Pro Leu Pro Asn Ser His Gly Glu Lys 

50 55 60 

Leu Val Ala Leu Asn Leu Asp Arg lie Arg His Trp lie Gly Cys Gly 
65 70 75 80 

Ala His Leu Ser Lys Pro Met Glu Lys Leu Leu Gly Leu Ala Gly Phe 

85 90 95 

Phe Pro Leu His Pro Met Met lie Thr Asn Ala Glu Arg Leu Arg Arg 

100 105 110 

Lys Arg Ala Arg Glu Val Leu Leu Ala Ser Gin Lys Thr Asp Ala Glu 

115 120 125 

Ala Thr Asp Thr Glu Ala Thr Glu Thr 
130 135 

<210> 2627 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<400> 2627 

acgcgtgaag gggtggtgga atgcacaaaa aaaacacctt gaaggagtgc ctttctcttg 
60 

acccagagga acgaaagaaa gctgagtcac aaataaacaa ttctgccgtg gaaatgcagg 
120 

tgcagtcagc cctagccttt ttgggaacag agaatgatgt tgaactgaag ggggcgctag 
180 

atttagaaac ctgtgagaag caagatataa tgccagaagt ggacaagcag tctggttcgc 
240 

cagaaagccg agtagaaaac acactgaaca tacatgaaga tttagattag gttaaactca 
300 

ttgaatatta cctgacttag 
320 

<210> 2628 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 2628 

Met Phe Ser Val Phe Ser Thr Arg Leu Ser Gly Glu Pro Asp Cys Leu 



1870 



WO 00/58473 



PCT/US00/08621 



1 




5 










10 






15 


Ser 


Thr Ser Gly 


He 


He 


Ser 


Cys 


Phe 


Ser 


Gin 


Val 


Ser Lys Ser Ser 




20 










25 








30 


Ala 


Pro Phe Ser 


Ser 


Thr 


Ser 


Phe 


Ser 


Val 


Pro 


Lys 


Lys Ala Arg Ala 




35 








40 










45 


Asp 


Cys Thr Cys 


He 


Ser 


Thr 


Ala 


Glu 


Leu 


Phe 


He Cys Asp Ser Ala 




50 






55 










60 




Phe 


Phe Arg Ser 


Ser Gly 


Ser Arg Glu Arg 


His 


Ser 


Phe Lys Val Phe 


65 






70 










75 




80 


Phe Leu Cys lie 


Pro 


Pro 


Pro 


Leu 


His 


Ala 












65 










90 









<210> 2629 

<211> 650 

<212> DNA 

<213> Homo sapiens 

<400> 2629 

acgcgtgaag ggtctacagg cagtgagtga aggccaggag cagggcccag gccaggcacg 
60 

accaccgagg ggatgaactt cacagtgggt ttcaagccgc tgctagggga tgcacacagc 
120 

atggacaacc tggagaagca gctcatctgc cccatctgcc tggagatgtt ctccaaacca 
180 

gtggtgatcc tgccctgcca acacaacctg tgccgcaaat gtgccaacga cgtcttccag 
240 

gtgggtgcca gggacgggca gggccaggta aagcaatgca gacctgtggg ggactgatca 
300 

ggtcagagct gagaccccag aaggtgatgg atagagtgct ctctgaggtg ggtggtggct 
360 

gttgtggctg gagagcagaa gggctggggt ccaagcaaat cccagagcaa gcatgagtcn 
420 

agcagctgcc ctgcaggctg gcaggtacag cctgtgcata gacggcagct ggagtgctgg 
480 

gatctaccaa ggaaagtaga ccctgtggaa actgggaggg agggtatccc acaccgggct 
540 

ttataagagc ctgtgccaga ctctgcattc cagtttggag tttcagactt cgagagcatt 
600 

gtggaaaata cggagaaaag attaatgaga taatgaaacg ttaaaaaaaa 
650 

<210> 2630 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 2630 

Met Asp Asn Leu Glu Lys Gin Leu He Cys Pro He Cys Leu Glu Met 

15 10 15 

Phe Ser Lys Pro Val Val He Leu Pro Cys Gin His Asn Leu Cys Arg 

20 25 30 

Lys Cys Ala Asn Asp Val Phe Gin Val Gly Ala Arg Asp Gly Gin Gly 

35 40 45 

Gin Val Lys Gin Cys Arg Pro Val Gly Asp - 
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50 

<210> 2631 

<211> 5124 

<212> DNA 

<213> Homo sapiens 

<400> 2631 

caagatattg aaaggctaat 
60 

gataacccaa attacaccat 
120 

gagtctggga atctgcgcaa 
180 

aactcagaca taaacagcaa 
240 

cgaccaggtg ttgcttacag 
300 

aattatggta tgcaaccact 
360 

tggattcgta tggggactga 
420 

gctgcaggtg ggcaaaaggg 
480 

cataaagatg atgtttgcta 
540 

atgcatcttc aaaaattgga 
600 

gtgttatgtg aaaccctgtc 
660 

gagtctaatt attatgaaca 
720 

gctcgggtac atcctggaga 
780 

ctcatgagca ataaccccac 
640 

cctatgttaa atccagatgg 
900 

gatctgaata ggcagtggca 
960 

aaggggctgt tgcaatactt 
1020 

catggccatt cccgaaagaa 
1080 

tggcatacca atgataatgc 
1140 

ttgcctaaga tactgagcca 
1200 

gtggaaaaat ctaaagaatc 
1260 

agaagttata ccatggagag 
1320 

cagactggta cccgagaact 
1380 



55 



acatcagagt gatatcatag 
tccagaagag ggagatattt 
agtaattcaa attagaaaaa 
tcattatcat cagtggtttt 
gtttaacatc attaactgtg 
catgtattcg gttcaggaag 
catttgttac tataaaaatc 
aaaatcctac tatacaatta 
ctttgcttat cactatccat 
atcagcacac aatcctcagc 
tggaaacagc tgccccttgg 
tatctgccat ttcagaaatc 
aactaatgca agttgggtta 
tgctcagagc ttactagaat 
tgtcatcaat ggaaatcatc 
aagtccaagt ccggatttac 
ggctgcagcg aagcgtttac 
gaatgtattt atgtatggtt 
aacttcatgt gatgttgtgg 
tatcgcccca gcattttgca 
cacagcacgt gttgtagttt 
tactttatgt ggctgtgatc 
ggaagagatg ggagcaaaat 



atcgtgtggt atatgacttg 

■ 

tgaaatttaa ctccaaattt 
atgaatatga tcttattctg 
actttgaagt cagtggaatg 
aaaagtccaa cagtcagttt 
cattaaatgc cagaccatgg 
atttctcaag aagttcagtt 
catttactgt caattttcca 
atacgtattc aactttacag 
aaatctattt tcggaaagat 
tgactataac agcaatgcca 
gcccttacgt tttcttgtct 
tgaaaggaac gttggaatat 
cttatatttt taaaattgtc 
gctgttcttt aagtggagag 
atcctacaat ttaccatgct 
ccttggttta ttgtgattat 
gcagcatcaa agagacagtg 
aggatacggg atacaggaca 
tgagcagctg tagcttcgta 
ggagggaaat aggagtacaa 
agggaaaata caagggttta 
tttgtgttgg tcttttacgt 
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ttgaaaagac tgacctctcc 
1440 

aatgatttaa ttgaatcaag 
1500 

gatgaacctc gattccttga 
1560 

attgagttgg ctgaaaatgt 
1620 

gactctgaat tatcaagaac 
1680 

aagaataaat gaaatatctt 
1740 

acagagctga ctcaaaaaga 
1800 

tgtgttatta attaatgata 
1860 

atgtagcatt gaatgatcaa 
1920 

gcatgaattt ttatctccct 
1980 

ttcagaatat aaaattgaaa 
2040 

atatatgtac atggatttct 
2100 

agactgttct tcagaatcat 
2160 

cttgaaacca ttacattcta 
2220 

gcattcattt tgtcatcttc 
2280 

gaatgtgata aaaacccaga 
2340 

gggattacag gcgtgcgcca 
2400 

gggttttagc cctcttgctg 
2460 

ttgactttgg ataagtgttt 
2520 

gatacctcat tgcagatttt 
2580 

tcactttttc ctatagtgtt 
2640 

aattttgcat ggtccaaatc 
2700 

gtgtagattc tttctgatgt 
2760 

aaaaggggtc tttttcccta 
2820 

actgtgaagt tgaactagtc 
2880 

tttaggaagg aaagtaatca 
2940 

tttgtatatt ttatgtataa 
3000 



attggagtat aatctgcctt 
ctgcaaagta actagcccta 
agaagctgat tacagtgcag 
aggagattat gaaccttctg 
atacctacct tgagcccgct 
ggtttttatt tcccaggaag 
caaaaagtaa cttgggccag 
aaattggcgc ttgttttatt 
atattggatt tacctttaaa 
atggttatat cctgcatcaa 
ttttagagtt gttgaaaatc 
atagatgtgt ttgtttagaa 
gttaactatt gggttgtgac 
catttaccaa attaaacaaa 
tttaaccagc tcagattatt 
attggacaca gtgataaaaa 
ccgtgcctgg ctaaatcctt 
caagaatgac tttattttta 
taagaactaa gtttctgata 
cgccaggatt caggtgctta 
tttaacctgt tataattgga 
aatgattttt ctttttaata 
ttggggagcc atgtttaaaa 
gcctaattct tactaatctc 
ctcttagtgt agtaaccaaa 
tttatttaat tatttataat 
aacaattaca tgtttcatta 



ccagcctgcc tgactttgaa 
ccacttatgt cttggatgaa 
aaagcaatga tgagttagat 
ctcaagaaga agtactttct 
gccatctctt gttaactgca 
cttgagagaa atgagtttat 
tttggtttca agataataaa 
ttcgatattc aatgcacttt 
aaaaaaacct gagtatcatt 
gtggataatt ttgaagtgtg 
ctgacttgtt gaaaactaat 
gtgggtagat attgcagata 
tgaagtagtc cagggtttgc 
taaaaactgt attaaatgtt 
tgatgtatag aactttgtga 
gttgttttta agaaagtgct 
tcttgtaatg aaacctacct 
aataaaataa agcaaatcca 
taataaaaca acctccaaaa 
ggttttggca catatcttcc 
atgatagaga tgtatttcag 
tgtaaagtat ttcattaaca 
atgtagtatg gagcaattga 
agaaaacaaa gatcaaatag 
tttaggaaag atcaggataa 
tataaacaat tattttatgt 
tagttatact tcttcagaga 
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gtagattatg gagccaccat 
3060 

tccaggaccc cccacagtta 
3120 

gtagtatttg catttaacct 
3180 

cttataatac ctaatacaat 
3240 

tgtgtgtgtg ttttaagaga 
3300 

aactcctggg cctacacaat 
3360 

ctcaccacta tgcctggcag 
3420 

tgaatatttt ctacctgaga 
3480 

gctggctgta tatgaatttg 
3540 

gttactataa tgtgcagaat 
3600 

ctaactacgt attataatat 
3660 

aataaagctt tttattaaat 
3720 

tgattttttc ataaacaata 
3780 

cagaggctca tgcctgtagt 
3840 

gtgaggagtt caagatcagc 
3900 

aaaattagcc aggcatggtg 
3960 

tgagactcac ttgaacctgg 
4020 

cactccagct ggggcgacaa 
4080 

taaaatccta actttcctag 

4140 

aattgccctt atttttgctt 
4200 

ttatggctta gatgtcttca 
4260 

agtgatggga tctgataaac 
4320 

gcatttggaa ctttgaatct 
4380 

gtaatgtgca tcagaatctt 
4440 

ggtccaagaa tgtgcattcc 
4500 

gagaatcact agtataatcc 
4560 

acaggagttg tgaactgcag 
4620 



gtccatacag ttagttgttc 
cccaaatcca cagatgctga 
atggacatcc tcctgtatgc 
ataaatataa atgctctgta 
cgaggactca caatgggaca 
cctcccacct cggcgtcgca 
ttttttaaat ttgcgttttt 
ttgacttaat ctgtggatat 
tttttggctt ttacaaaatt 
gactcaaata tttccattta 
tttatattaa tgaagtactt 
attcacaaga ttgaaggaga 
aatagctttg aaaatataaa 
cccagcactc tgagaggccg 
atggccaaca tggtgaaact 
gcatgcgcct gtaatcctag 
gaggcagagg ttgcagcagt 
agcaagactg tctcaaaaaa 
ttagaaatat aattaacttt 
ctgtggcctc attttttttc 
atgctatagt cctgaaaatt 
tgagtctgat gatggagttt 
cttaaatgtg gttttggtct 
ctgaagacac agattgctga 
ttgcaaattc ccaggtggtg 
agtatgctct tccagcatca 
attagcattg gggagaattt 



cttggtattc ttggattgat 
agtctctgat ataaaatgga 
tttaaatcat ctctagatta 
aatagtttta ttgtatagtg 
ctttgaccag gctggtctcg 
agtagctggg actacaggta 
aaaaattgtt tattatttat 
ggaacctata gatatggagg 
agaaattaaa agtaactaca 
ttatgttagt gtaaaaactc 
tagcatacat tatgagcctg 
aattctttat agttaggaaa 
aaaaaattta gggctgggtg 
aggcgggtgg atcacttgag 
ccacctccac gaaaaataca 
ctacttgggt ggctgaggca 
gagccgagat caagccgctg 
taaaaacaaa aaaattaaaa 
tattggctat tagtagctaa 
tcggttattc agtatttaaa 
aatgatctac gttgtgcagc 
agatttattt cctttacctt 
agtccactgg ttctcacgtt 
ttatgtagac ctggggtgga 
atgctgcaga gccacactct 
caccttcctt cctgagaatc 
agatcaaact aatttgtaga 
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atcaaggagg tcaagtaagg tcacaggggc acttgggttg agccagggtt ttagcccagg 
4680 

tcttctgaca actgcctcat gtccttacca caaaggagct gctatccttt gcctttcccc 
4740 

aaagagtgaa gactgcttaa agctcaagga tctttcttga atttgtgaaa tttgttcagg 
4800 

caaggtgaaa agcaaaaacc tatggttcac attgactttt tgtattgatc attgtctttt 
4860 

gaagacagga agtatgatca gtctctgcca cttgtgctag tttttgtgtg gtgtttagaa 
4920 

acatgggcat ttgtctggat cctaattaca aataagtaac ctagaattct cttcagatag 
4980 

tgcactaaca gcaatgaatc tattctaaat ttcaaatatc caaattaaaa tgactgtatt 
5040 

agcataagta ctgaaatgga taatacaata aatgtattaa tggaattgtt tttgtgcatg 
5100 

atacagaaat aaatgatagt aacg 
5124 

<210> 2632 
<211> 550 
<212> PRT 

<213> Homo sapiens 



<400> 2632 



Gin Asp 


He 


Glu 


Arg 


Leu 


He 


His 


Gin 


Ser 


Asp 


He 


He 


Asp Arg 


Val 


1 








5 










10 








15 




Val 


Tyr 


Asp 


Leu 


Asp 


Asn 


Pro 


Asn 


Tyr 


Thr 


He 


Pro 


Glu 


Glu Gly 


Asp 








20 










25 










30 




lie 


Leu 


Lys 


Phe 


Asn 


Ser 


Lys 


Phe 


Glu 


Ser 


Gly Asn 


Leu 


Arg Lys 


Val 






35 










40 










45 






He 


Gin 


He 


Arg 


Lys 


Asn 


Glu 


Tyr 


Asp 


Leu 


He 


Leu 


Asn 


Ser Asp 


He 




50 










55 










60 








Asn 


Ser 


Asn 


His 


Tyr 


His 


Gin 


Trp 


Phe 


Tyr 


Phe 


Glu 


Val 


Ser Gly 


Met 


65 










70 










75 








80 


Arg 


Pro 


Gly 


Val 


Ala 


Tyr 


Arg 


Phe 


Asn 


He 


He 


Asn 


Cys 


Glu Lys 


Ser 










85 










90 








95 




Asn 


Ser 


Gin 


Phe 


Asn 


Tyr 


Gly 


Met 


Gin 


Pro 


Leu 


Met 


Tyr 


Ser Val 


Gin 








100 










105 










110 




Glu 


Ala 


Leu 


Asn 


Ala 


Arg 


Pro 


Trp 


Trp 


He 


Arg 


Met 


Gly 


Thr Asp 


He 






115 










120 










125 






Cys 


Tyr 


Tyr 


Lys 


Asn 


His 


Phe 


Ser 


Arg 


Ser 


Ser 


Val 


Ala 


Ala Gly 


Gly 




130 










135 










140 








Gin 


Lys 


Gly 


Lys 


Ser 


Tyr 


Tyr 


Thr 


He 


Thr 


Phe 


Thr 


Val 


Asn Phe 


Pro 


145 










150 










155 








160 


His 


Lys 


Asp 


Asp 


val 


Cys 


Tyr 


Phe 


Ala 


Tyr 


His 


Tyr 


Pro 


Tyr Thr 


Tyr 


* 








165 










170 








175 




Ser 


Thr 


Leu 


Gin 


Met 


His 


Leu 


Gin 


Lys 


Leu 


Glu 


Ser 


Ala 


His Asn 


Pro 








180 










185 










190 




Gin 


Gin 


He 


Tyr 


Phe 


Arg 


Lys 


Asp 


Val 


Leu 


Cys Glu 


Thr 


Leu Ser 


Gly 






195 










200 










205 






Asn 


Ser 


Cys 


Pro 


Leu 


Val 


Thr 


He 


Thr 


Ala 


Met 


Pro 


Glu 


Ser Asn 


Tyr 




210 










215 










220 








Tyr Glu 


His 


He 


Cys 


His 


Phe 


Arg 


Asn 


Arg 


Pro 


Tyr 


Val 


Phe Leu 


Ser 
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225 


230 










235 










240 


Ala Arg 


Val His Pro Gly 


Glu 


Thr 


Asn 


Ala 


Ser 


Trp 


val 


Met 


Lys 


Gly 




245 








250 










255 




Thr Leu 


Glu Tyr Leu Met 


Ser 


Asn 


Asn 


Pro 


Thr 


Ala 


Gin 


Ser 


Leu 


Leu 




260 






265 










270 






Glu Ser 


Tyr He Phe Lys 


He 


Val 


Pro 


Met 


Leu 


Asn 


Pro 


Asp 


Gly 


Val 




275 




280 










265 








He Asn 


Gly Asn His Arg 


Cys 


Ser 


Leu 


Ser 


Gly 


Glu 


Asp 


Leu 


Asn 


Arg 


290 




295 










300 










Gin Trp 


Gin Ser Pro Ser 


Pro 


Asp 


Leu 


His 


Pro 


Thr 


He 


Tyr 


His 


Ala 


305 


310 










315 










320 


Lys Gly 


Leu Leu Gin Tyr 


Leu 


Ala 


Ala 


Val 


Lys 


Arg 


Leu 


Pro 


Leu 


Val 




325 








330 










335 




Tyr Cys 


Asp Tyr His Gly 


His 


Ser 


Arg 


Lys 


Lys 


Asn 


Val 


Phe 


Met 


Tyr 




340 






345 










350 






Gly Cys 


Ser He Lys Glu 


Thr 


val 


Trp 


His 


Thr 


Asn 


Asp 


Asn 


Ala 


Thr 


- 


355 




360 










365 








Ser Cys 


Asp Val Val Glu 


Asp 


Thr 


Gly 


Tyr 


Arg 


Thr 


Leu 


Pro 


Lys 


He 


370 




375 










380 










Leu Ser 


His He Ala Pro 


Ala 


Phe 


Cys 


Met 


Ser 


Ser 


Cys 


Ser 


Phe 


Val 


385 


390 










395 










400 


Val Glu 


Lys Ser Lys Glu 


Ser 


Thr 


Ala 


Arg 


Val 


Val 


Val 


Trp 


Arg 


Glu 




405 








410 










415 




He Gly 


Val Gin Arg Ser 


Tyr 


Thr 


Met 


Glu 


Ser 


Thr 


Leu 


Cys 


Gly 


Cys 




420 






425 










430 






Asp Gin 


Gly Lys Tyr Lys 


Gly 


Leu 


Gin 


He 


Gly 


Thr 


Arg 


Glu 


Leu 


Glu 




435 




440 










445 








Glu Met 


Gly Ala Lys Phe 


Cys 


Val 


Gly 


Leu 


Leu 


Arg 


Leu 


Lys 


Arg 


Leu 


450 




455 










460 










Thr Ser 


Pro Leu Glu Tyr 


Asn 


Leu 


Pro 


Ser 


Ser 


Leu 


Leu 


Asp 


Phe 


Glu 


465 


470 










475 










460 


Asn Asp 


Leu He Glu Ser 


Ser 


Cys 


Lys 


Val 


Thr 


Ser 


Pro 


Thr 


Thr 


Tyr 




485 








490 










495 




Val Leu 


Asp Glu Asp Glu 


Pro 


Arg 


Phe 


Leu 


Glu 


Glu 


Val 


Asp 


Tyr 


Ser 




500 






505 










510 






Ala Glu 


Ser Asn Asp Glu 


Leu 


Asp 


He 


Glu 


Leu 


Ala 


Glu 


Asn 


Val 


Gly 




515 




520 










525 








Asp Tyr 


Glu Pro Ser Ala 


Gin 


Glu 


Glu 


val 


Leu 


Ser 


Asp 


Ser 


Glu 


Leu 


530 




535 










540 











Ser Arg Thr Tyr Leu Pro 
545 550 



<210> 2633 
<211> 1569 
<212> DNA 

<213> Homo sapiens 
<400> 2633 

gattagtgaa ttgatggatg aatagggaag aagaaacgag agacggatag acagatgaat 
60 

ggcaatagct atgtgcttct gaggcagaca nacaatggag taccagcagg gccctgctcc 
120 

ttcgccgagg aactcagccg catcctggaa aaaaggaagc acacgcagct cgtggagcag 
180 
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ctagatgaga gctctgtctg 
240 

atctgtccca ggctgggcca 
300 

ctccataccc ttctcccaac 
360 

aaagccccct cctcagtctc 
420 

ctcagaggca gggctctgca 
480 

tgtgtgctgg atggtcctga 
540 

cattcacatg cacacatgga 
600 

cttctcctgg tgcattcttg 
660 

ccacatccta tctggtcctc 
720 

ggaacgggcc agcctgggga 
780 

gcccttgtga atcagcctcc 
840 

ctccaggcat gtcccatccc 
900 

ttacatttcc actcacatgc 
960 

gtttagtccg tggacatttc 
1020 

cttgcctagg atggatgacc 
1080 

caagcatttg cttcctctag 
1140 

tggcacatga agcccattct 
1200 

tagctcctac ccctgtccta 
1260 

ctctaggcct atatgggaca 
1320 

atgactgtta tttttgtagc 
1380 

caacctctcc cacctccacc 

1440 

Ctaggaatgc ccccacttac 
1500 

ctgggctcag ctcctccccc 
1560 

aaaaaaaaa 
1569 

<210> 2634 
<211> 59 
<212> PRT 

<213> Homo sapiens 



agcccagcct cccagaacaa 
cttcctccct aacacagcca 
tttttgatgt ccctgtaggg 
cacagaccca catgtgagca 
ggtccatatg ggctcaatgc 
aaccagacaa gacctctgcc 
agaatgttta tcggctgggc 
tttcatccct gcttctggac 
ttccccagcc ccatgtggtg 
ggtaagactg catcactccc 
ccactctcct tggtcattct 
catgcacatg tggtaacaca 
acctctgagc ctcccttgct 
agagggagat ccccctccca 
aacactgcac tcaatgagcc 
actacagcag ggaaagggag 
tggaactatg caaagggcag 
cctcaccggg gcactttcag 
atcaattctg actgagctcc 
tgagaacgtg gaatcccacg 
ccacaatgaa tgtatttatt 
aaccaggtgg gtggaacagg 
tgccgttggt taataaacac 



1877 



atgctcttcc aagccagcct 
ccctcccttc attaccccca 
ctggccagtc aggcccagcc 
gcccaggccc atcggtgctc 
caccaccctc tgcatggccc 
agccacctaa gccctgcgta 
tgcagtgccc ccaccctcac 
ttggggtacc ctcccaattg 

» 

acctctttgt caagagcttg 
ctcctctccc ttcctgtgtg 
caagagtatg agagacagag 
cacctgtatc acacatgtgc 
gtcttggacc tgtctgttgg 
tttaactgtc ctcacaggcc 
agcctctctt ttgggggaat 
gagaaatctg atgtctcaac 
aggctgggag tttggacgct 
gggccagggg cctctgaagt 
cccattcccc tcgggtgagg 
ggtttttact gcccttcacc 
gtgagaatgg ctacacttct 
catgtgacag agtggggagc 
cctttttccc cacaaaaaaa 
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<400> 2634 

He Gly Lys Lys Lys Arg Glu Thr Asp Arg Gin Met Asn Gly Asn Ser 

1 5 10 15 

Tyr Val Leu Leu Arg Gin Thr Xaa Asn Gly Val Pro Ala Gly Pro Cys 

20 25 30 

Ser Phe Ala Glu Glu Leu Ser Arg He Leu Glu Lys Arg Lys His Thr 

35 40 45 

Gin Leu Val Glu Gin Leu Asp Glu Ser Ser Val 
50 55 

<210> 2635 

<211> 1062 

<212> DNA 

<213> Homo sapiens 

<400> 2635 

nncggcacga ggcctttcct aggattgtgc caggggcaca caaggatttc aaagtacaga 
60 

aaaaactggg catacacatg ccctacaaag cagccaaaag acattcccca gtctctctca 
120 

ggaaatgttt caagatgaaa agcaaaagtc tgaagtccct tggaatcttg ggttgatttc 
180 

ttcattattc tcaaggctag gttgttttcc cccagcatac tttgttgggc aaaaataaaa 
240 

catttccaaa taaaagcaac tcctcagccc caattttcaa tgcaatatgc ttattaaaag 
300 

ttcaacattt ctcaaggtct agacttatag tgtgatcata ttacagtact cgggaagagc 
360 

attttctttg ttgttgaccc tgctagggaa acaggtcttg actcagccaa agtggcgttc 
420 

ttgtgggtga ttaatgacag gcctagatct cgccctagtg acatccatcc cccacccccc 
480 

acccccacta tactaaaatc agccgtgtct gaactgaagg aggggctgta gcctcgcctc 
540 

aaaccaccca gtcccagagt taatagctgc aaccaatcga ttacggcaag cacacatcca 
600 

gattggggtg aaatgtgacc ctttcgccta aatttacgaa taatatcgtc ctctctgatc 
660 

atttccgctg gggctccagc gactacggaa acaattccaa tcattcggcc caaagaaaaa 
720 

gatgtccctg ttctacccaa tacgggcaag gcaaagcccc tacccacctc caaacactat 
780 

ccccttgaca tcagcccatt tctatcgtgt cttattaggt cctcgggcta cgaggaccta 
640 

gtgaaaaacg tggctgccct actactttgc taagaacaag aaccacacag tccggcaccc 
900 

ccaccccagg ggccgcatcc cacaccccag gacccctgtt cccagttctc tccactaccc 
960 

cggcggccgc ggggccgggt cccacctgtg gtgaggcggg aggagacgtc gccgaagggg 
1020 

gatggctcca ttcggagata cttctgcggc gaggcggccg ca 
1062 

<210> 2636 
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<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 2636 

Glu Gin Glu Pro His Ser Pro Ala Pro Pro Pro Gin Gly Pro His Pro 

15 10 15 

Thr Pro Gin Asp Pro Cys Ser Gin Phe Ser Pro Leu Pro Arg Arg Pro 

20 25 30 

Arg Gly Arg Val Pro Pro Val Val Arg Arg Glu Glu Thr Ser Pro Lys 

35 40 45 

Gly Asp Gly Ser lie Arg Arg Tyr Phe Cys Gly Glu Ala Ala Ala 
50 55 60 

<210> 2637 
<211> 1045 
<212> DNA 

<213> Homo sapiens 
<400> 2637 

acgcgtgcca cggtatgagc ctccccaccc ctcttgcccc tgcccccacg tgggctcttc 
60 

ctgaggagtg ggcatcattt cactgtgtgt tgggggacac cctctcaagt ttccatggct 
120 

cagcagaagc agtgacacag tgggaatcta agagcatctc tcagattttg ctctagaatt 
180 

ggcctggcca acggacttcc cttcctgggg gaggtgggac agaagcactc cggagccaac 
240 

agctcagcca cggccatgct gaacgtctgt ttctgccttt gtacggcctc tttcttgcgg 
300 

gtatccaaga tgcgcctcag tgtcttttta aagaagcaag aagagagcca gtttcaccct 
360 

ctggagtggt tggcaaggga agcctgcaac caggacgctc tccaggaggc gggcacattc 
420 

aggcacaccc tctggaagcg ggtccaaggt gctgtcaccc ctctgctggc gagcatgata 
480 

tcattcatcg acagagacgg caacctagag ttactgacca ggccagatac tccgccctgg 
540 

gcaagagatc tttggatgtt tattttcagt gacacgatgc ttctgaacat tcctcttgtg 
600 

atgaataatg aaagacataa aggtgagatg gcctacatcg tggtgcagaa ccacatgaac 
660 

ctttccgaga acgcttccaa caacgtccct ttcagctgga aaatcaagga ctatctggag 
720 

gagctgtggg tccaggctca gtacatcaca gacgcagaag gactgcccaa gaagttcgtg 
780 

gacatctttc agcagactcc tctgggcagg tttcttgccc agctccatgg agagccgcag 
840 

caggaacttc ttcagtgtta cttgaaggat ttcattctct tgaccatgcg tgtgtcaacg 
900 

gaggaggaat taaagtttct gcagatggct ctgtggtcct gcactaggaa actgaaagcg 
960 

gcgtcagaag cgcccgagga agaggtttcc ttaccgtggg tgcaccttgc ctaccagcgt 
1020 
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ttcagaagcg gtccgcagaa ctttt 
1045 

<210> 2638 

<211> 263 

<212> PRT 

<213> Homo sapiens 

<400> 2638 

Met Leu Asn Val Cys Phe Cys Leu Cys Thr Ala Ser Phe Leu Arg Val 

15 10 15 

Ser Lys Met Arg Leu Ser Val Phe Leu Lys Lys Gin Glu Glu Ser Gin 

20 25 30 

Phe His Pro Leu Glu Trp Leu Ala Arg Glu Ala Cys Asn Gin Asp Ala 

35 40 45 

Leu Gin Glu Ala Gly Thr Phe Arg His Thr Leu Trp Lys Arg Val Gin 

50 55 60 

Gly Ala Val Thr Pro Leu Leu Ala Ser Met lie Ser Phe lie Asp Arg 
65 70 75 80 

Asp Gly Asn Leu Glu Leu Leu Thr Arg Pro Asp Thr Pro Pro Trp Ala 

85 90 95 

Arg Asp Leu Trp Met Phe lie Phe Ser Asp Thr Met Leu Leu Asn lie 

100 105 110 

Pro Leu Val Met Asn Asn Glu Arg His Lys Gly Glu Met Ala Tyr lie 

115 120 . 12S 

Val Val Gin Asn His Met Asn Leu Ser Glu Asn Ala Ser Asn Asn Val 

130 135 140 

Pro Phe Ser Trp Lys He Lys Asp Tyr Leu Glu Glu Leu Trp Val Gin 
145 150 155 160 

Ala Gin Tyr He Thr Asp Ala Glu Gly Leu Pro Lys Lys Phe Val Asp 

165 170 175 

He Phe Gin Gin Thr Pro Leu Gly Arg Phe Leu Ala Gin Leu His Gly 

180 185 190 

Glu Pro Gin Gin Glu Leu Leu Gin Cys Tyr Leu Lys Asp Phe He Leu 

195 200 205 

Leu Thr Met Arg Val Ser Thr Glu Glu Glu Leu Lys Phe Leu Gin Met 

210 215 220 

Ala Leu Trp Ser Cys Thr Arg Lys Leu Lys Ala Ala Ser Glu Ala Pro 
225 230 235 240 

Glu Glu Glu Val Ser Leu Pro Trp Val His Leu Ala Tyr Gin Arg Phe 

245 250 255 

Arg Ser Gly Leu Gin Asn Phe 
260 

<210> 2639 

<211> 3777 

<212> DNA 

<213> Homo sapiens 

<400> 2639 

ttaggtcctt gggcagaaaa tgatcattta aagaaggaaa cctcaggtgt ggtcttagca 
60 

ctttctgcag agggtcctcc tactgctgct tcagaacaat atacagatag gctggaactc 
120 
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cagcctggag ctgctagtca 
180 

gcagaaggac cccttacagc 
240 

acttcaggaa gctttcactg 
300 

cccactgtgg aactttactc 
360 

gaacctccta gtggaggaag 
420 

gacatgttac ccaacattag 
480 

cctgatcata atagactggt 
540 

aaaagcatcc ttttagagtc 
600 

attgagatct cctctctccc 
660 

actgaacctc ttgatgtgac 
720 

aataatgaaa taatgaagct 
780 

gacccacatg ttgaaggtca 
840 

aaggatgatg acatcatgag 
900 

ttgcaccaag agggcaagag 
960 

gtttcagaga atgaacatgg 
1020 

actagacaca gccgaatccc 
1080 

tctccagttt ctgcaaaaga 
1140 

aagcttctgg tggaaaaaag 
1200 

gataaattgc tagaggagaa 
1260 

ctcactccct tttcaagact 
1320 

tttctgtcac ccatcatctc 
1380 

gtcaacacag atcaggtcaa 
1440 

ggaaagccac ccacgaggcc 
1500 

agtagtaact ccgactcaga 
1560 

cagaaacccc ggagcactac 
1620 

ccacccaaga gtccagttgt 
1680 

Ctgcctcgca cgtctagttc 
1740 



gtttattgca gcgacgccca 
gattacaatt cctagacctt 
tggtcagcag ccagagaagg 
tccaagggaa aacttctctg 
cagaacagat ttggggcttc 
agaaagtaac aaatctcaag 
tgtgagagaa tttgaaaatc 
agataatgaa gatgagaagt 
aggagatttg gtaattgtgg 
aaaaacacag acttttagtg 
tctgacagtt ggaacttcag 
gataggccaa gtggcagaaa 
tgaagacttg ccaggtcatc 
agagaaaatc acccctagaa 
tgccccaacc cggaaggata 
tgttttagca caagagatag 
aaagctcctc caaaagaaag 
acaattcaag tccttccttg 
actagctact gttcctgctc 
gacagtagat tctcacctga 
ccagtctaga aagagcaaaa 
tagctcaact tcgtctcagt 
tggagtagaa gccaggctac 
ccttttctcc cgcctggccc 
tcagtgcaag agtccaggat 
ccctcgcagg agtcccagtg 
ctcaccatct agggctggac 



caagtctaat ggaggcgcag 
ctgtggcatc tacacagtca 
aagatcttca gcccatggag 
gcttggttgt gacagagggt 
agatagatca cattggtcat 
acctgggacc aaaagaactt 
tccctgggga aactgaagag 
taagtagagg gcagcattgt 
aaaaggatca ctcagctact 
tggtgccaaa tcaagacaaa 
aaatttcttc cagagacatt 
tgcaaaaaaa taagatatct 
aaggagacct ctctactttt 
atggagaact atttcattgt 
tggttaggtc atcctttgta 
actcaacttt ggaatcatcc 
cctatcagcc agacctagtc 
gcgacctctc aagtgcctct 
ccttttgtga ggaggaagtg 
gtaggtcagc tgaagatagc 
ttccaaggcc agtttcatgg 
tctttcctcg gccaccacca 
gcagatataa agtcctaggg 
aaattcttca aaatggatct 
ctcctcacaa tccaaaaaca 
cctctcctcg aagctcatcc 
ggccccacca tgaccagagg 
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agttcgtccc cacatctggg gagaagcaag tcacctccca gccactcagg atcttcctcc 
1800 

tccaggaggt cctgccaaca ggagcattgc aaacccagca agaatggcct gaaaggatcc 
1860 

ggcagcctcc accaccactc agccagcact aaaacccccc aagggaagag taagccagcc 
1920 

agtaaactca gcagatagga gccaggctgc atctctttga aaggtgtgag atcttcctcc 
1980 

taaacctgat gcatgtgtgt ccctgtactt tctatgtaaa aaaatcagtg ttgatcttct 
2040 

cttgcaaaag aaagtaacat gatcaattat ttataagaag acataataca tgataaggaa 
2100 

ttacctaagg caggcagcaa gtagattagg aatcaatgtc tttgtacaag aaggaaaaat 
2160 

agagcaaaaa tccaaggggg agaaactcat taaaatgagc tctcattttt taagctgcct 
2220 

ttgaaacaaa agagttgagg ataggagata gaatggaatt ttaggggggt tgcctaattt 
2280 

ttttaagcct caattcaaag attatatagc aaaagtgaaa cttcttgttt gatattttca 
2340 

ttcaaaactt tcccaccctg aagagtcatt gatcagatat tagattatat aagaagtctg 
2400 

ttgccaggga gccagtattc atgtatattt ggcttgtgtg tttatttcgt gtattgagaa 
2460 

tgaacacctt tactttgcct cattcctagt accctccctg gagttcagat ttttttttaa 
2520 

aattttgtat gtctcgtctg attcaatctc tctgctttta ttttatggtc ctagttgtac 
2580 

tatcaaatcc aattactttt ttttaggtcc ccctgatttt ttttttttag agcaagagtt 
2640 

cttaacatat tacattttta ttatgaaaaa taagaaagtt aggtaaagga aagaaaagtc 
2700 

taactagagc tattttgcag gctttagtgt ttagggagag aaagaaagtg tgggttaata 
2760 

gccttcaaga tagaagatgc cctttcatct ctgttaagtg tcctccttta gaaacttgag 
2820 

tagaaggaaa actgaccaga gtagactgct tccttaagtc ttctgggttc caactgtttg 
2880 

taatatcagc atccaagatg atacgaggga agcacaatgc tttggactgt gatttgagat 
2940 

ttagaaataa attagatata ttattgaggc ttagaatcct caaactttgt attttataca 
3000 

tttagccaat aaggaattaa tatctgggga aataaattta ggcaaatatt tcttttttaa 
3060 

tgttttatta cctgcttctc ctgtgtttta gttcaacatt tgggcttctt ggcctgattt 
3120 

tcatacaatc tcaatttacg aagctgtaaa gaggaagata tttgttctaa tctcactctt 
3180 

ctaataggaa tcaggcaaat gaaagtctac cagactttta aaatgggctg tttttatact 
3240 

ctctaggtgt tttgtgttgt aaagacctta ttaaggtcag gtaaattggt ctgcttgctg 
3300 

ttgaaatttg ccttctagca aacatatgtg ctttctgttt gaccttgtgt ttgctgccaa 
3360 
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acctaataca gttgaattgg gaaacaaaaa aaaaagaaag gaatacattt cctccccaag 
3420 

tgaacatctt ctaatgctgc atcaaagctg ccctgaagct gcactgaact tctcttgttc 
3480 

tctttatctg tgttgagctt tttaaaaaaa caaactcaaa acactattga ggcatataac 
3540 

gtctcttata agaaatgtag catagtgtgg aatcttaatt tctctccagt ttcaaacact 
3600 

ccagaggaat gcaatagata agacatactt gctgtttatc taaagcaact gtaatattgg 
3660 

aagatcagtc cttctgtatt atattgtata atagttgcta taacactact tgcatgtctt 
3720 

catggtaaat tatataaata tttataaata tatagagaga catatcctta aaaaaaa 
3777 

<210> 2640 
<211> 645 
<212> PRT 

<213> Homo sapiens 



<400> 2640 



Leu 


Gly 


Pro 


Trp 


Ala 


Glu 


Asn 


Asp 


His 


Leu 


Lys 


Lys 


Glu 


Thr 


Ser 


Gly 


1 








5 










10 










15 




Val 


val 


Leu 


Ala 


Leu 


Ser 


Ala 


Glu 


Gly 


Pro 


Pro 


Thr 


Ala 


Ala 


Ser 


Glu 


20 










25 










30 












Gin 


Tyr 


Thr 


Asp 


Arg 


Leu 


Glu 


Leu 


Gin 


Pro 


Gly 


Ala 


Ala 


Ser 


Gin 


Phe 






35 










40 










45 








He 


Ala 


Ala 


Thr 


Pro 


Thr 


Ser 


Leu 


Met 


Glu 


Ala 


Gin 


Ala 


Glu 


Gly 


Pro 




50 










55 










60 










Leu 


Thr 


Ala 


He 


Thr 


He 


Pro 


Arg 


Pro 


Ser 


Val 


Ala 


Ser 


Thr 


Gin 


Ser 


65 










70 










75 










80 


Thr 


Ser 


Gly 


Ser 


Phe 


His 


Cys 


Gly 


Gin 


Gin 


Pro 


Glu 


Lys 


Glu 


Asp 


Leu 










85 










90 










95 




Gin 


Pro 


Met 


Glu 


Pro 


Thr 


Val 


Glu 


Leu 


Tyr 


Ser 


Pro 


Arg 


Glu 


Asn 


Phe 








100 










105 










110 






Ser 


Gly 


Leu 


Val 


Val 


Thr 


Glu 


Gly 


Glu 


Pro 


Pro 


Ser 


Gly 


Gly 


Ser 


Arg 






115 










120 










125 








Thr 


Asp 


Leu 


Gly 


Leu 


Gin 


He 


Asp 


His 


He 


Gly 


His 


Asp 


Met 


Leu 


Pro 




130 










135 










140 










Asn 


He 


Arg 


Glu 


Ser 


Asn 


Lys 


Ser 


Gin 


Asp 


Leu 


Gly 


Pro 


Lys 


Glu 


Leu 


145 










150 










155 










160 


Pro 


Asp 


His 


Asn 


Arg 


Leu 


Val 


Val 


Arg 


Glu 


Phe 


Glu 


Asn 


Leu 


Pro 


Gly 










165 










170 










175 




Glu 


Thr 


Glu 


Glu 


Lys 


Ser 


He 


Leu 


Leu 


Glu 


Ser 


Asp 


Asn 


Glu 


Asp 


Glu 








180 










185 










190 






Lys 


Leu 


Ser 


Arg 


Gly 


Gin 


His 


Cys 


He 


Glu 


He 


Ser 


Ser 


Leu 


Pro 


Gly 






195 










200 










205 








Asp 


Leu 


Val 


He 


Val 


Glu 


Lys 


Asp 


His 


Ser 


Ala 


Thr 


Thr 


Glu 


Pro 


Leu 




210 










215 










220 










Asp 


Val 


Thr 


Lys 


Thr 


Gin 


Thr 


Phe 


Ser 


Val 


Val 


Pro 


Asn 


Gin 


Asp 


Lys 


225 










230 










235 










240 


Asn 


Asn 


Glu 


He 


Met 


Lys 


Leu 


Leu 


Thr 


Val 


Gly 


Thr 


Ser 


Glu 


He 


Ser 










245 










250 










255 




Ser 


Arg 


Asp 


He 


Asp 


Pro 


His 


Val 


Glu 


Gly 


Gin 


He 


Gly 


Gin 


Val 


Ala 
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260 265 270 

Glu Met Gin Lys Asn Lys lie Ser Lys Asp Asp Asp lie Met Ser Glu 

275 280 285 

Asp Leu Pro Gly His Gin Gly Asp Leu Ser Thr Phe Leu His Gin Glu 

290 295 300 

Gly Lys Arg Glu Lys lie Thr Pro Arg Asn Gly Glu Leu Phe His Cys 
305 310 315 320 

Val Ser Glu Asn Glu His Gly Ala Pro Thr Arg Lys Asp Met Val Arg 

325 330 335 

Ser Ser Phe Val Thr Arg His Ser Arg lie Pro Val Leu Ala Gin Glu 

340 345 350 

lie Asp Ser Thr Leu Glu Ser Ser Ser Pro Val Ser Ala Lys Glu Lys 

355 360 365 

Leu Leu Gin Lys Lys Ala Tyr Gin Pro Asp Leu Val Lys Leu Leu Val 

370 375 380 

Glu Lys Arg Gin Phe Lys Ser Phe Leu Gly Asp Leu Ser Ser Ala Ser 
385 390 395 400 

Asp Lys Leu Leu Glu Glu Lys Leu Ala Thr Val Pro Ala Pro Phe Cys 

405 410 415 

Glu Glu Glu Val Leu Thr Pro Phe Ser Arg Leu Thr Val Asp Ser His 

420 425 430 

Leu Ser Arg Ser Ala Glu Asp Ser Phe Leu Ser Pro lie lie Ser Gin 

435 440 445 

Ser Arg Lys Ser Lys lie Pro Arg Pro Val Ser Trp Val Asn Thr Asp 

450 455 460 

Gin Val Asn Ser Ser Thr Ser Ser Gin Phe Phe Pro Arg Pro Pro Pro 
465 470 475 480 

Gly Lys Pro Pro Thr Arg Pro Gly Val Glu Ala Arg Leu Arg Arg Tyr 

485 490 495 

Lys Val Leu Gly Ser Ser Asn Ser Asp Ser Asp Leu Phe Ser Arg Leu 

500 505 510 

Ala Gin lie Leu Gin Asn Gly Ser Gin Lys Pro Arg Ser Thr Thr Gin 

515 520 S25 

Cys Lys Ser Pro Gly Ser Pro His Asn Pro Lys Thr Pro Pro Lys Ser 

530 535 540 

Pro Val Val Pro Arg Arg Ser Pro Ser Ala Ser Pro Arg Ser Ser Ser 
545 550 555 560 

Leu Pro Arg Thr Ser Ser Ser Ser Pro Ser Arg Ala Gly Arg Pro His 

565 570 575 

His Asp Gin Arg Ser Ser Ser Pro His Leu Gly Arg Ser Lys Ser Pro 

580 585 590 

Pro Ser His Ser Gly Ser Ser Ser Ser Arg Arg Ser Cys Gin Gin Glu 

595 600 605 

His Cys Lys Pro Ser Lys Asn Gly Leu Lys Gly Ser Gly Ser Leu His 

610 615 620 

His His Ser Ala Ser Thr Lys Thr Pro Gin Gly Lys Ser Lys Pro Ala 
625 630 635 640 

Ser Lys Leu Ser Arg 

645 

<210> 2641 
<211> 744 
<212> DNA 

<213> Homo sapiens 



1884 



WO 00/58473 



PCT/US00/08621 



> 



<400> 2641 

gaattcaagg tccttttccc tcaggtcacc gtacctacag cttgtatgcc gcagcctgtc 
60 

catctcccca cttgcgtatg taagggcagt gcttctagga gccatgagca ttactcacct 
120 

gaaacctagg tgttaggaat gcaaccagct agatctgacc catgccctgt tttgtgtctg 
180 

cgttgacacg ctgcaggtga catcagttgc aaggggatga ccgagcgcat tcacagcatc 
240 

aaccttcaca acttcagcaa ttccgtgctc gagaccctca acgagcagcg caaccgtggc 
300 

cacttctgtg acgtaacggt gcgcatccac gggagcatgc tgcgcgcaca ccgctgcgtg 
360 

ctggcagccg gcagcccctt cttccaggac aaactgctgc ttggctacag cgacatcgag 
420 

atcccgtcgg tggtgtcagt gcagtcagtg caaaagctca ttgacttcat gtacagcggc 
480 

gtgctacggg tctcgcagtc ggaagctctg cagatcctca cggccgccag catcctgcag 
540 

atcaaaacag tcatcgacga gtgcacgcgc atcgtgtcac agaacgtggg cgatgtgttc 
600 

ccggggatcc aggactcggg ccaggacacg ccgcggggca ctcccgagtc aggcacgtca 
660 

ggccagagca gcgacacgga gtcgggctac ctgcagagcc acccacagca cagcgtggac 
720 

aggatctact cggcactcta cgcg 
744 

<210> 2642 
<211> 176 
<212> PRT 

<213> Homo sapiens 



<400> 2642 



Met Thr 


Glu 


Arg 


He 


His 


Ser 


He 


Asn 


Leu 


His 


Asn 


Phe 


Ser 


Asn 


Ser 


1 






5 










10 










15 




Val Leu 


Glu 


Thr 


Leu 


Asn 


Glu 


Gin 


Arg 


Asn 


Arg 


Gly 


His 


Phe 


Cys 


Asp 






20 










25 










30 






Val Thr 


Val 


Arg 


He 


His 


Gly 


Ser 


Met 


Leu 


Arg 


Ala 


His 


Arg 


Cys 


Val 




35 










40 










45 








Leu Ala 


Ala 


Gly 


Ser 


Pro 


Phe 


Phe 


Gin 


Asp 


Lys 


Leu 


Leu 


Leu 


Gly 


Tyr 


50 










55 










60 










Ser Asp 


lie 


Glu 


He 


Pro 


Ser 


Val 


Val 

* 


Ser 


val 


Gin 


Ser 


Val 


Gin 


Lys 


65 








70 










75 










80 


Leu lie 


Asp 


Phe 


Met 


Tyr 


Ser 


Gly 


Val 


Leu 


Arg 


Val 


Ser 


Gin 


Ser 


Glu 








85 










90 










95 




Ala Leu 


Gin 


He 


Leu 


Thr 


Ala 


Ala 


Ser 


He 


Leu 


Gin 


He 


Lys 


Thr 


Val 






100 










105 










110 






lie Asp 


Glu 


Cys 


Thr 


Arg 


He 


val 


Ser 


Gin 


Asn 


val 


Gly 


Asp 


Val 


Phe 




115 










120 










125 








Pro Gly 


He 


Gin 


Asp 


Ser 


Gly 


Gin 


Asp 


Thr 


Pro 


Arg 


Gly 


Thr 


Pro 


Glu 


130 










13S 










140 










Ser Gly Thr 


Ser 


Gly 


Gin 


Ser 


Ser 


Asp 


Thr 


G*lu 


Ser 


Gly 


Tyr 


Leu 


Gin 
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145 150 155 160 

Ser His Pro Gin His Ser Val Asp Arg lie Tyr Ser Ala Leu Tyr Ala 

165 170 175 

<210> 2643 

<211> 4590 

<212> DNA 

<213> Homo sapiens 

<400> 2643 

gggaaataga gtcctggcgc tgccgcggag gatcctgggt gcagccgctc agagaagctt 
60 

ctcgcgcaca ggaagtcgct gcgaggaggc gcgtgtgcgg ggagttgaat ctcccgctcc 
120 

cttgaggctg gggttgcgtc tgttgacgcg gccgactaca atcccgagcc ctgccagccg 

iao 

ggaacacgga ggggaaggag gaggagctta aaagaggcta ctgaacccca gttggccatg 
240 

gctgaggaat ttgtgaccct caaggatgtc ggcatggact tcaccttggg agactgggag 
300 

cagctcgggc tggaacaggg ggacacgttc tgggacacag cgttggacaa ttgccaggac 
360 

ctcttcctgc tggacccccc aagacccaac ctgacctccc acccagatgg cagtgaagat 
420 

ctggagcctc tggcaggagg aagcccagaa gcaacaagcc ctgatgtgac tgagaccaag 
480 

aactctcctc tgatggagga tttcttcgaa gaaggattct cccaggagat tatagagatg 
540 

ttatccaagg atggcttctg gaactccaat ttcggagaag cctgtataga ggacacctgg 
600 

ttagatagtt tgctaggcga tccagaaagt cttctgaggt ctgatattgc caccaacggg 
660 

gaaagtccca cggaatgcaa gagtcatgaa ttaaagagag gactcagtcc tgtgtccacc 
720 

gtttccacgg gagaagattc catggtgcat aatgtttctg aaaagaccct cacaccagct 
780 

aagtctaagg aatatagggg tgagtttttc tcctactccg accacagcca gcaggattct 
840 

gttcaggaag gggagaaacc atatcaatgt agtgaatgtg ggaaaagctt cagtgggagt 
900 

taccgtctta cccagcactg gatcactcat actagggaga aacccactgt ccatcaagag 
960 

tgtgagcaag gttttgaccg gaatgcttcc ctttctgtgt atccgaaaac ccacacgggc 
1020 

tacaaattct atgtgtgtaa tgaatatggg acaactttta gtcagagtac atacctgtgg 
1080 

catcagaaaa ctcacactgg agaaaaacca tgtaagagtc aagatagtga ccacccaccc 
1140 

agtcatgaca cacagcctgg tgagcatcag aaaactcaca cagatagtaa gtcctacaac 
1200 

tgtaacgaat gcggcaaggc ttttacccgg atcttccacc ttactcggca ccagaagatc 
1260 

cacactcgga aacgctatga gtgttccaag tgccaggcga ccttcaactt gagaaaacac 
1320 
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ctcatccaac atcagaaaac 
1360 

aagattttta ggcacagttc 
1440 

ccttataagt gtaacgaacg 
1500 

cagagggttc acagtggaga 
1560 

cggcacactc accttaatga 
1620 

caggaatgcg tcaggagttt 
1660 

accgcagaaa agccctatag 
1740 

cttgtgcaac accagaaaat 
1600 

gaacgcttca tttgcggctc 
1860 

caaggatttt ttgtgagtgg 
1920 

tttaagtgta acaaatgtga 
1980 

aggattcaca ccaggggagt 
2040 

caaagtactc ggctcattca 
2100 

ggtgagcaag ggaaagccat 
2160 

aaggagcacc cttttaaatg 
2220 

tcaaaacatc agttaattca 
2280 

gtcttcaccc agagaaacta 
2340 

ttggtgtgta acgaatgcgg 
2400 

agaattcact caggtgagaa 
2460 

agtgctgagc ttgtccgcca 
2520 

gaatgcggga aagccttcac 
2580 

ggggagaagc cctacagatg 
2640 

acacagcacc agagaattca 
2700 

gcttttgtcc tcagtgccca 
2760 

tatcagtgtc aacgttgcca 
2820 

cgtgtacaca acaagcagca 
2880 

tatgagaccg ttactcggat 
2940 



tcacgctgca aaaactacct 
gctgctcatt gaacaccagg 
tgggaaatcc ttcaggcata 
gaagccttac aaatgcagtg 
acatcggcga attcatacag 
cagccggccc tcacatctga 
ctgtgctgaa tgcaaggaga 
gcacactgtc aaaaccccat 
aaccctgaag tgccacgaga 
gaagatcttg gatcagaacc 
gaaaaccttt agctgcagca 
gaagcccttt gaatgtgacc 
ccatcaaaga atccactcta 
cagcagtgcc tcccttatca 
taacgaatgc ggaaagacct 
cgctggagag aatcccttta 
ccttgttcag catgagcgaa 
gaaaacgttc cgtcagagct 
gccctatgta tgtgattact 
ccagagaatt cacactggag 
ccagagctca tgcctttcta 
tggtgaatgt gggaaagcct 
cacaggggag aagccttact 
tctcaaccag cacctgagag 
gaaagccttt cggtgccact 
atactgcccg tagccattgg 
gttgaaagtt ggaaactatc 

to 

1887 



ctgagtgtca ggagtgtggg 
ctcttcatgc tggagaggag 
actctaccct aaagatccat 
agtgtgggaa ggccttccac 
gctacagacc ccacaaatgt 
tgcgacatca ggccattcac 
ctttcagcga taacaatcgc 
atgaatgtca ggagtgcgga 
gtgttcacgc cagagaaaaa 
cagaacagaa agagaagtgc 
aatacctaac tcagtacgag 
agtgtgggaa agcctttggc 
gagtgaggct gtataaatgg 
aacttcagtc cttccacaca 
tcagccacag tgcacacctc 
aatgtagtaa gtgtgacaga 
ctcatgccag aaagaagccg 
catgcctttc taagcatcag 
gcgggaaggc cttcggcctg 
aaaagcctta tgtttgtcag 
ttcaccggag agttcacact 
ttgcccagaa agcaaatcta 
cctgtaatgt gtgtggcaaa 
ttcacaccca ggagacactt 
cgagcctcag ccgccatcag 
gtggcagcag agtcccagaa 
ccattgcaag tttctctcca 
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aataaatgca tctaaagatt gattagaaag 
3000 

aaaacacaaa agtggagaag ctgtacaacg 
3060 

tctaccttga gttaaatccc acctctgcca 
3120 

gaaaaatctc tcagggcctc ggtgtcctta 
3180 

ggcttttctg aggattaaat aaataaatgt 
3240 

agggctcacc aagtgtaagc cacaaataca 
3300 

acaagaaagg aattagtaat ctgtgtttac 
3360 

ttaatttaag ttttcctttt ttacagtttt 
3420 

ggcctttttt tgtcccttta tctctcctgg 
3480 

gaacatgtaa actcttcacc tcaactagct 
3540 

ctcacttaaa gaggactccc tatcccacaa 
3600 

ccatttaaca gtgttggtta tgcaataaga 
3660 

aacacagctg gattccatca ggaaagctgc 
3720 

aacccatatg gaagacatac ttaggggtca 
3780 

atgtcatcat tcaccattta tccaggatgg 
3840 

ggcgggtagt atccatacac tatgcactac 
3900 

cccattttca tcgacgattg ctgttagttg 
3960 

ctcatgtcac aggaagttct gggatcacca 
4020 

ccacacaacc agttccctac cagtgtcttg 
4080 

agtggctcag tcacaccttt gctgaaacac 
4140 

ctttgaatac ctttcatatt ttaggtgctg 
4200 

cttgggcttt tcaactcttg cacctggagt 
4260 

aaactgggaa cctgttggct aaccattggg 
4320 

atttaacttc tcgcacatgg ttcccgtcct 
4380 

atgttgtata ccaaaagagt gtacaaagtg 
4440 

tggaaaactg gcagccattg ggtgtggggg 
4500 

caggccaagg tagaaacgcc ctccgtgtgt 
4560 



tctgtgcgca tgtttttcat tataacaatg 
tcaggattca gaggtaggct ctggagccag 
tctactacct aagtgacctt gggaaggtca 
tctgtaaaat gggcatcacc tacctcagag 
gaagcactta gaactgatgg ccagcacatg 
catcagctat agcacaaata tacttgtgtt 
tgtagttaat gttcttacaa tgtatcgctt 
tctccagcac tttactcttc ttaagtgcct 
tttttttctt aagccccaga aagccaaaaa 
acaaccttcc actcctaacc tcccaagctt 
acacatgctc cctcttccta tgaccttcct 
cacccaattt ttcatgggag ttgacaccaa 
attgatcagg gtgttaaccg catatgaaac 
aacctgtggt gtgtggaagt gaccactggg 
ccgctcacca ggcaatctgc taggctcggg 
tgctctgaag cttctggaat cagaaatgaa 
acaagtgaca tcttgaaaat gccacattcc 
aggattgttg gagagtccag tgagatggaa 
tcagctctgg gtgtttgttc cctgccacta 
agtagtctta tgaaaagcac tggacacata 
aaaatggtga gggagtgagt gctctgcacc 
tctgctggtt aagtttgtta aacttagttg 
gccttacact gtttttcaaa tggttgcaac 
ctggagctct gtcttgtcgg ggagatgggc 
ttgcagggcc gtgacacaat agggactcta 
cagtctgtaa atcagtcacc tgtgttgctg 
gcatatttgt tggttctctg attaaagttt 
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tgagtctaaa aaaaaaaaaa aaaaaaaaaa 
4590 

<210> 2644 
<211> 871 
<212> PRT 

<213> Homo sapiens 
<4O0> 2644 

Met Ala Glu Glu Phe Val Thr Leu Lys Asp Val Gly Met Asp Phe Thr 

15 10 15 

Leu Gly Asp Trp Glu Gin Leu Gly Leu Glu Gin Gly Asp Thr Phe Trp 

20 25 30 

Asp Thr Ala Leu Asp Asn Cys Gin Asp Leu Phe Leu Leu Asp Pro Pro 

35 40 45 

Arg Pro Asn Leu Thr Ser His Pro Asp Gly Ser Glu Asp Leu Glu Pro 

50 55 60 

Leu Ala Gly Gly Ser Pro Glu Ala Thr Ser Pro Asp Val Thr Glu Thr 
65 70 75 80 

Lys Asn Ser Pro Leu Met Glu Asp Phe Phe Glu Glu Gly Phe Ser Gin 

85 90 95 

Glu lie lie Glu Met Leu Ser Lys Asp Gly Phe Trp Asn Ser Asn Phe 

100 10S 1X0 

Gly Glu Ala Cys lie Glu Asp Thr Trp Leu Asp Ser Leu Leu Gly Asp 

115 120 125 

Pro Glu Ser Leu Leu Arg Ser Asp He Ala Thr Asn Gly Glu Ser Pro 

130 135 140 

Thr Glu Cys Lys Ser His Glu Leu Lys Arg Gly Leu Ser Pro Val Ser 
145 150 155 160 

Thr Val Ser Thr Gly Glu Asp Ser Met Val His Asn Val Ser Glu Lys 

165 170 175 

Thr Leu Thr Pro Ala Lys Ser Lys Glu Tyr Arg Gly Glu Phe Phe Ser 

180 185 190 

Tyr Ser Asp His Ser Gin Gin Asp Ser Val Gin Glu Gly Glu Lys Pro 

195 200 205 

Tyr Gin Cys Ser Glu Cys Gly Lys Ser Phe Ser Gly Ser Tyr Arg Leu 

210 215 220 

Thr Gin His Trp He Thr His Thr Arg Glu Lys Pro Thr Val His Gin 
225 230 235 240 

Glu Cys Glu Gin Gly Phe Asp Arg Asn Ala Ser Leu Ser Val Tyr Pro 

245 250 255 

Lys Thr His Thr Gly Tyr Lys Phe Tyr Val Cys Asn Glu Tyr Gly Thr 

260 265 270 

Thr Phe Ser Gin Ser Thr Tyr Leu Trp His Gin Lys Thr His Thr Gly 

275 280 285 

Glu Lys Pro Cys Lys Ser Gin Asp Ser Asp His Pro Pro Ser His Asp 

290 295 300 

Thr Gin Pro Gly Glu His Gin Lys Thr His Thr Asp Ser Lys Ser Tyr 
305 310 315 320 

Asn Cys Asn Glu Cys Gly Lys Ala Phe Thr Arg He Phe His Leu Thr 

325 330 335 

Arg His Gin Lys He His Thr Arg Lys Arg Tyr Glu Cys Ser Lys Cys 

340 345 350 

Gin Ala Thr Phe Asn Leu Arg Lys His Leu He Gin His Gin Lys Thr 
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355 




His 


Ala 


Ala 


Lys 




370 






Arg 


His 


Ser 


Ser 


385 








Glu 


Pro 


Tyr 


Lys 


Thr 


Leu 


Lys 


He 








420 


Cys 


Ser 


Glu 


Cys 






435 




His 


Arg 


Arg 


He 




450 






Val 


Arg 


Ser 


Phe 


465 








His 


Thr 


Ala 


Glu 


Ser Asp 


Asn 


Asn 








500 


Thr 


Pro 


Tyr 


Glu 






515 




Thr 


Leu 


Lys 


Cys 




530 






Phe 


Val 


Ser 


Gly 


545 








Cys 


Phe 


Lys 


Cys 


Leu 


Thr 


Gin 


Tyr 








580 


Cys Asp 


Gin 


Cys 






595 




His 


Gin 


Arg 


He 




610 






Gly Lys 


Ala 


He 


625 








Thr Lys 


Glu 


His 


His 


Ser 


Ala 


His 








660 


Pro 


Phe 


Lys 


Cys 






675 




Leu 


Val 


Gin 


His 




690 






Asn 


Glu 


Cys 


Gly 


705 








Gin Arg 


He 


His 


Lys Ala 


Phe 


Gly 








740 


Thr Gly 


Glu 


Lys 






755 




Gin 


Ser 


Ser 


Cys 




770 






Pro 


Tyr 


Arg 


Cys 



360 

Thr Thr Ser Glu 
375 

Leu Leu He Glu 
390 

Cys Asn Glu Arg 
405 

His Gin Arg Val 

Gly Lys Ala Phe 
440 

His Thr Gly Tyr 
455 

Ser Arg Pro Ser 
470 

Lys Pro Tyr Ser 
485 

Arg Leu Val Gin 

Cys Gin Glu Cys 
520 

His Glu Ser Val 
535 

Lys He Leu Asp 
550 

Asn Lys Cys Glu 
56 5 

Glu Arg He His 

Gly Lys Ala Phe 
600 

His Ser Arg Val 
615 

Ser Ser Ala Ser 
630 

Pro Phe Lys Cys 
645 

Leu Ser Lys His 

Ser Lys Cys Asp 
680 

Glu Arg Thr His 
695 

Lys Thr Phe Arg 
710 

Ser Gly Glu Lys 
725 

Leu Ser Ala Glu 

Pro Tyr Val Cys 
760 

Leu Ser He His 
775 

Gly Glu Cys Gly 



Cys 


Gin 


Glu 


Cys 








380 


His 


Gin 


Ala 


Leu 






395 




Gly 


Lys 


Ser 


Phe 




410 






His 


Ser 


Gly Glu 


425 








His 


Arg 


His 


Thr 


Arg 


Pro 


His 


Lys 








460 


His 


Leu 


Met 


Arg 






475 




Cvs 


Ala 


Glu Cys 




490 






His 


Gin 


Lys 


Met 


505 








Gly 


Glu 


Arg 


Phe 


His 


Ala 


Arg Glu 








540 


Gin 


Asn 


Pro 


Glu 






555 




Lvs 


Thr 


Phe 


Ser 




570 






Thr 


Arg 


Gly Val 


585 








Gly 


Gin 


Ser 


Thr 


Arg 


Leu 


Tyr 


Lys 








620 


Leu 


He 


Lys 


Leu 






635 




Asn 


Glu 


Cys 


Gly 




650 






Gin 


Leu 


He 


His 


665 








Arg 


Val 


Phe 


Thr 


Ala 


Arg 


Lys 


Lys 








700 


Gin 


Ser 


Ser 


Cys 






715 




Pro 


Tyr 


Val 


Cys 




730 






Leu 


Val 


Arg His 


745 








Gin 


Glu 


Cys 


Gly 


Arg 


Arg 


Val 


His 








780 


Lys 


Ala 


Phe 


Ala 



1890 



365 



Gly 


Lys 


He 


Phe 


* * * 

His 


Ala 


Gly Glu 








400 


Arg 


HIS 


Asn 


Ser 






415 




Lys 


Pro 


Tyr 


Lys 




430 






His 


Leu 


Asn 


Glu 


445 








Cys 


Gin 


Glu Cys 


His 


Gin 


Ala 


He 








480 


Lys 


Glu 


Thr 


Phe 






495 




His 


Thr 


Val 


Lys 




510 






He 


Cys 


Gly Ser 


525 








Lys 


Gin 


Gly Phe 


Gin 


Lys 


Glu 


Lys 








560 


Cys 


Ser 


Lys 


Tyr 






575 




Lys 


Pro 


Phe 


Glu 




590 






Arg 


Leu 


He 


His 


605 








Trp 


Gly 


Glu 


Gin 


Gin 


Ser 


Phe 


His 








640 


Lys 


Thr 


Phe 


Ser 






655 




Ala 


Gly 

* 


Glu 


Asn 




670 






Gin 


Arg 


Asn 


Tyr 


665 








Pro 


Leu 


Val 


Cys 


Leu 


Ser 


Lys His 








720 


Asp 


Tyr 


Cys Gly 






735 




Gin 


Arg 


He 


His 




750 






Lys 


Ala 


Phe 


Thr 


765 








Thr 


Gly 


Glu 


Lys 


Gin 


Lys 


Ala 


Asn 
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785 790 795 800 

Leu Thr Gin His Gin Arg lie His Thr Gly Glu Lys Pro Tyr Ser Cys 

805 610 815 

Asn Val Cys Gly Lys Ala Phe Val Leu Ser Ala His Leu Asn Gin His 

820 825 830 

Leu Arg Val His Thr Gin Glu Thr Leu Tyr Gin Cys Gin Arg Cys Gin 

835 840 845 

Lys Ala Phe Arg Cys His Ser Ser Leu Ser Arg His Gin Arg Val His 

850 855 860 

Asn Lys Gin Gin Tyr Cys Leu 
865 870 

<210> 2645 

<2ll> 1018 

<212> DNA 

<213> Homo sapiens 

<400> 2645 

ctgaccacag agcgctgctc ccgagaaccc tgcacccctc aatggagtaa attaccataa 
60 

agcctcttcc ttacccatgc tttggggtgt taacagctga ggctattcgt cggtgacctg 
120 

tgggactcga gctattcctg cagctcagca gacctcctgg ccgtggcaga cttctgcgtt 
180 

atgacccggc tgctgggcta cgtggacccc ctggatccca gctttgtggc tgccgtcatc 
240 

accatcacct tcaatccgct ctactggaat gtggttgcac gatgggaaca caagacccgc 
300 

aagctgagca gggccttcgg atccccctac ctggcctgct actctctaag catcaccatc 
360 

ctgctcctga acttcctgcg ctcgcactgc ttcacgcagg ccatgctgag ccagcccagg 
420 

atggagagcc tggacacccc cgcggcctac agcctgggcc tcgcgctcct gggactgggc 
480 

gtcgtgctcg tgctctccag cttctttgca ctggggttcg ctggaacttt cctaggtgat 
540 

tacttcggga tcctcaagga ggcgagagtg accgtgttcc ccttcaacat cctggacaac 
600 

cccatgtact ggggaagcac agccaactac ctgggctggg ccatcatgca cgccagcccc 
660 

acgggcctgc tcctgacggt gctggtggcc ctcacctaca taatggctct cctatacgaa 
720 

gagcccttca ccgctgagat ctaccggcag aaagcctccg ggtcccacaa gaggagctga 
780 

ttgagctgca acagctttgc tgaaggcctg gccagcctcc tggcctgccc caagtggcag 
840 

gccctgcgca gggcgagaat ggtgcctgct gctcagggct cgcccccggc gtgggctgcc 
900 

ccagtgcctt ggaacctgct gccttgggga ccctggacgt gccgacatat ggccattgag 
960 

ctccaaccca cacattccca ttcaccaata aaggcaccct gaccccaaaa aaaaaaaa 
1018 

<210> 2646 
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<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 2646 

Met Thr Arg Leu Leu Gly Tyr Val Asp Pro Leu Asp Pro Ser Phe Val 

15 10 15 

Ala Ala Val lie Thr lie Thr Phe Asn Pro Leu Tyr Trp Asn Val Val 

20 25 30 

Ala Arg Trp Glu His Lys Thr Arg Lys Leu Ser Arg Ala Phe Gly Ser 

35 40 45 

Pro Tyr Leu Ala Cys Tyr Ser Leu Ser He Thr He Leu Leu Leix Asn 

50 55 60 

Phe Leu Arg Ser His Cys Phe Thr Gin Ala Met Leu Ser Gin Pro Arg 
65 70 75 80 

Met Glu Ser Leu Asp Thr Pro Ala Ala Tyr Ser Leu Gly Leu Ala Leu 

85 90 95 

Leu Gly Leu Gly Val Val Leu Val Leu Ser Ser Phe Phe Ala Leu Gly 

100 105 110 

Phe Ala Gly Thr Phe Leu Gly Asp Tyr Phe Gly He Leu Lys Glu Ala 

115 120 125 

Arg Val Thr Val Phe Pro Phe Asn He Leu Asp Asn Pro Met Tyr Trp 

130 135 140 

Gly Ser Thr Ala Asn Tyr Leu Gly Trp Ala He Met His Ala Ser Pro 
145 150 155 160 

Thr Gly Leu Leu Leu Thr Val Leu Val Ala Leu Thr Tyr lie Met Ala 

165 170 175 

Leu Leu Tyr Glu Glu Pro Phe Thr Ala Glu He Tyr Arg Gin Lys Ala 

180 185 190 

Ser Gly Ser His Lys Arg Ser 
195 

<210> 2647 

<211> 1368 

<212> DNA 

<213> Homo sapiens 

<400> 2647 

acgcgttctg atggtgactt cttgcatagt accaacggca ataaagaaaa gttatttcca 
60 

catgtgacac caaaaggaat taatggtata gactttaaag gggaagcgat aacttttaaa 
120 

gcaactactg ctggaatcct tgcaacactt tctcattgta ttgaactaat ggttaaacgt 
180 

gaggacagct ggcagaagag actggataag gaaactgaga agaaaagaag aacagaggaa 
240 

gcatataaaa atgcaatgac agaacttaag aaaaaatccc actttggagg accagattat 
300 

gaagaaggcc ctaacagtct gattaatgaa gaagagttct ttgatgctgt tgaagctgct 
360 

cttgacagac aagataaaat agaagaacag tcacagagtg aaaaggtgag attacattgg 
420 

cctacatcct tgccctctgg agatgccttt tcttctgtgg ggacacatag atttgtccaa 
480 
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aaggttgaag agatggtgca gaaccacatg acttactcat tacaggatgt aggcggagat 
540 

gccaattggc agttggttgt agaagaagga gaaatgaagg tatacagaag agaagtagaa 
600 

gaaaatggga ttgttctgga tcctttaaaa gctacccatg cagttaaagg cgtcacagga 
660 

catgaagtct gcaattattt ctggaatgtt gacgttcgca atgactggga aacaactata 
720 

gaaaactttc atgtggtgga aacattagct gataatgcaa tcatcattta tcaaacacac 
780 

aagagggtgt ggcctgcttc tcagcgagac gtattatatc tttctgtcat tcgaaagata 
840 

ccagccttga ctgaaaatga ccctgaaact tggatagttt gtaatttttc tgtggatcat 
900 

gacagtgctc ctctaaacaa ccgatgtgtc cgtgccaaaa taaatgttgc tatgatttgt 
960 

caaaccttgg taagcccacc agagggaaac caggaaatta gcagggacaa cattctatgc 
1020 

aagattacat atgtagctaa tgtgaaccct ggaggatggg caccagcctc agtgttaagg 
1080 

gcagtggcaa agcgagagta tcctaaattt ctaaaacgtt ttacttctta cgtccaagaa 
1140 

aaaactgcag gaaagcctat tttgttctag tattaacagt gactgaagca aggctgtgtg 
1200 

acattccatg ttggagaaaa aaagaaaaaa aaagctgaat gctctaagct ggaacgtagg 
1260 

atctatagcc ttgtctgtgg cccaagacct tggccttgtg tacaaaaatg acaaaatatt 
1320 

gcaatagcaa agctgaacat ctaacactag ctatctcttg ctagatct 
1368 

<210> 2648 
<211> 389 
<212> PRT 

<213> Homo sapiens 



c400> 2648 



Thr Arg 


Ser 


Asp 


Gly Asp 


Phe 


Leu 


His 


Ser 


Thr 


Asn Gly Asn Lys Glu: 


5 






10 








15 




Lys Leu 


Phe 


Pro 


His 


Val 


Thr 


Pro 


Lys 


Gly 


He 


Asn Gly He Asp Phe 






20 










25 






30 


Lys Gly 


Glu 


Ala 


He 


Thr 


Phe 


Lys 


Ala 


Thr 


Thr 


Ala Gly He Leu Ala 




35 










40 








45 


Thr Leu 


Ser 


His 


Cys 


He 


Glu 


Leu 


Met 


Val 


Lys 


Arg Glu Asp Ser Trp 


50 










55 










60 


Gin Lys 


Arg 


Leu 


Asp 


Lys 


Glu 


Thr 


Glu 


Lys 


Lys 


Arg Arg Thr Glu Glu 


65 








70 










75 


80 


Ala Tyr 


Lys 


Asn 


Ala 


Met 


Thr 


Glu 


Leu 


Lys 


Lys 


Lys Ser His Phe Gly 








85 










90 




95 


Gly Pro 


Asp 


Tyr 


Glu 


Glu 


Gly 


Pro 


Asn 


Ser 


Leu 


He Asn Glu Glu Glu 






100 










105 






110 


Phe Phe 


Asp 


Ala 


Val 


Glu 


Ala 


Ala 


Leu 


Asp Arg 


Gin Asp Lys He Glu 




115 










120 








125 


Glu Gin 


Ser 


Gin 


Ser 


Glu 


Lys 


Val 


Arg 


Leu 


His 


Trp Pro Thr Ser Leu 
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130 135 140 

Pro Ser Gly Asp Ala Phe Ser Ser Val Gly Thr His Arg Phe Val Gin 
145 150 155 160 

Lys Val Glu Glu Met Val Gin Asn His Met Thr Tyr Ser Leu Gin Asp 

165 170 175 

Val Gly Gly Asp Ala Asn Trp Gin Leu Val Val Glu Glu Gly Glu Met 

180 185 190 

Lys Val Tyr Arg Arg Glu Val Glu Glu Asn Gly He Val Leu Asp Pro 

195 200 205 

Leu Lys Ala Thr His Ala Val Lys Gly Val Thr Gly His Glu Val Cys 

210 215 220 

Asn Tyr Phe Trp Asn Val Asp Val Arg Asn Asp Trp Glu Thr Thr He 
225 230 235 240 

Glu Asn Phe His Val Val Glu Thr Leu Ala Asp Asn Ala He He He 

245 250 255 

Tyr Gin Thr His Lys Arg Val Trp Pro Ala Ser Gin Arg Asp Val Leu 

260 265 270 

Tyr Leu Ser Val He Arg Lys He Pro Ala Leu Thr Glu Asn Asp Pro 

275 280 285 

Glu Thr Trp He Val Cys Asn Phe Ser Val Asp His Asp Ser Ala Pro 

290 295 300 

Leu Asn Asn Arg Cys val Arg Ala Lys He Asn Val Ala Met He Cys 
305 310 315 320 

Gin Thr Leu Val Ser Pro Pro Glu Gly Asn Gin Glu He Ser Arg Asp 

325 330 335 

Asn He Leu Cys Lys He Thr Tyr Val Ala Asn Val Asn Pro Gly Gly 

340 345 350 

Trp Ala Pro Ala Ser Val Leu Arg Ala Val Ala Lys Arg Glu Tyr Pro 

355 360 365 

Lys Phe Leu Lys Arg Phe Thr Ser Tyr Val Gin Glu Lys Thr Ala Gly 

370 375 380 

Lys Pro He Leu Phe 
385 

<210> 2649 
<211> 1299 
<212> DNA 

<213> Homo sapiens 
<400> 2649 

nnggatccaa gcatggaatg ctgccgtcgg gcaactcctg gcacactgct cctctttctg 
60 

gctttcctgc tcctgagttc caggaccgca cgctccgagg aggaccggga cggcctatgg 
120 

gatgcctggg gcccatggag tgaatgctca cgcacctgcg ggggtggggc ctcctactct 
180 

ctgaggcgct gcctgagcag caagagctgt gaaggaagaa atatccgata cagaacatgc 
240 

agtaatgtgg actgcccacc agaagcaggt gatttccgag ctcagcaatg ctcagctcat 
300 

aatgatgtca agcaccatgg ccagttttat gaatggcttc ctgtgtctaa tgaccctgac 
360 

aacccatgtt cactcaagtg ccaagccaaa ggaacaaccc tggttgttga actagcacct 
420 
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aaggtcttag atggtacgcg 
480 

tgccaaattg ttggctgcga 
540 

gtctgcaacg gagatgggtc 
600 

tccgcaacca aatcggatga 
660 

cttgtcttaa aaggtcctga 
720 

ggtgaaaaca gtctcagctc 
780 

cagaaatttc cagacaaaga 
840 

gtcaagattc gtaactcggg 
900 

atcatccacc gatggaggga 
960 

tatcagctga catcggctga 
1020 

tactgtcact attacccaga 
1080 

gatccttgtc cagccagtga 
1140 

cttcctcggt gggaggccac 
1200 

cagagcccgg gcagtttcct 
1260 

agagtggaaa tgcatgtaca 
1299 



Ctgctataca gaatctttgg 
tcaccagctg ggaagcaccg 
cacctgccgg ctggtccgag 
tactgtggtt gcaattccct 
tcacttatat ctggaaacca 
cacaggaact ttccttgtgg 
gatactgaga atggctggac 
ctccgctgac agtacagtcc 
gacggatttc tttccttgct 
gtgctacgat ctgaggagca 
gaacatcaaa cccaaaccca 
cggatacaag cagatcatgc 
cccatggacc gcgtgctcct 
gtgtggagga ggacatccag 
cccctaagat gcccatcgc 



atatgtgcat cagtggttta 
tcaaggaaga taactgcggg 
ggcagtataa atcccagctc 
atggaagtag acatattcgc 
aaaccctcca ggggactaaa 
acaattctag tgtggacttc 
cactcacagc agatttcatt 
agttcatctt ctatcaaccc 
cagcaacctg tggaggaggt 
accgtgtggt tgctgaccaa 
agcttcagga gtgcaacttg 
cttatgacct ctaccatccc 
cctcgtgtgg ggggggcatc 
gggcatgtca cttcagtgga 



c210> 2650 

<211> 428 

<212> PRT 

<213> Homo sapiens 



<400> 2650 



Xaa Asp 


Pro 


Ser 


Met 


Glu 


Cys 


Cys Arg 


Arg Ala Thr Pro Gly Thr Leu 


1 






5 








10 15 


Leu Leu 


Phe 


Leu 


Ala 


Phe 


Leu 


Leu Leu 


Ser Ser Arg Thr Ala Arg Ser 






20 








25 


30 


Glu Glu 


Asp 


Arg 


Asp 


Gly Leu 


Trp Asp 


Ala Trp Gly Pro Trp Ser Glu 




35 










40 


45 


Cys Ser 


Arg 


Thr 


Cys 


Gly Gly 


Gly Ala 


Ser Tyr Ser Leu Arg Arg Cys 


50 










55 




60 


Leu Ser 


Ser 


Lys 


Ser 


Cys 


Glu 


Gly Arg 


Asn lie Arg Tyr Arg Thr Cys 


65 








70 






75 80 


Ser Asn 


Val 


Asp 


Cys 


Pro 


Pro 


Glu Ala 


Gly Asp Phe Arg Ala Gin Gin 








85 








90 95 


Cys Ser 


Ala 


His 


Asn 


Asp 


Val 


Lys His 


His Gly Gin Phe Tyr Glu Trp 






100 








105 


110 


Leu Pro 


Val 


Ser 


Asn 


Asp 


Pro 


Asp Asn 


Pro Cys Ser Leu Lys Cys Gin 




115 










120 


125 


Ala Lys 


Gly 


Thr 


Thr 


Leu 


Val 


Val Glu 


Leu Ala Pro Lys Val Leu Asp 
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130 






135 








140 










Gly 


Thr 


Arg 


Cys Tyr Thr 


Glu 


Ser Leu 


Asp 


Met 


Cys 


He 


Ser 


Gly 


Leu 


145 






150 








155 










160 


Cys 


Gin 


He 


Val Gly Cys 
165 


Asp 


His Gin 


Leu 
170 


Gly 


Ser 


Thr 


Val 


Lys 
175 


Glu 


Asp 


Asn 


Cys 


Gly Val Cys 


Asn Gly Asp 


Gly 


Ser 


Thr 


Cys 


Arg 


Leu 


Val 








180 




185 










190 






Arg 


Gly 


Gin 
195 


Tyr Lys Ser 


Gin 


Leu Ser 
200 


Ala 


Thr 


Lys 


Ser 
205 


Asp 


Asp 


Thr 


Val 


Val 


Ala 


lie Pro Tyr 


Gly Ser Arg 


His 


He 


Arg 


Leu 


Val 


Leu 


Lys 




210 






215 








220 










Gly 


Pro 


Asp 


His Leu Tyr 


Leu 


Glu Thr 


Lys 


Thr 


Leu 


Gin 


Gly 


Thr 


Lys 


225 






230 








235 










240 


Gly 


Glu 


Asn 


Ser Leu Ser 


Ser Thr Gly 


Thr 


Phe 


Leu 


Val 


Asp 


Asn 


Ser 








245 






250 










255 




Ser 


Val 


Asp 


Phe Gin Lys 
260 


Phe 


Pro Asp 
265 


Lys 


Glu 


He 


Leu 


Arg 
270 


Met 


Ala 


Gly 


Pro 


Leu 
27S 


Thr Ala Asp 


Phe 


He Val 
280 


Lys 


He 


Arg 


Asn 
285 


Ser 


Gly 


Ser 


Ala 


Asp 
290 


Ser 


Thr Val Gin 


Phe 
295 


He Phe 


Tyr 


Gin 


Pro 
300 


He 


He 


His 


Arg 


Trp 


Arg 


Glu 


Thr Asp Phe 


Phe 


Pro Cys 


Ser 


Ala 


Thr 


Cys 


Gly 


Gly 


Gly 


305 






310 








315 










320 


Tyr 


Gin 


Leu 


Thr Ser Ala 
325 


Glu 


Cys Tyr 


Asp 
330 


Leu 


Arg 


Ser 


Asn 


Arg 
335 


Val 


val 


Ala 


Asp 


Gin Tyr Cys 
340 


His 


Tyr Tyr 
345 


Pro 


Glu 


Asn 


He 


Lys 
350 


Pro 


Lys 


Pro 


Lys 


Leu 
355 


Gin Glu Cys 


Asn 


Leu Asp 
360 


Pro 


Cys 


Pro 


Ala 
365 


Ser 


Asp 


Gly 


Tyr 


Lys 
370 


Gin 


He Met Pro 


Tyr 
375 


Asp Leu 


Tyr 


His 


Pro 
380 


Leu 


Pro 


Arg 


Trp 


Glu 


Ala 


Thr 


Pro Trp Thr 


Ala 


Cys Ser 


Ser 


Ser 


Cys 


Gly 


Gly 


Gly 


He 


385 






390 








395 










400 


Gin 


Ser 


Pro 


Gly Ser Phe 


Leu Cys Gly 


Gly 


Gly 


His 


Pro 


Gly 


Ala 


Cys 








405 






410 










415 




His 


Phe 


Ser 


Gly Arg Val 
420 


Glu 


Met His 
425 


Val 


His 


Pro 











<210> 2651 

<211> 628 

<212> DNA 

<213> Homo sapiens 

<400> 2651 

tacacagtcc tgccggctgg cttggtgggg tgccgaggct caggcagcat gacgacggag 
60 

acctttgtga agggtatcaa gcctgggctc aagaatctga accttatctt cattgtgctg 
120 

gagacaggcc gagtgaccaa gacaaaggac gggcatgagg ttcggacctg caaagtggcg 
180 

gacaaaacag gcagcatcaa tatctctgtc tgggacgatg ttggcaatct gatccagcct 
240 

ggggacatta tccggctcac caaagggtac gcttcagttt tcaaaggttg tctgacacta 
300 
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tatactggcc gtgggggtga tctgcagaag attggagaat tctgcatgga ttattctgag 
360 

gttcctaact tcagtgagcc aaacccagag tacagcaccc agcaggcacc caacaaggcg 
420 

gtgcagaacg acagcaaccc ttcagcttcc cagcctacca ctggaccctc tgctgcctct 
460 

ccagcctctg agaaccagaa tgggaatgga atgagtgccc caccaggttt ccgggtggtg 
540 

gcccacatcc ccctcatact ccctcccacc cacccagcac ccgaatcact cgaagccagc 
600 

ccaaccacac acctgcaggc ccgcctgg 
628 

<210> 2652 
<211> 209 
<212> PRT 

<213> Homo sapiens 



<400> 2652 



Tyr 


Thr 


Val 


Leu 


Pro 


Ala 


Gly 


Leu Val 


Gly Cys Arg 


Gly 


Ser Gly 


Ser 


1 








5 








10 








15 




Met 


Thr 


Thr 


Glu 
20 


Thr 


Phe 


val 


Lys Gly 
25 


lie Lys 


Pro 


Gly 


Leu 
30 


Lys 


Asn 


Leu 


Asn 


Leu 


lie 


Phe 


lie 


val 


Leu Glu 


Thr Gly Arg 


Val 


Thr 


Lys 


Thr 






35 










40 






45 








Lys 


Asp 
50 


Gly 


His 


Glu 


Val 


Arg 
55 


Thr Cys 


Lys Val 


Ala 
60 


Asp 


Lys 


Thr 


Gly 


Ser 


lie 


Asn 


lie 


Ser 


val 


Trp 


Asp Asp 


Val Gly Asn 


Leu 


He 


Gin 


Pro 


65 










70 






75 










80 


Gly Asp 


lie 


lie 


Arg 


Leu 


Thr 


Lys Gly 


Tyr Ala 


Ser 


Val 


Phe 


Lys 


Gly 










85 








90 








95 




Cys 


Leu 


Thr 


Leu 


Tyr Thr Gly 


Arg Gly 


Gly Asp 


Leu 


Gin 


Lys 


He 


Gly 








100 








105 








110 






Glu 


Phe 


Cys 


Met 


Asp Tyr 


Ser 


Glu Val 


Pro Asn 


Phe 


Ser 


Glu 


Pro 


Asn 






115 










120 






125 








Pro 


Glu 
130 


Tyr 


Ser 


Thr 


Gin 


Gin 
135 


Ala Pro 


Asn Lys 


Ala 
140 


Val 


Gin 


Asn 


Asp 


Ser 


Asn 


Pro 


Ser 


Ala 


Ser 


Gin 


Pro Thr 


Thr Gly 


Pro 


Ser 


Ala 


Ala 


Ser 


145 










150 






155 










160 


Pro 


Ala 


Ser 


Glu 


Asn 
165 


Gin 


Asn 


Gly Asn 


Gly Met 
170 


Ser 


Ala 


Pro 


Pro 
175 


Gly 


Phe 


Arg 


Val 


Val 
180 


Ala 


His 


He 


Pro Leu 
18S 


lie Leu 


Pro 


Pro 


Thr 
190 


His 


Pro 


Ala 


Pro 


Glu 
195 


Ser 


Leu 


Glu 


Ala 


Ser Pro 
200 


Thr Thr 


His 


Leu 
205 


Gin 


Ala 


Arg 



Leu 



<210> 2653 

<211> 2103 

<212> DNA 

<213> Homo sapiens 

<400> 2653 
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natattgggg ccggcggcgg 
60 

ttcgcttggg ttcctgctgc 
120 

caagctactg accgtactcg 
180 

gctgttttcg acttcagaaa 
240 

aagctcgagc ggacggcggg 
300 

gcggaagaac ccccctgacg 
360 

ctcacccggg ccgtccctgg 
420 

cctttccaca gccggcgctc 
480 

ctcgagttcc cgctcttcac 
540 

ccacccgagc ccggcgcctc 
600 

gactctggat ttcgacccgc 
660 

attgtcggcg cccacctcgg 
720 

ctccttctcc gctgcggccg 
780 

cggcgacgcc tcctcccgcc 
840 

taaacgaatg cagaagagaa 
900 

tacttctgat gcacagccac 
960 

atctgcagca tcctcaccat 
1020 

gatgatctgt gaacgtttgt 
1080 

aatattgaac acaaaacttg 
1140 

aataatgcga cgatatggag 
1200 

atttgtgggc tgccttgttc 
1260 

gcaatgccaa taccccttct 
1320 

ctcttaggca gcagcaaccg 
1380 

gacctttgct acctgtatta 
1440 

ttcttatatt aatgtttgaa 
1500 

ttgtgtaaat aaaactgtag 
1560 

actacaaccg agctgtaacc 
1620 



gtgggagagt tctacgaggg 
ggcagccacc tcgcaatctc 
ggcgtattag gagccgcgtt 
ggatctagcc tcagcacaga 
ggcggccgga gcctctctcg 
cgactggcgt gtgcttctgc 
ccactgcccc tgccgcggag 
cgcgacccgc ttggctcctg 
cccttccctc accctcttct 
agctgccccc ggccatggcg 
tgttgagccc ggcgtccccg 
ccgctgcctc cccgttgtcg 
cctcgccgca gaagtatctc 
tcaccacaga acaaattctg 
gacatttaga aacgagtttc 
atgcatttct cctcagtgga 
taaaaaaaga acagccctta 
tgaaagaacg tgaagagaaa 
cagaacaata tgatgcgttt 
aacagcctgc tagctatgtt 
cttgttgagt tgttgcaaga 
gtgaatacag gttatttcaa 
gttttggaaa tttccctgat 
ataccagtgg cctcattttg 
aaggattaaa gctggtattc 
aatgacactt cagatgaagt 
agttactaat tttagaatgt 



aggggaagcg gttggacgtg 
tctgcatcga tcgccgctcg 
ccagcctcac accccacggt 
agcgcctcag gcgcggcgca 
ggggagccgc gcctgaggag 
ccgccaccgc ccctcccgct 
gcagcggcgg cagcggctct 
agcccgtcgg gtaggctctc 
ttcgtcaccc gtccccgacc 
tgcggagcca ctctgaaaag 
aagcgcaggc gatgtgcgcc 
gcggccgcgg ccaccgccgc 
cgaatggagc catccccctt 
tacaacacaa aacaagagta 
caacagacag atccgtgttg 
ccagcttcac cagggacttc 
tttactctac ggcaggttgg 
gttcgagaag aatatgaaga 
gtgaagttta cgcatgatca 
tcatgaatca cgtatcctgc 
ggtcccaatt atgacatgca 
gctttcgtca gtggcaacca 
gtcagtacca cctggatgtg 
ctgtatcatt acaatttggc 
tagaacatgc ccttcactgg 
tagtgtgatt ttaattgtgc 
aatcccagga caatattaag 
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caaatagcct gcagtgcttc ctgtgaaata gtgaaggagg agggcatttc tgtattccag 
1680 

gacttcttgg ggtttcagaa tgggtttgta tgattttttt tttttttttg tagttttatt 
1740 

tattctatca gtctttttaa caaatgttta ttgctgcatt tttttttttc cagtgtatca 
1800 

ttgttttact gcccttgtag tactggaatt tagttggaag aataaaacat ttacttctat 
1860 

tttgcttgtt tcttaatgta cagatggggt tagtatttga ataaagttgg tgttttaaaa 
1920 

cgtaagcatt ttccaggaat cagtgaagtt aattttctaa gatttgagtg ctgtttcaaa 
1980 

acactgagtt ctgattctaa atgccttctt ctgctgggcg cggtggctca tgcctgtaat 
2040 

cccagcactt tgggaggccg aggcgggagg atcacgaggt caggagatcg agactatcct 
2100 

ggc 

2103 

<210> 2654 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 2654 

Tyr Leu Asn Lys Val Gly Val Leu Lys Arg Lys His Phe Pro Gly He 

15 10 15 

Ser Glu Val Asn Phe Leu Arg Phe Glu Cys Cys Phe Lys Thr Leu Ser 

20 25 30 

Ser Asp Ser Lys Cys Leu Leu Leu Leu Gly Ala Val Ala His Ala Cys 

35 40 45 

Asn Pro Ser Thr Leu Gly Gly Arg Gly Gly Arg He Thr Arg Ser Gly 

50 55 60 

Asp Arg Asp Tyr Pro Gly 
65 70 

<210> 2655 
<211> 1752 
<212> DNA 

<213> Homo sapiens 
<400> 2655 

tttttttttc cagatctttg agttcattct cgatttttgt gattaattcc ctgagttcat 
60 

caagattagt gcaaataagc tgaaactctg gtacagtagg tgactttatg acagttttcc 
120 

tcttctttgt gattgctttt ttagagacgg atttttttcc agatttgtgc ttcttgtgtt 
180 

ttgctttttt tttgatgatc aataacttat tctggatctc aggtttgtaa gacttgaatg 
240 

caagagaatg aagaccttca cgctttctct gtaagttttc attcaaaaca tctttcaatt 
300 

tctttttttt ctttttcttc ttttttgccc tcattttagt tagtttgagt ttcttgtggc 
360 
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tctgtagtga 
420 

gatcactgtg 
480 

gactgggttc 
S40 

ttatttcacc 
600 

tctctaaatt 
660 

tttcatagtt 
720 

tagcaggaca 
780 

ggctatctct 
840 

tctccaattt 
900 

cctgaaaggg 
960 

cataagcagt 
1020 

gtccaagtac 
1080 

taagtagcca 
1140 

taacttctcc 
1200 

caggattttc 
1260 

cttcccaggt 
1320 

gacttaatag 
1380 

aacgttccaa 
1440 

ggaaatgccc 
1500 

ctagaagttt 
1560 

tttcctgctc 
1620 

ccataaaatg 
1680 

agttttattt 
1740 

gtgatgcaat 
1752 



ctgctctaat 
acttccattt 
aatctttatt 
tggactgaga 
ttctttacaa 
ggattctact 
gcaagctgga 
gctacatcta 
aatccgaggt 
tctctgttta 
ctccaaataa 
agcatcttga 
cactttttgg 
aagaacttta 
agtttgccct 
cctataaggc 
agaagtcatt 
ttcgtaaaag 
aatagctgga 
tctttcccat 
ccgaagccta 
ataaatttta 
atttatttat 
ct 



agaatatccc 
acatgtattt 
ctggaagctt 
ggctctccaa 
caatcagttt 
cccatttcaa 
tcaaaattat 
tgttctccac 
actctttgta 
taaatccgta 
tcataacgaa 
acttccttat 
taaaaaggta 
aaaaactgag 
acagcagtgt 
aaagtaggtc 
attttcgata 
actatttctg 
atttcccaca 
tcttctattt 
aagaaattta 
agtatattta 
ttgagacaga 



ttacaacttt 
ggcaagattt 
caccgtattt 
agccagtaac 
ttttaatttc 
cagagatgtc 
tttcctgctc 
tacttgtact 
ttttaatggg 
catctgcacc 
gaataactgc 
gtgtatcata 
gttcgtgaaa 
gacacaaccc 
accactgttg 
ttcgatgtaa 
gaaaagcatt 
gcaaatttag 
tggtctccat 
ccttttgact 
acaaattata 
tctttagtca 
gtctcgctct 



gtggcagtta 
tagagtattt 
ttcctgattt 
ttcccctgga 
acaaggcctg 
atgattatcc 
tttcttgaag 
aacatagtca 
tggaattgga 
acagaactgt 
cctgcattca 
cacaaagtca 
aggtttttct 
cagtttttca 
tactttctgc 
ggtaggtctg 
acactgaggc 
aatttgctga 
acaagttgga 
agcttcttct 
ctattattat 
aaaaggcaat 
gtcccccagg 



atttctggat 
tcttttaatg 
tctataaacc 
ctccttggtt 
cgaattctaa 
aagatcattt 
gaagagggca 
cacttcaatt 
aattctgggg 
ggaaaatgta 
tggataggct 
caaagaccct 
tccaatggat 
gcacagttat 
ctcagcgctg 
cgatggggag 
atcagaagac 
gctaaacaaa 
gctgcttgag 
gcttcttttc 
tcagagggta 
caactgtcct 
ctgtagtgca 



<210> 2656 

<211> 493 

<212> PRT 

<213> Homo sapiens 
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<400> 2656 
Met Glu Thr Met 
1 

Ala Gin Gin lie 
20 

Arg Cys Leu Leu 
35 

Thr Ser Leu Leu 
50 

Pro Thr Leu Pro 
65 

Gin Gin Trp Tyr 

Ala Glu Lys Leu 
100 

Val Asn Pro Leu 
115 

Lys Val Trp Leu 
130 

Lys Glu Val Gin 
145 

Ala Val lie Leu 

Pro Gin Phe Cys 
180 

Gin Ala Pro Glu 
195 

Arg He Lys Leu 
210 

Gly Glu His Arg 
225 

Glu Gin Glu Asn 

Leu Asp Asn His 
260 

Glu He Arg He 
275 

Lys Glu Asn Leu 
290 

Gly Glu Pro Leu 
305 

Lys Tyr Gly Glu 

Glu Asn Thr Leu 
340 

Asp His Pro Glu 
355 

Glu Gin Ser Leu 
370 

Ala Lys Lys Lys 
385 

Glu Asn Leu Gin 
Ser Tyr Lys Pro 



Trp 


Glu 


He Pro 


5 






Leu 


Asn 


Leu Pro 


Met 


Pro Gin Cys 






40 


Ser 


Pro 


Pro His 






55 


Tyr 


Arg 


Thr Trp 




70 




Thr 


Ala 


Val Gly 


85 






Gly 


Leu 


Cys Pro 


Glu 


Glu 


Lys Pro 






120 


Leu 


Lys 


Gly Leu 






135 


Asp 


Ala 


Val Leu 




150 




Arg 


Tyr 


Asp Tyr 


165 






Gly 


Ala 


Asp Val 


Phe 


Pro 


He Pro 






200 


Glu 


Lys 


Leu Lys 






215 


Cys 


Ser 


Arg Asp 




230 




Asn 


Phe 


Asp Pro 


245 






Asp 


He 


Ser Val 


Arg 


Arg 


Pro Cys 






280 


Glu 


Lys 


Pro Arg 






295 


Ser 


Pro Gly Glu 




310 




Ala 


Ser 


Arg He 


325 






Lys 


Ser Cys Gin 


He 


Asn Cys His 






360 


Gin 


Ser 


His Lys 






375 


Lys 


Lys 


Lys Lys 




390 




Arg 


Lys 


Arg Glu 



405 

Glu lie Gin Asn 



Ala He Gly His 
10 

Glu He Val Phe 
25 

Asn Ala Phe Leu 

Arg Arg Pro Thr 
60 

Glu Ala Ala Leu 
75 

Gin Thr Glu Asn 
90 

Gin Phe Phe Lys 
105 

Phe His Glu Leu 

Cys Asp Phe Val 
140 

Gly Gin Pro He 
155 

Leu Glu Thr Ala 
170 



Arg 


He Tyr Lys 


185 




Pro 


He Lys He 


Cys 


Asp Tyr Val 




220 


Ser 


Leu Pro Ser 




235 


Ala 


Cys Cys Pro 




250 


Glu 


Met Gly Val 


265 




Glu 


He Lys Lys 


Ser 


Pro Gly Glu 




300 


He 


Arg Phe He 




315 


Lys 


He Glu Pro 



330 

He His Val Asn 
345 

Lys Val Val Arg 

Lys Leu Lys Leu 
380 

Lys Lys Leu Lys 
395 

Gly Leu His Ser 
410 

Lys Leu Leu He 



Phe Leu Cys Leu 
15 

Tyr Glu Leu Glu 
30 

Ser Lys He Met 
45 

Leu His Arg Arg 

Arg Gin Lys Val 
60 

Pro Asp Asn Cys 
95 

Val Leu Gly Glu 
110 

Pro Phe Tyr Gin 
125 

Tyr Asp Thr His 

His Glu Cys Arg 
160 

Tyr Val His Phe 
175 

Gin Arg Pro Phe 
190 

Gin Arg Val Pro 
205 

Ser Thr Ser Asn 

Ser Phe Lys Lys 
240 

Ala Lys Met He 
255 

Lys Ser Asn Tyr 
270 

Thr Asp Cys Cys 
285 

Val Thr Gly Phe 

Glu Asn Gin Glu 
320 

Ser Pro Leu Lys 
335 

Gly Ser His Ser 
350 

Asp He Leu Leu 
365 

Thr Lys Met Arg 

Asp Val Leu Asn 
400 

Leu Ala Phe Lys 
415 

He Lys Lys Lys 
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420 

Ala Lys His Lys Lys 
435 

Ala He Thr Lys Lys 
450 

Glu Phe Gin Leu He 
465 

Thr Lys He Glu Asn 

485 

• 

<210> 2657 

<211> 972 

<212> DNA 

<213> Homo sapiens 



425 

His Lys Ser Gly Lys Lys 
440 

Arg Lys Thr Val He Lys 
455 

Cys Thr Asn Leu Asp Glu 
470 475 
Glu Leu Lys Asp Leu Glu 

490 



430 

Ser Val Ser Lys Lys 
445 

Ser Pro Thr Val Pro 
460 

Leu Arg Glu Leu lie 

480 

Lys Lys 



<400> 26S7 

nnctcgagct ctccccgccc accgtctggt ttatattctg ttataaatgg ggaggcctcc 
60 

agggggtcag agaccacagc ccagtagcct gggacaagcc gcccagtccc tctggtctct 
120 

gtcctgttgt ctaagggcca aggggcagta gcccctcctc caggggccct gagcacagag 
180 

gcgtcagatc agagttgcca tcttcaactt gatatgcccc ccacatccca gcagctctgt 
240 

gggcccaggc tactggcatc cacatgactc ccagggcctg agtccacact gcctgaggac 
300 

aggagcctca aaactgaaat gcacgtgctt cggaccagcc atccgtgcct gacaatgtcc 
360 

tatggaaaca cccacacgtg tgcagatcgc tgcaatgaaa gggtccgtca tggggttggg 
420 

taattccagc tgggaccgcc taggagcgcc atgcagctgt gggaacaagg ttgctgtcca 
480 

cacagacatg aagggattcc ccgtggaatg aggttagaaa aggaagggca agagtggacg 
540 

tataagatgc cccatgctgt gtgaaaactg ccatgagaga gagacggagg aagggggaga 
600 

aagtgggaga cagagaccaa catctgcact gcctgtgcct gccacactct cccctcgggg 
660 

ccagagggtg gcctctgggg aggggctggc gagaggggat gccaggcctg ggctgcagca 
720 

gacttgggtg gtcatggagg atccatgcca tcaacggcag gctggggtgc cctccccggg 
780 

ccagcaccaa gcatgcatgg ttggtgatgt ggaacttacg cagagcgcgg cggctgggca 
840 

ggcggctgtg caggggctgg gcatggatat acagggctcg gtagaactcc tggcagtccc 
900 

gctccccgct ccgctgcagg tggctcagga ggtcacagag ccgcacacgc aaggatgcct 
960 

tggggttccg ga 
972 

<210> 2658 
<211> 76 
<212> PRT 
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<213> Homo sapiens 
<400> 2658 

Glu Arg Asp Gly Gly Arg Gly Arg Lys Trp Glu Thr Glu Thr Asn lie 

15 10 15 

Cys Thr Ala Cys Ala Cys His Thr Leu Pro Ser Gly Pro Glu Gly Gly 

20 25 30 

Leu Trp Gly Gly Ala Gly Glu Arg Gly Cys Gin Ala Trp Ala Ala Ala 

35 40 45 

Asp Leu Gly Gly His Gly Gly Ser Met Pro Ser Thr Ala Gly Trp Gly 

50 55 60 

Ala Leu Pro Gly Pro Ala Pro Ser Met His Gly Trp 
65 70 75 

<210> 2659 
<211> 691 
<212> DNA 

<213> Homo sapiens 
<400> 2659 

actagtgaaa gaaacggaag caagatttcc agatgtagca aatgggttta ttacggaaat 
60 

aattcatttt aagaattatt atgatctgaa tgtgaggctg aagaggaaca gaaaagaaag 
120 

aatggagaga acaccttcaa acgcattgga cccccgctgg agaagcctgt ggagaaggtg 

180 

cagagggtgg aggccctccc gaggcccgtt ccgcagaacc tgccacagcc acagatgcca 
240 

ccctatgcct tcgcgcaccc acccttcccc ctgcctcccg tgcggcctgt gttcaacaac 
300 

ttcccactca acatggggcc tatcccagcc ccgtacgtgc cccctctgcc caacgtgcgg 
360 

gtcaactatg acttcggtcc catccacatg cccctggagc acaacctgcc catgcacttt 
420 

ggcccccagc cgcggcatcg cttctgatgg ccccgaatcc ccattgagca gcacaaagcc 
480 

cgtttggggt aggagtgtgg atggagaacc ctcccccaag gctggtgtct gtaccattgc 
540 

atcctaagtc agcttgaagg gtaggctggt tttcttccca cccctttcct agaagggcta 
600 

ctgctcctgg aagagtggac ggatccataa taaagacgtc ccaaatggtg aaaaaaaaaa 
660 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
691 

<210> 2660 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 2660 

Ser Glu Cys Glu Ala Glu Glu Glu Gin Lys Arg Lys Asn Gly Glu Asn 

15 10 15 

Thr Phe Lys Arg lie Gly Pro Pro Leu Glu Lys Pro Val Glu Lys Val 
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20 25 30 

Gin Arg Val Glu Ala Leu Pro Arg Pro Val Pro Gin Asn Leu Pro Gin 

35 40 45 

Pro Gin Met Pro Pro Tyr Ala Phe Ala His Pro Pro Phe Pro Leu Pro 

50 55 60 

Pro val Arg Pro Val Phe Asn Asn Phe Pro Leu Asn Met Gly Pro lie 
65 70 75 80 

Pro Ala Pro Tyr Val Pro Pro Leu Pro Asn Val Arg Val Asn Tyr Asp 

85 90 95 

Phe Gly Pro He His Met Pro Leu Glu His Asn Leu Pro Met His Phe 

100 105 110 

Gly Pro Gin Pro Arg His Arg Phe 
115 120 



<210> 2661 

<211> 1395 

<212> DNA 

<213> Homo sapiens 



<400> 2661 

ctagttgatc agcaagtttg gaaaatagaa 
60 

tgtattggaa aagatgcacc gattgctctt 
120 

gaattagaca gattttctgt tttgaatagc 
180 

aatcaccgat ctcttatact cctggatgaa 
240 

gggtgtcctt taagaataat gatcaacata 
300 

aatttggatc tcttcaaggg acttgcagat 
360 

ttcagaaaag ttctttttat cctcatttta 
420 

ttaatggacc tgtttatgaa gagaatagta 
480 

attctatcta ttcttcatac ttactcttct 
540 

gaacagttcg tggaagttat ggctagtgct 
600 

gaaaacttat tggatgcagt atattcattt 
660 

tttaatcagc ttctgcaaaa agacatcatc 
720 

aatgcttaca agctgcatac tttggatact 
780 

agggacatag ccttgtcact cccacagctg 
840 

gcaaaggtgg cagaggtgct gagcagcctt 
900 

gtgcacttgc cacacaatta tcatattgat 
960 

caagtgctac cactttctga tgtggataca 
1020 



gatgtcttca cattacaagt tgtgatgaag 
aagaggaaac tggagatgaa agccttgagg 
caacacatgt ttgaagtact agctgccatg 
tgcagtaagg tggtcctaga taatatccat 
ttgcagtcct gcaaagacct ccagtaccat 
tatgtggctg caactttcga catctggaag 
tttgaaaacc ttggctttcg acctgttggt 
gaggatcctg aatccctaaa catgaaaaac 
ctcaatcatg tctacaaatg ccagaacaaa 
ctgactggtt atcttcacac tatttcttct 
tgcttgatga attactttcc cctggctcct 
agtgagctgc tgacatcaga tgacatgaag 
tgtctaaaac ttgatgatac tgtctatctg 
ccgcgggagc tgccatcgtc acatacaaat 
ctgggaggtg aaggacactt ctcaaaggat 
tttgaaatca gaatggacac taacaggaat 
acttctgcta cagatattca aagagtagct 
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gtgctatgtg tttccagatc tgcttattgt ttgggttcaa gccaccccag aggattcctt 
1080 

gctatgaaaa tgcggcattt gaatgcaatg ggttttcatg tgatcttggt caataactgg 
1140 

gagatggaca aactagagat ggaagatgca gtcacatttt tgaagactaa aatctattca 
1200 

gtagaagctc ttcctgttgc tgctgtaaat gtgcaaagca cacaataaag tgaaaatcaa 
1260 

ccttttcata ttaggagaca tgcatttgta aaaattaata aagatgacaa gtcagttgtc 
1320 

aatggaattg agctatctgc taagacaaaa aatgttacct cagttcacta ttaaaattaa 
1380 

ttttaggagt ggaaa 
1395 

<210> 2662 

<211> 415 

<212> PRT 

<213> Homo sapiens 



<4O0> 2662 



Leu 


Val 


Asp Gin Gin Val 


Trp Lys 


He 


Glu Asp Val Phe Thr Leu Gin 


1 








5 










10 IS 


Val 


Val 


Met 


Lys 


Cys 


He 


Gly Lys Asp Ala Pro He Ala Leu Lys Arg 








20 










25 


30 


Lys 


Leu 


Glu 


Met 


Lys 


Ala 


Leu 


Arg 


Glu 


Leu Asp Arg Phe Ser Val Leu 






35 










40 




45 


Asn 


Ser 


Gin 


His 


Met 


Phe 


Glu 


Val 


Leu 


Ala Ala Met Asn His Arg Ser 




50 










55 






60 


Leu 


lie 


Leu 


Leu Asp Glu 


Cys 


Ser 


Lys 


Val Val Leu Asp Asn He His 


65 










70 








75 80 


Gly Cys 


Pro 


Leu 


Arg 


He 


Met 


He 


Asn 


He Leu Gin Ser Cys Lys Asp 










85 










90 95 


Leu 


Gin 


Tyr 


His 


Asn 


Leu 


Asp 


Leu 


Phe 


Lys Gly Leu Ala Asp Tyr Val 








100 










105 


110 


Ala 


Ala 


Thr 


Phe 


Asp 


He 


Trp 


Lys 


Phe 


Arg Lys Val Leu Phe He Leu 






115 










120 




125 


lie 


Leu 


Phe 


Glu 


Asn 


Leu 


Gly Phe Arg Pro Val Gly Leu Met Asp Leu 




130 










135 






140 


Phe 


Met 


Lys Arg 


He 


Val 


Glu Asp Pro Glu Ser Leu Asn Met Lys Asn 


145 










150 








155 160 


He 


Leu 


Ser 


He 


Leu 


His 


Thr Tyr Ser Ser Leu Asn His Val Tyr Lys 










165 










170 175 


Cys 


Gin 


Asn 


Lys 


Glu 


Gin 


Phe 


Val 


Glu 


Val Met Ala Ser Ala Leu Thr 








180 










185 


190 


Gly Tyr 


Leu 


His 


Thr 


He 


Ser Ser Glu Asn Leu Leu Asp Ala Val Tyr 






195 










200 




205 


Ser 


Phe 


Cys Leu Met Asn 


Tyr 


Phe 


Pro 


Leu Ala Pro Phe Asn Gin Leu 




210 










215 






220 


Leu 


Gin 


Lys Asp 


lie 


He 


Ser 


Glu 


Leu 


Leu Thr Ser Asp Asp Met Lys 


225 










230 








235 240 


Asn 


Ala 


Tyr 


Lys 


Leu 


His 


Thr 


Leu Asp 


Thr Cys Leu Lys Leu Asp Asp 










245 










250 255 


Thr 


Val 


Tyr 


Leu 


Arg Asp 


He 


Ala 


Leu 


Ser Leu Pro Gin Leu Pro Arg 
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260 










265 










270 






Glu 


Leu 


Pro 
275 


Ser 


Ser 


His 


Thr 


Asn 
280 


Ala 


Lys 


Val 


Ala 


Glu 
285 


Val 


Leu 


Ser 


Ser 


Leu 
290 


Leu 


Gly 


Gly 


Glu 


Gly 
295 


His 


Phe 


Ser 


Lys 


Asp 
300 


val 


His 


Leu 


Pro 


His 


Asn 


Tyr 


His 


lie 


Asp 


Phe 


Glu 


He 


Arg 


Met 


Asp 


Thr 


Asn 


Arg 


Asn 


305 










310 










315 










320 


Gin 


Val 


Leu 


Pro 


Leu 
325 


Ser 


Asp 


Val 


Asp 


Thr 
330 


Thr 


Ser 


Ala 


Thr 


Asp 
335 


He 


Gin 


Arg 


val 


Ala 
340 


val 


Leu 


Cys 


Val 


Ser 
345 


Arg 


Ser 


Ala 


Tyr 


Cys 
350 


Leu 


Gly 


Ser 


Ser 


His 
355 


Pro 


Arg 


Gly 


Phe 


Leu 
360 


Ala 


Met 


Lys 


Met 


Arg 
365 


His 


Leu 


Asn 


Ala 


Met 
370 


Gly 


Phe 


His 


Val 


He 
375 


Leu 


val 


Asn 


Asn 


Trp 
380 


Glu 


Met 


Asp 


Lys 


Leu 


Glu 


Met 


Glu 


Asp 


Ala 


Val 


Thr 


Phe 


Leu 


Lys 


Thr 


Lys 


He 


Tyr 


Ser 


385 










390 










395 










400 


Val 


Glu 


Ala 


Leu 


Pro 
405 


val 


Ala 


Ala 


Val 


Asn 
410 


Val 


Gin 


Ser 


Thr 


Gin 
415 





<210> 2663 

<211> 1024 

<212> DNA 

<213> Homo sapiens 

<400> 2663 

nngtggctgc agcggggccc gcgtggtgcc tcctgaggcg gcccccggat gaagagatct 
60 

gggaacccgg gagccgaggt aacgaacagc tcggtggcag ggcctgactg ctgcggaggc 
120 

ctcggcaata ttgattttag acaggcagac ttctgcgtta tgacccggct gctgggctac 
180 

gtggaccccc tggatcccag ctttgtggct gccgtcatca ccatcacctt caatccgctc 
240 

tactggaatg tggttgcacg atgggaacac aagacccgca agctgagcag ggccttcgga 
300 

tccccctacc tggcctgcta ctctctaagc gtcaccatcc tgctcctgaa cttcctgcgc 
360 

tcgcactgct tcacgcaggc catgctgagc cagcccagga tggagagcct ggacaccccc 
420 

gcggcctaca gcctgggcct cgcgctcctg ggactgggcg tcgtgctcgt gctctccagc 
480 

ttctttgcac tggggttcgc tggaactttc ctaggtgatt acttcgggat cctcaaggag 
540 

gcgagagtga ccgtgttccc cttcaacatc ctggacaacc ccatgtactg gggaagcaca 
600 

gccaactacc tgggctgggc catcatgcac gccagcccca cgggcctgct cctgacggtg 
660 

ctggtggccc tcacctacat aatggctctc ctatacgaag agcccttcac cgctgagatc 
720 

taccggcaga aagcctccgg gtcccacaag aggagctgat tgagctgcaa cagctttgct 
780 

gaaggcctgg ccagcctccc tcgtgcccca agtggcaggc cctgcgcagg gcgagaatgg 
840 
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tgcctgctgc tcagggcctc ccccggcgtg ggctgcccca gtgccttgga acctgctgcc 
900 

ttggggaccc tggacgtgcc gacatatggc cattgagctc caacccacac attcccattc 
960 

accaataaag gcaccctgac cccaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1020 

aaaa 

1024 

<210> 2664 

<211> 199 

<212> PRT 

<213> Homo sapiens 



<400> 2664 



Met 


Thr 


Arg Leu Leu Gly Tyr 


Val 


Asp 


Pro 


Leu Asp 


Pro 


Ser 


Phe 


Val 


l 






5 








10 










15 




Ala 


Ala 


Val lie 


Thr 


lie Thr 


Phe 


Asn 


Pro 


Leu 


Tyr 


Trp 


Asn 


Val 


Val 






20 








25 










30 






Ala 


Arg 


Trp Glu 


His 


Lys Thr 


Arg 


Lys 


Leu 


Ser 


Arg 


Ala 


Phe 


Gly 


Ser 






35 






40 










45 








Pro 


Tyr 


Leu Ala Cys Tyr Ser 


Leu 


Ser 


Val 


Thr 


He 


Leu 


Leu 


Leu 


Asn 




50 






55 










60 










Phe 


Leu 


Arg Ser 


His 


Cys Phe 


Thr 


Gin 


Ala 


Met 


Leu 


Ser 


Gin 


Pro 


Arg 


65 








70 








75 










80 


Met 


Glu 


Ser Leu Asp 


Thr Pro 


Ala 


Ala 


Tyr 


Ser 


Leu 


Gly 


Leu 


Ala 


Leu 








85 








90 










95 




Leu 


Gly 


Leu Gly Val Val Leu 


Val 


Leu 


Ser 


Ser 


Phe 


Phe 


Ala 


Leu 


Gly 






100 








105 










110 






Phe 


Ala 


Gly Thr 


Phe 


Leu Gly 


Asp 


Tyr 


Phe 


Gly 


He 


Leu 


Lys 


Glu 


Ala 






115 






120 










125 








Arg 


Val 


Thr Val 


Phe 


Pro Phe 


Asn 


He 


Leu 


Asp 


Asn 


Pro 


Met 


Tyr 


Trp 




130 






135 










140 










Gly 


Ser 


Thr Ala 


Asn 


Tyr Leu 


Gly 


Trp 


Ala 


He 


Met 


His 


Ala 


Ser 


Pro 


145 








150 








155 










160 


Thr 


Gly 


Leu Leu 


Leu 


Thr Val 


Leu 


Val 


Ala 


Leu 


Thr 


Tyr 


He 


Met 


Ala 








165 








170 










175 




Leu 


Leu 


Tyr Glu 


Glu 


Pro Phe 


Thr 


Ala 


Glu 


He 


Tyr 


Arg 


Gin 


Lys 


Ala 






180 








185 










190 






Ser 


Gly 


Ser His 


Lys Arg Ser 





















195 

<210> 2665 

<211> 720 

<212> DNA 

<213> Homo sapiens 

<400> 2665 

nnccgcgggc atgtctgtgt gtatgtgtgt gtgtgcacgc gcgtgcatgc atgcatgctg 
60 

cgaggggagg aagggaagcg tggaaggggg gagagagttg ttgtctagcc tctgagagca 
120 

gcgccaatgc gaagcgttgc agtcgcttga ctcacctgag gctctccaag gataccttca 
180 
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atgcctgcac tgtaagggag ctgcttttcc cgggtgctgg cgagaacgga agccttcctt 
240 

tgacgttttt ctaaacatgg gatgcagtct gtgcagcctg cagaagcaag aggagcagta 
300 

caaattactt atgaagtttg tcaggtcaac ggcagagact tatccagagc aactcatgac 
360 

caggctgtgg aagctttcaa gacagccaag gagcccatag tggtgcaggt gttgagaaga 
420 

acaccaagga ccaaaatgtt cacgcctcca tcagagtctc agctggtgga cacgggaacc 
480 

caaaccgaca tcacctttga acatatcatg gccctcacta agatgtcctc tcccagccca 
540 

cccgtgctgg atccctatct cttgccagag gagcatccct cagcccatga atactacgat 
600 

ccaaatgact acattggaga catccatcag gagatggaca gggaggagct ggagctggag 
660 

gaagtggacc tctacagaat gaacagccag gacaagctgg gcctcactgt gtgctaccgg 
720 

<210> 2666 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 2666 



Met 


Gin 


Ser Val 


Gin 


Pro 


Ala 


Glu 


Ala 


Arg 


Gly Ala 


val 


Gin 


He 


Thr 


1 






5 










10 










15 




Tyr 


Glu 


Val Cys 


Gin 


val 


Asn 


Gly 


Arg 


Asp 


Leu 


Ser 


Arg 


Ala 


Thr 


His 






20 










25 










30 






Asp 


Gin 


Ala Val 


Glu 


Ala 


Phe 


Lys 


Thr 


Ala 


Lys 


Glu 


Pro 


He 


Val 


val 






35 








40 










45 








Gin 


Val 


Leu Arg 


Arg 


Thr 


Pro 


Arg 


Thr 


Lys 


Met 


Phe 


Thr 


Pro 


Pro 


Ser 




50 








55 










60 










Glu 


Ser 


Gin Leu 


Val 


Asp 


Thr 


Gly 


Thr 


Gin 


Thr 


Asp 


He 


Thr 


Phe 


Glu 


65 








70 










75 










80 


His 


He 


Met Ala 


Leu 


Thr 


Lys 


Met 


Ser 


Ser 


Pro 


Ser 


Pro 


Pro 


Val 


Leu 








85 










90 










95 




Asp 


Pro 


Tyr Leu 


Leu 


Pro 


Glu 


Glu 


His 


Pro 


Ser 


Ala 


His 


Glu 


Tyr 


Tyr 






100 










105 










110 






Asp 


Pro 


Asn Asp 


Tyr 


He 


Gly 


Asp 


He 


His 


Gin 


Glu 


Met 


Asp 


Arg 


Glu 






115 








120 










125 








Glu 


Leu 


Glu Leu 


Glu 


Glu 


Val 


Asp 


Leu 


Tyr 


Arg Met 


Asn 


Ser 


Gin 


Asp 




130 








135 










140 










Lys 


Leu 


Gly Leu 


Thr 


Val 


Cys 


Tyr 


Arg 

















145 150 

<210> 2667 
<211> 289 
<212> DNA 

c213> Homo sapiens 
<400> 2667 

nccatgggga atgggatgaa caagatcctg cccggcctgt acatcggcaa cttcaaagat 
60 
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gccagagacg cggaacaatt gagcaagaac aaggggaacc ctttttctgt ttgtccccga 
120 

tgggtgccag gcctatgttg gaggacaaga catttcaaag aaagtattaa attcattcac 
180 

gagtgccggc tccgcgggga gagctgcctt gtacactgcc tggccggggt ctccaggagc 
240 

gtgacactgg tgatcgcata catcatgacc gtcactgact ttggctggg 
289 

<210> 2668 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 2668 














Xaa Met Gly 


Asn 


Gly Met Asn Lys lie Leu 


Pro 


Gly Leu 


Tyr 


He Gly 


1 




5 10 








15 


Asn Phe Lys 


Asp 


Ala Arg Asp Ala Glu Gin Leu 


Ser Lys 


Asn 


Lys Gly 




20 


25 






30 




Asn Pro Phe 


Ser 


Val Cys Pro Arg Trp Val 


Pro 


Gly Leu 


Cys 


Trp Arg 


35 




40 




45 






Thr Arg His 


Phe 


Lys Glu Ser lie Lys Phe 


He 


His Glu 


Cys 


Arg Leu 


50 




55 




60 






Arg Gly Glu 


Ser 


Cys Leu Val His Cys Leu 


Ala 


Gly Val 


Ser Arg Ser 


65 




70 


75 






80 


Val Thr Leu 


Val 


He Ala Tyr He Met Thr 


Val 


Thr Asp 


Phe 


Gly Trp 



85 90 95 



<210> 2669 

<211> 4285 

<212> DNA 

<213> Homo sapiens 

c400> 2669 

gcgcgccggt aaaaatggcg aaatgggggt aggcggcgct ggacctgaag agatggggcg 
60 

cgcaggtggg gcggttgtca gagccccctg acgtgggcgc cgggctttta tcggcgattt 
120 

gatctggcga cctcgggccg gcgcctaaga ggtcagactg cggagcctgc gggtcgccag 
180 

cggccccgcc gagagccgga ggcaatggat gaacagagcg tggagagcat tgctgaggtt 
240 

ttccgatgtt tcatttgtat ggagaaattg cgggatgcac gcctgtgtcc tcattgctcc 
300 

aaactgtgtt gtttcagctg tattaggcgc tggctgacag agcagagagc tcaatgtcct 
360 

cattgccgtg ctccactcca gctacgagaa ctagtaaatt gtcgttgggc agaagaagta 
420 

acacaacagc ttgatactct tcaactctgc agtctcacca aacatgaaga aaatgaaaag 
480 

gacaaatgtg aaaatcacca tgaaaaactt agtgtatttt gctggacttg taagaagtgt 
540 

atctgccatc agtgtgcact ttggggagga atgcatggcg gacatacctt taaacctttg 
600 
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gcagaaattt atgagcaaca 
660 

cgtctcatgg aactgatcag 
720 

aatgcaaaag atgagcgtgt 
780 

ttagacacac agctgaagaa 
840 

caagaaacag agcttttgga 
900 

agtaagagtg agttgatatc 
960 

cggaagccca tggcatcttt 
1020 

gtgccatctt acgattcagc 
1080 

gcagatcctg tttacagtcc 
1140 

tacccagatg gaaatggagt 
1200 

gctggcttgc ctgaaacttc 
1260 

aatgatccta caaaaaatat 
1320 

tggggctata atagattttt 
1380 

caaaatgata cagtgatttt 
1440 

cgggaccagc attggtacat 
1500 

ataaacaacc ttaaagagag 
1560 

ttgtcaccac cagataacca 
1620 

aagaagtctg catgctctga 
1680 

gaggccaaag aggatgaaga 
1740 

ctttcagatg gagatctgga 
1800 

ggcagcagtt cctctgctag 
I860 

gaagaaacta tgtctggaga 
1920 

gaactcatgg aagatgcagc 
1980 

tccagtagta gaatatcaag 
2040 

gacattgatc cattaatttt 
2100 

aatttgtggg gcttacagcc 
2160 

tctcgaaaag ataaagacca 
2220 



cgtcactaaa gtgaatgaag 
cttagttcaa gaagtggaaa 
tcgggaaatt aggaatgcag 
taagcccata acactgatgg 
atccttactt caggaggtgg 
taagagctca gagatcctta 
tgttaccact cctgttccac 
tacttttgtt ttagagaatt 
acctcttcaa gtttcaggac 
tgtgcgaggt tactacttat 
taaatatgaa tatcgtgtag 
cattcgagaa tttgcatctg 
ccgtttggac ttactcgcaa 
aaggtttcag gtacgttcac 
tactcagttg gaagctgcac 
acttactatt gagctgtctc 
tcttagcccc caaaatgatg 
catgcttctc gaaggtggtc 
agatgaggag aagattcaga 
tctggatctt gtttatgagg 
ttccacagca acaagtaata 
aaatgatgtg gaatataaca 
tgctgcagga cccgcaggta 
aagaacacat ttatgctccg 
aatacatttg ttggacctta 
tcgcccacct gcttcacttc 
aaggaagcaa caggcaatgt 



aggtagccaa acttcgtcgg 
ggaatgtaga agctgtaaga 
tggagatgat gattgcacgg 
gtcagaagac atctctaacc 
agcaccagtt gcggtcttgt 
tgatgtttca gcaagttcat 
cagactttac cagtgaatca 
tcagcacttt gcgtcagaga 
tttgctggag gttaaaagtt 
ctgtgtttct ggagctctca 
agatggttca ccagtcctgt 
actttgaagt tggagaatgc 
atgaaggata cttgaatcca 
caactttctt tcaaaaatcc 
agactagtta tatccaacaa 
gaactcagaa gtcaagagat 
atgctctgga gacacgagct 
ctactacagc ttctgtaaga 
atgaagatta tcatcacgag 
atgaagtaaa tcagctcgat 
cagaagaaaa tgatattgat 
acatggaatt agaagaggga 
gtagccatgg ttatgtgggt 
ctgctaccag tagtttacta 
aggaccggag cagtatagaa 
tgcagcccac agcatcacat 
ggcgagtgcc ctctgattta 
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aagatgctaa aaagactcaa 
2280 

aagaatacac Cttcagaaat 
2340 

cttttttctg ctgaccaggc 
2400 

caggatttgg gaatggaact 
2460 

tccacaaata agaagagtaa 
2520 

tcacttcgaa gagcagtgga 
2580 

ctgtctgaag gctccccagg 
2640 

ttgatacatg gcagtatcgg 
2700 

ttggattcag atgctgttgt 
2760 

aggaaaatgg tcaccttggg 
2820 

actgatttgg aaaataattc 
2880 

tcagctgccc ctgaagaagg 
2940 

gaggagcagg aagagcatac 
3000 

cagcccccgg atgaagatac 
3060 

gatctcagct tcaatacaga 
3120 

cttgcaagct accttgaccc 
3180 

agataatcag atttggtctt 
3240 

tgttggaagg tggcacagtt 
3300 

gaagagttct ttgtaatgta 
3360 

gtacattcac aaaaggcagt 
3420 

gtacctccag gccctgcatg 
3480 

ggctagagct tagttgtgtt 
3540 

cattagtgcc tgtagattag 
3600 

cactatgtga ataactgaag 
3660 

tctcacttgt tcaagtacag 
3720 

ttctacaaat gttattttaa 
3780 

tgtagacacg tgtaagatta 
3840 



aactcaaatg gccggagttc 

aaaaagcagc agtgctgctt 

agctctggct gcatgtggaa 

cctggcaaag tcatcagttg 

ttcgcccaag ccagctcgat 

ccctggagaa aatagtcgtt 

aagctctcag tctgggagca 

tgatattctg cccaaaactg 

ggttgcagtt ttcagtggct 

ggctaatgct aaaggaggtc 

■ 

tgaaactgga gagttacagc 
aatgagtagc gacagtgaca 
cagtgtgggc gggtttcacg 
acattccagt tttcctgatg 
tgaaaatagt ggaaggtaat 
tgaattttgc tgtagttggt 
atttcttcat tatctcgacc 
tagtctaaga cagcagtagt 
aggaaataac aatgtagttc 
ttgtctacta cagcagaagg 
ccgtcagtaa cccgcccggc 
taaataatca tctttatatt 
tgaacagaaa attgctttgg 
taacactaga ctgaatctcc 
gcacactgtt caaccgcatg 
atgaaattaa gttaacatgg 
tttaaaattc tttcattttt 



gatgtatgaa 


aactgatgta 


ctggagacat 


gcagacaagc 


ctgaaaactc 


tggcagattg 


ccaattgtta 


catacgaaac 


ccagtgtagc 


aggtagtcta 


caaagggaga 


ctgtcagact 


ggcacagttc 


tccccgagcc 


aagaccggca 


gtgtaaagct 


tgcctgcggt 


tgagaaaagg 


atctggaagg 


actgcagatg 


ctgtactacc 


tgaaggagct 


ttgaatgtga 


cactgagaat 


actccttcat 


ggtcatgaca 


gtgaacaaat 


aggccctgaa 


tgccaaatca 


agagaactga 


gctcaaattt 


gtcatcagtc 


tgaaatagta 


atttggaaac 


acatgggaaa 


aacagtatgg 


tctattaatt 


tagcaaattt 


ctggttaact 


gccagaaaat 


attggtgctc 


tactgtcttt 


tggggtttta 


attacagttc 


aagagattct 


gccctgtaga 


tttttggagt 


atgtatcttc 


gtatctttct 


gttgtgtgac 


attcattacg 


ttcctggccc 


ttctgcctct 


tactatacga 
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ctgtagtgca acaaatattt taaagccccc ttttcttctt tattttcatt agttgtacat 
3900 

tgatttcagt gtcaacacat ttaaagattc attcatgttg cacagtggct tacatgaacg 
3960 

tgaaactgtg atataaggtt ttctttcata ctcataatta gcccaaaaca gttgccaaac 
4020 

tttgccattg tgctcctgca tttgtgtttg agctgctata tatttgtgga aattacactg 
4080 

aaagttgact aagagactat tgaaaaagca tgaataatta aatatacatg tgagagacat 
4140 

ctcatctgct gtattttact tagtgaatat tgttcactct tccgtgtctg acgtcttgct 
4200 

gaatgctgtg actcatagtt tacttttgtt caaaatagtt tgcacttttt gttaataaaa 
4260 

tcaacttgag aaaaaaaaaa aaaaa 
4285 

<210> 2670 
<211> 979 
<212> PRT 

<213> Homo sapiens 
<400> 2670 



Ala 


Glu 


Pro 


Ala 


Gly 


Arg 


Gin 


Arg 


Pro 


Arg 


Arg 


Glu 


Pro 


Glu 


Ala 


Met 


l 








5 










10 










15 




Asp 


Glu 


Gin 


Ser 


Val 


Glu 


Ser 


He 


Ala 


Glu 


Val 


Phe 


Arg 


Cys 


Phe 


He 








20 










25 










30 






Cys 


Met 


Glu 


Lys 


Leu 


Arg 


Asp 


Ala 


Arg 


Leu 


Cys 


Pro 


His 


Cys 


Ser 


Lys 






35 










40 










45 








Leu 


Cys 


Cys 


Phe 


Ser 


Cys 


He 


Arg 


Arg 


Trp 


Leu 


Thr 


Glu 


Gin 


Arg 


Ala 




50 










55 










60 










Gin 


Cys 


Pro 


His 


Cys 


Arg 


Ala 


Pro 


Leu 


Gin 


Leu 


Arg 


Glu 


Leu 


Val 


Asn 


65 










70 










75 










80 


Cys 


Arg 


Trp 


Ala 


Glu 


Glu 


Val 


Thr 


Gin 


Gin 


Leu 


Asp 


Thr 


Leu 


Gin 


Leu 










85 










90 










95 




Cys 


Ser 


Leu 


Thr 


Lys 


His 


Glu 


Glu 


Asn 


Glu 


Lys 


Asp 


Lys 


Cys 


Glu 


Asn 








100 










105 










110 






His 


His 


Glu 


Lys 


Leu 


Ser 


Val 


Phe 


Cys 


Trp 


Thr 


Cys 


Lys 


Lys 


Cys 


He 






115 










120 










125 








Cys 


His 


Gin 


Cys 


Ala 


Leu 


Trp 


Gly 


Gly 


Met 


His 


Gly 


Gly 


His 


Thr 


Phe 




130 










135 










140 










Lys 


Pro 


Leu 


Ala 


Glu 


He 


Tyr 


Glu 


Gin 


His 


Val 


Thr 


Lys 


Val 


Asn 


Glu 


145 










150 










155 










160 


Glu 


Val 


Ala 


Lys 


Leu 


Arg 


Arg 


Arg 


Leu 


Met 


Glu 


Leu 


He 


Ser 


Leu 


Val 










165 










170 










175 




Gin 


Glu 


Val 


Glu 


Arg 


Asn 


Val 


Glu 


Ala 


Val 


Arg 


Asn 


Ala 


Lys 


Asp 


Glu 








180 










185 










190 






Arg 


Val 


Arg 


Glu 


He 


Arg 


Asn 


Ala 


Val 


Glu 


Met 


Met 


He 


Ala 


Arg 


Leu 






195 










200 










205 








Asp 


Thr 


Gin 


Leu 


Lys 


Asn 


Lys 


Leu 


He 


Thr 


Leu 


Met 


Gly 


Gin 


Lys 


Thr 




210 










215 










220 










Ser 


Leu 


Thr 


Gin 


Glu 


Thr 


Glu 


Leu 


Leu 


Glu 


Ser 


Leu 


Leu 


Gin 


Glu 


Val 


225 










230 










235 










240 


Glu 


His 


Gin 


Leu 


Arg 


Ser 


Cys 


Ser 


Lys 


Ser 


Glu 


Leu 


He 


Ser 


Lys 


Ser 
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Ser Glu 

Ser Phe 

Pro Ser 
290 
Arg Gin 
30S 

Leu Cys 

Gly Tyr 

Thr Ser 

Asp Pro 
370 
Gly Glu 
385 

Asn Glu 

Gin Val 

Tyr lie 

Asn Asn 
450 
Ser Arg 
465 

Asp Ala 

Leu Glu 

Glu Glu 

Ser Asp 
530 
Gin Leu 
545 

Thr Glu 

Val Glu 

Ala Ala 

Ser Ser 
610 
Ser Leu 
625 

Lys Asp 
Pro Ala 
Asp Gin 



lie Leu 
260 
Val Thr 
275 

Tyr Asp 

Arg Ala 

Trp Arg 

Tyr Leu 
340 
Lys Tyr 
355 

Thr Lys 

Cys Trp 

Gly Tyr 

Arg Ser 
420 
Thr Gin 
435 

Leu Lys 

Asp Leu 

Leu Glu 

Gly Gly 
500 
Asp Glu 
515 

Gly Asp 

Asp Gly 

Glu Asn 

Tyr Asn 
580 
Ala Ala 
595 

Arg lie 

Leu Asp 

Arg Ser 

Ser Leu 
660 
Arg Lys 



245 

Met Met Phe 

Thr Pro Val 

Ser Ala Thr 
295 

Asp Pro Val 

310 
Leu Lys Val 
325 

Ser Val Phe 

Glu Tyr Arg 

Asn lie lie 
375 

Gly Tyr Asn 

390 
Leu Asn Pro 
405 

Pro Thr Phe 

Leu Glu Ala 

Glu Arg Leu 
455 

Ser Pro Pro 

470 
Thr Arg Ala 
485 

Pro Thr Thr 

Glu Lys lie 

Leu Asp Leu 
535 

Ser Ser Ser 
550 

Asp lie Asp 
565 

Asn Met Glu 

Gly Pro Ala 

Ser Arg Arg 
615 

lie Asp Pro 

630 
Ser He Glu 
645 

Leu Gin Pro 
Gin Gin Ala 



Gin Gin 
265 
Pro Pro 
280 

Phe Val 

Tyr Ser 

Tyr Pro 

Leu Glu 
345 
Val Glu 
360 

Arg Glu 

Arg Phe 

Gin Asn 

Phe Gin 
425 
Ala Gin 
440 

Thr He 

Asp Asn 

Lys Lys 

Ala Ser 
505 
Gin Asn 
520 

Asp Leu 

Ser Ala 

Glu Glu 

Leu Glu 
585 
Gly Ser 
600 

Thr His 

Leu He 

Asn Leu 

Thr Ala 
66S 
Met Trp 



250 

Val His 

Asp Phe 

Leu Glu 

Pro Pro 
315 
Asp Gly 
330 

Leu Ser 

Met Val 

Phe Ala 

Phe Arg 
395 
Asp Thr 
410 

Lys Ser 

Thr Ser 

Glu Leu 

His Leu 
475 
Ser Ala 
490 

Val Arg 

Glu Asp 

Val Tyr 

Ser Ser 
555 
Thr Met 
570 

Glu Gly 

Ser His 

Leu Cys 

Leu He 
635 
Trp Gly 
650 

Ser Tyr 
Arg Val 



Arg Lys Pro 
270 

Thr Ser Glu 

285 
Asn Phe Ser 
300 

Leu Gin Val 

Asn Gly Val 

Ala Gly Leu 
350 

His Gin Ser 

365 
Ser Asp Phe 
380 

Leu Asp Leu 

Val He Leu 

Arg Asp Gin 
430 

Tyr He Gin 

445 
Ser Arg Thr 
460 

Ser Pro Gin 

Cys Ser Asp 

Glu Ala Lys 
510 

Tyr His His 

525 
Glu Asp Glu 
540 

Thr Ala Thr 

Ser Gly Glu 

Glu Leu Met 
590 

Gly Tyr Val 

605 
Ser Ala Ala 
620 

His Leu Leu 

Leu Gin Pro 

Ser Arg Lys 
670 

Pro Ser Asp 



255 

Met Ala 

Leu Val 

Thr Leu 

Ser Gly 
320 
Val Arg 
335 

Pro Glu 

Cys Asn 

Glu Val 

Leu Ala 
400 
Arg Phe 
415 

His Trp 

Gin He 

Gin Lys 

Asn Asp 
480 
Met Leu 
495 

Glu Asp 

Glu Leu 

Val Asn 

Ser Asn 
560 
Asn Asp 
575 

Glu Asp 

Gly Ser 

Thr Ser 

Asp Leu 
640 
Arg Pro 
655 

Asp Lys 
Leu Lys 
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*m mm mm 

675 








680 




c o c 
685 








Met 


Leu 


Lys 


Arg 


Leu 


Lys Thr 


Gin Met 


Ala 


Gly Val Arg 


Cys 


if — mm 

Met 


Lys 




690 








695 






i f\ ft 

700 








Thr 


Asp 


Val 


Lys 


Asn 


Thr Leu 


Ser Glu 


lie 


Lys Ser Ser 


Ser 


Ala 


Ala 


705 










710 






715 






n a 
720 


Ser 


Gly 


Asp 


Met 


Gin 


Thr Ser 


Leu Phe 


Ser 


«. ^ _ at mm ^ 

Ala Asp Gin 


Ala 


Ala 


Leu 










725 






730 






73 5 




Ala 


Ala 


Cys 


Gly Thr 


Glu Asn Ser Gly Arg 


Leu Gin Asp 


Leu 


Gly 


Met 








740 






745 






750 






Glu 


Leu 


Leu 


Ala 


Lys 


Ser Ser 


Val Ala 


Asn 


Cys Tyr He 


Arg 


Asn 


Ser 






755 








760 




mm 0* mm 

765 








Thr 


Asn 


Lys 


Lys 


Ser 


Asn Ser 


Pro Lys 


Pro 


Ala Arg Ser 


Ser 


Val 


Ala 




770 








775 






780 








Gly 


Ser 


Leu 


Ser 


Leu 


Arg Arg Ala Val 


Asp 


Pro Gly Glu 


Asn 


Ser 


Arg 


785 










790 






795 






800 


Ser 


Lys 


Gly 


Asp 


Cys 


Gin Thr 


Leu Ser 


Glu 


Gly Ser Pro 


Gly 


Ser 


Ser 










805 






810 






815 




Gin 


Ser 


Gly 


Ser 


Arg 


His Ser 


Ser Pro 


Arg 


Ala Leu He 


His 


Gly 


Ser 








820 






825 






830 






He 


Gly 


Asp 


He 


Leu 


Pro Lys 


Thr Glu 


Asp 


Arg Gin Cys 


Lys 


Ala 


Leu 






635 








840 




845 








Asp 


Ser 


Asp 


Ala 


Val 


Val Val 


Ala Val 


Phe 


Ser Gly Leu 


Pro 


Ala 


Val 




850 








855 






860 








Glu 


Lys 


Arg 


Arg 


Lys 


Met Val 


Thr Leu Gly 


Ala Asn Ala 


Lys 


Gly 


Gly 


865 










870 






875 






880 


His 


Leu 


Glu 


Gly Leu 


Gin Met 


Thr Asp 


Leu 


Glu Asn Asn 


Ser 


Glu 


Thr 










885 






890 






895 




Gly 


Glu 


Leu 


Gin 


Pro 


Val Leu Pro Glu Gly 


Ala Ser Ala 


Ala 


Pro 


Glu 








900 






905 






910 






Glu 


Gly 


Met 


Ser 


Ser 


Asp Ser Asp lie 


Glu 


Cys Asp Thr 


Glu 


Asn 


Glu 






915 








920 




925 








Glu 


Gin 


Glu 


Glu 


His 


Thr Ser Val Gly Gly 


Phe His Asp 


Ser 


Phe 


Met 




930 








935 






940 








Val 


Met 


Thr 


Gin 


Pro 


Pro Asp Glu Asp Thr 


His Ser Ser 


Phe 


Pro 


Asp 


945 










950 






955 






960 


Gly 


Glu 


Gin 


He 


Gly 


Pro Glu 


Asp Leu 


Ser 


Phe Asn Thr 


Asp 


Glu 


Asn 










965 






970 






975 





Ser Gly Arg 



c210> 2671 

<211> 814 

<212> DNA 

<213> Homo sapiens 

<400> 2671 

nnacgcgtgc gcagaagggc gggaagggag aggagacacg ccggggccca gcgccggccg 
60 

gcctgacccc ctcagtctgt ctctatgggc gcgcgccgac agcctcgcgc accggccccg 
120 

gggccccggc tgagggtgcg cgcgcagcac cccgggaagg tgggggggag gcggtggcgg 
180 

aaagattcgc gcgcagtcag ccgtcatggg agggggaact gtggggcgtt cgccatcttg 
240 
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tctccctctc cttacctgcg tcctcggggg 
300 

ggggggaggg ccccctcttg gccaccgcct 
360 

ggctactgcc accgccttgc ctccactgcc 
420 

ggtgggaaaa agggcgacgc tactcccagc 
4B0 

ccaaaatggc cgccgccgtc tcggccgcca 
540 

aatcgctatc gccggcgcgg cccgtcttct 
600 

caagttagca gtggaacctg ggcctcccga 
660 

cttcgtttta cgcgaggatg gtttcctgat 
720 

aaactttcta gattaagaat ccctttgaga 
780 

taaataacag ctaccttcta ctgacactaa 
814 



cgtgcgcacc accccccctc ccgcctagga 
tcgcggcctt caaactcccc tggagactgc 
tcttcgcgca gcacacagat gcggacggtg 
gaaccgccgc tgccgctccc gaggcctnca 
ccaccaccac taccaccacc actcgctcgg 
cgcgagagac aatcacccag taagctgcag 
ttcccatggc agcccacttc tgtagcgctg 
agctttcaaa cacctttgcc atctcttcgc 
atctgatacc tttaccccag aatagaacaa 
aaaa 



<210> 2672 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 2672 
Met Gly Ala Arg 
1 

Arg Val Arg Ala 
20 

Lys Asp Ser Arg 
35 

Phe Ala lie Leu 
50 

His His Pro Pro 
65 

Pro Pro Ser Arg 

Arg Leu Ala Ser 
100 

Gly Gly Lys Lys 
115 

Pro Arg Pro Xaa 
130 

Pro Leu Pro Pro 
145 

Ser Ser Arg Glu 

Gly Thr Trp Ala 
180 

Leu Arg Phe Thr 
195 

Pro Ser Leu Arg 



Arg Gin Pro Arg 
5 

Gin His Pro Gly 

Ala Val Ser Arg 
40 

Ser Pro Ser Pro 
55 

Ser Arg Leu Gly 
70 

Pro Leu Asn Ser 
85 

Thr Ala Ser Ser 

Gly Asp Ala Thr 
120 

Pro Lys Trp Pro 
135 

Pro Leu Ala Arg 
150 

Arg Gin Ser Pro 
165 

Ser Arg Phe Pro 

Arg Gly Trp Phe 
200 

Lys Leu Ser Arg 



Ala Pro Ala Pro 
10 

Lys Val Gly Gly 
25 

His Gly Arg Gly 

Tyr Leu Arg Pro 
60 

Gly Gly Arg Ala 
75 

Pro Gly Asp Cys 
90 

Arg Ser Thr Gin 
105 

Pro Ser Glu Pro 

Pro Pro Ser Arg 
140 

Asn Arg Tyr Arg 
155 

Ser Lys Leu Gin 
170 

Trp Gin Pro Thr 
185 

Pro Asp Ser Phe 
Leu Arg lie Pro 



Gly Pro Arg Leu 
15 

Arg Arg Trp Arg 
30 

Asn Cys Gly Ala 
45 

Arg Gly Arg Ala 

Pro Ser Trp Pro 
80 

Gly Tyr Cys His 
95 

Met Arg Thr Val 
110 

Pro Leu Pro Leu 
125 

Pro Pro Pro Pro 

Arg Arg Gly Pro 
160 

Gin Val Ser Ser 
175 

Ser Val Ala Leu 
190 

Gin Thr Pro Leu 
205 

Leu Arg He 
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210 215 220 

<210> 2673 

<211> 5035 

<212> DNA 

<213> Homo sapiens 

<400> 2673 

cggggacggg ggcccggtgg gcccgcggag gaaagatact ggggagtggg agccgcgggg 
60 

ttcagagcga tgattccccc acaggaggca tccgctcgac ggcgggagat tgaggacaag 
120 

ctgaagcagg aggaggagac tctgtccttc atccgagaca gcctggagaa gagcgaccag 
180 

ctcactaaga acatggtgtc tatcttatca tcctttgaga gccgccttat gaagctggag 
240 

aactccatca tccctgtgca caagcagacg gagaatctgc agcggctgca ggagaatgtt 
300 

gagaagacgc tgtcctgcct ggaccatgtc atcagctact accatgtggc cagtgacact 
360 

gagaagatca tcagagaggg ccccacaggt aggctggaag agtacctggg aagcatggcc 
420 

aagattcaga aggcagtgga gtatttccag gacaacagcc cagacagccc ggaactcaac 
480 

aaagtgaaac tgctctttga gcgcgggaag gaggccctgg agtccgaatt tcgcagcctg 
540 

atgacgcggc acagtaaggt cgtctcgccc gtgctcatct tggatctgat cagtggtgac 
600 

gatgatctgg aggcccagga ggacgtgacc ctggagcacc tgcccgagag cgtgctccag 
660 

gatgtcattc gcatctcccg ctggctggtg gaatatggcc gcaaccaaga tttcatgaac 
720 

gtctactacc agatacgctc cagccagctg gaccgctcca tcaaaggact gaaggagcat 
780 

ttccataaga gcagttcttc ctctggggtt ccctactccc ctgctatccc caacaagagg 
840 

aaagacacac ctaccaagaa gccagtcaag cggccaggga cgatccgtaa ggctcagaac 
900 

cttctgaaac agtattccca gcatggtcta gatgggaaaa aggggggctc taacctcatt 
960 

cctctggaag ggagagatga catgctggac gtggagaccg atgcctacat ccactgcgtc 
1020 

agtgccttcg tcaagctggc gcagagcgag taccagctgc tggccgacat catccccgag 
1080 

caccaccaga agaagacctt cgactccctg atacaggatg ccctggatgg gctgatgctt 
1140 

gaaggggaga acatcgtgtc tgctgcccgg aaggccattg tgcgacacga cttctccacg 
1200 

gtgctcaccg tcttccccat cctgcgacac ctcaagcaga ccaagcctga gtttgaccag 
1260 

gtgctccagg gcacggctgc cagcacaaag aacaagctgc ctggcctcat cacatccatg 
1320 ' 

gagaccatcg gtgccaaagc gctggaggac ttcgcagaca acatcaagaa tgacccggac 
1380 
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aaggagtaca acatgccgaa 
1440 

ttcctgcagc agcttttgga 
1500 

accagctctt cggccaccag 
1560 

atctgtaaag tgctgggcaa 
1620 

gacccagctc tgagcgccat 
1660 

gagaagtctg aactgatcca 
1740 

cgggagcaca ttgagcagca 
1800 

tacatcgcag agaagaatct 
1860 

cggcagatta tcaaggagcg 
1920 

atccagaagg cctgggctat 
1980 

aagaccattg tcaaggagac 
2040 

accaagaacc cggagaagta 
2100 

cgccttttcg acacctctgc 
2160 

cgtgtcattg gacagataaa 
2220 

ctctgggaca gagacctgtc 
2280 

tggctcctgc tttttcccca 
2340 

ctggggtccc tccacacctt 
2400 

agaaggaaga cagaggcctg 
2460 

gaagggccct ccctccagcc 
2520 

agatgtggca gggctcagag 
2580 

ccccctctct taaaacacat 
2640 

cccaggagtc ccctagatgg 
2700 

agcacactgc aggaggcgtt 
2760 

ggcccctgtc tctggccccc 
2820 

tgcagaagga gcaattaggc 
2880 

gttaaggagc aaaatggggg 
2940 

ttgaagactg acccttgagg 
3000 



ggacggcacc gtacacgagc 
cttccaggag acggcaggcg 
ctacagcCct gagttcagca 
cctgcagttg aacttgctga 
cttcctgcac aacaactaca 
gctggtggca gtgacacaga 
gatccagacc taccagcgca 
acctgtgttc cagccgggag 
ttttaagggc ttcaatgatg 
tccagacaca gagcagaggg 
ctacggggcc tttctacaga 
catcaagtac ggggtggagc 
ctgagcctgc tgctagccct 
ccagtgttag cttgcctctg 
tccacgcctc cgggagctgt 
cagcccgtgt tcccagccga 
ggcttttatg accctgatgg 
tgcccactgc tgctccatgt 
taggtcagag gtggggacag 
aagcagccag agctcctgga 
tcccgcccgc ccacaggcct 
ctgggggagg caggctcact 
cggaggagga gttccgcccc 
agcctcagtg cctcttggcc 
tgcctgcctg tgggctggga 
ttggaagcaa aaaatagggc 
cacacttgca ctggagatgg 



tcaccagcaa tgccatcctc 
ccacgctggc ctcccaagag 
agcggctgct aagcacctat 
gcaagtccaa ggtgtacgag 
attacatcct caagtccctg 
agactgctga gcgctcctac 
gctggttaaa ggtgactgat 
tcaagctccg ggacaaggag 
gcctcgaaga actgtgcaaa 
acaggattcg ccaggcccag 
agtttggcag cgtgcccttc 
aggtgggcga catgatcgat 
gcctggttcc accagactgg 
ggctgggtga gcttgaagtc 
gtccctgagc cccctagtcc 
accagcaccc tcccggaagc 
cttctgaaac aggaaaagag 
gtaccaagag cagcagggca 
agaactcccc tacagcccag 
ggaaaggcag tcgggactga 
gaggtctggg acctttccct 
ggccattttc cctagagtcc 
accctctaca gccttcctca 
cagggccagg cagtcgtggt 
gacagggaca atggggaaaa 
cccacctatt taggacgaga 
gtttatttca cgctctgtgc 
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ttgtgtgcta gcggagggag agctcagggt 
3060 

cccccagcca tgggaaagca aacttcatcc 
3120 

acagtctagg ccgcctgcca tggggtgcag 
3180 

ctgcccacat ccagattcct gcaaagacga 
3240 

cgaggaagaa gatgcggtca gcagtctcag 
3300 

tggagggctc tgtggggaga gatacaggga 
3360 

tgagcggaag agcgaacccc aggggtcatc 
3420 

agctgatgaa aatttgggtc tggcccattt 
3480 

ttaggctgtg caaggcatgg gttatcaggg 
3540 

tcagcttgct ccctgcccca gacctgtttc 
3600 

gggacaggag agccagcagg gtggatgcaa 
3660 

ccctcacccc agccctaggt gtgcacctag 
3720 

accttcagca ggatgaggcc ctgggttgcc 
3780 

gctggggccg ctcttggccc caaggttgcc 
3840 

ctctatggtg ctgaggaaga gcagcagcag 
3900 

cagggcacag ggagatgctc aggggccagt 
3960 

caccagtggg tgaccgggga gaaacagggc 
4020 

cagtgggttg caggaggagg agctgggcag 
4080 

gtaactcagc agcaatgtca ccttgtagcc 
4140 

ccccccgcac acgtcagcca acagcagtgc 
4200 

cttgagcgcc gtgttcttca gcctcagctg 
4260 

gggggaagga ggtgggcatc gggggcatgg 
4320 

ccacccgcct ccagcagccc tctgtcggcc 
4380 

agcagggcac cagctgctgg ggtgggactt 
4440 

tcttgacact cacaatctcg ttcaccacgt 
4500 

ggtgggaatg agaactatga accaggaagg 
4560 

cagactggag cccaggggtg atggagactt 
4620 



ggcttaatcc agaggccctg tcatggcccg 
taaggtgtgc agcccaggcc ctgccccttt 
cctctccagg ggctgcgtca gacttgcacg 
attgggtgca cagcacccca accacataca 
gccagcttct ctgtgacccc tttactcctc 
aaggagctgt tcttcaaggt cccctcaaca 
agcctgtatc gcttcctttc ttagattctc 
caggccatct tcagttgaag aaacaccctc 
gattgaggtc acctgggact tcagggaggc 
ttctaaggga ggaggacatg gtggagacca 
ggggcctcta cccacacctg gacctccgtg 
gcctcattcc ttacccccca gcccctgccc 
gtgctctcgc tgttcccctc tcggggctgg 
ccgggccagc agcccagcca gcagcacagt 
caggatggtg aagtagtaaa ctgggggagg 
ccctgtgtct ctggtgccca gcgagctgag 
agactgggta agggagcagg gcttactgag 
ggcctgcacc agggaggagt ggaggacgag 
tatgcgctca atggcccgga ggggcagcaa 
ctctgcaggc accaagagag cgatgatgga 
gaaggggaaa agtcagggcc ttcccggcgg 
ggcctggcct ctggccgtgc atcctcactc 
tcctcccgac ttgactcacc gtcacctgga 
gggtcttcag atcataaact acgtattccc 
gggcctggaa ctctaactcc atcgctgagg 
agagatccca gctgccaagt ctgggggtag 
ttgatggctt ttggcaggga cagacttgga 
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cacaaaaccg atccatagaa gggcttccca aaccttgttt tgcaacatcc caaattgtct 
4680 

ccagttgaag gaaggccttt atcagattca tagatgagct ttcattgtaa aaataaatgt 
4740 

actttgcacc acttcatgat ggagggagaa gtggtcacag gctcgtcagt ctatcatctc 
4800 

acagctgaag caggatcccc agggctaccg ctgtggtctc tcatggaggg aagggtagga 
4860 

cttctctgcc aagttagatg tcacctgatg ggtttataca gggtggctgc accttcaggt 
4920 

ggtttccagg agtgaggcca tggcaacctg agcctctggc cttgctgcaa ggggccgagc 
4980 

cactgcagtc gccatggctg tggagggcag ttgctctggg gaggacagaa gactg 
5035 

<210> 2674 
<2ll> 690 
<212> PRT 

<213> Homo sapiens 
<400> 2674 

Ala Ala Gly Phe Arg Ala Met lie Pro Pro Gin Glu Ala Ser Ala Arg 

1 5 10 15 

Arg Arg Glu lie Glu Asp Lys Leu Lys Gin Glu Glu Glu Thr Leu Ser 

20 25 30 

Phe He Arg Asp Ser Leu Glu Lys Ser Asp Gin Leu Thr Lys Asn Met 

35 40 45 

Val Ser He Leu Ser Ser Phe Glu Ser Arg Leu Met Lys Leu Glu Asn 

50 55 60 

Ser He He Pro Val His Lys Gin Thr Glu Asn Leu Gin Arg Leu Gin 
65 70 75 80 

Glu Asn Val Glu Lys Thr Leu Ser Cys Leu Asp His Val He Ser Tyr 

85 90 95 

Tyr His Val Ala Ser Asp Thr Glu Lys He He Arg Glu Gly Pro Thr 

100 105 110 

Gly Arg Leu Glu Glu Tyr Leu Gly Ser Met Ala Lys He Gin Lys Ala 

115 120 125 

Val Glu Tyr Phe Gin Asp Asn Ser Pro Asp Ser Pro Glu Leu Asn Lys 

130 135 140 

Val Lys Leu Leu Phe Glu Arg Gly Lys Glu Ala Leu Glu Ser Glu Phe 
145 150 155 160 

Arg Ser Leu Met Thr Arg His Ser Lys Val Val Ser Pro Val Leu He 

165 170 175 

Leu Asp Leu He Ser Gly Asp Asp Asp Leu Glu Ala Gin Glu Asp Val 

180 185 190 

Thr Leu Glu His Leu Pro Glu Ser Val Leu Gin Asp Val He Arg He 

195 200 205 

Ser Arg Trp Leu Val Glu Tyr Gly Arg Asn Gin Asp Phe Met Asn Val 

210 215 220 

Tyr Tyr Gin He Arg Ser Ser Gin Leu Asp Arg Ser He Lys Gly Leu 
225 230 235 240 

Lys Glu His Phe His Lys Ser Ser Ser Ser Ser Gly Val Pro Tyr Ser 

245 250 255 

Pro Ala He Pro Asn Lys Arg Lys Asp Thr Pro Thr Lys Lys Pro Val 
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260 



Lys Arg 


Pro 


Gly Thr 


lie 


Arg Lys 






275 








280 


Ser 


Gin 


His 


Gly Leu 


Asp Gly Lys 




290 










295 


Leu 


Glu 


Gly 


Arg 


Asp 


Asp 


Met Leu 


305 










310 




His 


Cys 


Val 


Ser 


Ala 


Phe 


Val Lys 










325 






Leu 


Ala 


Asp 


lie 


He 


Pro 


Glu His 








340 








Leu 


He 


Gin 


Asp Ala 


Leu Asp Gly 






355 








360 


Val 


Ser 


Ala 


Ala Arg 


Lys 


Ala He 




370 










375 


Leu 


Thr 


Val 


Phe 


Pro 


He Leu Arg 


385 










390 




Phe 


Asp 


Gin 


Val 


Leu 


Gin Gly Thr 










405 






Pro Gly 


Leu 


He 


Thr 


Ser 


Met Glu 








420 








Asp 


Phe 


Ala 


Asp 


Asn 


He 


Lys Asn 






435 








440 


Pro 


Lys 


Asp 


Gly Thr 


val 


His Glu 




450 










455 


Leu 


Gin 


Gin 


Leu 


Leu 


Asp 


Phe Gin 


465 










470 




Ser 


Gin 


Glu 


Thr 


Ser 


Ser 


Ser Ala 










485 






Lys Arg 


Leu 


Leu 


Ser 


Thr 


Tyr He 








500 








Leu 


Asn 


Leu 


Leu 


Ser 


Lys 


Ser Lys 






515 








520 


Ala 


lie 


Phe 


Leu 


His 


Asn Asn Tyr 




530 










535 


Lys 


Ser 


Glu 


Leu 


He 


Gin 


Leu Val 


545 










550 




Arg 


Ser 


Tyr 


Arg 


Glu 


His 


He Glu 










565 






Ser 


Trp 


Leu 


Lys 


Val 


Thr 


Asp Tyr 








580 








Phe 


Gin 


Pro 


Gly Val 


Lys 


Leu Arg 






595 








600 


Glu Arg 


Phe 


Lys 


Gly 


Phe 


Asn Asp 




610 










615 


Gin 


Lys 


Ala 


Trp 


Ala 


He 


Pro Asp 


625 










630 




Gin 


Ala 


Gin 


Lys 


Thr 


He 


Val Lys 










645 






Lys 


Phe 


Gly 


Ser 


Val 


Pro 


Phe Thr 








660 








Tyr Gly 


Val 


Glu 


Gin 


Val 


Gly Asp 






675 








680 



Ser Ala 



265 




270 






Ala Gin Asn Leu 


Leu 
285 


Lys 


Gin 


Tyr 


Lys Gly Gly Ser 


Asn 


Leu 


He 


Pro 


300 










Asp Val Glu Thr 


Asp 


Ala 


Tyr 


He 


315 








320 


Leu Ala Gin Ser 


Glu Tyr 


Gin 


Leu 


330 






335 




His Gin Lys Lys 


Thr 


Phe 


Asp 


Ser 


345 




350 






Leu Met Leu Glu 


Gly Glu 


Asn 


He 




365 








Val Arg His Asp 


Phe 


Ser 


Thr 


val 


380 










His Leu Lys Gin 


Thr 


Lys 


Pro 


Glu 


395 








400 


Ala Ala Ser Thr 


Lys 


Asn 


Lys 


Leu 


410 






415 




Thr He Gly Ala 


Lys 


Ala 


Leu 


Glu 


425 




430 






Asp Pro Asp Lys 


Glu 
445 


Tyr 


Asn 


Met 


Leu Thr Ser Asn 


Ala 


He 


Leu 


Phe 


460 










Glu Thr Ala Gly 


Ala 


Met 


Leu 


Ala 


475 








480 


Thr Ser Tyr Ser 


Ser 


Glu 


Phe 


Ser 


490 






495 




Cys Lys Val Leu 


Gly Asn 


Leu 


Gin 


505 




510 






Val Tyr Glu Asp 


Pro 
525 


Ala 


Leu 


Ser 


Asn Tyr He Leu 


Lys 


Ser 


Leu 


Glu 


540 










Ala Val Thr Gin 


Lys 


Thr 


Ala 


Glu 


555 








560 


Gin Gin He Gin 


Thr 


Tyr 


Gin 


Arg 


570 






575 




He Ala Glu Lys 


Asn 


Leu 


Pro 


Val 


585 




590 






Asp Lys Glu Arg 


Gin 
605 


He 


He 


Lys 


Gly Leu Glu Glu 


Leu 


Cys 


Lys 


He 


620 










Thr Glu Gin Arg 


Asp Arg 


He 


Arg 


635 








640 


Glu Thr Tyr Gly 


Ala 


Phe 


Leu 


Gin 


650 






655 




Lys Asn Pro Glu 


Lys 


Tyr 


He 


Lys 



665 670 
Met He Asp Arg Leu Phe Asp Thr 

685 
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690 

<210> 2675 

<211> 711 

<212> DNA 

<213> Homo sapiens 

<400> 2675 

agatctcagt gaagaggacc cttgttcact gtacctcatc aacttcctcc tggacgccac 
60 

tgtgggcatg ctgctcatct acgtgggggt gcgcgccgtc agcgtcctgg tagagtggca 
120 

gcagtgggag tccctgcgct tcggcgaata tggagaccct ctgcagtgtg gagcctgggt 
180 

cgggcagtgc gctctttaca tcgtgatcat gatttttgaa aagtctgtcg tcttcatcgt 
240 

cctcctccta ctccagtgga aaaaggtggc cctattgaat ccaattgaaa accccgacct 
300 

gaagctggcc atcgtcatgc tgatcgtccc cttctttgtc aacgctttga tgttttgggt 
360 

agtggacaat ttcctcatga gaaaggggaa gacgaaagct aagctagaag aaaggggagc 
420 

caaccaggac tcgaggaatg ggagcaaggt ccgctaccgg agggccgcat cccacgagga 
480 

gtctgagtct gagatcctga tctcagcgga tgatgagatg gaggagtccg acgtggagga 
540 

ggacctccgc agactgaccc ccctcaagcc tgtgaagaaa aagaagcacc gctttgggct 
600 

acccgtatga cacattccca tgctgggggt gacgggaggg ccccgccagc cgctggtgtg 
660 

cagaggtcat cccacagcat cgttccttac cctctctctg cccttcaccc g 
711 

<210> 2676 

<211> 180 

<212> PRT 

<213> Homo sapiens 



<400> 2676 



Met Leu 


Leu 


He 


Tyr 


Val 


Gly 


Val 


Arg 


Ala 


Val 


Ser 


Val 


Leu 


Val 


Glu 


1 






5 










10 










15 




Trp Gin 


Gin 


Trp 


Glu 


Ser 


Leu 


Arg 


Phe 


Gly 


Glu 


Tyr 


Gly 


Asp 


Pro 


Leu 






20 










25 










30 






Gin Cys 


Gly 


Ala 


Trp 


Val 


Gly 


Gin 


Cys 


Ala 


Leu 


Tyr 


He 


Val 


He 


Met 




35 










40 










45 








He Phe 


Glu 


Lys 


Ser 


Val 


Val 


Phe 


He 


Val 


Leu 


Leu 


Leu 


Leu 


Gin 


Trp 


50 










55 










60 










Lys Lys 


Val 


Ala 


Leu 


Leu 


Asn 


Pro 


He 


Glu 


Asn 


Pro 


Asp 


Leu 


Lys 


Leu 


65 








70 










75 










80 


Ala He 


Val 


Met 


Leu 


lie 


Val 


Pro 


Phe 


Phe 


val 


Asn 


Ala 


Leu 


Met 


Phe 








85 










90 










95 




Trp Val 


Val 


Asp 


Asn 


Phe 


Leu 


Met 


Arg 


Lys 


Gly 


Lys 


Thr 


Lys 


Ala 


Lys 






100 










105 










110 






Leu Glu 


Glu 


Arg 


Gly 


Ala 


Asn 


Gin 


Asp 


Ser 


Arg 


Asn 


Gly 


Ser 


Lys 


Val 
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115 120 
Arg Tyr Arg Arg Ala Ala Ser His 

130 135 
He Ser Ala Asp Asp Glu Met Glu 
145 150 
Arg Arg Leu Thr Pro Leu Lys Pro 

165 

Gly Leu Pro Val 
180 



125 

Glu Glu Ser Glu Ser Glu He Leu 
140 

Glu Ser Asp Val Glu Glu Asp Leu 
155 160 
Val Lys Lys Lys Lys His Arg Phe 
170 175 



<210> 2677 

<211> 735 

<212> DNA 

<213> Homo sapiens 



<400> 2677 

ngcgcgccag gaccgctcct gcaccgaggg tgcccgccgc gctatggagg ccttccagag 
60 

ggccgctggt gagggcggcc cgggccgcgg tggggcacgg cgcggtgcca gggtgttgca 
120 

gagccccttt tgcagggcag gagctgggga gtggttagga catcagtccc tcaggtaggg 
180 

ggagtgagca catcaggtcc atatgtgtcc caggagcatc cctagctggc cgccctgagt 
240 

gctgcatggg gcagagatgg gcaggtacac ggccctgcct gtgtgagcac ccctccctcc 
300 

gctggggcct tcagcctcct gagggagaac ttctcccatg cgccgagccc agacatgagc 
360 

gctgcgtccc tctgcgcact ggagcagctc atgatggccc aggcccagga atgtgtgttt 
420 

gagggcctct caccacctgc ctccatggcc ccccaagact gcctggccca gctgcgcctg 
480 

gcgcaggagg ccgcccaggt gagctcgggc acccgtgtca ggatgcaggg ggtggggccg 
540 

agctggggtc agagcccagg tccaggcatg cgtgagctct cccacctcct tccttgtgtg 
600 

tcagccccga gccagctgtt gtcctgctcc ctgggggggc tggtcaggaa cctggggacc 
660 

cgagcctctg cctccaggga atggcacaaa gcagcaggaa ctgaggtgcc agggaggctg 
720 

ctgggatggt ggtcg 
735 

<210> 2678 

<211> 170 

<212> PRT 

<213> Homo sapiens 

<400> 2678 

Leu Ala Ala Leu Ser Ala Ala Trp Gly Arg Asp Gly Gin Val His Gly 

15 10 15 

Pro Ala Cys Val Ser Thr Pro Pro Ser Ala Gly Ala Phe Ser Leu Leu 

20 25 30 

Arg Glu Asn Phe Ser His Ala Pro Ser Pro Asp Met Ser Ala Ala Ser 
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35 40 45 

Leu Cys Ala Leu Glu Gin Leu Met Met Ala Gin Ala Gin Glu Cys Val 

50 55 60 

Phe Glu Gly Leu Ser Pro Pro Ala Ser Met Ala Pro Gin Asp Cys Leu 
65 70 75 80 

Ala Gin Leu Arg Leu Ala Gin Glu Ala Ala Gin Val Ser Ser Gly Thr 

85 90 95 

Arg Val Arg Met Gin Gly Val Gly Pro Ser Trp Gly Gin Ser Pro Gly 

100 105 110 

Pro Gly Met Arg Glu Leu Ser His Leu Leu Pro Cys Val Ser Ala Pro 

115 120 125 

Ser Gin Leu Leu Ser Cys Ser Leu Gly Gly Leu Val Arg Asn Leu Gly 

130 135 140 

Thr Arg Ala Ser Ala Ser Arg Glu Trp His Lys Ala Ala Gly Thr Glu 
145 150 155 160 

Val Pro Gly Arg Leu Leu Gly Trp Trp Ser 

165 170 

<210> 2679 

<211> 560 

<212> DNA 

<213> Homo sapiens 



<400> 2679 
agccgcccca 
60 

tgtccttcca 

120 

ggctgcagac 
180 

cgcctcaccg 
240 

ctcaaaaggg 
300 

cactctagtg 
360 

gcacaggggg 
420 

ttccagaggt 
480 

agatcaacta 
540 

cgtcagactg 
560 



cctcctgttc 
agtgatcacc 
aaagtgcggc 
cacaggaggg 
gctagcatgc 
agcgctgcag 
tgcaccagga 
ccaggaagca 
actactcagg 
agggacgcgt 



cattataatc 
ggagtccaga 
aacagggact 
ctgaccccag 
tctgtgcagc 
cagccagcag 
cgcagccaga 
cctgtcaatg 
ttgaaccaga 



ttactttggt 
tatttctgtc 
ccaccaggcc 
ggaaacgtgt 
tgccagactc 
gccctggatg 
cctgggccag 
tggaagtcag 
ggcctgggcg 



tatgttgata 
aagtcagcca 
atggagctca 
caccaggaca 
tgccctgaag 
gccaggtgtg 
ttcgcgccga 
aatgctcagg 
ggggcatcca 



caacacaatc 
accaggaagg 
tcccacaaga 
cagcacgaag 
aatcacaggg 
cagtggggag 
ctcttctcca 
ccaaataccg 
actgcccacc 



<210> 2680 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 2680 

Met Glu Leu He Pro Gin Asp Ala Ser Pro His Arg Arg Ala Asp Pro 

15 10 15 

Arg Glu Thr Cys His Gin Asp Thr Ala Arg Ser Ser Lys Gly Ala Ser 
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20 25 
Met Leu Cys Ala Ala Ala Arg Leu Cys 

35 40 
Leu Val Ser Ala Ala Ala Ala Ser Arg 

50 55 
Val Gly Arg His Arg Gly Cys Thr Arg 
65 70 
Phe Ala Pro Thr Leu Leu His Ser Arg 

65 

Cys Gly Ser Gin Asn Ala Gin Ala Lys 
100 105 
Gin Val Glu Pro Glu Ala Trp Ala Gly 

115 120 
Arg Leu Arg Asp Ala 
130 

<210> 2681 

<211> 585 

<212> DNA 

<213> Homo sapiens 

<400> 2681 

gattctctag tagccctaat tctacccatc tggctactaa ttcaaacttt cttccttcac 
60 

atctgtttgt ggacttctcc aatataacta gtatgcctgg gctcattctg cttcttctct 
120 

tctggaatag tttatttcat gaccatgtgc agagggggtg atggggcaag cctcacaagc 
180 

cccggaggtc tgtggctgag gtgtaccttg gctttgttgc ctggaactgc tctgactctg 
240 

ctcttcgctc tttcctgggc tgtgtcacta cagctctgac tcctttccac cttggagttt 
300 

agcttccctg ccaggaaagc taaggagtag gagttgttct tggaaacaaa tgccgagcga 
360 

tgtgtctgtg tcatctggcc tcgagaaggt tcttcattct ctgaatctga gagacgtgca 
420 

ggacaacgtt ccagatttgt tttcagtact aatggttcat ctcttttttt ctgttcatcc 
480 

attttccttt tccctgtttc tgtatcctct ggtaacagct tgtggatttg atcttcagag 
540 

ggtttttcct cttgtaactt ttcttctctc agctttctca agctt 
585 

<210> 2682 

<211> 116 

<212> PRT 

<213> Homo sapiens 

<400> 2682 

Met Asp Glu Gin Lys Lys Arg Asp Glu Pro Leu Val Leu Lys Thr Asn 

15 10 15 

Leu Glu Arg Cys Pro Ala Arg Leu Ser Asp Ser Glu Asn Glu Glu Pro 

20 25 30 

Ser Arg Gly Gin Met Thr Gin Thr His Arg Ser Ala Phe Val Ser Lys 



1924 



30 

Pro Glu Glu Ser Gin Gly Thr 
45 

Pro Trp Met Ala Arg Cys Ala 
60 

Thr Gin Pro Asp Leu Gly Gin 

75 80 
Gly Pro Gly Ser Thr Cys Gin 
90 95 
Tyr Arg Asp Gin Leu Thr lie 

110 

Ala Ser Asn Cys Pro Pro Val 
125 
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35 40 45 

Asn Asn Ser Tyr Ser Leu Ala Phe Leu Ala Gly Lys Leu Asn Ser Lys 

50 55 60 

Val Glu Arg Ser Gin Ser Cys Ser Asp Thr Ala Gin Glu Arg Ala Lys 
65 70 75 80 

Ser Arg Val Arg Ala Val Pro Gly Asn Lys Ala Lys Val His Leu Ser 

85 90 95 

His Arg Pro Pro Gly Leu Val Arg Leu Ala Pro Ser Pro Pro Leu His 

100 105 110 

Met Val Met Lys 
115 



<210> 2683 

<211> 498 

<212> DNA 

<213> Homo sapiens 



<400> 2683 

nacgcgttac actgactcca aaactctcct 
60 

atcacctgga tggccaacca cactggaagg 
120 

cgatccaaac atccagctct acttagtgtg 
180 

tctgaaaatg ctgtcctgat ccttctgata 
240 

tactttttca tcagtcaatt gtctctcatg 
300 

aagatgctcc tggaccaggt catgggtgtg 
360 

cagatgttcc tctatctgac actagcaggt 
420 

tatgaccgct acgtggccat ctgccatcct 
480 

gtctgtcttt tcctggca 
498 



tggtggccta ggtgaaacct catggccaac 
ttggatttca tcctcatggg actcttcaga 
gtcatctttg tggttttcct gatggcgttg 
cactgtgaca cctacctcca cacccccatg 
gacatggcgt acatttctgt cactgtgccc 
aataagatct cagcccctga gtgtgggatg 
tcggaatttt tccttctagc caccatggcc 
ctccgttacc ctgtcctcat gaaccatagg 



<210> 2684 

<211> 149 

<212> PRT 

<213> Homo sapiens 

<400> 2684 

Met Ala Asn lie Thr Trp Met Ala Asn His Thr Gly Arg Leu Asp Phe 

15 10 15 

lie Leu Met Gly Leu Phe Arg Arg Ser Lys His Pro Ala Leu Leu Ser 

20 25 30 

Val Val He Phe Val Val Phe Leu Met Ala Leu Ser Glu Asn Ala Val 

35 40 45 

Leu lie Leu Leu He His Cys Asp Thr Tyr Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe He Ser Gin Leu Ser Leu Met Asp Met Ala Tyr He Ser Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys He 
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85 90 95 

Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala 

100 105 110 

Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 

115 120 125 

Ala lie Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 

130 135 140 

Cys Leu Phe Leu Ala 
145 

<210> 2685 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 2685 

ngccggctgc acacgctgcc acctgggctg cctcgaaatg tccatgtgct gaaggtcaag 
60 

cgcaatgagc tggctgccct ggcacgaggg gcgctggcgg gcatggctca gcttcgggaa 
120 

ctctacctca caggcaaccg actgcgaagc cgggccctgg gcccccgtgc ctgggtggac 
180 

ctcgcccatc tgcagttgct ggacatcgcc gggaatcagc tcacagagat cccggagggg 
240 

ctccccccat cgctggagta tctgtacctg cagaataaca agattagcgc tgttcctgcc 
300 

agcgcctttg actctactcc caacctcaag gggatctttc tcaggttcaa caagctggct 
360 

gtgggctccg tagtagaaag cgccttccgg a 
391 

<210> 2686 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 2686 

Xaa Arg Leu His Thr Leu Pro Pro Gly Leu Pro Arg Asn Val His Val 

15 10 15 

Leu Lys Val Lys Arg Asn Glu Leu Ala Ala Leu Ala Arg Gly Ala Leu 

20 25 30 

Ala Gly Met Ala Gin Leu Arg Glu Leu Tyr Leu Thr Gly Asn Arg Leu 

35 40 45 

Arg Ser Arg Ala Leu Gly Pro Arg Ala Trp Val Asp Leu Ala His Leu 

50 55 60 

Gin Leu Leu Asp lie Ala Gly Asn Gin Leu Thr Glu lie Pro Glu Gly 
65 70 75 80 

Leu Pro Pro Ser Leu Glu Tyr Leu Tyr Leu Gin Asn Asn Lys lie Ser 

85 90 95 

Ala Val Pro Ala Ser Ala Phe Asp Ser Thr Pro Asn Leu Lys Gly lie 

100 105 110 

Phe Leu Arg Phe Asn Lys Leu Ala Val Gly Ser Val Val Glu Ser Ala 
115 120 125 

Phe Arg 
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130 

<210> 2687 
<211> 399 
<212> DNA 

<213> Homo sapiens 
<400> 2687 

nagtgcaaga aatgtttaat acaagagatt gaaccctacc aaaatgggag gtttagcctc 
60 

caggaatggg agtgcaataa atctctaata caagagattg agcctcacca acctccagga 
120 

tgggaaatga caggtaagac agggactaca aaagaccaag cagacaataa aattccccct 
180 

gacagtccgc taggccttat gttaagatac cggaaagata atgaaaggac caaacacaag 
240 

aaaagacagc aaatgataaa atattgctgg tttatttgga ctaaggaacc catcctgaaa 
300 

cctttggtct tttggccaca gttagggttg agcggggact ggatatgcca actcctaatc 
360 

cagtatgtaa aggataaaag tccagtttct caagaggag 
399 

<210> 2686 
<211> 91 
<212> PRT 

<213> Homo sapiens 
c400> 2688 

Met Thr Gly Lys Thr Gly Thr Thr Lys Asp Gin Ala Asp Asn Lys lie 

1 5 10 15 

Pro Pro Asp Ser Pro Leu Gly Leu Met Leu Arg Tyr Arg Lys Asp Asn 

20 25 30 

Glu Arg Thr Lys His Lys Lys Arg Gin Gin Met He Lys Tyr Cys Trp 

35 40 45 

Phe He Trp Thr Lys Glu Pro He Leu Lys Pro Leu Val Phe Trp Pro 

50 55 60 

Gin Leu Gly Leu Ser Gly Asp Trp He Cys Gin Leu Leu He Gin Tyr 
65 70 75 80 

Val Lys Asp Lys Ser Pro Val Ser Gin Glu Glu 

85 90 

<210> 2689 
<211> 560 
<212> DNA 

<213> Homo sapiens 
<400> 2689 

gcacccattc aagttgggtt agttggcttc tgtttggtgt ttgctacacc cctgtgttgt 
60 

gccctgtttc ctcagaaaag atacaaaaat gtgggtctca ccaagttgcc caggctggtc 
120 

tcaaactcct ggcctcaaga aatcctcctg gttcagcctc acaaagctcc gagattacag 
180 
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ttgcatgtcc gtgacaagct 
240 

tgaattgcga cgcgtgtact 
300 

tcattctgcc actgcaaagc 
360 

ggttggtata tcgtctttga 
420 

acgtttattg aaggcattgg 
480 

agttggcatt cccgtcacgg 
540 

gaaacaagcc atcacgccag 
560 



tggaggccga gttgcaagct 
tcaataaggg attgtaaagc 
tggtgtagcc atgctggtga 
aaaacaatga ctataaaagc 
tggagctctc tgtatgtgtt 
atgagaatgg gaaccgcttg 



aagatccaag agagccatcc 
agggaggaaa cctctgcagc 
gaaaaatcct gttcaacctg 
tacaggaaag gtatttcagg 
ttgctctgca gggaactcaa 
ggggagtcgg cgaacgctgc 



<210> 2690 
<211> 73 
<212> PRT 

<213> Homo sapiens 
<400> 2690 

Ala Pro lie Gin val Gly Leu Val Gly Phe Cys Leu Val Phe Ala Thr 

IS 10 15 

Pro Leu Cys Cys Ala Leu Phe Pro Gin Lys Arg Tyr Lys Asn Val Gly 

20 25 30 

Leu Thr Lys Leu Pro Arg Leu Val Ser Asn Ser Trp Pro Gin Glu lie 

35 40 45 

Leu Leu Val Gin Pro His Lys Ala Pro Arg Leu Gin Leu t His Val Cys 

50 55 60 

Asp Lys Leu Gly Gly Arg Val Ala Ser 
65 70 



<210> 2691 

<211> 532 

<212> DNA 

<213> Homo sapiens 



<400> 2691 
gatctcatct 
60 

cagggggtgc 
120 

aaagccagcc 
180 

aacctcagca 
240 

agtgtcaagg 
300 

gacgccaagt 
360 

gtccccttta 
420 

ccctgcctgt 
480 



gtacacactt 
tgaaggccct 
acatcctgat 
tgataagcca 
ttctgccgtg 
ctgacatcta 
aggatatgcc 
tggataccag 



catggatggc 
cgactacatc 
ctctgtggat 
tgggcagcgg 
gctcagcccc 
cagtgtggga 
tgccacccag 
caccatcccc 



atgaatgagc 
caccacatgg 
gggaaggtcc 
cagcgagtgg 
gaggtcctcc 
atcacagcct 
atgctgctag 
gctgaggagc 



tggcgattgc 
gatatgtaca 
acctgtctgg 
tccacgattt 
agcagaatct 
gtgaactggc 
agaaactgaa 
Cgaccatgag 



ttacatcctg 
caggagtgtc 
tttgcgcagc 
tcccaagtac 
ccagggttat 
caacggccat 
cggcacagtg 
cccttcgcgc 
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tcagtggcca actctggcct gagtgacagc ctgaccacca gcacaccccg gg 
532 

<210> 2692 
<211> 177 
<212> PRT 

<213> Homo sapiens 



<400> 2692 



Asp 


Leu 


He 


Cys 


Thr 


His Phe Met Asp Gly 


Met 


Asn 


Glu 


Leu 


Ala 


He 


1 








5 


10 










15 




Ala 


Tyr 


He 


Leu 


Gin 


Gly Val Leu Lys Ala 


Leu Asp 


Tyr 


He 


His 


His 








20 




25 








30 






Met 


Gly 


Tyr 


Val 


His 


Arg Ser Val Lys Ala 


Ser 


His 


He 


Leu 


He 


Ser 






35 






40 






45 








Val 


Asp 


Gly 


Lys 


Val 


Tyr Leu Ser Gly Leu 


Arg 


Ser 


Asn 


Leu 


Ser 


Met 




50 








55 




60 










He 


Ser 


His 


Gly 


Gin 


Arg Gin Arg Val Val 


His 


Asp 


Phe 


Pro 


Lys 


Tyr 


65 










70 


75 










80 


Ser 


Val 


Lys 


val 


Leu 


Pro Trp Leu Ser Pro 


Glu 


val 


Leu 


Gin 


Gin 


Asn 










65 


90 










95 




Leu 


Gin 


Gly 


Tyr 


Asp 


Ala Lys Ser Asp He 


Tyr 


Ser 


Val 


Gly 


He 


Thr 








100 




105 








110 






Ala 


Cys 


Glu 


Leu 


Ala 


Asn Gly His Val Pro 


Phe 


Lys 


Asp 


Met 


Pro 


Ala 






115 






120 






125 








Thr 


Gin 


Met 


Leu 


Leu 


Glu Lys Leu Asn Gly 


Thr 


Val 


Pro 


Cys 


Leu 


Leu 




130 








135 




140 










Asp 


Thr 


Ser 


Thr 


He 


Pro Ala Glu Glu Leu 


Thr 


Met 


Ser 


Pro 


Ser 


Arg 


145 










150 


15S 










160 


Ser 


Val 


Ala 


Asn 


Ser 


Gly Leu Ser Asp Ser 


Leu 


Thr 


Thr 


Ser 


Thr 


Pro 










165 


170 










175 





Arg 



<210> 2693 
<211> 798 
<212> DNA 

<213> Homo sapiens 
<400> 2693 

gcgttccaga atctcaccag ccttgtggtg ctgcatttgc ataacaaccg catccagcat 
60 

ctggggaccc acagcttcga ggggctgcac aatctggaga cactagacct gaattataac 
120 

aagctgcagg agttccctgt ggccatccgg accctgggca gactgcagga actggggttc 
160 

cataacaaca acatcaaggc catcccagaa aaggccttca tggggaaccc tctgctacag 
240 

acgatacact tttatgataa cccaatccag tttgtgggaa gatcggcatt ccagtacctg 
300 

cctaaactcc acacactatc tctgaatggt gccatggaca tccaggagtt tccagatctc 
360 

aaaggcacca ccagcctgga gatcctgacc ctgacccgcg caggcatccg gctgctccca 
420 
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tcggggatgt gccaacagct gcccaggctc cgagtcctgg aactgtctca caatcaaatt 
480 

gaggagctgc ccagcctgca caggtgtcag aaattggagg aaatcggcct ccaacacaac 
540 

cgcatctggg aaattggagc tgacaccttc agccagctga gctccctgca agccctggat 
600 

ttaaggtgga acgccatccg gtccatccac cccgaggcct tctccaccct gcactccctg 
660 

gtcaagctgg acctgacaga caaccagctg accacactgc ccctggctgg acttgggggc 
720 

ttgatgcatc tgaagctcaa agggaacctt gctctctccc aggccttctc caaggacagt 
780 

ttcccaaaac tgaggatc 
798 

<210> 2694 

<211> 266 

<212> PRT 

<213> Homo sapiens 

<400> 2694 

Ala Phe Gin Asn Leu Thr Ser Leu Val val Leu His Leu His Asn Asn 

15 10 15 

Arg lie Gin His Leu Gly Thr His Ser Phe Glu Gly Leu His Asn Leu 

20 25 30 

Glu Thr Leu Asp Leu Asn Tyr Asn Lys Leu Gin Glu Phe Pro Val Ala 

35 40 45 

lie Arg Thr Leu Gly Arg Leu Gin Glu Leu Gly Phe His Asn Asn Asn 

50 55 60 

lie Lys Ala He Pro Glu Lys Ala Phe Met Gly Asn Pro Leu Leu Gin 
65 70 75 80 

Thr He His Phe Tyr Asp Asn Pro He Gin Phe Val Gly Arg Ser Ala 

85 90 95 

Phe Gin Tyr Leu Pro Lys Leu His Thr Leu Ser Leu Asn Gly Ala Met 

100 105 110 

Asp He Gin Glu Phe Pro Asp Leu Lys Gly Thr Thr Ser Leu Glu He 

115 120 125 

Leu Thr Leu Thr Arg Ala Gly He Arg Leu Leu Pro Ser Gly Met Cys 

130 135 140 

Gin Gin Leu Pro Arg Leu Arg Val Leu Glu Leu Ser His Asn Gin He 
145 150 155 160 

Glu Glu Leu Pro Ser Leu His Arg Cys Gin Lys Leu Glu Glu He Gly 

165 170 175 

Leu Gin His Asn Arg He Trp Glu He Gly Ala Asp Thr Phe Ser Gin 

180 185 190 

Leu Ser Ser Leu Gin Ala Leu Asp Leu Arg Trp Asn Ala He Arg Ser 

195 200 205 

He His Pro Glu Ala Phe Ser Thr Leu His Ser Leu Val Lys Leu Asp 

210 215 220 

Leu Thr Asp Asn Gin Leu Thr Thr Leu Pro Leu Ala Gly Leu Gly Gly 
225 230 235 240 

Leu Met His Leu Lys Leu Lys Gly Asn Leu Ala Leu Ser Gin Ala Phe 

245 250 255 

Ser Lys Asp Ser Phe Pro Lys Leu Arg He 
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260 

<210> 2695 

<211> 2265 

<212> DNA 

<213> Homo sapiens 

<400> 2695 

nagccagagg gacgagctag cccgacgatg 
60 

gagcagccca cccatgccgt gtgtgtgctg 
120 

tctgcccctg aggactgcac gtccttcagc 
180 

attgcccaca gccctccagc caagaagaaa 
240 

cctggggtag aggtgaccct gacgatgaaa 
300 

gttcagattt catactacgg acccaagact 
360 

gcggtggaaa tctccctgtg cgcagacatc 
420 

gctgtgaaag atcagaggac ctggacctgg 
480 

gtgaactgtg acagagacaa tctcgaatct 
540 

cttgacagcg aagacctgca ggacatgtcg 
600 

gacttcttca caaaccatac actggtgctc 
660 

agggtgtttc aggccacacg gggcaaactg 
720 

aagtggccct ctcactaccc gatggtcccc 
780 

gaggccctcg ctttcccgga caccgacttc 
840 

ctggacacgt ccaacctgga gctccccgag 
900 

cgcgtggcgc cctggatcat gacccccaac 
960 

agtatttttg aaaatgagga cttcctgaag 
1020 

tgcaagctga ccatctgccc tgaggaggag 
1080 

atggagatcg gctacatcca agccccacac 
1140 

aggaacagag gcctgaagga gtttcccatc 
1200 

gtaactcgag ggccccaaac agggggtatc 
1260 

gtgagccccc cagtcacagt caggggcaag 
1320 

gacagctgtt atcccagcaa tgacagccgg 
1380 



265 



gcccagggga 


cattgatccg 


tgtgacccca 


ggcaccttga 


ctcagcttga 


catctgcagc 


atcaacgcct 


ccccaggggt 


ggtcgtggat 


tccacaggtt 


cctccacatg 


gcccctggac 


gcggccagtg 


gtagcacagg 


cgaccagaag 


ccaccagtca 


aagctctact 


ctacctcacc 


acccgcaccg 


gcaaagtgaa 


gccaaccaga 


ggcccttgtg 


gacagggtgc 


catcctgctg 


tctgccatgg 


actgcgagga 


tgatgaagtg 


ctgatgaccc 


tgagcacgaa 


gacccccaag 


cacgtggcca 


ggtctgagat 


ggacaaagtg 


tcctccaagt 


gcagcgtagt 


cttgggtccc 


ggtggaaagc 


acaacatgga 


cttctacgtg 


ccggggctca 


ttaccctcac 


catctccctg 


gctgtggtgt 


tccaagacag 




acccagcccc 


cgcaggaggt 


gtacgcgtgc 


tcagtgacta 


ctctggccat 


gaaagccaag 


aacatggatg 


accagtggat gcaggatgaa 


aaaacgctgc 


ccgtggtctt 


cgactctcca 


aaacgagtga 


tgggtccaga 


ttttggctat 


agtggactgg 


actcctttgg 


gaacctggaa 


gaatacccgc 


tgggcaggat 


tctcttcggg 


cagatgcacc 


aggccctgca 


ggacttcctc 
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agtgcccagc aggtgcaggc ccctgtgaag ctctattctg actggctgtc cgtgggccac 
1440 

gtggacgagt tcctgagctt tgtgccagca cccgacagga agggcttccg gctgctcctg 
1500 

gccagcccca ggtcctgcta caaactgttc caggagcagc agaatgaggg ccacggggag 
1560 

gccctgctgt tcgaagggat caagaaaaaa aaacagcaga aaataaagaa cattctgtca 
1620 

aacaagacat tgagagaaca taattcattt gtggagagat gcatcgactg gaaccgcgag 
1680 

ctgctgaagc gggagctggg cctggccgag agtgacatca ttgacatccc gcagctcttc 
1740 

aagctcaaag agttctctaa ggcggaagct tttttcccca acatggtgaa catgctggtg 
1800 

ctagggaagc acctgggcat ccccaagccc ttcgggcccg tcatcaacgg ccgctgctgc 
1860 

ctggaggaga aggtgtgttc cctgctggag ccactgggcc tccagtgcac cttcatcaac 
1920 

gacttcttca cctaccacat caggcatggg gaggtgcact gcggcaccaa cgtgcgcaga 
1980 

aagcccttct ccttcaagtg gtggaacatg gtgccctgag cccatcttcc ctggcgtcct 
2040 

ctccctcctg gccagatgtc gctgggtcct ctgcagtgtg gcaagcaaga gctcttgtga 
2100 

atattgtggc tccctggggg cggccagccc tcccagcagt ggcttgcttt cttctcctgt 
2160 

gatgtcccag cttcccactc tgaagatccc aacatggtcc tagcactgca cactcagttc 
2220 

tgctctaaga agctgcaata aagttttttt aagtcacttt gtaca 
2265 

<210> 2696 
<211> 663 
c212> PRT 

<213> Homo sapiens 
<400> 2696 

Met Ala Gin Gly Thr Leu He Arg Val Thr Pro Glu Gin Pro Thr His 

15 10 15 

Ala Val Cys Val Leu Gly Thr Leu Thr Gin Leu Asp He Cys Ser Ser 

20 25 30 

Ala Pro Glu Asp Cys Thr Ser Phe Ser He Asn Ala Ser Pro Gly Val 

35 40 45 

Val Val Asp He Ala His Ser Pro Pro Ala Lys Lys Lys Ser Thr Gly 

50 55 60 

Ser Ser Thr Trp Pro Leu Asp Pro Gly Val Glu Val Thr Leu Thr Met 
65 70 75 80 

Lys Ala Ala Ser Gly Ser Thr Gly Asp Gin Lys Val Gin He Ser Tyr 

B5 90 95 

Tyr Gly Pro Lys Thr Pro Pro Val Lys Ala Leu Leu Tyr Leu Thr Ala 

100 105 110 

Val Glu He Ser Leu Cys Ala Asp He Thr Arg Thr Gly Lys Val Lys 

115 120 125 

Pro Thr Arg Ala Val Lys Asp Gin Arg Thr Trp Thr Trp Gly Pro Cys 
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130 

Gly Gin Gly Ala 
145 

Ser Ser Ala Met 
Leu Gin Asp Met 

ieo 

Phe Phe Thr Asn 
195 

Asp Lys Val Arg 
210 

Cys Ser Val Val 
225 

Pro Gly Gly Lys 

Pro Asp Thr Asp 
260 

Asp Thr Ser Asn 
275 

Val Val Phe Arg 
290 

Pro Gin Glu Val 
305 

Lys Ser Val Thr 

Cys Pro Glu Glu 
340 

Glu lie Gly Tyr 
355 

Asp Ser Pro Arg 
370 

Met Gly Pro Asp 
385 

lie Ser Gly Leu 

Thr Val Arg Gly 
420 

Ser Cys Tyr Pro 
435 

Asp Phe Leu Ser 
450 

Asp Trp Leu Ser 
465 

Ala Pro Asp Arg 

Cys Tyr Lys Leu 
500 

Leu Leu Phe Glu 
515 

lie Leu Ser Asn 
530 

Cys lie Asp Trp 
545 

Glu Ser Asp lie 



135 

lie Leu Leu Val 
150 

Asp Cys Glu Asp 
165 

Ser Leu Met Thr 

His Thr Leu Val 
200 

Val Phe Gin Ala 
215 

Leu Gly Pro Lys 
230 

His Asn Met Asp 
245 

Phe Pro Gly Leu 

Leu Glu Leu Pro 
2B0 

Val Ala Pro Trp 
295 

Tyr Ala Cys Ser 
310 

Thr Leu Ala Met 
325 

Glu Asn Met Asp 

lie Gin Ala Pro 
360 

Asn Arg Gly Leu 
375 

Phe Gly Tyr Val 
390 

Asp Ser Phe Gly 
405 

Lys Glu Tyr Pro 

Ser Asn Asp Ser 
440 

Ala Gin Gin Val 
455 

Val Gly His Val 
470 

Lys Gly Phe Arg 
485 

Phe Gin Glu Gin 

Gly He Lys Lys 
520 

Lys Thr Leu Arg 
535 

Asn Arg Glu Leu 
550 

He Asp He Pro 



140 

Asn Cys Asp Arg 
155 

Asp Glu Val Leu 
170 

Leu Ser Thr Lys 
185 

Leu His Val Ala 

Thr Arg Gly Lys 
220 

Trp Pro Ser His 
235 

Phe Tyr Val Glu 
250 

He Thr Leu Thr 
265 

Glu Ala Val Val 

He Met Thr Pro 
300 

He Phe Glu Asn 
315 

Lys Ala Lys Cys 
330 

Asp Gin Trp Met 
345 

His Lys Thr Leu 

Lys Glu Phe Pro 
380 

Thr Arg Gly Pro 
395 

Asn Leu Glu Val 
410 

Leu Gly Arg He 
425 

Arg Gin Met His 

Gin Ala Pro Val 
460 

Asp Glu Phe Leu 
475 

Leu Leu Leu Ala 
490 

Gin Asn Glu Gly 
505 

Lys Lys Gin Gin 

Glu His Asn Ser 
540 

Leu Lys Arg Glu 
555 

Gin Leu Phe Lys 



Asp * Asn Leu Glu 
160 

Asp Ser Glu Asp 
175 

Thr Pro Lys Asp 
190 

Arg ser Glu Met 
205 

Leu Ser Ser Lys 

Tyr Leu Met Val 
240 

Ala Leu Ala Phe 
255 

He Ser Leu Leu 
270 

Phe Gin Asp Ser 
285 

Asn Thr Gin Pro 

Glu Asp Phe Leu 
320 

Lys Leu Thr He 
335 

Gin Asp Glu Met 
350 

Pro Val Val Phe 
365 

He Lys Arg Val 

Gin Thr Gly Gly 
400 

Ser Pro Pro Val 
415 

Leu Phe Gly Asp 
430 

Gin Ala Leu Gin 
445 

Lys Leu Tyr Ser 

Ser Phe Val Pro 
480 

Ser Pro Arg Ser 
495 

His Gly Glu Ala 
510 

Lys He Lys Asn 
525 

Phe Val Glu Arg 

Leu Gly Leu Ala 
560 

Leu Lys Glu Phe 
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565 570 575 



Ser Lys 


Ala 


Glu 
580 


Ala 


Phe 


Phe 


Pro 


Asn 
585 


Met 


Val 


Asn 


Met 


Leu 
590 


Val 


Leu 


Gly Lys 


His 
595 


Leu 


Gly 


He 


Pro 


Lys 
600 


Pro 


Phe 


Gly 


Pro 


Val 
605 


He 


Asn 


Gly 


Arg Cys 


Cys 


Leu 


Glu 


Glu 


Lys 


Val 


Cys 


Ser 


Leu 


Leu 


Glu 


Pro 


Leu 


Gly 


610 










615 










620 










Leu Gin 


Cys 


Thr 


Phe 


He 


Asn 


Asp 


Phe 


Phe 


Thr 


Tyr 


His 


He 


Arg 


His 


625 








630 










635 










640 


Gly Glu 


Val 


His 


Cys 
645 


Gly 


Thr 


Asn 


Val 


Arg 
650 


Arg 


Lys 


Pro 


Phe 


Ser 
655 


Phe 


Lys Trp 


Trp 


Asn 


Met 


Val 


Pro 





















660 



<210> 2697 

<211> 2466 

<212> DNA 

<213> Homo sapiens 

<400> 2697 

cagggcagcc cgggggaagc gtccgggacc atgtctggag aactaccacc aaacattaac 
60 

atcaaggaac ctcgatggg;a tcaaagcact ttcattggac gagccaatca tttcttcact 
120 

gtaactgacc ccaggaacat tctgttaacc aacgaacaac tcgagagtgc gagaaaaata 
180 

gtacatgatt acaggcaagg aattgttcct cctggtctta cagaaaatga attgtggaga 
240 

gcaaagtaca tctatgattc agcttttcat cctgacactg gtgagaagat gattttgata 
300 

ggaagaatgt cagcccaggt tcccatgaac atgaccatca caggttgtat gatgacgttt 
360 

tacaggacta cgccggctgt gctgttctgg cagtggatta accagtcctt caatgccgtc 
420 

gtcaattaca ccaacagaag tggagacgca cccctcactg tcaatgagtt gggaacagct 
480 

tacgtttctg caacaactgg tgccgtagca acagctctag gactcaatgc attgaccaag 
540 

catgtctcac cactgatagg acgttttgtt ccctttgctg ccgtagctgc tgctaattgc 
600 

attaatatcc cattaatgag gcaaagggaa ctcaaagttg gcattcccgt cacggatgag 
660 

aatgggaacc gcttggggga gtcggcgaac gctgcgaaac aagccatcac gcaagttgtc 
720 

gtgtccagga ttctcatggc agcccctggc atggccatcc ctccattcat tatgaacact 
780 

ttggaaaaga aagccttttt gaagaggttc ccatggatga gtgcacccat tcaagttggg 
840 

ttagttggct tctgtttggt gtttgctaca cccctgtgtt gtgccctgtt tcctcagaaa 
900 

agttccatgt ctgtgacaag cttggaggcc gagttgcaag ctaagatcca agagagccat 
960 

cctgaattgc gacgcgtgta cttcaataag ggattgtaaa gcagggagga aacctctgca 
1020 
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gctcattctg 
1080 

tgggttctcc 
1140 

gctactttaa 
1200 

tgttatgatt 
1260 

atataccagc 
1320 

tatatggtca 
1380 

tactgaattt 
1440 

aatacaaaag 
1500 

ttctagtttg 
1560 

aaaagctcct 
1620 

gctggatcat 
1680 

tgttttttgt 
1740 

tatttacatc 
1800 

caataccaat 
I860 

gtgagactac 
1920 

gctttcagaa 
1980 

atattgtatg 
2040 

tcatctgtag 
2100 

agatgtttaa 
2160 

caaccaagtt 
2220 

cccaggctgg 
2280 

cgccgttctc 
2340 

ccggctaatt 
2400 

acctcgtgat 
2460 

cacccggg 
2468 



ccactgcaaa 
cagttacgga 
cagagcacct 
tatagaaata 
cctcacccag 
gtaaatgttc 
tcatctcact 
ctctgggcta 
gggattgcgc 
tcacacccct 
tatatacatt 
tcttataaag 
aaataatgaa 
gctgtatgag 
agttccagct 
agatacagtg 
ttgcattcca 
tgatttcata 
cgtcatagac 
tggatgggaa 
agtgcagtgg 
ctgcctcagc 
tttttgtatt 
ccgcccgcct 



gctggtgtag 
aaccttttaa 
ggcgtgggcc 
cctttcctgt 
gttttaaaaa 
tattgattat 
cccattgcaa 
atctataaaa 
tagcccaatg 
tccaaaagtc 
cagattgtga 
atgataatct 
ataactgaaa 
tgggctgaat 
acctacatgt 
ataatgtgtg 
cttcatttga 
gataatatat 
agtcggccct 
aatttttttt 
cgtagtctcg 
ccctctgaga 
tttagtagag 
tggcctccca 



ccatgctggt 
agatccacat 
aagtgcctga 
agcttttata 
agcactggta 
caatcagtga 
atcaaggaga 
acttaccctg 
aaggtgatga 
agtcacagac 
gtggattgcc 
taccttgcag 
tgtacaaatg 
ccagttcatt 
cttttcttgt 
tatgaatcag 
aaataatgaa 
ttaatatgac 
ctgtatccgt 
ttttttttga 
gctcactgca 
agctgggact 
acggggtttc 
aggtgctggg 



gagaaaaatc 
tagcctttta 
tactccctta 
gtcattgttt 
ggcatagaat 
aaaaagaaat 
tctcagcagt 
aaatattaag 
agcttttgga 
cactgcaaca 
ttggttgact 
ttattgactt 
tcaaattttg 
gtgttttttt 
catccttata 
tcacaatgaa 
accatgtacc 
agattatgtt 
gagctctata 
gacggagtct 
agctccgcct 
acaggcgccc 
actgtggtct 
attgcaggcg 



ctgttcaacc 
gaataaagct 
cactgaatca 
ttcaaagacg 
aggtgctcag 
ctgtttaaaa 
gaactgggaa 
ggcagtttgc 
tttggagggt 
tgccttccct 
tttaatttat 
tatattcaat 
gaagtatatt 
ttggtaagaa 
gatctctttg 
ttttacttga 
actgtttaca 
tcaactctgt 
tctgtgaatt 
cgctctgtca 
cccgggttca 
gccaccacgc 
cgatctcctg 
tgagccaccg 



<210> 2698 
<211> 332 
<212> PRT 
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<213> Homo sapiens 



<400> 269B 
Gin Gly Ser 
1 



Pro 



Gly Glu 
5 



Ala Ser Gly Thr Met Ser Gly Glu Leu Pro 
10 15 



Pro Asn He Asn He Lys Glu Pro Arg Trp Asp Gin Ser Thr Phe He 

20 25 30 

Gly Arg Ala Asn His Phe Phe Thr Val Thr Asp Pro Arg Asn He Leu 

35 40 45 

Leu Thr Asn Glu Gin Leu Glu Ser Ala Arg Lys He Val His Asp Tyr 

SO 55 60 

Arg Gin Gly He Val Pro Pro Gly Leu Thr Glu Asn Glu Leu Trp Arg 
65 70 75 80 

Ala Lys Tyr He Tyr Asp Ser Ala Phe His Pro Asp Thr Gly Glu Lys 

85 90 95 

Met He Leu He Gly Arg Met Ser Ala Gin Val Pro Met Asn Met Thr 

100 105 HO 

He Thr Gly Cys Met Met Thr Phe Tyr Arg Thr Thr Pro Ala Val Leu 

115 120 125 

Phe Trp Gin Trp He Asn Gin Ser Phe Asn Ala Val Val Asn Tyr Thr 

130 135 140 

Asn Arg Ser Gly Asp Ala Pro Leu Thr Val Asn Glu Leu Gly Thr Ala 
145 150 155 160 

Tyr Val Ser Ala Thr Thr Gly Ala Val Ala Thr Ala Leu Gly Leu Asn 

165 170 175 

Ala Leu Thr Lys His Val Ser Pro Leu He Gly Arg Phe Val Pro Phe 

180 165 190 

Ala Ala Val Ala Ala Ala Asn Cys He Asn He Pro Leu Met Arg Gin 

195 200 205 

Arg Glu Leu Lys Val Gly He Pro Val Thr Asp Glu Asn Gly Asn Arg 

210 215 220 

Leu Gly Glu Ser Ala Asn Ala Ala Lys Gin Ala He- Thr Gin Val Val 
225 230 235 240 

Val Ser Arg He Leu Met Ala Ala Pro Gly Met Ala He Pro Pro Phe 

245 250 255 

He Met Asn Thr Leu Glu Lys Lys Ala Phe Leu Lys Arg Phe Pro Trp 

260 265 270 

Met Ser Ala Pro He Gin Val Gly Leu Val Gly Phe Cys Leu Val Phe 

27S 280 285 

Ala Thr Pro Leu Cys Cys Ala Leu Phe Pro Gin Lys Ser Ser Met Ser 

290 295 300 

Val Thr Ser Leu Glu Ala Glu Leu Gin Ala Lys He Gin Glu Ser His 
305 310 315 320 

Pro Glu Leu Arg Arg Val Tyr Phe Asn Lys Gly Leu 



<210> 2699 
<211> 974 
<212> DNA 

<213> Homo sapiens 
<400> 2699 

gaagcccgcg gaggagcggg taagagcccc gcgaatccgg ccccaacctc gggaacggga 



325 



330 



60 
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tgggaggcgg ccctggccgc aagccccgcg ctgctagcgg gtccaccgcg tcgtagccga 
120 

cagccgccct tcttcctcgc agcgcgccgc gattcaccag cctggtcccc tctgcggaga 
180 

gcgatgccgc ttcccgacac catgttctgc gctcagcaga tccacattcc cccggagctg 
240 

ccggacatcc tgaagcaatt caccaaggct gccatccgca cccagccggc cgacgtgctg 
300 

cggtggtcgg cagggtattt ttcagctctg tcgagaggag atccacttcc tgtaaaggac 
360 

agaatggaaa tgcctgtggc aacccagaaa acagacacag gcctgactca aggactcctg 
420 

aaagttttgc acaagcagtg tcaccacaag cggtatgtgg aattaacaga tcttgagcag 
480 

aagtggaaga acttgtgcct gccgaaggaa aaattcaaag cgctcttaca actggatcct 
540 

tgtgaaaaca aaatcaagtg gataaacttt ttagcgcttg gatgcagcat gcttggtggg 
600 

tccttgaaca ctgcgctgaa gcacctgtgc gagatcctca cggacgatcc ggaggcgggc 
660 

ccgctcgcat ccccttcaag acgttttcct acgtttaccg ctacttggcc agattagact 
720 

cagatgtgtc tcccttggag acggaatcct accttgcctc tctaaaggaa aatatagacg 
780 

ccaggaagaa cggcatgata ggtctttcag atttcttctt tccaaagagg aaacttttag 
840 

aaagcattga aaactctgaa gatgtaggcc attaatacag agaagaatac attttaatgt 
900 

caaaatagtg ctctttaaaa ttctggcacc aaatacaact taccctgaat cacaaaaaaa 
960 

aaaaaaaaaa aaaa 
974 

<210> 2700 
<211> 177 
<212> PRT 

<213> Homo sapiens 



<400> 2700 



Met 


Pro 


Leu 


Pro 


Asp 


Thr 


Met 


Phe 


Cys 


Ala Gin Gin He His 


He 


Pro 


1 








5 










10 


15 




Pro 


Glu 


Leu 


Pro 


Asp 


lie 


Leu 


Lys 


Gin 


Phe Thr Lys Ala Ala 


He 


Arg 








20 










25 


30 






Thr 


Gin 


Pro 


Ala 


Asp 


Val 


Leu 


Arg 


Trp 


Ser Ala Gly Tyr Phe 


Ser 


Ala 






35 










40 




45 






Leu 


Ser 


Arg 


Gly 


Asp 


Pro 


Leu 


Pro 


Val 


Lys Asp Arg Met Glu 


Met 


Pro 




50 










55 






60 






val 


Ala 


Thr 


Gin 


Lys 


Thr 


Asp 


Thr 


Gly 


Leu Thr Gin Gly Leu Leu 


Lys 


65 










70 








75 




80 


Val 


Leu 


His 


Lys 


Gin 


Cys 


His 


His 


Lys 


Arg Tyr Val Glu Leu 


Thr 


Asp 










65 










90 


95 




Leu 


Glu 


Gin 


Lys 


Trp 


Lys 


Asn 


Leu 


Cys 


Leu Pro Lys Glu Lys 


Phe 


Lys 








100 










105 


110 






Ala 


Leu 


Leu 


Gin 


Leu 


Asp 


Pro 


Cys 


Glu 


Asn Lys He Lys Trp 


He 


Asn 
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115 120 125 

Phe Leu Ala Leu Gly Cys Ser Met Leu Gly Gly Ser Leu Asn Thr Ala 

130 135 140 

Leu Lys His Leu Cys Glu lie Leu Thr Asp Asp Pro Glu Ala Gly Pro 
145 150 155 160 

Leu Ala Ser Pro Ser Arg Arg Phe Pro Thr Phe Thr Ala Thr Trp Pro 

165 170 175 

Asp 



<210> 2701 
<211> 646 
<212> DNA 

<213> Homo sapiens 
<400> 2701 

ncccaaggtg gaggaaggcc tgcgagaagg acagtaagag atgctgagaa caggaaaaca 
60 

aaatcagctt tgacctgaag agtctacagt ccagttgaga agacagtcca ggacacacgt 
120 

agcacactga gaggatgatt taagaaaaac tggctgggca cggtgtccca tgcctgtaat 
180 

cccagcactt tgggaggcca aaatgccagc agctcttcct tgccagagat gatctgaccc 

240 

ggtgggggca gctggaaagc aacactggcc cccagctgaa gggcccagct gcagccagac 
300 

agatggtgct tgagaaccga ggcccggtga tcctccagcc acagtccagc ccaaccactg 
360 

ccactttcca tgggacttag aacttcggag ttgctgcctt gcaattggag gaaggacctg 
420 

gggcccggag accaggagag ccgctggaag cagtacctgg aggacgagag gatcgcgctt 
480 

ttcctgcaga acgaggagtt catgaaggaa ctgcaacgga accgcgactt cctcctcgct 
540 

ctggagagag atcgattgaa atacgaatcc cagaaatcta aatccagcag cgtggctgtc 
600 

ggaaacgact ttggcttttc ctctcctgtc ccaggaactg gcgacg 
646 

<210> 2702 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 2702 

Met Gly Leu Arg Thr Ser Glu Leu Leu Pro Cys Asn Trp Arg Lys Asp 

15 10 15 

Leu Gly Pro Gly Asp Gin Glu Ser Arg Trp Lys Gin Tyr Leu Glu Asp 

20 25 30 

Glu Arg He Ala Leu Phe Leu Gin Asn Glu Glu Phe Met Lys Glu Leu 

35 40 45 

Gin Arg Asn Arg Asp Phe Leu Leu Ala Leu Glu Arg Asp Arg Leu Lys 

50 55 60 

Tyr Glu Ser Gin Lys Ser Lys Ser Ser Ser Val Ala Val Gly Asn Asp 
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65 70 75 80 

Phe Gly Phe Ser Ser Pro Val Pro Gly Thr Gly Asp 

85 90 

<210> 2703 

<211> 610 

<212> DNA 

<213> Homo sapiens 

<400> 2703 

gaagacatgg gcaaaagcat cccccaatac ctggggcaac tggacatccg caaaagcgta 
60 

gtcagcctgg ccacaggcgc cggggcgatc tacctgctct acaaggccat caaggctggc 
120 

ataaaatgca aaccacccct ctgtagcaac tcacccatct gcatcgcccg tgaatgttcg 
180 

ggcccttggg gaaaagggct cttgccccca gaaggaacct tgctcccaag gcctttgctg 
240 

ggggaggggc ccaaagggga ggcctccaag ttccctcttt tctttgatct ttctcttgtc 
300 

catcttcctc aagcccaccc tgcagcgtcc taggcaaggc cctgccagag atgctagctc 
360 

agggtccctg gatctcactc aagtggatcc tcagactcat ctggcaggtc tccaaatact 
420 

acatttcctc tggctcccag gattccactt cttggaaact tggtgtcggc agctcccccc 
480 

atcccttttc tgccctagga acgtgaggct ttaaggaaag ggaagattgg aggacttact 
540 

atatgcccag agcttccact agtccacatg ttcttttgtg cagagtagga aaatgagccc 
600 

cttcacgcgt 
610 

<210> 2704 

<211> 108 

<212> PRT 

<213> Homo sapiens 

<400> 2704 



Met 


Gly Lys 


Ser 


He 


Pro Gin Tyr Leu 


Gly 


Gin 


Leu 


Asp 


He 


Arg Lys 


1 








5 




10 










15 


Ser 


Val 


Val 


Ser 


Leu 


Ala Thr Gly Ala 


Gly 


Ala 


He 


Tyr 


Leu 


Leu Tyr 








20 




25 










30 




Lys 


Ala 


He 


Lys 


Ala 


Gly He Lys Cys 


Lys 


Pro 


Pro 


Leu 


Cys 


Ser Asn 






35 






40 








45 






Ser 


Pro 


He 


Cys 


He 


Ala Arg Glu Cys 


Ser 


Gly 


Pro 


Trp 


Gly 


Lys Gly 




50 








55 






60 








Leu 


Leu 


Pro 


Pro 


Glu 


Gly Thr Leu Leu 


Pro 


Arg 


Pro 


Leu 


Leu 


Gly Glu 


65 










70 




75 








80 


Gly 


Pro 


Lys 


Gly 


Glu 


Ala Ser Lys Phe 


Pro 


Leu 


Phe 


Phe 


Asp 


Leu Ser 










85 




90 










95 


Leu 


Val 


His 


Leu 


Pro 


Gin Ala His Pro 


Ala 


Ala 


Ser 









100 105 
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<210> 2705 
<211> 843 
<212> DNA 

<213> Homo sapiens 
<400> 2705 

nnacgcgtga cgtcccgcgt gatggctggg agggcccggc ggcgacagcg gaggcagaga 
60 

ggaaggcggt tctgagagct tcagagagcg atggaaagca aaatgggtga attgccttta 
120 

gacatcaaca tccaggaacc tcgctgggac caaagtactt tcctgggcag agcccggcac 
180 

tttttcactg ttactgatcc tcgaaatctg ctgctgtccg gggcacagct ggaagcttct 
240 

cggaacatcg tgcagaacta cagggccggc gtggtgaccc cagggatcac cgaggaccag 
300 

ctgtggaggg ccaagtatgt gtatgactcc gccttccatc cggacacagg ggagaaggtg 
360 

gtcctgattg gccgcatgtc agcccaggtg cccatgaaca tgaccatcac tggctgcatg 
420 

ctcacattct acaggaagac cccaaccgtg gtgttctggc agtgggtgaa tcagtccttc 
480 

aatgccattg ttaactactc caaccgcagt ggtgacactc ccatcactgt gaggcagctg 
540 

gggacagcct atgtgagtgc caccactgga gctgtggcca cggccctggg actcaaatcc 
600 

ctcaccaagc acctgccccc cttggtcggc agattcgtac cctttgcagc agtggcagct 
660 

gccaactgca tcaacatccc cctgatgagg cagagggagc tgcaggtggg catcccagtg 
720 

actgatgaag ctggtcagag acttggccac tcggtgactg ctgccaaaca gggcatcttc 
780 

caggtggtgg tatcgagaat cggcatggcg atccccgcca tggccattcc cccggtgatc 

840 

atg 

843 

<210> 2706 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 2706 

Met Glu Ser Lys Met Gly Glu Leu Pro Leu Asp He Asn He Gin Glu 

1 5 10 15 

Pro Arg Trp Asp Gin Ser Thr Phe Leu Gly Arg Ala Arg His Phe Phe 

20 25 30 

Thr Val Thr Asp Pro Arg Asn Leu Leu Leu Ser Gly Ala Gin Leu Glu 

35 40 45 

Ala Ser Arg Asn He Val Gin Asn Tyr Arg Ala Gly Val Val Thr Pro 

50 55 60 

Gly lie Thr Glu Asp Gin Leu Trp Arg Ala Lys Tyr Val Tyr Asp Ser 
65 70 75 80 

Ala Phe His Pro Asp Thr Gly Glu Lys Val Val Leu He Gly Arg Met 
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85 90 95 



Ser 


Ala 


Gin Val 


Pro 


Met Asn Met Thr 


He 


Thr Gly Cys Met Leu 


Thr 






100 




105 




110 




Phe 


Tyr 


Arg Lys 


Thr 


Pro Thr Val Val 


Phe 


Trp Gin Trp Val Asn 


Gin 






115 




120 




125 




Ser 


Phe 


Asn Ala 


lie 


Val Asn Tyr Ser 


Asn 


Arg Ser Gly Asp Thr 


Pro 




130 






135 




140 




lie 


Thr 


Val Arg 


Gin Leu Gly Thr Ala 


Tyr 


Val Ser Ala Thr Thr 


Gly 


145 








150 




155 


160 


Ala 


Val 


Ala Thr 


Ala 


Leu Gly Leu Lys 


Ser 


Leu Thr Lys His Leu 


Pro 








165 




170 


175 




Pro 


Leu 


Val Gly 


Arg 


Phe Val Pro Phe 


Ala 


Ala Val Ala Ala Ala 


Asn 






180 




185 




190 




Cys 


He 


Asn He 


Pro Leu Met Arg Gin 


Arg 


Glu Leu Gin Val Gly 


He 






195 




200 




205 




Pro 


Val 


Thr Asp 


Glu 


Ala Gly Gin Arg 


Leu 


Gly His Ser Val Thr 


Ala 




210 






215 




220 




Ala 


Lys 


Gin Gly 


He 


Phe Gin Val Val 


Val 


Ser Arg He Gly Met 


Ala 


225 








230 




235 


240 


lie 


Pro 


Ala Met 


Ala 


He Pro Pro Val 


lie 


Met 










245 




250 







<210> 2707 

<211> 2921 

<212> DNA 

<213> Homo sapiens 

<400> 2707 

nnggcgagtg gcgagtggcg agtgtcaggg gggcggccgg cgggggcggg gcggccggag 
60 

gaggcgttgg cagcgggctc ggacccacgc ggcgccgcgg cccgcctggc ctgcagcgct 
120 

cccacccccg gcggcggcac gatgcccttt gacttcagga ggtttgacat ctacaggaag 
180 

gtgcccaagg accttacgca gccaacgtac accggggcca ttatctccat ctgctgctgc 
240 

ctcttcatcc tcttcctctt cctctcggag ctcaccggat ttataacgac agaagttgtg 
300 

aacgagctct atgtcgatga cccagacaag gacagcggtg gcaagatcga cgtcagtctg 
360 

aacatcagtt tacccaatct gcactgcgag ttggttgggc ttgacattca ggatgagatg 
420 

ggcaggcacg aagtgggcca catcgacaac tccatgaaga tcccgctgaa caatggggca 
480 

ggctgccgct tcgaggggca gttcagcatc aacaaggtcc ccggcaactt ccacgtgtcc 
540 

acacacagtg ccacagccca gccacagaac ccagacatga cgcatgtcat ccacaagctc 
600 

tcctttgggg acacgctaca ggtccagaac atccacggag ctttcaatgc tctcggggga 
660 

gcagacagac tcacctccaa ccccctggcc tcccacgact acatcctgaa gattgtgccc 
720 

acggtctatg aggacaagag tggcaagcag cggtactcct accagtacac ggtggccaac 
780 
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aaggaatacg tcgcctacag ccacacgggc 
840 

gacctcagcc ccatcacggt caagtacaca 
900 

accacgatct gcgccatcat tggcgggacc 
960 

atcttcacag cctctgaggc ctggaagaag 
1020 

acccagccta atggccgagg accctgggca 
1090 

ctttggccct caatctggtc ccaaatctgg 
1140 

gggaaagtag aggatggctc gatgttttgc 
1200 

gacaaattac actgcctgaa gttgcagttc 
1260 

tcaggcaagg ggtggggagt ccagggatct 
1320 

cttccctcag gggaacatcc cagaatgcat 
1380 

tctcgcagcc cccactaggt ggacacatta 
1440 

ctgccccaga ggcaccagac ctgggctttc 
1500 

cctttataca cccggcacct tccacgaaag 
1560 

tgtcactata gatggaaccc tgacttctgc 
1620 

ggcctcaagt ctttacccca cccctttctt 
1680 

cagcagcagc ggtagagact tgaatctgcc 
1740 

cttcctctct tctcctcgtt cctctgaacc 
1800 

tgtggcaaca gcattctggt tcccactgcc 
1860 

agtggcaggg agtgggggtt gtgtaaaggg 
1920 

ggtttgtgca cttacgtcca gatgggaagc 
1980 

agcctctcag acggacgcca tcggtcccaa 
2040 

ggcctgtcct gtccgtggac ctctaccttc 
2100 

tttctctaca gccatcgtgg cccacttgac 
2160 

caacacgttc ccagcccctg aggcagctcc 
2220 

cctaccctgc tgctcctctt catcctttcc 
2280 

caggcattaa ttccacccag ggaattttag 
2340 

cacgcctgtt ttccatttat agcaagattg 
2400 



cgcatcatcc ctgcaatctg gttccgctac 
gagagacggc agccgctgta cagattcatc 
ttcaccgtcg ccggcatcct ggactcatgc 
atccagctgg gcaagatgca ttgacgccac 
tcgccagcct tgcctccagt gccctgtctc 
ctgtgtccca aagggtgtgt gggaagtggg 
agctacctct tttccccgtg tttcttttta 
ccctttccct ggggagcccc aagaacagag 
tggggacccc tcctaggaga gctgcagtct 
atcgatcagc tctcagccag gcttcgacaa 
atgatttggt ttctcccctg ggcagccaac 
agctttggga ccaggctgcc caaaggtact 
atggtacttc ccaagcaagc ccctatgatt 
cccatccctt cctgcccaac ctagaaccca 
gttcttccaa gaagcagatg cccagttgct 
caccagtcac aaggcgggtc acagattcct 
ctccaccaat gtgcctcagc ctgtgtgctg 
aagatctccc accactctgc tgggatctgc 
gaagtcatct tttgagatcc agatagacat 
atccttcctg caaccctaaa ataatcatgc 
ggccttaggt ggaggaagca aagcaggcca 
tggactccct acgggtgcag agcacttggg 
actgtgctcc tccatcagct ggtcacatgc 
agggtgcccc acctgctcct gaggtgggtc 
cttttgtcct gaaagggagg agcaatggtc 
ctatgccctc atgtcccagg gagagagcca 
tttgcatact tttgtaatga aggggagtgt 
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ccagtggaag gatttttaaa attatcttat 
2460 

tttggctcta agctccgatt ggagacgctt 
2520 

tgagtgtaaa tgcatttggt tatttctggt 
25B0 

attctgttcc ccagttacag gaaggagtcc 
2640 

gggtggggca gggtggggtg gggatggaaa 
2700 

ttatgcattt ttttgaagaa aaaaaaaaaa 
2760 

tcctatggaa gagacacctc tgacccgtta 
2820 

atgttttagt tctttcccca ctcgttgggt 
2880 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2921 



ggatagctca agtctctgcc atttgtaatt 
ctccttgtgc atgtgagttg actgatgttg 
atcggtggcc acttggatgg atttttttac 
ctttggtgtg tgaatatgtg tgcctgtaga 
tgtgtggcat gcacatgagt tgaaattctt 
acaactctga ggacataggg gatgtcagtt 
ttcttataat caaaatctga agggaaaaaa 
tcaactagat taaaaggctg attttcagaa 
aaaaaaaaaa a 



<210> 2708 

<211> 337 

<212> PRT 

<213> Homo sapiens 



<400> 2708 



Xaa 


Ala 


Ser 


Gly 


Glu Trp 


Arg 


Val 


Ser Gly Gly Arg 


Pro Ala Gly 


Ala 


1 








5 






10 


15 




Gly 


Arg 


Pro 


Glu 


Glu Ala 


Leu Ala Ala Gly Ser Asp 


Pro Arg Gly 


Ala 








20 








25 


30 




Ala 


Ala 


Arg 


Leu 


Ala Cys 


Ser 


Ala 


Pro Thr Pro Gly 


Gly Gly Thr 


Met 






35 








40 




45 




Pro 


Phe 


Asp 


Phe 


Arg Arg 


Phe 


Asp 


He Tyr Arg Lys 


Val Pro Lys 


Asp 




50 








55 




60 






Leu 


Thr 


Gin 


Pro 


Thr Tyr 


Thr Gly Ala lie He Ser 


He Cys Cys 


Cys 


65 








70 






75 




80 


Leu 


Phe 


He 


Leu 


Phe Leu 


Phe 


Leu 


Ser Glu Leu Thr 


Gly Phe He 


Thr 










85 






90 


95 




Thr 


Glu 


Val 


Val 


Asn Glu 


Leu 


Tyr 


Val Asp Asp Pro 


Asp Lys Asp 


Ser 








100 








105 


110 




Gly 


Gly 


Lys 


He 


Asp Val 


Ser 


Leu 


Asn He Ser Leu 


Pro Asn Leu 


His 






115 








120 




125 




Cys 


Glu 


Leu 


Val 


Gly Leu 


Asp 


He Gin Asp Glu Met 


Gly Arg His 


Glu 




130 








135 




140 






Val 


Gly 


His 


He 


Asp Asn 


Ser 


Met 


Lys He Pro Leu 


Asn Asn Gly 


Ala 


145 








150 






1S5 




160 


Gly 


Cys 


Arg 


Phe 


Glu Gly 


Gin 


Phe 


Ser He Asn Lys 


Val Pro Gly 


Asn 










165 






170 


175 




Phe 


His 


val 


Ser 


Thr His 


Ser 


Ala 


Thr Ala Gin Pro 


Gin Ash Pro 


Asp 








180 








185 


190 




Met 


Thr 


His 


Val 


He His 


Lys 


Leu 


Ser Phe Gly Asp 


Thr Leu Gin 


Val 






195 








200 




205 




Gin 


Asn 


He 


His 


Gly Ala 


Phe 


Asn Ala Leu Gly Gly 


Ala Asp Arg 


Leu 




210 








215 




220 






Thr 


Ser 


Asn 


Pro 


Leu Ala 


Ser 


His 


Asp Tyr He Leu 


Lys He Val 


Pro 
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225 






230 


235 




240 


Thr 


Val 


Tyr Glu 


Asp Lys Ser Gly Lys Gin 


Arg Tyr 


Ser Tyr Gin Tyr 








245 250 






255 


Thr 


Val 


Ala Asn 


Lys Glu Tyr Val Ala Tyr 


Ser 


His 


Thr Gly Arg lie 






260 


265 






270 


He 


Pro 


Ala He 


Trp Phe Arg Tyr Asp Leu 


Ser 


Pro 


He Thr Val Lys 






275 


280 






285 


Tyr 


Thr 


Glu Arg 


Arg Gin Pro Leu Tyr Arg 


Phe 


He 


Thr Thr He Cys 




290 




295 




300 




Ala 


He 


He Gly 


Gly Thr Phe Thr Val Ala 


Gly 


He 


Leu Asp Ser Cys 


305 






310 


315 




320 


He 


Phe 


Thr Ala 


Ser Glu Ala Trp Lys Lys 


He 


Gin 


Leu Gly Lys Met 



325 330 335 



His 



<210> 2709 

<211> 984 

<212> DNA 

<213> Homo sapiens 

<400> 2709 

acgcgtgaag ggagcctagc tgaggctgat cacacagctc atgaagagat ggaagctcat 
60 

acgactgtga aagaagctga ggatgacaac atctcggtca caatccaggc tgaagatgcc 
120 

atcactctgg attttgatgg tgatgacctc ctataaacag gtaaaaatgt gaaaattaca 
180 

gattctgaag caagtaagcc aaaagatggg caggacgcca ttgcacagag cccggagaag 
240 

gaaagcaagg attatgagat gaatgcgaac cataaagatg gtaagaagga agactgcgtg 
300 

aagggtgacc ctgtcgagaa ggaagccaga gaaagttcta agaaagcaga atctggagac 
360 

aaagaaaagg atactctgaa gaaagggccc tcgtctactg gggcctctgg tcaagcaaag 
420 

agctcttcaa aggaatctaa agacagcaag acatcatcta aagatgacaa aggaagtaca 
480 

agtagtacta gtggtagcag tggaagctca actaaaaata tctgggttag tggactttca 
540 

tctaatacca aagctgctga tttgaagaac ctctttggca aatatggaaa ggttctgagt 
600 

gcaaaagtag ttacaaatgc tcgaagtcct ggggcaaaat gctatggcat tgtaactatg 
660 

tcttcaagca cagaggtgtc caggtgtatt gcacatcttc atcgcactga gctgcatgga 
720 

cagctgattt ctgttgaaaa agtaaaaggt gatccctcta agaaagaaat gaagaaagaa 
780 

aatgatgaaa agagtagttc aagaagttct ggagataaaa aaaatacgag tgatagaagt 
640 

agcaagacac aagcctctgt caaaaaagaa gagaaaagat cgtctgagaa atctgaaaaa 
900 

aaagaaagca aggatactaa gaaaatagaa ggtaaagatg agaagaatga taatggagca 
960 - - 
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agtggccaaa catcagaatc gatt 
984 

<210> 2710 

<211> 242 

<212> PRT 

<213> Homo sapiens 



<400> 2710 



Met Asn 


Ala 


Asn 


His 


Lys 


Asp 


Gly Lys 


Lys Glu Asp Cys Val Lys Gly 


1 






5 








10 15 


Asp Pro 


Val 


Glu 


Lys 


Glu 


Ala 


Arg Glu 


Ser Ser Lys Lys Ala Glu Ser 






20 








25 


30 


Gly Asp 


Lys 


Glu 


Lys 


Asp 


Thr 


Leu Lys 


Lys Gly Pro Ser Ser Thr Gly 




35 










40 


45 


Ala Ser 


Gly 


Gin 


Ala 


Lys 


Ser 


Ser Ser 


Lys Glu Ser Lys Asp Ser Lys 


50 










55 




60 


Thr Ser 


Ser 


Lys 


Asp 


Asp 


Lys 


Gly Ser 


Thr Ser Ser Thr Ser Gly Ser 


65 








70 






75 80 


Ser Gly 


Ser 


Ser 


Thr 


Lys 


Asn 


He Trp 


Val Ser Gly Leu Ser Ser Asn 








85 








90 95 


Thr Lys 


Ala 


Ala 


Asp 


Leu 


Lys 


Asn Leu 


Phe Gly Lys Tyr Gly Lys Val 






100 








105 


HO 


Leu Ser 


Ala 


Lys 


Val 


Val 


Thr 


Asn Ala 


Arg Ser Pro Gly Ala Lys Cys 




115 










120 


125 


Tyr Gly 


He 


Val 


Thr 


Met 


Ser 


Ser Ser 


Thr Glu Val Ser Arg Cys lie 


130 










135 




140 


Ala His 


Leu 


His 


Arg 


Thr 


Glu 


Leu His 


Gly Gin Leu He Ser Val Glu 


145 








150 






155 160 


Lys Val 


Lys 


Gly 


Asp 


Pro 


Ser 


Lys Lys 


Glu Met Lys Lys Glu Asn Asp 








165 








170 175 


Glu Lys 


Ser 


Ser 


Ser 


Arg 


Ser 


Ser Gly 


Asp Lys Lys Asn Thr Ser Asp 






180 








185 


190 


Arg Ser 


Ser 


Lys 


Thr 


Gin 


Ala 


Ser Val 


Lys Lys Glu Glu Lys Arg Ser 




195 










200 


205 


Ser Glu 


Lys 


Ser 


Glu 


Lys 


Lys 


Glu Ser 


Lys Asp Thr Lys Lys He Glu 


210 










215 




220 


Gly Lys 


Asp 


Glu 


Lys 


Asn 


Asp 


Asn Gly 


Ala Ser Gly Gin Thr Ser Glu 


225 








230 






235 240 



Ser He 



<210> 2711 

<211> 6536 

<212> DNA 

<213> Homo sapiens 

<400> 2711 

ttgttttaga aagctctttt attttcagtt ctggctgtgt tcaacatctt agcttacgtt 
60 

tttcatgttg taatgatctg ccgtacggac gatcacctct aagttagaga gttctgtaat 
120 

ttggcttgga ttaaagatgc ttggttagtg aaagctgctg ctttttttat agtcaaagga 
180 
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ctggttctga gagccttgtc 
240 

tttggcatcc attgcatcat 
300 

cggaaaatcc agcacgttaa 
360 

ccagtgctgc agcagacatt 
420 

tttaaagaag cattaatact 
480 

gaaccagact gctcactaga 
540 

cgaaggtcct tgcccgagtt 
600 

gagcccctgg atgaagaagc 
660 

tggaagacgc aacgcagtga 
720 

gatgacttga atgcttcaca 
780 

ctgcaacaag cttgtgaaga 
840 

ctggtttcca tctgtgagca 
900 

gtattccata atcttgatcc 
960 

tttaaaaatg gaaaatctct 
1020 

cacctttcca tgcagtcttt 
1080 

acaagtacca ttggctttcg 
1140 

gtggagagga tactcgacac 
1200 

aaggccttgg atttcagcct 
1260 

gaaaatgaac ttttggttac 
1320 

gctgaaatcc ggcatttgtt 
1380 

ggtcggatct ggacagccga 
1440 

gatgcggcca tagagcggcg 
1500 

gagcgaatag cagccttaaa 
1560 

gcaggcaagc agcgtttaga 
1620 

tatatccggg accgccttgc 
1680 

ctagaaaatg cagagaagtt 
1740 

Ctggaaaatg tgttagcaga 
1800 



gcagatggct gaggtcaccg 
ggcgaaggca tcttcagatg 
aaatgaactt tgccacatgt 
acttcaggac aacctcttgg 
catcttgtcc agaactctgt 
agctcagccc agatatgtta 
ccaagagtcc gtggaggagt 
gcggccttca cacatcccag 
ggagtatgaa gcggaaggcc 
gagtggatct tcccctcccc 
tttggggatc acccctgatg 
gtatggtttg cagaatgtgg 
tgacggtaca atgagtgtag 
tacaccatca gcatctactc 
cgatgagagt ggacgacgta 
ggtcttctcc tgcctggatg 
ctggcaggaa gagggcattg 
cgatggaaac atcaatttga 
caagaacagc attcaccagg 
ggaacgagtc gatcaggtgg 
gaagctcaag tctttaatgg 
gaatgagtac aacctcagga 
aaatgaactc cgaaaagaga 
acttgaacag gaaattgaaa 
cctctcttta aaggaaaaca 
ggcagaatat gagaatctga 
aaagtttggt gacctcgatc 



tcccaagggt gtatgtcgtg 
tgcaggtttc aggctttcat 
tgagcttgga ggaggtggcc 
gcagggtaca ttttgaccaa 
cagatgaaga acacttccaa 
gaggtgagaa gccttacgga 
ttcctgaggt gacggtgatt 
ccggtgactg cagtgagcac 
agttaaggtt ttggaaccca 
aagactggat agaagagaaa 
gtcacctgaa ccggaagaag 
atggagagat gctcgaggaa 
aagatttttt ctatggtttg 
catatagaca actaaaaagg 
ccacaacctc atcagcaacg 
atgggatggg ccatgcatct 
agaacagcca ggagatcctg 
cagaattaac actggccctt 
cggctctggc cagctttaag 
tcagagaaaa gagaagctac 
cctcggaggt ggatgatcac 
aactggatga agagtacaag 
gagagcagat cctgcagcag 
aggcaaaaac agaagagaac 
gtcgtctgga aaatgagctt 
caaacaaact tcagagaaat 
ctagcagtgc tgagttcttc 
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ctgcaagaag agagactgac acagatgaga 
1860 

caagaccaag tagatgaact ccagtctgag 
1920 

ctcaggcttc cgttgaagaa ctcaccgtca 
1980 

gagcccgaac acgggctcgg ttctgaagaa 
2040 

gagctggtca ttgaacagat gaaagaacaa 
2100 

gagctcgaag ataaagtgcg ccattatgaa 
2160 

aagaaggcac aggagaacat gaagcaaagg 
2220 

caaataagtg accttaaaat gaaaattgct 
2280 

gaggcacatc atgaggccac ttgcaggcat 
2340 

cttgaggagg aaaagactca cctgcaggag 
2400 

aaggctagac tgacacaggc tcaagcaagc 
2460 

agcgcctgga cagaagagaa ggtgagaggc 
2520 

gagcagctga caagcctggt ggagaaacat 
2580 

ctcttggaaa agcaccaaag ggagcttcag 
2640 

aatagaagaa cctctcaaat agaagcccag 
2700 

aggtgtgaaa gcgctctgca aagcctggag 
2760 

caggaacagc agcgtgagga gaaatcccag 
2820 

gagtgtgcgg aagcacagga gctgctgaaa 
2880 

ctggtcctga cccaggagag agagatgctg 
2940 

atggtcgtcg agagacagca gctactccaa 
3000 

acccagcaaa gcctgctgtc tgaccagata 
3060 

ctgagggagc gtgaggaggt cctgtgccag 
3120 

cggctggaaa gactagaaat ggaacatgac 
3180 

ctagccatgg agaacattca caaagcgacc 
3240 

atgagcacag aaatctccag acttcagagt 
3300 

cctctctcta tgcttcagag tggttgccag 
3360 

ggagccctgt ccctgcttca gaaaggggag 
3420 



aatgaatatg agcggcagtg cagggtacta 
ctggaagaat atcgtgcaca aggcagagtg 
gaagaagttg aggctaacag cggtggcatt 
tgcaatccat tgaatatgag cattgaggca 
catcacaggg acatatgttg cctcagactg 
aagcagctgg acgaaaccgt ggtcagctgc 
catgagaacg aaacgcacac cttagaagaa 
gaacttcagg ggcaagcagc agtgctcaag 
gaggaggaga aaaaacaact gcaagtgaag 
aagctgaggc tgcaacatga gatggagctc 
tttgggcggg agagggaagg ccttcagagt 
ttgactcagg aactagagca gtttcaccag 
actcttgaga aagaggagtt aagaaaagag 
gagggaaggg aaaaaatgga aacagagtgt 
tttcagtctg attgtcagaa agtcactgag 
gggcgctacc gccaagagct gaaggacctc 
tgggaatttg agaaggacga gctcacccag 
gagactctta agagagagaa aacaacttct 
gagaaaacat acaaagacca tttgaacagc 
gacctggaag acctaagaaa tgtatctgaa 
cttgagctga agagcagtca caaaagggaa 
cagggggtct cggagcagct ggccagccag 
caggaaaggc aggaaatgat gtccaagctt 
tgtgagacag cagatcgaga aagagccgag 
aaaataaagg aaatgcagca ggcaacatct 
gtgataggag aggaggaggt ggaaggagat 
cagctgttgg aagaaaatgg ggacgtcctc 
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ttaagcctgc agagagctca 
3480 

atttctagat tgcaacagag 
3S40 

ttggatgagc cagctactga 
3600 

cagcaaaacc gaacgaagca 
3660 

gaagatgatg aggtccggga 
3720 

gtcaaaatag aggagtctga 
3780 

gagaccagga ctgaatcctg 
3840 

atgatgtttt gtgcggactg 
3900 

gtttctgtgc tcaaaaagaa 
3960 

tataagctgt tgtatgaaga 
4020 

atgatggaga cacgctacga 
4080 

ttcaggttgc aggatgagct 
4140 

gaaaagagtt acgatgaggt 
4200 

cttcaaggca agattgagaa 
4260 

tatgggaagn gcagtttaga 
4320 

aatcagacac tggaagagtg 
4380 

tgtaagcaag aaaaccagta 
4440 

catgaaattg cctggttaca 
4500 

aatcaagtta tactggagga 
4560 

catcaggcca ccatagcaga 
4620 

aagttgaagg agagagtccc 
4680 

aaggaggaag aactgaaggc 
4740 

caaaaggttg aacttctgaa 
4800 

agaaatgaaa ttactacttt 
4860 

ttaaatggat ctcaggaaga 
4920 

gcagttctga agatggttga 
4980 

caacaattgg atttggaaaa 
5040 



tgaacaggca gtgaaggaaa 
gctacaaaag ttagagccag 
gttttttgga aatactgcgg 
agtagaaggt gtgaccaggc 
cctgggaagt acagggacga 
agcttcagta gagggttttt 
ggagctgaaa aatcacatta 
tgatctagct tctgaaaaga 
actgaaaatc cttgagagaa 
tgtgagccga gaaaatgact 
tgaggcacta gaaaataaca 
gaagaaaatg gaggaagtca 
caaaatagaa aatgaggagc 
gcttnncacg agagcgtggt 
gaacctggaa atcgaacctg 
tgtgcccagg gttaggagtg 
ccttgagggg aacacacagc 
tggaacaatt cagacacatc 
aaacactact ctcctaggct 
gttagaactg gagaaaacaa 
tattttagtt aagcaaaaag 
aatgatgcat gacttgcaaa 
atatgaatct gaaaagcttc 
aaatgaagaa gatagcattt 
aatgtggcaa aaaacggaat 
aaatttaaag aaacagattt 
tacagaactt agccaaaaga 



atgtgaaaac ggctactgaa 
ggttagtaat gtcttcttgt 
aacaaacaga gccgttttta 
ggcatgtcct aagtgacctg 
gctctgttca gagacaggaa 
ccgagcttga aaacagtgaa 
gtctgcttca ggaacagctc 
aacaggagct actttttgat 
tccctgaggc ttctcccaga 
gccctcagga agagctggag 
aagaactcac tgcagaggtt 
ctgaaacatt cctcagcctg 
tgaatgttct ggttttgaga 
caagcggtgt gactgctgct 
atggaaatat accccagctc 
tacatcatgt catagaggaa 
tcttggaaaa agtaaaagca 
aagaaaggcc aagagtacag 
ttcaagacaa acattttcag 
agttacagga gctgactagg 
atgtactttc tcccggaaaa 
tcccttgcag tgagatgcag 
aacaggaaaa ttctattttg 
ctaacctgaa attagggaca 
ctgcaaaaca agaaaatgct 
cagaattaaa aatcaaaaac 
actctccaaa ccaggaaaaa 
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ctgcaagaac ttaatcaact 
5100 

aacagtgcat tggaggaacg 
5160 

tgtaaagtgc agtcctccac 
5220 

atacagaccc atattgtgca 
5280 

aaacagctgc acagatgtcc 
5340 

agctacaacg aaaaactgct 
5400 

gtcgataagt tggcaaaatc 
5460 

cagaaatcct gggaacatca 
5520 

aaggttcaga atttagaaga 
5580 

tctgacccac gagtgactca 
5640 

cataagcaac ttcagaattc 
5700 

tcagggctcc ataaccagca 
5760 

gaggaacagc agctgctttg 
5820 

aaagccgaac tcacgcactc 
5660 

aagcaccaaa aacatctaaa 
5940 

agcttaaaga gagagtgtga 
6000 

agtcagatga attcccttga 
6060 

aaaaagaaac aagtaaaact 
6120 

gcgacgccta gcccgtcccc 
6180 

ccgatggtgc ccagggagca 
6240 

ataaaccagc acctgcagga 
6300 

ggaaaccagg aacaactggt 
6360 

ctgaaactag tgaaaaggct 
6420 

ctacccggtc atctctgttc 
6480 

ctttattgcc attaactcgt 
6536 



gctaacagaa atgctatgcc 
ggaacaagag aagtttaatc 
tttagtgtct tctctggagg 
acaggaaaac ccccttctcc 
cgatctctcg aacttccagc 
gaaagaaaag gaagctctga 
aagtctttta gagcatagaa 
gagtgcgagc ttaaagacac 
caccgtgcag aatgtaaacc 
gcaggaaaag gaggctttaa 
tgtgngcaag agctgggccc 
gaaaaggctg tcctgggaca 
gcaagagaat gagaggctcc 
ccgggagaag gtccgtcaat 
cccatcaggt accatgaatc 
tcagtttcag aaagaacaat 
acaagaatta gaaacaattc 
ggatgagcag ctcatggaga 
tcatgcttgg gatttgcagc 
gtttctgcag cttcaacgcc 
ggaacttgaa aacaggacct 
aactgtcatg gaggaacgaa 
tcttcaagag aaagtgaatc 
acccacctca cattccagct 
taacttatgt tgtctaataa 



agaaggaaaa agagccagga 
tgaaagaaga accggaacgt 
cggagctctc tgaagttaaa 
aagatgaact ggagaaaatg 
aaaaaatctc tagtgttcta 
gtgaggaatt aaatagctgt 
ttgcgacgat gaagcaggaa 
agctggtggc ttctcaggaa 
tgcaaatgtc ccggatgaaa 
aacaagaagt gatgccttta 
cagagatagc tactcatcca 
agttggatca tctgatgaat 
agaccatggt acagaacacc 
tggaatccaa tcttcttccc 
ccacagagca agaaaaattg 
ctcctgctaa caggaaggtc 
atttggaaaa tgaaggcctg 
tgcagcacct gaggtccact 
tgctccagca gcaagcctgt 
agctgctgca ggcagaaagg 
ccgaaaccaa cacaccacag 
tgatagaagt tgaacagaaa 
agctcaaaga acaagtgagc 
ttaactccag ttttacatcc 
aggcaaattc tattat 



<210> 2712 
<211> 2096 
<212> PRT 
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<213> Homo sapiens 
<400> 2712 

Met Ala Glu Val Thr Val Pro Arg Val Tyr Val Val Phe Gly He His 

15 10 15 

Cys He Met Ala Lys Ala Ser Ser Asp Val Gin Val Ser Gly Phe His 

20 25 30 

Arg Lys He Gin His Val Lys Asn Glu Leu Cys His Met Leu Ser Leu 

35 40 45 

Glu Glu Val Ala Pro Val Leu Gin Gin Thr Leu Leu Gin Asp Asn Leu 

50 55 60 

Leu Gly Arg Val His Phe Asp Gin Phe Lys Glu Ala Leu He Leu He 
65 70 75 80 

Leu Ser Arg Thr Leu Ser Asp Glu Glu His Phe Gin Glu Pro Asp Cys 

85 90 95 

Ser Leu Glu Ala Gin Pro Arg Tyr Val Arg Gly Glu Lys Pro Tyr Gly 

100 105 HO 

Arg Arg Ser Leu Pro Glu Phe Gin Glu Ser Val Glu Glu Phe Pro Glu 

115 120 125 

Val Thr Val He Glu Pro Leu Asp Glu Glu Ala Arg Pro Ser His He 

130 135 140 

Pro Ala Gly Asp Cys Ser Glu His Trp Lys Thr Gin Arg Ser Glu Glu 
145 150 155 160 

Tyr Glu Ala Glu Gly Gin Leu Arg Phe Trp Asn Pro Asp Asp Leu Asn 

165 170 175 

Ala Ser Gin Ser Gly Ser Ser Pro Pro Gin Asp Trp He Glu Glu Lys 

180 185 190 

Leu Gin Gin Val Cys Glu Asp Leu Gly He Thr Pro Asp Gly His Leu 

195 200 205 

Asn Arg Lys Lys Leu Val Ser He Cys Glu Gin Tyr Gly Leu Gin Asn 

210 215 220 

Val Asp Gly Glu Met Leu Glu Glu Val Phe His Asn Leu Asp Pro Asp 
225 230 235 240 

Gly Thr Met Ser Val Glu Asp Phe Phe Tyr Gly Leu Phe Lys Asn Gly 

245 250 255 

Lys Ser Leu Thr Pro Ser Ala Ser Thr Pro Tyr, Arg Gin Leu Lys Arg 

260 265 270 

His Leu Ser Met Gin Ser Phe Asp Glu Ser Gly Arg Arg Thr Thr Thr 

275 280 285 

Ser Ser Ala Thr Thr Ser Thr He Gly Phe Arg Val Phe Ser Cys Leu 

290 295 300 

Asp Asp Gly Met Gly His Ala Ser Val Glu Arg He Leu Asp Thr Trp 
305 310 315 320 

Gin Glu Glu Gly He Glu Asn Ser Gin Glu He Leu Lys Ala Leu Asp 

325 330 335 

Phe Ser Leu Asp Gly Asn He Asn Leu Thr Glu Leu Thr Leu Ala Leu 

340 345 350 

Glu Asn Glu Leu Leu Val Thr Lys Asn Ser He His Gin Ala Ala Leu 

355 360 365 

Ala Ser Phe Lys Ala Glu He Arg His Leu Leu Glu Arg Val Asp Gin 

370 375 380 

Val Val Arg Glu Lys Arg Ser Tyr Gly Arg lie Trp Thr Ala Glu Lys 
385 390 395 400 

Leu Lys Ser Leu Met Ala Ser Glu Val Asp Asp His Asp Ala Ala He 
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Glu Arg Arg Asn 
420 

Glu Arg He Ala 
435 

He Leu Gin Gin 
450 

Glu Lys Ala Lys 
465 

Ser Leu Lys Glu 

Glu Lys Leu Ala 
500 

Leu Glu Asn Val 
515 

Ala Glu Phe Phe 
530 

Tyr Glu Arg Gin 
545 

Ser Glu Leu Glu 

Leu Lys Asn Ser 
580 

Glu Pro Glu His 
595 

Ser He Glu Ala 
610 

Arg Asp He Cys 
625 

Tyr Glu Lys Gin 

Glu Asn Met Lys 
660 

Gin He Ser Asp 
675 

Ala Val Leu Lys 
690 

Glu Lys Lys Gin 
705 

Gin Glu Lys Leu 

Thr Gin Ala Gin 
740 

Ser Ala Trp Thr 
755 

Gin Phe His Gin 
770 

Glu Lys Glu Glu 
785 

Leu Gin Glu Gly 

Ser Gin He Glu 
820 

Arg Cys Glu Ser 



40S 



Glu 


Tyr 


Asn 


Leu 


Ala 


Leu 


Lys 


Asn 








440 


Ala 


Gly Lys 


Gin 






45S 




Thr 


Glu 


Glu 


Asn 




470 






Asn 


Ser Arg 


Leu 


485 








Glu 


Tyr Glu 


Asn 


Leu 


Ala 


Glu 


Lys 








520 


Leu 


Gin 


Glu 


Glu 






535 




Cvs 


Arg 


Val 


Leu 

±J >w 1*4 




550 






Glu 


Tyr 


Arg 


Ala 


565 








Pro 


Ser 


Glu 


Glu 


Gly 


Leu Gly 


Ser 








600 


Glu 


Leu 


Val 


He 






615 




Cvs 


Leu Arg 


Leu 

W V* 




630 






Leu 


Asp Glu 


Thr 


645 








Gin 


Arg 


His 


Glu 


Leu 


Lys 


Met 


Lys 








680 


Glu 


Ala 


His 


His 






695 




Leu 


Gin 


Val 


Lys 




710 






Arg 


Leu 


Gin 


His 


725 








Ala 


Ser 


Phe 


Gly 


Glu 


Glu 


Lys 


Val 








760 


Glu 


Gin 


Leu 


Thr 






775 




Leu 


Arg 


Lys 


Glu 




790 






Arg 


Glu 


Lys 


Met 


805 








Ala 


Gin 


Phe 


Gin 


Ala 


Leu 


Gin 


Ser 



410 

Arg Lys Leu Asp 
425 

Glu Leu Arg Lys 

Arg Leu Glu Leu 
460 

Tyr He Arg Asp 
475 

Glu Asn Glu Leu 
490 

Leu Thr Asn Lys 
505 

Phe Gly Asp Leu 

Arg Leu Thr Gin 
540 

Gin Asp Gin Val 
555 

Gin Gly Arg Val 
570 

Val Glu Ala Asn 
585 

Glu Glu Cys Asn 



Glu 


Gin Met Lys 




620 


Glu 


Leu Glu Asp 




635 


Val 


Val Ser Cys 




650 


Asn 


Glu Thr His 


665 




He 


Ala Glu Leu 


Glu 


Ala Thr Cys 




700 


Leu 


Glu Glu Glu 




715 


Glu 


Met Glu Leu 




730 


Arg 


Glu Arg Glu 


745 




Arg 


Gly Leu Thr 


Ser 


Leu Val Glu 




780 


Leu 


Leu Glu Lys 




795 


Glu 


Thr Glu Cys 




810 


Ser 


Asp Cys Gin 


825 




Leu 


Glu Gly Arg 



415 

Glu Glu Tyr Lys 
430 

Glu Arg Glu Gin 
445 

Glu Gin Glu He 

Arg Leu Ala Leu 
480 

Leu Glu Asn Ala 
495 

Leu Gin Arg Asn 
510 

Asp Pro Ser Ser 
525 

Met Arg Asn Glu 

Asp Glu Leu Gin 
560 

Leu Arg Leu Pro 
57S 

Ser Gly Gly He 
590 

Pro Leu Asn Met 
605 

Glu Gin His His 

Lys Val Arg His 
640 

Lys Lys Ala Gin 
655 

Thr Leu Glu Glu 
670 

Gin Gly Gin Ala 
685 

Arg His Glu Glu 

Lys Thr His Leu 
720 

Lys Ala Arg Leu 
735 

Gly Leu Gin Ser 
750 

Gin Glu Leu Glu 
765 

Lys His Thr Leu 

His Gin Arg Glu 
800 

Asn Arg Arg Thr 
815 

Lys Val Thr Glu 
830 

Tyr Arg Gin Glu 
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835 










840 










845 








Leu 


Lys 
850 


Asp 


Leu 


Gin 


Glu 


Gin 
855 


Gin 


Arg 


Glu 


Glu 


Lys 
860 


Ser 


Gin 


Trp 


Glu 


Phe 


Glu 


Lys 


Asp 


Glu 


Leu 


Thr 


Gin 


Glu 


Cys 


Ala 


Glu 


Ala 


Gin 


Glu 


Leu 


870 










875 










880 












Leu 


Lys 


Glu 


Thr 


Leu 
885 


Lys 


Arg 


Glu 


Lys 


Thr 
890 


Thr 


Ser 


Leu 


Val 


Leu 
695 


Thr 


Gin 


Glu 


Arg 


Glu 
900 


Met 


Leu 


Glu 


Lys 


Thr 
905 


Tyr 


Lys 


Asp 


His 


Leu 
910 


Asn 


Ser 


Met 


Val 


Val 
915 


Glu 


Arg 


Gin 


Gin 


Leu 
920 


Leu 


Gin 


Asp 


Leu 


Glu 
925 


Asp 


Leu 


Arg 


Asn 


Val 
930 


Ser 


Glu 


Thr 


Gin 


Gin 
935 


Ser 


Leu 


Leu 


Ser 


Asp 
940 


Gin 


He 


Leu 


Glu 


Leu 


Lys 


Ser 


Ser 


His 


Lys 


Arg 


Glu 


Leu 


Arg 


Glu 


Arg 


Glu 


Glu 


Val 


Leu 


94S 










950 










955 










960 


Cys 


Gin 


Gin 


Gly 


Val 
965 


Ser 


Glu 


Gin 


Leu 


Ala 
970 


Ser 


Gin 


Arg 


Leu 


Glu 
975 


Arg 


Leu 


Glu 


Met 


Glu 
980 


His 


Asp 


Gin 


Glu 


Arg 
985 


Gin 


Glu 


Met 


Met 


Ser 

990 


Lys 


Leu 


Leu 


Ala 


Met 


Glu 


Asn 


lie 


His 


Lys 


Ala 


Thr 


Cys 


Glu 


Thr 


Ala 


Asp 


Arg 






995 










1000 








1005 






Glu 


Arg 


Ala 


Glu 


Met 


Ser 


Thr 


Glu 


He 


Ser 


Arg 


Leu 


Gin 


Ser 


Lys 


He 




1010 








1015 








1020 








Lys 


Glu 


Met 


Gin 


Gin 


Ala 


Thr 


Ser 


Pro 


Leu 


Ser 


Met 


Leu 


Gin 


Ser 


Gly 


1025 








1030 








1035 








1041 


Cys 


Gin 


Val 


lie 


Gly Glu 


Glu 


Glu 


Val 


Glu 


Gly Asp Gly Ala 


Leu 


Ser 










1045 








1050 








1055 


Leu 


Leu 


Gin 


Lys 


Gly Glu 


Gin 


Leu 


Leu 


Glu Glu Asn Gly Asp 


Val 


Leu 



1060 1065 1070 



Leu Ser Leu Gin Arg Ala His Glu Gin Ala Val Lys Glu Asn Val Lys 

1075 1080 1085 

Met Ala Thr Glu He Ser Arg Leu Gin Gin Arg Leu Gin Lys Leu Glu 

1090 1095 1100 

Pro Gly Leu Val Met Ser Ser Cys Leu Asp Glu Pro Ala Thr Glu Phe 
1105 1110 1115 1120 

Phe Gly Asn Thr Ala Glu Gin Thr Glu Pro Phe Leu Gin Gin Asn Arg 

1125 1130 1135 

Thr Lys Gin Val Glu Gly Val Thr Arg Arg His val Leu Ser Asp Leu 

1140 1145 1150 

Glu Asp Asp Glu Val Arg Asp Leu Gly Ser Thr Gly Thr Ser Ser Val 

1155 1160 1165 

Gin Arg Gin Glu Val Lys He Glu Glu Ser Glu Ala Ser Val Glu Gly 

1170 1175 1180 

Phe Ser Glu Leu Glu Asn Ser Glu Glu Thr Arg Thr Glu Ser Trp Glu 
1185 1190 1195 1200 

Leu Lys Asn His lie Ser Leu Leu Gin Glu Gin Leu Met Met Phe Cys 

1205 1210 1215 

Ala Asp Cys Asp Leu Ala Ser Glu Lys Lys Gin Glu Leu Leu Phe Asp 

1220 1225 1230 

Val Ser Val Leu Lys Lys Lys Leu Lys He Leu Glu Arg He Pro Glu 

1235 1240 1245 

Ala Ser Pro Arg Tyr Lys Leu Leu Tyr Glu Asp Val Ser Arg Glu Asn 

1250 1255 1260 

Asp Cys Leu Gin Glu Glu Leu Glu Met Met Glu Thr Arg Tyr Asp Glu 
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1265 1270 1275 1280 

Ala Leu Glu Asn Asn Lys Glu Leu Thr Ala Glu Val Phe Arg Leu Gin 

1285 1290 1295 

Asp Glu Leu Lys Lys Met Glu Glu Val Thr Glu Thr Phe Leu Ser Leu 

1300 1305 1310 

Glu Lys Ser Tyr Asp Glu Val Lys lie Glu Asn Glu Glu Leu Asn Val 

1315 1320 1325 

Leu Val Leu Arg Leu Gin Gly Lys He Glu Lys Leu Xaa Thr Arg Ala 

1330 1335 1340 

Trp Ser Ser Gly Val Thr Ala Ala Tyr Gly Lys Xaa Ser Leu Glu Asn 
1345 1350 1355 1360 

Leu Glu He Glu Pro Asp Gly Asn He Leu Gin Leu Asn Gin Thr Leu 

1365 1370 1375 

Glu Glu Cys Val Pro Arg Val Arg Ser Val His His Val He Glu Glu 

1380 1385 1390 

Cys Lys Gin Glu Asn Gin Tyr Leu Glu Gly Asn Thr Gin Leu Leu Glu 

1395 1400 1405 

Lys Val Lys Ala His Glu He Ala Trp Leu His Gly Thr He Gin Thr 

1410 1415 1420 

His Gin Glu Arg Pro Arg Val Gin Asn Gin Val He Leu Glu Glu Asn 
1425 1430 1435 1440 

Thr Thr Leu Leu Gly Phe Gin Asp Lys His Phe Gin His Gin Ala Thr 

1445 1450 1455 

He Ala Glu Leu Glu Leu Glu Lys Thr Lys Leu Gin Glu Leu Thr Arg 

1460 1465 1470 

Lys Leu Lys Glu Arg Val Pro He Leu Val Lys Gin Lys Asp Val Leu 

1475 1480 1485 

Ser Pro Gly Lys Lys Glu Glu Glu Leu Lys Ala Met Met His Asp Leu 

1490 1495 1500 

Gin He Pro Cys Ser Glu Met Gin Gin Lys Val Glu Leu Leu Lys Tyr 
1505 1510 1515 1520 

Glu Ser Glu Lys Leu Gin Gin Glu Asn Ser He Leu Arg Asn Glu He 

1525 1530 1535 

Thr Thr Leu Asn Glu Glu Asp Ser He Ser Asn Leu Lys Leu Gly Thr 

1540 1545 1550 

Leu Asn Gly Ser Gin Glu Glu Met Trp Gin Lys Thr Glu Ser Val Lys 

1555 1560 . 1565 

Gin Glu Asn Ala Ala Val Leu Lys Met Val Glu Asn Leu Lys Lys Gin 

1S70 1575 1580 

He Ser Glu Leu Lys He Lys Asn Gin Gin Leu Asp Leu Glu Asn Thr 
1585 1590 1595 1600 

Glu Leu Ser Gin Lys Asn Ser Pro Asn Gin Glu Lys Leu Gin Glu Leu 

1605 1610 1615 

Asn Gin Leu Leu Thr Glu Met Leu Cys Gin Lys Glu Lys Glu Pro Gly 

1620 1625 1630 

Asn Ser Ala Leu Glu Glu Arg Glu Gin Glu Lys Phe Asn Leu Lys Glu 

1635 1640 1645 

Glu Pro Glu Arg Cys Lys Val Gin Ser Ser Thr Leu Val Ser Ser Leu 

1650 1655 1660 

Glu Ala Glu Leu Ser Glu Val Lys He Gin Thr His He Val Gin Gin 
1665 1670 1675 1680 

Glu Asn Pro Leu Leu Gin Asp Glu Leu Glu Lys Met Lys Gin Leu His 

1685 1690 1695 

Arg Cys Pro Asp Leu Ser Asn Phe Gin Gin Lys He Ser Ser Val Leu 
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1700 1705 1710 

Ser Tyrr Asn Glu Lys Leu Leu Lys Glu Lys Glu Ala Leu Ser Glu Glu 

1715 1720 1725 

Leu Asn Ser Cys Val Asp Lys Leu Ala Lys Ser Ser Leu Leu Glu His 

1730 1735 1740 

Arg lie Ala Thr Met Lys Gin Glu Gin Lys Ser Trp Glu His Gin Ser 
1745 1750 1755 1760 

Ala Ser Leu Lys Thr Gin Leu Val Ala Ser Gin Glu Lys Val Gin Asn 

1765 1770 1775 

Leu Glu Asp Thr Val Gin Asn Val Asn Leu Gin Met Ser Arg Met Lys 

1780 1785 1790 

Ser Asp Pro Arg Val Thr Gin Gin Glu Lys Glu Ala Leu Lys Gin Glu 

1795 1800 1805 

Val Met Pro Leu His Lys Gin Leu Gin Asn Ser Val Xaa Lys Ser Trp 

1810 1815 1820 

Ala Pro Glu lie Ala Thr His Pro Ser Gly Leu His Asn Gin Gin Lys 
1825 1830 1835 1840 

Arg Leu Ser Trp Asp Lys Leu Asp His Leu Met Asn Glu Glu Gin Gin 

184S 1850 1855 

Leu Leu Trp Gin Glu Asn Glu Arg Leu Gin Thr Met Val Gin Asn Thr 

1860 1865 1870 

Lys Ala Glu Leu Thr His Ser Arg Glu Lys Val Arg Gin Leu Glu Ser 

1875 18B0 1885 

Asn Leu Leu Pro Lys His Gin Lys His Leu Asn Pro Ser Gly Thr Met 

1890 1895 1900 

Asn Pro Thr Glu Gin Glu Lys Leu Ser Leu Lys Arg Glu Cys Asp Gin 
1905 1910 1915 1920 

Phe Gin Lys Glu Gin Ser Pro Ala Asn Arg Lys Val Ser Gin Met Asn 

1925 1930 1935 

Ser Leu Glu Gin Glu Leu Glu Thr lie His Leu Glu Asn Glu Gly Leu 

1940 1945 1950 

Lys Lys Lys Gin Val Lys Leu Asp Glu Gin Leu Met Glu Met Gin His 

1955 1960 1965 

Leu Arg Ser Thr Ala Thr Pro Ser Pro Ser Pro His Ala Trp Asp Leu 

1970 1975 1980 

Gin Leu Leu Gin Gin Gin Ala Cys Pro Met Val Pro Arg Glu Gin Phe 
1985 1990 1995 2000 

Leu Gin Leu Gin Arg Gin Leu Leu Gin Ala Glu Arg He Asn Gin His 

2005 2010 2015 

Leu Gin Glu Glu Leu Glu Asn Arg Thr Ser Glu Thr Asn Thr Pro Gin 

2020 2025 2030 

Gly Asn Gin Glu Gin Leu Val Thr val Met Glu Glu Arg Met lie Glu 

203S 2040 2045 

Val Glu Gin Lys Leu Lys Leu Val Lys Arg Leu Leu Gin Glu Lys Val 

2050 2055 2060 

Asn Gin Leu Lys Glu Gin Val Ser Leu Pro Gly His Leu Cys Ser Pro 
2065 2070 2075 2080 

Thr Ser His Ser Ser Phe Asn Ser Ser Phe Thr Ser Leu Tyr Cys His 

2085 2090 2095 

<210> 2713 
<211> 2066 
<212> DNA 

<213> Homo sapiens 



1954 
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<400> 2713 




ngcgctgggg 


cagccggggc 


60 




aagggtgtcc 


gcggcctgcc 


120 




gccgccggaa 


gcttctcgga 


180 




gctctggccg 


gggccgactg 


240 




ctgctggaca 


agaagactgg 


300 




tcaccaactc 


tactggcaga 


360 




tatgttaaag 


aactctatga 


420 




aagtaccctc 


ttcccatgtc 


480 




gacatggaag 


ggaggaagat 


540 




ggcgagaggt 


ctggggtgat 


600 




gacggcaaga 


aggggagcaa 


660 




ccgtcctggc 


tcattaactg 


720 




gcaagagcct 


gtcagaacta 


780 




ccatgggttg 


atgtctctgg 


840 




gtgccacctg 


gaagtgtctc 


900 




tctgtcttca 


gaggcctaca 


960 




gctcactcgt 


ctgcttcctt 


1020 




agttcaatat 


ggggcagact 


1080 




tcagtaggga 


acacgatcat 


1140 




acaacaaaat 


ttaagaatga 


1200 




tccagcttgg 


gaggggctgc 


1260 




caaactggat 


gacgtgccaa 


1320 




gatttgaggt 


gataatccag 


1380 




gttatgatgc 


cagaccattt 


1440 




accacatttt 


tcctcatcat 


1500 




gggggaaagg 


ctgcctgtac 


1560 





agccggggca gcccggtcac 
ctccaggcgg aggagcccgg 
ggagcagttc tgggaggcct 
gcagctccta gtggagacct 
actttatgag tataaagtct 
catctatatg gactcagatt 
acaagaatgc aacggagaga 
caacagagac tatgtctacc 
ccatgtgatc ctggcccgga 
ccgggtgaag caatacaagc 
agtcttcatg tattacttcg 
ggccgccaag aatggagttc 
cctcaagaaa acctaagaaa 
aagtgcaacc acccaatgtc 
tggaagagca cccaccactg 
cactaccaca tcctttctaa 
tctcgctccc cccatcctgg 
agggaaacct ttgcttgctt 
tccattgtgc aattttacgg 
ctatttgggc gggctggctc 
tggaagtggc atttcgttca 
tgtccatttg ccttatgctt 
taagtctttc ctcgttccta 
ggagaagtat cagaggcctg 
ccatgaggaa atggatgatt 
ctctcaagct ttgcatttta 

1955 



cccgccccca ggcccacact 
actgcggaag gatggagctg 
gcgccgagct ccagcagccc 
cgggcatcag catctaccgg 
ttggtgttct ggaggactgc 
acagaaaaca atgggaccag 
ctgtggtcta ctgggaagtg 
ttcggcagcg gcgagacctg 
gcacctccat gcctcagctt 
agagcctggc gattgagagt 
ataacccggg tggccaaatt 
ctaacttctt gaaagacatg 
gagaactggg aacattgcat 
tctggaagtg ccacctggaa 
ttcagccttc ccctgctgtt 
gcatgtttgc ctgacatcca 
gctgggctgc cttcttctac 
actattagga ggggaagtct 
ggatgggtgg gcggagggac 
ttttgcagct tgtgatttct 
gagctgactt tcagtgcacc 
tgtggagctg attaggctgg 
cttgtggagg atcagtagct 
accggacaca taatacgaca 
tctcttttcc atatgtcact 
ctggaaactg aggcgtcaag 
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atggctgtgg cagctagcaa aagcaaagat gctttgtgca tagccttgtg aaaaagtatc 
1620 

tttctatgca ataagatgaa ttttcctccc agaatattta gaaatgtaga agggataaca 
1680 

gttcacagcc aggtaaaatt taactggtgg cttaatgact ctgcaccttt ttctcaggaa 
1740 

ttctgcctaa gttgtctgcc ttttctacca ccaaaaagac ttttagtttt ctatgctttc 
1800 

tcctgaattt tggtagggta aggtatttct atgtcaaagg cacagccttg atgatctcag 
1860 

ggaaaaattt taatcactgt gtataatgat actgaacctt gattaataac agaaattcag 
1920 

gatgtaaagc cacagaatgg gatttattaa tgtgggatac ctcagactgt ttgttttctt 
1980 

tctgggaaga aaagtgtgtt ctataatgaa taaatataga gtggttttta aaaaaaaaaa 
2040 

aaaaaaaaaa aaaaaaaaaa aaaaaa 
2066 

<210> 2714 
<211> 214 
<212> PRT 

<213> Homo sapiens 



<400> 2714 



Met 


Glu 


Leu 


Ala 


Ala 


Gly 


Ser 


Phe 


Ser Glu Glu 


Gin Phe Trp Glu Ala 


1 








5 








10 


15 


Cys 


Ala 


Glu 


Leu 


Gin 


Gin 


Pro 


Ala 


Leu Ala Gly 


Ala Asp Trp Gin Leu 








20 










25 


30 


Leu 


Val 


Glu 


Thr 


Ser 


Gly 


He 


Ser 


He Tyr Arg 


Leu Leu Asp Lys Lys 






3S 










40 




45 


Thr 


Gly 


Leu 


Tyr 


Glu 


Tyr 


Lys 


Val 


Phe Gly Val 


Leu Glu Asp Cys Ser 




50 










55 






60 


Pro 


Thr 


Leu 


Leu 


Ala 


Asp 


He 


Tyr 


Met Asp Ser 


Asp Tyr Arg Lys Gin 


65 










70 






75 


80 


Trp 


Asp 


Gin 


Tyr 


val 


Lys 


Glu 


Leu Tyr Glu Gin 


Glu Cys Asn Gly Glu 










85 








90 


95 


Thr 


Val 


Val 


Tyr 


Trp 


Glu 


Val 


Lys 


Tyr Pro Phe 


Pro Met Ser Asn Arg 








100 










105 


110 


Asp 


Tyr 


Val 


Tyr 


Leu 


Arg 


Gin 


Arg 


Arg Asp Leu 


Asp Met Glu Gly Arg 






115 










120 




125 


Lys 


lie 


His 


val 


He 


Leu 


Ala 


Arg 


Ser Thr Ser 


Met Pro Gin Leu Gly 




130 










135 






140 


Glu 


Arg 


Ser 


Gly 


Val 


lie 


Arg 


Val 


Lys Gin Tyr 


Lys Gin Ser Leu Ala 


145 










150 






155 


160 


lie 


Glu 


Ser 


Asp 


Gly 


Lys 


Lys 


Gly Ser Lys Val 


Phe Met Tyr Tyr Phe 










165 








170 


175 


Asp 


Asn 


Pro 


Gly 


Gly 


Gin 


He 


Pro 


Ser Trp Leu 


He. Asn Trp Ala Ala 








180 










185 


190 


Lys 


Asn 


Gly 


Val 


Pro 


Asn 


Phe 


Leu 


Lys Asp Met 


Ala Arg Ala Cys Gin 






195 










200 




205 


Asn 


Tyr 


Leu 


Lys 


Lys 


Thr 











210 
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<210> 2715 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 2715 

atccaccatg tgaagaggca gacaggcatt cagaaggagg acaaatataa gataaaacaa 
60 

atcatgcatc attttattcc agatttgctc tttgcccaaa gaggtgatct ctcagatgtg 
120 

gaggaagagg aagaagaaga gatggatgta gatgaagcca caggggcagt taagaagcac 
180 

aatggtgttg gaggcagtcc ccctaagtcc aagttactgt ttagtaacac agcagctcaa 
240 

aaattaagag gaatggatga agtatacaac ctcttctatg tcaacaacaa ctggtatatt 
300 

tttatgcgac tgcaccagat tctctgcctg aggctgctac ggatttgttc ccaagccgaa 
360 

cggcaaattg aagaagaa 
378 

<210> 2716 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 2716 



He 


His 


His 


Val Lys Arg Gin Thr 


Gly 


He 


Gin 


Lys 


Glu 


Asp 


Lys 


Tyr 


1 






5 




10 










15 




Lys 


He 


Lys 


Gin lie Met His His 


Phe 


lie 


Pro Asp 


Leu 


Leu 


Phe 


Ala 








20 


25 










30 






Gin 


Arg 


Gly 
35 


Asp Leu Ser Asp Val 

40 


Glu 


Glu 


Glu 


Glu 


Glu 
45 


Glu 


Glu 


Met 


Asp 


Val 
50 


Asp 


Glu Ala Thr Gly Ala 
55 


Val 


Lys 


Lys 


His 
60 


Asn 


Gly 


Val 


Gly 


Gly 


Ser 


Pro 


Pro Lys Ser Lys Leu 


Leu 


Phe 


Ser 


Asn 


Thr 


Ala 


Ala 


Gin 


65 






70 






75 










80 


Lys 


Leu 


Arg 


Gly Met Asp Glu Val 
85 


Tyr 


Asn 
90 


Leu 


Phe 


Tyr 


Val 


Asn 
95 


Asn 


Asn 


Trp 


Tyr 


lie Phe Met Arg Leu 
100 


His 
105 


Gin 


He 


Leu 


Cys 


Leu 
110 


Arg 


Leu 


Leu 


Arg 


lie 
115 


Cys Ser Gin Ala Glu 

120 


Arg 


Gin 


lie 


Glu 


Glu 
125 


Glu 







<210> 2717 
<211> 2076 
<212> DNA 

<213> Homo sapiens 
<400> 2717 

tttttttttt tttttttttt ccttacacgt ccatttatta aacaagttcc ttcatgacaa 
60 

tttaatacaa tagttattaa cgattagtgt tgagaaaatt atttccctct acatacaaaa 
120 



1957 
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atacagattt 
180 

aatgaaaggg 
240 

tagcagcaaa 
300 

aggccagcca 
360 

acctaagttt 
420 

gaaatgaaag 
460 

ccaccaggtg 
540 

tgacttcctt 
600 

acaattttat 
660 

agggttttgg 
720 

gaagagtacg 
780 

ttcagcctga 
840 

ctgagatccg 
900 

cactctgcag 
960 

cccaggccag 
1020 

ggacaccggc 
1080 

cttctgtttg 
1140 

aaactgagca 
1200 

agaaatatac 
1260 

gcagcagaga 
1320 

tacatacgaa 
1380 

tattaaaagg 
1440 

tgtacatctt 
1500 

accagaggtg 
1560 

aaaatagtca 
1620 

acaaatttca 
1680 

caaacaaaat 
1740 



gaacactatg 
ggaaaattga 
gctttggggc 
ggggacgccc 
gcccaacggg 
agacttgatg 
aagtaccacg 
ggttatcaaa 
gtttcaatcc 
gaccagacat 
tgtctgtgtc 
agcctggaaa 
agtggaagat 
tggcaggaag 
agaatacact 
ctctcaccat 
taaaatatgg 
agtggttaaa 
tcttactctc 
ggaaagagga 
gtgtaaagag 
acacaatcta 
tttttccaat 
aagtgattat 
tacttgtaaa 
acatatacaa 
caagccagga 



aaaaagatca 
gggcaatgtg 
cccaacccac 
acccagggct 
catcgcctca 
agtaaaatgt 
gagaaatcat 
taattacata 
atctgtacct 
aactcacgtc 
ttggtgtcat 
aggccgccga 
gagagccccg 
gccatgcctc 
tgggctcagt 
tttacaccca 
aaccactttc 
aaatgccaaa 
agactattta 
atagccaggg 
aaaatggcca 
aaatcatgct 
tccatgattg 
ttgccttaaa 
taaatagttt 
atagtttcaa 
aaagcactga 



agacaagtac 
aggctttgcc 
tccatacata 
tccacgtcag 
gaaagcccac 
gatagttgtt 
attggaaagt 
ttctgaccct 
tcatttgcaa 
ctgcaggaag 
ctagctcctc 
gcctagccag 
gagctggctg 
tgcaggacgc 
tcaccagccc 
aagacaggag 
tttgtactgt 
tgcaattata 
aataagcagg 
aatttttttt 
aaacctcaaa 
acaaaaatag 
acaagagtgc 
atatacaaag 
agtgtttctg 
ttcctaccat 
ttttatccaa 

1958 



catgaaaaac 
tgctgtcggg 
cagacttgaa 
ctgaaaaacc 
agttgtgtct 
aacattgccc 
tactacttag 
tcagaaggac 
tggctcagct 
gagaagcaaa 
acagcaaaca 
agcatccaca 
aggtccccca 
tcgcactgat 
aaaccacagg 
gtcagggctc 
ttgaggtgag 
ctgacttata 
aacaagatgc 
gttttttttc 
actaccattg 
tgttatcttg 
ttatgcgacg 
aattgcctac 
ccatgggttc 
tctcttagag 
gtaggtcaat 



tggtccttca 
gacaaatcaa 
cccaaaagcc 
aaacacataa 
ttaaactgcc 
cccaaaagtg 
ccatctgact 
accaaaagct 
agtttactca 
aggagccggt 
gcctgttttg 
acgaaccaat 
ggaagcttcc 
tctggaaggg 
ggaaggagcc 
tgatgctact 
cagtggctcc 
attatttcac 
aggagaagca 
ttctttaaaa 
ttgaaaacaa 
tttaactaaa 
catggaaggc 
tttgaaaaaa 
ctgaacccct 
ggaaccacgt 
ttgaggcaag 
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attcaaaaac tcattttaaa atgggttaca gagtgaaaga gttgggaaca ggcagccccc 
1800 

Cttgggcctg ggtcagccta cgagtccatc ccaggtgtcc tgccctcaca tctgccagcc 
1860 

ctcaggccgg ccaggtctcc cttcaaaccc tgagtatttg ccttcctcac ttctgcgaag 
1920 

aggggaacag aatcttgaag cttgcaaaat cgattctgga aaaagcaggc aagcaaagca 
1980 

gggcctgtgg ggggaagcag cgtgagtcag gcctcaccct ggtgcaaggg caccagcagg 
2040 

tctccctcct ctcccctcct caccatccct acgcgt 
2076 

<210> 2718 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 2718 

Met Arg Ala Pro Glu Leu Ala Glu Val Pro Gin Glu Ala Ser His Ser 

15 10 15 

Ala Val Ala Gly Arg Pro Cys Leu Cys Arg Thr Leu Ala Leu lie Leu 

20 25 30 

Glu Gly Pro Arg Pro Glu Asn Thr Leu Gly Leu Ser Ser Pro Ala Gin 

35 40 45 

Thr Thr Gly Glu Gly Ala Gly His Arg Pro Leu Thr He Leu His Pro 

50 55 60 

Lys Thr Gly Gly Gin Gly Ser Asp Ala Thr Leu Leu Phe Val Lys Tyr 
65 70 75 80 

Gly Thr Thr Phe Phe Val Leu Phe Glu val Ser Ser Gly Ser Lys Leu 

85 90 95 

Ser Lys Trp Leu Lys Asn Ala Lys Cys Asn Tyr Thr Asp Leu 
100 105 110 

<210> 2719 

<211> 546 

<212> DNA 

<213> Homo sapiens 

<400> 2719 

gtggttatca ccttcaacca aggactccgg ggtgggcgcg tggtggagct gaagaaaata 
60 

gtggatgagg ctgtgnaaca ctgccccacc gtgcagcatg tcctggtggc tcacaggaca 
120 

gacaacaagg tccacatggg ggatctggac gtcccgctgg agcaggaaat ggccaaggag 
180 

gaccctgttt gcgccccaga gagcatgggc agtgaggaca tgctcttcat gctgtacacc 
240 

tcagggagca ccggaatgcc caagggcatc gtccataccc aggcaggcta cctgctctat 
300 

gccgccctga ctcacaagct tgtgtttgac caccagccag gtgacatctt tggctgtgtg 
360 

gccgacatcg gttggattac aggacacagc tacgtggtgt atgggcctct ctgcaatggt 
420 



1959 
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gccaccagcg tcctttttga gagcacccca gtttatccca atgctggtcg gtactgggag 
480 

acagtagaga ggttgaagat caatcagttc tatggtgccc caacggctgt ccggctgttg 
540 

ctgaaa 
546 

<210> 2720 
<2ll> 182 
<212> PRT 

<213> Homo sapiens 
<400> 2720 



Val 


Val 


lie 


Thr 


Phe 


Asn 


Gin 


Gly 


Leu 


Arg 


Gly 


Gly 


Arg 


Val 


Val 


Glu 


1 








5 










10 










15 




Leu 


Lys 


Lys 


He 
20 


Val 


Asp 


Glu 


Ala 


Val 
25 


Xaa 


His 


Cys 


Pro 


Thr 
30 


Val 


Gin 


His 


val 


Leu 
35 


Val 


Ala 


His 


Arg 


Thr 
40 


Asp 


Asn 


Lys 


Val 


His 
45 


Met 


Gly 


Asp 


Leu 


Asp 
SO 


Val 


Pro 


Leu 


Glu 


Gin 
55 


Glu 


Met 


Ala 


Lys 


Glu 
60 


Asp 


Pro 


Val 


Cys 


Ala 


Pro 


Glu 


Ser 


Met 


Gly 


Ser 


Glu 


Asp 


Met 


Leu 


Phe 


Met 


Leu 


Tyr 


Thr 


65 










70 










7S 










B0 


Ser 


Gly 


Ser 


Thr 


Gly 
65 


Met 


Pro 


Lys 


Gly 


He 
90 


Val 


His 


Thr 


Gin 


Ala 
95 


Gly 


Tyr 


Leu 


Leu 


Tyr 
100 


Ala 


Ala 


Leu 


Thr 


His 
105 


Lys 


Leu 


Val 


Phe 


Asp 
110 


His 


Gin 


Pro 


Gly 


Asp 
115 


lie 


Phe 


Gly 


Cys 


val 
120 


Ala 


Asp 


He 


Gly 


Trp 
125 


He 


Thr 


Gly 


His 


Ser 
130 


Tyr 


Val 


Val 


Tyr 


Gly 
135 


Pro 


Leu 


Cys 


Asn 


Gly 
140 


Ala 


Thr 


Ser 


Val 


Leu 


Phe 


Glu 


Ser 


Thr 


Pro 


Val 


Tyr 


Pro 


Asn 


Ala 


Gly 


Arg 


Tyr 


Trp 


Glu 


145 










150 










155 










160 


Thr 


val 


Glu 


Arg 


Leu 
165 


Lys 


lie 


Asn 


Gin 


Phe 
170 


Tyr 


Gly 


Ala 


Pro 


Thr 
175 


Ala 


Val 


Arg 


Leu 


Leu 


Leu 


Lys 























180 

<210> 2721 

<211> 5912 

<212> DNA 

<213> Homo sapiens 

<400> 2721 

aggcagctgc tgtcctatgc tttgatacat ccagccactt cgttagaaga ccgtagtgct 
60 

ttagccatgt ggctgaatca cttggaggac cgcacgtcga ccagctttgg tggccagaac 
120 

cgaggccgct cagactctgt ggattatgga cagacacact actatcacca aagacagaac 
180 

tctgatgaca agctcaatgg gtggcagaac tctcgggatt ctgggatttg catcaatgcc 
240 

tccaactggc aggacaaaag catggggtgt gagaatggcc atgtgcccct ctactcctcc 
300 



1960 
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tcatctgtcc ccaccacaat 
360 

tggctgaaaa gcctccgcct 
420 

gagatgatgg ccctcaccga 
480 

cacaaaattg tcatcagtat 
540 

gaaagggaca tcatcgaggg 
600 

atcctgactc cgatcaaggc 
660 

gagccccagg ccccgcgtca 
720 

aaagatgggg ccgcagccac 
780 

ctccagccgc accagctgag 
840 

ggggacctcc ccgggcagtt 
900 

tccagacctg atgaggaaaa 
960 

catgaggcat ttacagagac 
1020 

aagctctttc ggtctttccc 
1080 

agaaatcgag gctttgggca 
1140 

atgggcagac ggaacccgcg 
1200 

ctgggcctct tgggcaccag 
1260 

cccaccatca tgaaacaagg 
1320 

agcatgccaa gccgcaccca 
1380 

tccccacaga acatgctgat 
1440 

gacatcaaca acaggctgga 
1500 

ggggttgacc ggacctccac 
1560 

aaatcgactg ctgcgggtcc 
1620 

tactttgcag ccttttttcc 
1660 

tcatcctcgt aaacatatca 
1740 

tgggatggtt tggtgtgtgg 
1800 

gggtggaggg aatgcaggta 
1860 

atgaaagaga taggagacac 
1920 



caatacgatt ggaaccagca 
gcacaaatat gccgcgcttt 
gtgccagctg gaggcgcaga 
tcagaagctc aaagaaagac 
gggcagcctg cgcatcccgc 
ctacagctcc ccgagcacca 
gccctcactg atgggccccg 
tggcgccacg gccaccccct 
cagctgcgat ggggagctgg 
cacacgcgtc atggggaaag 
tataagttcc tatttacagc 
acagaaaaaa agattgttgt 
tcggaaaacc cttctagaca 
atccaactcc ctcccgacgg 
ccagtaccag atcccctctc 
tggactcgtc agctccaacc 
aagacagaac ctgtggtttg 
cagctcagtc cagaggaccc 
gttccagcag ccagaattcc 
gtcgttgtgc ctcagtatga 
catctagaag ctgaagacga 
agtgtccgcc atcttcaggg 
ccctggtccc tctcccgttt 
gtagacctgg ggttggttat 
ggtggggagg ggtctctagg 
gctctctgga tggaacgggg 
ataagaggac agcagaagcc 

1961 



caagtacaaa tgttccagcc 
tctcccagat gacctatgag 
atgttaccaa aggtgcaaga 
aaaatctcct gaagtctttg 
tccaggaact gcaccagatg 
cccccgaggc tcgccgccgg 
agagccagag ccccgactgc 
cggccggggc cagcgggggg 
ccgtcgcccc cctgccagag 
tgtgcacaca gctcttggtc 
tcatagacaa gtgtctaatt 
catggaaaca gcaggtgcag 
tatcaggata tcgacagcaa 
ctggctctgt gggcggtggc 
ggaacgtccc ttccgcccgc 
agcgcaacac cacagctacc 
ccaaccccgg gggcagcaat 
gctcgctgcc cgtgcacact 
agcttcccgt gaccgaacct 
ccgaacacgc cctgggagac 
gagtgaccgc gctggccgtg 
ttgcacagaa tcctccaaga 
tgattttgtg agagcgtagg 
tttgtcattt gtttctgtca 
gaattatgag actgggaggg 
acaggggaaa gagtactgcc 
ctggccctgg ggaggcttct 
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cggaaggcct ggcttcacag 
1980 

caagatagtg gcttcccttt 
2040 

tgctggaaac agccatagga 
2100 

tgcaacaaaa cttcagctaa 
2160 

tacataatgt gtaaagagtt 
2220 

tctgttgttg ttacggattc 
2280 

tctcaaaacg gctgccaagc 
2340 

gctgtccgtc tttcaccgtt 
2400 

gtggctggaa tgagcacagc 
2460 

ttatgggttt gctcgcaggg 
2520 

gctggatttg cttgtcacgg 
2580 

tcctgtcact cccagccttg 
2640 

gaaaaggcaa ggatggactt 
2700 

aaaaccttta cattagggtt 
2760 

ctgtcactgc tgagggagag 
2820 

tcagcaagtc cagagagcac 
2880 

tctccagtgg gcgatgaaag 
2940 

atccgcacag tatgaattag 
3000 

ggaggaaaaa gacactcgtt 
3060 

gtaatagctc tgtttatgaa 
3120 

ggtattagag gaaatcaaag 
3180 

gaatgctcag ccagaggcaa 
3240 

agtcgggtgc ctggttgtgt 
• 3300 

ttgaaattca gaagatcaga 
3360 

actacataca gacctaaaag 
3420 

tcaaaaacat gcacccaacc 
3480 

agtctaagaa ggtgagaaca 
3540 



gcaggccaca gaaggatatc 
tatatccaat ctaatcctga 
gagggcccat ggcagtaggg 
actttgattt gtgtattgtt 
tggatagaac ctctcttcat 
attttttccc tctattttta 
tctgcttctt gggaagatgg 
aggtgggagg agcgtatggg 
attgggtgag cgcgcaagga 
cacccagaga ttctcaaaga 
agaggcctcc ctccctttcc 
ctccacacac acacaggtgg 
tttccccttg tgagaggttt 
gcttgtagga actggagcct 
gaggggagaa aggcccagca 
atgcagggag atgtttggcc 
atgtaggaaa ggttgatttc 
ggatttgctg tgttagttga 
acttggtggg agattgagaa 
gggcaagaaa ggctacattt 
aggagttgtg tggaaaatca 
gatcagggag atggtacaag 
gtgtgtgtgt gtgtgtgtgt 
ctatggaaat cactgccctt 
gccttaatga aatccgaaca 
cagccttgga tgccaccacc 
atgtaaccat agaaagcctt 



gcgggcacgt gcacccaaag 
ctggatgtcc ctgaggcccc 
gaaagaagga agaaattccc 
tacataataa ttttaaaggg 
actatggttt tcgtaaagga 
taagagcagc agagttgtct 
atgcagtcat gtaggcctga 
tggacttgaa ggacatggac 
tgaggacatc atgtgatcag 
atcctgcagc ctctttctgt 
accccaccca tggggcatta 
gtacaagttc cactggagga 
gatacccaga aaatgagctc 
ggaggctgca tctacttcac 
acagcgtaca gaggggtcag 
cacaccgcac agccccgcca 
aagatggaaa tgacagcgct 
tttatccatc cacacagagg 
actgtggtac ctaccacaaa 
cagaatttga cacagtggag 
ggttgtgtaa atgaaggtat 
gcctgtttgt tacatggatg 
gtgtgtgtgt gaagtcagag 
ttttttttaa aagctaatga 
attttctttt actttcaaga 
aggtttttga agcccttttg 
tcgtgagcag agaaggcttg 
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aatccacaat ttcattcgct gaattaaaaa 
3600 

aagctctaaa gatgcaaatc catgtgcaga 
3660 

taaccaagtg ccattaacat tcatccccca 
3720 

ttggggaatg tgttgggatg gacgatcaca 
3780 

aaggccaaag gtaagaccag agggtttgcg 
3840 

aataaagagg agaaaaaacc atggtattac 
3900 

tctgctgcaa aaacacatat atccataaag 
3960 

cacaatcaca ttcgcatgaa tcctttaaaa 
4020 

gaatttctat ttattccttc actgaatata 
4080 

ttattttgga tatgttactc attaacttgc 
4140 

ttaataacaa cataattctt tttttaaaga 
4200 

agatttatct acttagttgt gttttgctat 
4260 

gtttgataaa ttttaagacc ctgtccccac 
4320 

atatagctca atttaaaaat cctaaagcaa 
4380 

ttgcatgcat gaggctgtga agtcagatat 
4440 

gtatttaccc attgaccccc accaaatgca 
4500 

tttaaaatct cagagtaaaa tctatttcac 
4560 

agcagtgtgt acttggcatc tctacattgt 
4620 

catgtatgat gttttattgg tgctttttat 
4680 

aagaaacaca tgaactgtgt acaagacatg 
4740 

catgcttttg agttttcact ttttaaacga 
4800 

tctgcctgtc cgggcggctc tttgcaccga 
4860 

ttttggtact caggattgga gctacagctg 
4920 

acactgaggg aaacaagggt ttcttttgag 
4980 

gccttctccg gatcttttgt tcttctgcac 
5040 

agatgttatt ccccaggagc ctgggctggg 
5100 

caaccagaag gcgggcaagg ggaggaaaag 
5160 



aaaaaggttc agacctctcc ttgggtgact 
aagagatggc attttttagt tgattatttt 
catccctttt ctaaacaagc ttagtgttac 
tgtaaggcag gaagaatagg tcaaaggttg 
aatgtgggtt tgtaggatac tgagaaagtg 
acatcttgct gagaaaggaa agcattcgga 
actcatgtta ttcagaaaac agattgtgaa 
ggaagaagac cttaaagtat ctgcaaatct 
gaaacaatgg ttatctgatt attagagata 
tatggctggt aaccatgata aagtctgtta 
agaaaagctt atttttcatt gacagtgtat 
tagtgtttta attttttttt taagttgagt 
cttgttttga gtcctgtgtt gactacaggt 
aagaatttta tttataaaag aatcaaacag 
ttagtaataa aagcagcagt gccttttttt 
actgttttat attaagaaaa tagtaacaat 
tacatgcttt tccccccttg ttctgattta 
cctagggaca gtggcgttct acaatattat 
tcatagtggc ttcttaccag aaacagtagg 
aaacattgct gctgatatgt tgttttttca 
gagccagcaa gcaaaataga tgtggctggg 
gctcccaaat cctgtgtatt gagggttcct 
ggcccccctc tctcccattc gtttgaagag 
gtgtccttgg ctgcctttta cgggatggga 
ctcttgtagc tactgccggt gcaaggttgt 
gggctgagct gggctgaatg caaaagcatg 
caggcctggc ctcattggtc ccctggagat 
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gtctgtagca 
5220 

gtgcctgtta 
5280 

aatgttgatt 
5340 

ttttgtaatt 
5400 

agaaaacagg 
5460 

ctcatgtatt 
5520 

tgtgcaggca 
5580 

tgaacaaaga 
5640 

gtcatatatg 
5700 

taatgtttga 
5760 

acacccttgt 
5820 

aagaatcatg 
5880 

caaggttttg 
5912 



gtcagctcca 
caagaagaac 
tttttttttt 
cctttatctt 
aatgttaata 
tatgcctaat 
tctgtattgt 
aatatttttg 
gaaagagcat 
agatgctgtt 
ggtttaaact 
gctatatttc 
taacaaaaaa 



gcttgggcct 
ctgcagaagg 
ttacaagtca 
tacttaaagg 
atgtcgaaca 
gtaagctgac 
acatgcatgc 
cctagttcat 
gtttgttaca 
ctttgcaagt 
tgctacaatg 
atatcaacgt 
aaaaaaaaaa 



ggggaagcag 
ataatttgca 
tcagagatgt 
tgaatgtgta 
gaaaacttcc 
ttttaaaaag 
ctttcgtcct 
gttgccaagc 
tgtaaaagct 
gtacagtttt 
tatttattat 
tatattgaaa 
aa 



cctgaccaag 
catggagctg 
ttgcaaagtg 
ttcctctggg 
tcccttatta 
ctttcttttg 
gttttcctgt 
aatgcatatt 
ttactgatat 
caaatgttgt 
tcatttcctc 
gtgaagggaa 



gcgctcaggt 
tgataacact 
agttttattt 
aggaatagga 
atatataatc 
ttgcatgccc 
ataaagttag 
ttttaaattt 
acagatatac 
taccagtgaa 
ccatgtaact 
atgattaata 



c2l0> 2722 

<211> 508 

<212> PRT 

c213> Homo sapiens 



c400> 2722 

Arg Gin Leu Leu Ser Tyr Ala Leu He His Pro Ala Thr Ser Leu Glu 

15 10 15 

Asp Arg Ser Ala Leu Ala Met Trp Leu Asn His Leu Glu Asp Arg Thr 

20 25 30 

Ser Thr Ser Phe Gly Gly Gin Asn Arg Gly Arg Ser Asp Ser Val Asp 

35 40 45 

Tyr Gly Gin Thr His Tyr Tyr His Gin Arg Gin Asn Ser Asp Asp Lys 

50 55 60 

Leu Asn Gly Trp Gin Asn Ser Arg Asp Ser Gly He Cys He Asn Ala 
65 70 75 80 

Ser Asn Trp Gin Asp Lys Ser Met Gly Cys Glu Asn Gly His Val Pro 

85 90 95 

Leu Tyr Ser Ser Ser Ser Val Pro Thr Thr He Asn Thr He Gly Thr 

100 105 HO 

Ser Thr Ser Thr Asn Val Pro Ala Trp Leu Lys Ser Leu Arg Leu His 

115 120 125 

Lys Tyr Ala Ala Leu Phe Ser Gin Met Thr Tyr Glu Glu Met Met Ala 

130 135 140 

Leu Thr Glu Cys Gin Leu Glu Ala Gin Asn Val Thr Lys Gly Ala Arg 
145 150 1S5 160 

His Lys He Val He Ser He Gin Lys Leu Lys Glu Arg Gin Asn Leu 
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165 




170 










175 




Leu 


Lys 


Ser 


Leu 


Glu 


Arg Asp lie He 


Glu 


Gly 


Gly 


Ser 


Leu 


Arg 


He 








180 




165 










190 






Pro 


Leu 


Gin 


Glu 


Leu 


His Gin Met He 


Leu 


Thr 


Pro 


He 


Lys 


Ala 


Tyr 






195 






200 








205 








Ser 


Ser 


Pro 


Ser 


Thr 


Thr Pro Glu Ala 


Arg 


Arg 


Arg 


Glu 


Pro 


Gin 


Ala 




210 








215 






220 










Pro 


Arg 


Gin 


Pro 


Ser 


Leu Met Gly Pro 


Glu 


Ser 


Gin 


Ser 


Pro 


Asp 


Cys 


225 






* 




230 




235 










240 


Lys 


Asp 


Gly 


Ala 


Ala 


Ala Thr Gly Ala 


Thr 


Ala 


Thr 


Pro 


Ser 


Ala 


Gly 










245 




250 










255 




Ala 


Ser 


Gly 


Gly 


Leu 


Gin Pro His Gin 


Leu 


Ser 


Ser 


Cys 


Asp 


Gly 


Glu 








260 




265 










270 






Leu 


Ala 


Val 


Ala 


Pro 


Leu Pro Glu Gly 


Asp 


Leu 


Pro 


Gly 


Gin 


Phe 


Thr 






275 






280 








285 








Arg 


Val 


Met 


Gly 


Lys 


Val Cys Thr Gin 


Leu 


Leu 


Val 


Ser 


Arg 


Pro 


Asp 




290 








295 






300 










Glu 


Glu 


Asn 


He 


Ser 


Ser Tyr Leu Gin 


Leu 


He 


Asp 


Lys 


Cys 


Leu 


He 


30S 










310 




315 










320 


His 


Glu 


Ala 


Phe 


Thr 


Glu Thr Gin Lys 


Lys 


Arg 


Leu 


Leu 


Ser 


Trp 


Lys 










325 




330 










335 




Gin 


Gin 


Val 


Gin 


Lys 


Leu Phe Arg Ser 


Phe 


Pro 


Arg 


Lys 


Thr 


Leu 


Leu 








340 




345 










350 






Asp 


He 


Ser 


Gly 


Tyr 


Arg Gin Gin Arg 


Asn 


Arg 


Gly 


Phe 


Gly 


Gin 


Ser 






355 






360 








365 








Asn 


Ser 


Leu 


Pro 


Thr 


Ala Gly Ser Val 


Gly 


Gly 


Gly 


Met 


Gly 


Arg 


Arg 




370 








375 






380 










Asn 


Pro 


Arg 


Gin 


Tyr 


Gin He Pro Ser 


Arg 


Asn 


Val 


Pro 


Ser 


Ala 


Arg 


385 










390 




395 










400 


Leu 


Gly 


Leu 


Leu 


Gly 


Thr Ser Gly Phe 


Val 


Ser 


Ser 


Asn 


Gin 


Arg 


Asn 










405 




410 










415 




Thr 


Thr 


Ala 


Thr 


Pro 


Thr He Met Lys 


Gin 


Gly 


Arg 


Gin 


Asn 


Leu 


Trp 








420 




425 










430 






P.he 


Ala 


Asn 


Pro 


Gly 


Gly Ser Asn Ser 


Met 


Pro 


Ser 


Arg 


Thr 


His 


Ser 






435 






440 








445 








Ser 


Val 


Gin 


Arg 


Thr 


Arg Ser Leu Pro 


Val 


His 


Thr 


Ser 


Pro 


Gin 


Asn 




450 








455 






460 










Met 


Leu 


Met 


Phe 


Gin 


Gin Pro Glu Phe 


Gin 


Leu 


Pro 


val 


Thr 


Glu 


Pro 


465 










470 




475 










480 


Asp 


lie 


Asn 


Asn 


Arg 


Leu Glu Ser Leu 


Cys 


Leu 


Ser 


Met 


Thr 


Glu 


His 










485 




490 










495 




Ala 


Leu 


Gly 


Asp 


Gly 


Val Asp Arg Thr 


Ser 


Thr 


He 











500 505 

<210> 2723 
<211> 1221 
<212> DNA 

<213> Homo sapiens 
<400> 2723 

ntgatcacgg gggcagccga ctctaaggtg catgtgcacg acctgacagt aaaggagacc 
60 

atccacatgt ttggagacca cacaaaccgg gtgaagcgca tcgccacagc gcccatgtgg 
120 
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cccaacacat tctggagtgc tgctgaggat 
180 

aacagcaaac actcggaggt gctgattgac 
240 

gccaagtgcc tcactgtcaa cccccaggac 
300 

cccttcgtga ggctctatga catccgcatg 
360 

agcccttcag cgggtgtgca caccttctgt 
420 

gcccagtatt acgtagcagg tcacctgcca 
480 

agagtgctgg ttgccaccta tgtgaccttc 
540 

atgggggggg aacaggtcta tttgtttgac 
600 

ctcttgccta gaaaatgcca ctcctcgggg 
660 

ggtgtgtcca acggtgtgtc caatggcctg 
720 

gagagtaggg gacatgtcag cccccaagta 
780 

cagcaagcca atgaggcttt tgcctgccag 
840 

aaggctgtgc agagggcccc tcacaatgcc 
900 

atgaagcgca agtgggatgg tgaccactat 
960 

tccctaaacc catgccacct gaaggcacac 
1020 

aagtatgtgg ctgaagccct ggagtgcctg 
1080 

gcccacagca gcgcttgtga tgcattgggc 
1140 

aatgatggtg aggagaagaa gggacctggt 
1200 

agccgcaagg gatgcacgcg t 
1221 



gggcttatcc gccagtatga ccttcgagag 
ctgacagagt actgtggcca gctggtggag 
aacaactgcc tggcagttgg ggccagcggg 
atccataacc acagaaagag catgaagcag 
gaccggcaga aaccccttcc ggacggtgca 
gtgaagcttc ctgactacaa caaccgtttg 
agccccaatg gcacagagct actagtcaac 
ctgacttaca agcagcggcc gtacaccttc 
gaagtccaga atggcaagat gtccaccaac 
caccttcata gcaatggctt ccggctgccg 
gagctaccac catacctgga gcgtgtgaaa 
cagtggaccc aagccattca gctttacagc 
atgctttatg gaaaccgagc agcagcctac 
gatgccctga gggactgcct caaggccatc 
tttcgcctgg cccgctgcct ctttgagctc 
gacgacttca aagggaaatt tccggagcag 
cgcgacatca cagctgccct cttctctaaa 
ggcggcgccc cagtccgcct ccgcagcacg 



<210> 2724 

<211> 404 

<212> PRT 

<213> Homo sapiens 



<400> 2724 



Gly Ala Ala Asp Ser 


Lys 


Val 


His 


Val 


His 


Asp 


Leu 


Thr 


Val 


Lys Glu 


1 


5 










10 










15 


Thr 


He His Met Phe 


Gly 


Asp 


His 


Thr 


Asn 


Arg 


Val 


Lys 


Arg 


He Ala 




20 








25 










30 




Thr 


Ala Pro Met Trp 


Pro 


Asn 


Thr 


Phe 


Trp 


Ser Ala Ala Glu Asp Gly 




35 






40 










45 






Leu 


He Arg Gin Tyr 


Asp 


Leu 


Arg 


Glu 


Asn 


Ser 


Lys 


His 


Ser 


Glu Val 




SO 




55 










60 








Leu 


He Asp Leu Thr 


Glu 


Tyr 


Cys 


Gly Gin 


Leu 


val 


Glu 


Ala 


Lys Cys 
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65 


70 




75 








80 


Leu Thr Val Asn Pro 


Gin 


Asp Asn Asn Cys Leu Ala Val Gly Ala 


Ser % 


85 






90 






95 




Gly Pro Phe Val Arg 


Leu 


Tyr Asp 


lie Arg Met He 


His 


Asn 


His 


Arg 


100 






105 




110 






Lys Ser Met Lys Gin 


Ser 


Pro Ser Ala Gly Val His Thr Phe Cys 


Asp 


115 




120 




125 








Arg Gin Lys Pro Leu 


Pro 


Asp Gly Ala Ala Gin Tyr Tyr Val Ala 


Gly 


130 




135 


140 










His Leu Pro Val Lys 


Leu 


Pro Asp Tyr Asn Asn Arg Leu Arg Val 


Leu 


145 


150 




155 








160 


Val Ala Thr Tyr Val 


Thr 


Phe Ser Pro Asn Gly Thr Glu Leu Leu 


Val 


165 






170 






175 




Asn Met Gly Gly Glu 


Gin 


Val Tyr 


Leu Phe Asp Leu 


Thr 


Tyr 


Lys 


Gin 


160 






185 




190 






Arg Pro Tyr Thr Phe 


Leu 


Leu Pro 


Arg Lys Cys His 


Ser 


Ser Gly 


Glu 


195 




200 




205 








Val Gin Asn Gly Lys 


Met 


Ser Thr Asn Gly Val Ser 


Asn Gly Val 


Ser 


210 




215 


220 










Asn Gly Leu His Leu 


His 


Ser Asn Gly Phe Arg Leu 


Pro 


Glu 


Ser 


Arg 


225 


230 




235 








240 


Gly His Val Ser Pro 


Gin 


Val Glu 


Leu Pro Pro Tyr 


Leu 


Glu 


Arg 


Val 


245 






250 






255 




Lys Gin Gin Ala Asn 


Glu 


Ala Phe 


Ala Cys Gin Gin 


Trp 


Thr 


Gin 


Ala 


260 






265 




270 






lie Gin Leu Tyr Ser 


Lys 


Ala Val 


Gin Arg Ala Pro 


His 


Asn 


Ala 


Met 


275 




280 




285 








Leu Tyr Gly Asn Arg 


Ala 


Ala Ala 


Tyr Met Lys Arg 


Lys 


Trp 


Asp 


Gly 


290 




295 


300 










Asp His Tyr Asp Ala 


Leu 


Arg Asp 


Cys Leu Lys Ala 


He 


Ser 


Leu 


Asn 


305 


310 




315 








320 


Pro Cys His Leu Lys 


Ala 


His Phe 


Arg Leu Ala Arg Cys 


Leu 


Phe 


Glu 


325 






330 






335 




Leu Lys Tyr Val Ala 


Glu 


Ala Leu 


Glu Cys Leu Asp Asp 


Phe 


Lys 


Gly 


340 






345 




350 






Lys Phe Pro Glu Gin 


Ala 


His Ser Ser Ala Cys Asp Ala Leu Gly 


Arg 


355 




360 




365 








Asp lie Thr Ala Ala 


Leu 


Phe Ser Lys Asn Asp Gly Glu Glu Lys 


Lys 


370 




375 


380 










Gly Pro Gly Gly Gly 


Ala 


Pro Val 


Arg Leu Arg Ser 


Thr 


Ser 


Arg 


Lys 


385 


390 




395 








400 


Gly Cys Thr Arg 

















c210> 2725 

<211> 856 

<212> DNA 

<213> Homo sapiens 

<400> 2725 

nacgcgtcca gtgtgccgca ggcacagcac caaccacagc ggccctacct cggccctggc 
60 

ctgaccccgg cggccctgcc cgcccctccc tccagcatca tggccagccc aagaaccagg 
120 
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aaggtcctta aagaagtcag ggtgcaggat gagaacaacg tttgttttga gtgtggcgcg 
ISO 

ttcaatcctc agtgggtcag tgtgacctac ggcatctgga tctgcctgga gtgctcgggg 
240 

agacaccgcg ggcttggggt tcacctcagc tttgtgcgct ctgttactat ggacaagtgg 
300 

aaggacattg agcttgagaa gatgaaagct ggtgggaatg ctaagttccg agagctcctg 
360 

gagtctcagg aggattacga tccttgctgg tccttgcagg agaagtacaa cagcagagcc 
420 

gcggccctct ttagggataa ggtggtcgct ctggccgaag gcagagagtg gtctctggag 
480 

tcatcacctg cccagaactg gaccccacct cagcccagga cgctgccgtc catggtgcac 
540 

cggtagctgc tcctcgtggg gccttagtac agtttccact gggtcctgaa cttagtagat 
600 

tgggtttccc acagaattct ccccttcttt gctgttgtga cagctctttt cccagaagtc 
660 

agtgggaaaa acagcttttt aaaattgcca aaacaataca agcttttagt aaatttggac 
720 

acccatagag ctgtctcaga tagcgcccca ggtaagctcc gcacgccttc caggtgtgca 
780 

cacagccgtg tctgccgtgg cgctgtggga gttcacatct ccatctgctc accggggtgt 
840 

tgtctgccct tcacgc 
856 

<210> 2726 

<211> 148 

<212> PRT 

<213> Homo sapiens 

<400> 2726 



Met 


Ala 


Ser 


Pro 


Arg Thr Arg Lys Val 


Leu 


Lys Glu 


Val 


Arg 


Val 


Gin 


1 








5 






10 








15 




Asp 


Glu 


Asn 


Asn 


Val 


Cys Phe Glu 


Cys 


Gly 


Ala Phe 


Asn 


Pro 


Gin 


Trp 








20 






25 








30 






Val 


Ser 


Val 


Thr 


Tyr Gly lie Trp 


He 


Cys 


Leu Glu 


Cys 


Ser 


Gly 


Arg 






35 






40 








45 








His 


Arg 


Gly 


Leu 


Gly Val His Leu 


Ser 


Phe 


Val Arg 


Ser 


Val 


Thr 


Met 




50 








55 






60 










Asp 


Lys 


Trp 


Lys 


Asp 


lie Glu Leu 


Glu 


Lys 


Met Lys 


Ala 


Gly 


Gly 


Asn 


65 










70 






75 








80 


Ala 


Lys 


Phe 


Arg 


Glu 


Phe Leu Glu 


Ser 


Gin 


Glu Asp 


Tyr 


Asp 


Pro 


Cys 










85 






90 








95 




Trp 


Ser 


Leu 


Gin 


Glu 


Lys Tyr Asn 


Ser 


Arg 


Ala Ala 


Ala 


Leu 


Phe 


Arg 








100 






105 








110 






Asp 


Lys 


val 


Val 


Ala 


Leu Ala Glu Gly 


Arg 


Glu Trp 


Ser 


Leu 


Glu 


Ser 






115 






120 








125 








Ser 


Pro 


Ala 


Gin 


Asn 


Trp Thr Pro 


Pro 


Gin 


Pro Arg 


Thr 


Leu 


Pro 


Ser 




130 








135 






140 










Met 


Val 


His 


Arg 





















145 
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<210> 2727 

<211> 1119 

<212> DNA 

<213> Homo sapiens 

<400> 2727 

ttttttttgc ttttataaac attcaaccaa catgttcttt aataatctct tctttaaaga 
60 

acaaaataat caagtacatg gcattaagtt aaatgtctct gcacatgaat ttccacctta 
120 

taaatctggt atattaaatt gtgctgtaaa tagatttgta tattttcttt tttgagtact 
180 

atgataggtg aaatggtatg actataaaaa ggatttgttt ctttttgtct cctggaatga 
240 

catgatgcct ttctagagaa agaaaaattg caggctacag gaaaatgata aaaactactg 
300 

gattcattta gactattcga tttaggaagg tacaaccact tctttaacat caagctaaaa 
360 

gtgggggaaa gtctcagtct cccaggtagg tctcctctca cactgtcctg ggtggcaggc 
420 

gctgtttata catgcccgct atcgctctgg ctgcactgta gatcatctgc cgacgggaca 
480 

tcccagtaaa tgccatgtgc caatcagtcc ggctgacatt cagtaaactc ttttccagga 
540 

cttcacccac tgtcaccaaa aggcctgacc acctcagatt atagtcctgg ggagttagac 
600 

tttgagcctg ctgtacaaat tccaaaggca ctggtgtggc ttgtgtaaat gtttctagat 
660 

gaatgccatg gacaggatct tcaaccacca aacaaccaat gtcaaaccat ttgtcaggca 

720 

gcaattctgc aatgaagttt tctactgaca cagctgtctg tttttcatgg atcaccccag 
780 

ttcgacgcaa gctatctatc cgttcctgag caccttttaa tccagctgca tagcccactg 
840 

gttgtggggc aatattggac tgtccagcct cccctacaac cacagctagg ccgaagacct 
900 

cctggaaggc atctcggaca gcagccactt tcacttcttt atttgaggtc actacaatat 
960 

ccagttcacc tccagatttg atatagggag ccatgccagg gtccagcgtt gtaatcatgc 
1020 

tttctactga atgttttgtc ttatcaagca cagacttcac cataggattc ccagccacac 
1080 

ccttaataaa accccagatt ccaccagcag atgcttcat 
1119 

<210> 2728 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 2728 

Met Val Lys Ser Val Leu Asp Lys Thr Lys His Ser Val Glu Ser Met 

15 10 15 

lie Thr Thr Leu Asp Pro Gly Met Ala Pro Tyr lie Lys Ser Gly Gly 
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20 






2S 






30 






Glu 


Leu 


Asp 


He Val 


Val Thr 


Ser Asn Lys Glu 


Val Lys Val Ala 


Ala 






35 






40 








45 






Val 


Arg 


Asp 


Ala Phe 


Gin Glu 


Val 


Phe Gly Leu 


Ala 


Val Val 


Val 


Gly 




50 






55 








60 








Glu 


Ala 


Gly 


Gin Ser 


Asn He 


Ala 


Pro 


Gin Pro 


Val Gly Tyr 


Ala 


Ala 


65 








70 






75 








80 


Gly 


Leu 


Lys 


Gly Ala 


Gin Glu Arg 


He Asp Ser 


Leu Arg Arg Thr 


Gly 








85 








90 






95 




Val 


He 


His 


Glu Lys 


Gin Thr 


Ala 


Val 


Ser Val 


Glu 


Asn Phe 


He 


Ala 








100 






105 






110 






Glu 


Leu 


Leu 


Pro Asp 


Lys Trp Phe Asp He Gly 


Cys 


Leu Val 


Val 


Glu 






115 






120 








125 






Asp 


Pro 


Val 


His Gly 


He His 


Leu 


Glu 


Thr Phe 


Thr 


Gin Ala 


Thr 


Pro 




130 






135 








140 








Val 


Pro 


Leu 


Glu Phe 


Val Gin 


Gin 


Ala 


Gin Ser 


Leu 


Thr Pro 


Gin 


Asp 


145 








150 






155 








160 


Tyr 


Asn 


Leu 


Arg Trp 


Ser Gly 


Leu 


Leu 


Val Thr 


Val 


Gly Glu 


Val 


Leu 








165 








170 






175 




Glu 


Lys 


Ser 


Leu Leu 


Asn Val 


Ser 


Arg 


Thr Asp 


Trp 


His Met 


Ala 


Phe 








180 






185 






190 






Thr 


Gly 


Met 


Ser Arg 


Arg Gin 


Met 


He 


Tyr Ser 


Ala 


Ala Arg 


Ala 


He 






195 






200 








205 






Ala 


Gly 


Met 


Tyr Lys 


Gin Arg 


Leu 


Pro 


Pro Arg 


Thr 


Val 








210 






215 








220 









<210> 2729 
<211> 393 
<212> DNA 

c213> Homo sapiens 
<400> 2729 

nnggtggcac ggatcgtagg agccaaatgt ttgttttcct tcttatccct tcgagaccaa 
60 

atgcagcccc agcagtggtg aggcactact ttcttgaaga gttgtgcatc catgtaggtc 
120 

agctgctctg ccacgagatc ttctgagaag cacgtgaatt ctgctgactc tccaccctcc 
180 

agttcctctt cctcttccat actaagggcc tggcttgacc agtgtgcaga agacttccga 
240 

gagccccctc acttcccctg cttacagaaa ctgctggatt atctcacacg gatgatgccg 
300 

ggctctgacc cagaaagaag agcacaaaat cttcttgagc agtttcagaa gcaagaagtg 
360 

gaaactgaca atgggcttcc caacacgatc tec 
393 

<210> 2730 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 2730 

Val Ser Cys Ser Ala Thr Arg Ser Ser Glu Lys His Val Asn Ser Ala 
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1 

Asp Ser Pro Pro 
20 

Leu Asp Gin Cys 
35 

Leu Gin Lys Leu 
50 

Pro Glu Arg Arg 
65 

Val Glu Thr Asp 



5 

Ser Ser Ser Ser 

Ala Glu Asp Phe 
40 

Leu Asp Tyr Leu 
55 

Ala Gin Asn Leu 
70 

Asn Gly Leu Pro 
85 



10 

Ser Ser Ser He 
25 

Arg Glu Pro Pro 

Thr Arg Met Met 
60 

Leu Glu Gin Phe 
75 

Asn Thr He Ser 
90 



15 

Leu Arg Ala Trp 
30 

His Phe Pro Cys 
45 

Pro Gly Ser Asp 

Gin Lys Gin Glu 
80 



<210> 2731 

<2X1> 447 

<212> DNA 

<213> Homo sapiens 



<400> 2731 
ncgcctccga 
60 

aatggctgat 
120 

atcggtgtca 
180 

aacggccagc 
240 

ggctacttcg 
300 

gccatcaagc 
360 

ctgaccctgc 
420 

accacgccca 
447 



cctgaaagca 
aagcagatca 
cctgcgtgtt 
gcgtgtacac 
gcatgtaccg 
tggcagccaa 
ttaaagagat 
cggagatgct 



cgtccacctc 
gcctgccagc 
tcccatcgac 
gagcatgtcc 
gggagctgct 
cgacttcttc 
gctggcgggc 
gaagatc 



tgcggctcct 
caagctcatc 
ctggccaaga 
gactgcctca 
gtgaacttga 
cgacatcagc 
tgtggggctg 



acctgggtgc 
aatggcggca 
ccaggctgca 
tcaagaccgt 
ccctcgtcac 
tctctaagga 
gcacctgcca 



aatcgagtta 
tcgcgggctg 
gaaccagcag 
ccgctccgag 
ccccgagaag 
cgggcagaag 
ggtgatcgtg 



<210> 2732 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 2732 
Ala Asp Gin Pro 
1 

He Gly Val Thr 
20 

Gin Asn Gin Gin 
35 

Leu He Lys Thr 
50 

Ala Ala Val Asn 
65 

Ala Ala Asn Asp 
Leu Thr Leu Leu 



Ala Ser Gin Ala 
5 

Cys Val Phe Pro 

Asn Gly Gin Arg 
40 

Val Arg Ser Glu 
55 

Leu Thr Leu Val 
70 

Phe Phe Arg His 
85 

Lys Glu Met Leu 



His Gin Trp Arg 
10 

He Asp Leu Ala 
25 

Val Tyr Thr Ser 

Gly Tyr Phe Gly 
60 

Thr Pro Glu Lys 
75 

Gin Leu Ser Lys 
90 

Ala Gly Cys Gly 



His Arg Gly Leu 
IS 

Lys Thr Arg Leu 
30 

Met Ser Asp Cys 
45 

Met Tyr Arg Gly 

Ala He Lys Leu 
80 

Asp Gly Gin Lys 
95 

Ala Gly Thr Cys 
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100 105 110 

Gin Val He Val Thr Thr Pro Met Glu Met Leu Lys lie 
115 120 125 

<210> 2733 

<211> 3619 

<212> DNA 

<213> Homo sapiens 

<400> 2733 

gaattctgcc gcaagttccg cgtgagtgcc tggtccttcc acccccatgg ggcgagactg 
60 

tcgggcatgg gtatggggtg ccagagggct ctggccacct ggggcttgct gtcctgagag 
120 

ccccagcacc catgtcaccc ccaacagctg gactgcccgc tggccatgga gcggatcaag 
180 

gaggaccggc ccatcaccat caaggacgac aagggcaacc tcaaccgctg catcgcagac 
240 

gtggtctcgc tcttcatcac ggtcatggac aagctgcgcc tggcggagct gacggtggac 
300 

gagttcctag cttcgggctt tgactccgag tccgaatccg agtccgaaaa ttctccacaa 
360 

gcggagacac gggaagcacg cgaggctgcc cggagtccgg ataagccggg cgggagcccc 
420 

tcggccagcc ggcgtaaagg ccgtgcctct gagcacaaag accagctctc tcggctgaag 
480 

gacagagacc ccgagttcta caagttcctg caggagaatg accagagcct gctaaacttc 
540 

agcgactcgg acagctctga ggaggaagag gggccgttcc actccctgcc agatgtgctg 
600 

gaggaagcca gtgaggagga ggatggagcg gaggaaggag aagatgggga cagagtcccc 
660 

agagggctga aggggaagaa gaattctgtt cctgtgaccg tcgccatggt tgagagatgg 
720 

aagcaggcag caaagcaacg cctcactcca aagctgttcc atgaagtggt acaggcgttc 
780 

cgagcagctg tggccaccac ccgaggggac caggaaagtg ctgaggccaa caaattccag 
840 

gtcacggaca gtgctgcatt caatgctctg gttaccttct gcatcagaga cctcattggc 
900 

tgtctccaga agctgctgtt tggaaaggtg gcaaaggata gcagcaggat gctgcagccg 
960 

tccagcagcc cgctctgggg gaagcttcgt gtggacatca aggcttacct gggctcggcc 
1020 

atacagctgg tgtcctgtct gtcggagacg acggtgttgg cggccgtgct gcggcacatc 
1080 

agcgtgctgg tgccctgctt cctgaccttc cccaagcagt gccgcatgct gctcaagaga 
1140 

atggtggtcg tatggagcac tggggaggag tctctgcggg tgctggcttt cctggtcctc 
1200 

agcagagtct gccggcacaa gaaggacact ttccttggcc ccgtcctcaa gcaaatgtac 
1260 

atcacgtatg tgaggaactg caagttcacc tcgcctggtg ccctcccctt catcagtttc 
1320 
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atgcagtgga ccttgacgga 
1380 

ttcctctaca tccgccagct 
1440 

gaaacatacc agtctgtgta 
1500 

gtcctgagca ctgcgggccc 
1560 

gtcatcattg gctgtatcaa 
1620 

tgcatccgtg ccctgacgct 
1680 

ttcatcctgg agatgttcca 
1740 

aagcccatca acttctccgt 
1800 

taccgggacg gcctggtgga 
I860 

gcacactgca tcggcttccc 
1920 

ctccgggagt gcaaggtggc 
1980 

caggagaact cggcatacat 
2040 

cagcaggcag tggaagcctg 
2100 

tactacagcc actggcgcaa 
2160 

gagcgggtgc ggctcggcga 
2220 

cgaaggaaga tggctgacag 
2280 

ctgaacagct ctgaagagga 
2340 

ctgagcactc ggcatggggt 
2400 

agcagcaact cggagggtga 
2460 

gcccctgggg agctgcagca 
2520 

ctctcagagg acgactgagg 
2580 

gccagtgttt ccacctccct 
2640 

aggcagtaga cacgggacag 
2700 

cgagagctgg gctgggctgg 
2760 

aagtcagctc cgcgggggag 
2820 

agggggaggc ctgcaggccc 
2880 

cgtccatctg caccaggctc 
2940 



gctgctggcc ctggagccgg 
cgccatacac ctgcgcaacg 
caactggcag tatgegcact 
cagcgaagcc ctccagccct 
gctcatcccc actgcccgct 
gctctcgggg agctcggggg 
gcaggtcgac ttcaacagga 
gatcctgaag ctgtccaatg 
gcagctgtac gacctcaccc 
ggagctggtg ctgcctgtgg 
caactactgc cggcaggtgc 
ctgcagccgc cgccagaggg 
ggagaagctg acccgggaag 
gctgcgtgac cgggagatcc 
ggggacctgg ctggaagacc 
gaaggatgag gacaggaagc 
cgacaccgag ggactcttgg 
ggaagacgat gaagaggacg 
atggtcttgg gatggagacc 
gctggcccag gggccggagg 
cagcccatct ggggggcctg 
ggcagtcagg cctagaggct 
gctttattat ttatctttca 
gctggtgtgg ctgctgaagc 
ctgaccctga cgtcagcaga 
ctggcccctt ccaccacctc 
tgccttcact cccccaagtc 



gtgtggccta ccagcacgcc 
ccatgaccac ccgcaagaag 
gcctcttcct gtggtgccgg 
tggtctaccc ccttgcccaa 
tctacccgct gcgaatgcac 
ccttcatccc ggtgctgcct 
agccagggcg catgagctcc 
tcaacctgca ggagaaggcg 
tggagtacct gcacagccag 
tcctgcagct gaagtcgttc 
agcagctgct tgggaaggtt 
tttccttcgg cgtctctgag 
a999Sjacacc cctgaccttg 
agctggagat cagtggcaaa 
tgaacttccc tgagatcaaa 
aatttaaaga cctctttgac 
aaagagggat actggggccc 
aggaggaggg cgaggaggac 
cagacgcaga ggcgggactg 
acgagctgga ggatctgcag 
taggggctgc cgggctggtg 
ggcgtctgtg cagttggggg 
gcatgaaaga ccaaacgtat 
cccagagctg tgggctgctg 
ccgagaccag tcccagttcc 
cgccctccgt ctgcagacct 
tttggaaatt tgttcttttc 
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ctttgaagtc acattttctt ttaaaatttt ttgttttgca tccgaaaccg aaagaaataa 
3000 

agcggtggga ggcaggtcca ttgtgttgag tggtgggaag gttgccgtcc tggctgcagg 
3060 

acgcctctcg gaaagagatg ttcacgtccc agtgggtgtg gactcttctc ttcatgatac 
3120 

ggatgtgcgg accatcctcc tgcttcaagc ctgccgccgc cacaggtggg gccactcccg 
3180 

tcgctgtcac catcgctggc agagaagctg ggagttcgct ccttcttcag gttccgggcg 
3240 

gcaggcaggg cgactgtcct cttgtctgcc agccgcaccg gttcaccggg gaggatattc 
3300 

ggcagcccgg gcagtcgcag atcggaggat gcacctgcag gatccccttg gacataagcg 
3360 

tcttcagact tttccctttg tggcggatgc tgcgcttcca gtccttggcc gtctcgcggg 
3420 

cgctgacgaa ctggaactcg ttgggcgtta gccactcgcc gcggtggcgg atggacgggc 
3480 

ccttnctgcc cttgcagagt tcgcgcacgt aaagcagcgc gcggttggcg ccgcactcca 
3540 

cctcgatnca cggctcgccg ttntccagca gcggctggaa atccggggcc gcgggcgcgg 
3600 

tggccgagaa gcgctcgag 
3619 

<210> 2734 
c211> 790 
<212> PRT 

<213> Homo sapiens 
<400> 2734 

Met Glu Arg lie Lys Glu Asp Arg Pro lie Thr lie Lys Asp Asp Lys 

15 10 15 

Gly Asn Leu Asn Arg Cys lie Ala Asp Val Val Ser Leu Phe lie Thr 

20 25 30 

Val Met Asp Lys Leu Arg Leu Ala Glu Leu Thr Val Asp Glu Phe Leu 

35 40 45 

Ala Ser Gly Phe Asp Ser Glu Ser Glu Ser Glu Ser Glu Asn Ser Pro 

50 55 60 

Gin Ala Glu Thr Arg Glu Ala Arg Glu Ala Ala Arg Ser Pro Asp Lys 
65 70 75 80 

Pro Gly Gly Ser Pro Ser Ala Ser Arg Arg Lys Gly Arg Ala Ser Glu 

85 90 95 

His Lys Asp Gin Leu Ser Arg Leu Lys Asp Arg Asp Pro Glu Phe Tyr 

100 105 110 

Lys Phe Leu Gin Glu Asn Asp Gin Ser Leu Leu Asn Phe Ser Asp Ser 

115 120 125 

Asp Ser Ser Glu Glu Glu Glu Gly Pro Phe His Ser Leu Pro Asp Val 

130 135 140 

Leu Glu Glu Ala Ser Glu Glu Glu Asp Gly Ala Glu Glu Gly Glu Asp 
145 150 155 . 160 

Gly Asp Arg Val Pro Arg Gly Leu Lys Gly Lys Lys Asn Ser Val Pro 

165 170 175 

Val Thr Val Ala Met Val Glu Arg Trp Lys Gin Ala Ala Lys Gin Arg 
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1B0 185 190 

Leu Thr Pro Lys Leu Phe His Glu Val Val Gin Ala Phe Arg Ala Ala 

195 200 205 

Val Ala Thr Thr Arg Gly Asp Gin Glu Ser Ala Glu Ala Asn Lys Phe 

210 215 220 

Gin Val Thr Asp Ser Ala Ala Phe Asn Ala Leu Val Thr Phe Cys lie 
225 230 235 240 

Arg Asp Leu He Gly Cys Leu Gin Lys Leu Leu Phe Gly Lys Val Ala 

245 250 255 

Lys Asp Ser Ser Arg Met Leu Gin Pro Ser Ser Ser Pro Leu Trp Gly 

260 265 270 

Lys Leu Arg Val Asp He Lys Ala Tyr Leu Gly Ser Ala He Gin Leu 

275 280 285 

Val Ser Cys Leu Ser Glu Thr Thr Val Leu Ala Ala Val Leu Arg His 

290 295 300 

He Ser Val Leu Val Pro Cys Phe Leu Thr Phe Pro Lys Gin Cys Arg 
305 310 315 320 

Met Leu Leu Lys Arg Met Val Val Val Trp Ser Thr Gly Glu Glu Ser 

325 330 335 

Leu Arg Val Leu Ala Phe Leu Val Leu Ser Arg Val Cys Arg His Lys 

340 345 350 

Lys Asp Thr Phe Leu Gly Pro Val Leu Lys Gin Met Tyr He Thr Tyr 

355 360 365 

Val Arg Asn Cys Lys Phe Thr Ser Pro Gly Ala Leu Pro Phe He Ser 

370 375 380 

Phe Met Gin Trp Thr Leu Thr Glu Leu Leu Ala Leu Glu Pro Gly Val 
385 390 395 400 

Ala Tyr Gin His Ala Phe Leu Tyr He Arg Gin Leu Ala He His Leu 

405 410 415 

Arg Asn Ala Met Thr Thr Arg Lys Lys Glu Thr Tyr Gin Ser Val Tyr 

420 425 430 

Asn Trp Gin Tyr Val His Cys Leu Phe Leu Trp Cys Arg Val Leu Ser 

435 440 445 

Thr Ala Gly Pro Ser Glu Ala Leu Gin Pro Leu Val Tyr Pro Leu Ala 

450 455 460 

Gin Val He lie Gly Cys He Lys Leu He Pro Thr Ala Arg Phe Tyr 
465 470 475 480 

Pro Leu Arg Met His Cys He Arg Ala Leu Thr Leu Leu Ser Gly Ser 

485 490 495 

Ser Gly Ala Phe He Pro Val Leu Pro Phe He Leu Glu Met Phe Gin 

500 505 510 

Gin Val Asp Phe Asn Arg Lys Pro Gly Arg Met Ser Ser Lys Pro He 

515 520 525 

Asn Phe Ser Val He Leu Lys Leu Ser Asn Val Asn Leu Gin Glu Lys 

530 535 540 

Ala Tyr Arg Asp Gly Leu Val Glu Gin Leu Tyr Asp Leu Thr Leu Glu 
545 550 555 560 

Tyr Leu His Ser Gin Ala His Cys He Gly Phe Pro Glu Leu Val Leu 

565 570 575 

Pro Val Val Leu Gin Leu Lys Ser Phe Leu Arg Glu Cys Lys Val Ala 

580 585 590 

Asn Tyr Cys Arg Gin Val Gin Gin Leu Leu Gly Lys Val Gin Glu Asn 

595 600 60S 

Ser Ala Tyr He Cys Ser Arg Arg Gin Arg Val Ser Phe Gly Val Ser 
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610 615 620 



r*1 ii Pin 

uiu vjin 


rln 


t\A.a 


Vai 


Glu 


Ala 


TTT5 


Glu 


Lvs 


Leu 


Thr 


Arcr 


Glu 


Glu 


Glv 


a c 








630 










O w J 










640 

W ^ w 


lui riw 


T pii 




T .pmi 

iJCU 


Tyr Tyr 


Ser 


His 


Trn 


Ara 


Lvs 


Leu 


Arg 


ASD 


Arci 








b H D 










ccn 
03U 










U -J J 




uiu lie 


fin 

Gin 


T Ail 


\J-LU 


He 


Ser 




T . W G 


fil U 
U1U 


7\ -r-f-r 


Val 




Leu 


Glv 


Glu 






oo U 






a 




bob 








# 


670 






Gly Thr 


Trp 


Leu 


Pin 

G1U 


Asp 


Leu 


ft ^ T\ 


rne 




^7 X U 


lie 




A l"(~J 




T.vc 




675 










680 










685 








Met Ala 


Asp 


Arg 


Lys 


Asp 


Glu 


Asp 


Arg 


Lys 


Gin 


Phe 


Lys 


Asp 


Leu 


Phe 


690 










695 










700 










Asp Leu 


Asn 


Ser 


Ser 


Glu 


Glu 


Asp 


Asp 


Thr 


Glu 


Gly 


Phe 


Leu 


Glu 


Arg 


705 








710 










715 










720 


Gly He 


Leu 


Gly 


Pro 


Leu 


Ser 


Thr 


Arg 


His 


Gly 


Val 


Glu 


ASp 


Asp 


Glu 








725 










730 










735 




Glu Asp 


Glu 


Glu 


Glu 


Gly Glu 


Glu 


Asp 


Ser 


Ser 


Asn 


Ser 


Glu 


Gly 


Glu 






740 










745 










750 






Trp Ser 


Trp 


Asp 


Gly 


Asp 


Pro 


Asp 


Ala 


Glu 


Ala 


Gly 


Leu 


Ala 


Pro 


Gly 




755 










760 










765 








Glu Leu 


Gin 


Gin 


Leu 


Ala 


Gin 


Gly 


Pro 


Glu 


Asp 


Glu 


Leu 


Glu 


Asp 


Leu 


770 










775 










780 










Gin Leu 


Ser 


Glu 


Asp 


Asp 























785 790 



<210> 2735 
<211> 1666 
<212> DNA 

<213> Homo sapiens 
<400> 2735 

nncccgggcg ggcgcgggcc gcgatggcag cggcggagca gggctgagcc cgctgcccgc 
60 

ccgcagttcc cggccccgct ggccccagtc atggcgaagc agtacgatgt gctgttccgg 
120 

ctgctgctga tcggggactc cggggtgggc aagacctgcc tgctgtgccg cttcaccgac 
180 

aacgagttcc actcctcgca catctccacc atcggtgttg actttaagat gaagaccata 
240 

gaggtagacg gcatcaaagt gcggatacag atctgggaca ctgcagggca ggagagatac 
300 

cagaccatca caaagcagta ctatcggcgg gcccagggga tatttttggt ctatgacatt 
360 

agcagcgagc gctcttacca gcacatcatg aagtgggtca gtgacgtgga tgagtacgca 
420 

ccagaaggcg tccagaagat ccttattggg aataaggctg atgaggagca gaaacggcag 
480 

gtgggaagag agcaagggca gcagaaatgt ccttctcttc agctggcgaa ggagtatggc 
54 0 

atggacttct atgaaacaag tgcctgcacc aacctcaaca ttaaagagtc attcacgcgt 
600 

ctgacagagc tggtgctgca ggcccatagg aaggagctgg aaggcctccg gatgcgtgcc 
660 

agcaatgagt tggcactggc agagctggag gaggaggagg gcaaacccga gggcccagcg 
720 



1976 
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aactcttcga 

780 

ttccctcagg 
840 

tcgtgtgatg 
900 

ggctctgctg 
960 

ttcagcctgt 
1020 

tctcaccatc 
1080 

gctcctttct 
1140 

tctctgaccc 
1200 

gtgtcctgct 
1260 

ccaggctcgt 
1320 

ggtgggccaa 
1380 

gccatgggcc 
1440 

gcaaccaggg 
1500 

tttgcccttg 
1560 

tcagagaagg 
1620 

cccatgcagc 
1666 



aaacctgctg 
aggcccgtgg 
accctattga 
tcatctcaag 
ttccccagcc 
ccgcacccac 
ccgtgcatcg 
ctcccctccg 
gtgtgcagct 
ggggaggttc 
aggctacagg 
tgcctcccca 
agtcctcgag 
cttggctgcc 
aaacaaaatg 
atgaacacaa 



gtgctgagtc 
gcagacaggg 
gtatcagtag 
cagcccctgt 
acaggcctgc 
cagacaacag 
tgtctcttct 
gtgcgtttcg 
cgctctttcc 
cacccttgga 
gtgcttcttc 
gtgacctgcg 
cctggggctg 
cgcctgcctc 
aggggtggca 
tttctctcca 



ctgtgtgggg 
gagccggggc 
ccactactcc 
ccccagcccg 
tacgaccccc 
ccagggctgg 
ctgctttttc 
tatcaaagct 
ttccttccta 
tccaggaaga 
ctcttccccc 
aaagtggagc 
ccctacctct 
tttggggaac 
gggataaaaa 
cctggctccc 



caccccacac 
tttgccctgc 
ccctgcctgg 
tccaccctgg 
acgatgtgcc 
agtccaggcc 
tctcttcccc 
cctcaaaccc 
agctatccaa 
accctccacc 
acccccactg 
atcgaggtag 
acccattccc 
tgagctcgga 
gtcacctcca 
aaattt 



gacacccctc 
tgctgtcctc 
ccctgagagc 
agtggtcttc 
gcaagcactg 
actttcagct 
cacttctctt 
cgtcccccgt 
ggggatggac 
ctgcctcgtg 
tccctcatgt 
gagggaaacg 
cgaccagagc 
ggcaggtgct 
ttctctacct 



<210> 2736 
<211> 218 
<212> PRT 

<213> Homo sapiens 



<400> 2736 



Met Ala 


Lys 


Gin 


Tyr 


Asp 


Val 


Leu 


Phe 


Arg- Leu Leu 


Leu 


He Gly 


Asp 


1 






5 










10 




15 




Ser Gly 


Val 


Gly 


Lys 


Thr 


Cys 


Leu 


Leu 


Cys Arg Phe 


Thr 


Asp Asn 


Glu 






20 










25 






30 




Phe His 


Ser 


Ser 


His 


He 


Ser 


Thr 


He 


Gly Val Asp 


Phe 


Lys Met 


Lys 




35 










40 






45 






Thr lie 


Glu 


Val 


Asp 


Gly 


He 


Lys 


Val 


Arg He Gin 


He 


Trp Asp 


Thr 


50 










55 






60 








Ala Gly 


Gin 


Glu 


Arg 


Tyr 


Gin 


Thr 


He 


Thr Lys Gin 


Tyr 


Tyr Arg 


Arg 


65 








70 








7S 






80 


Ala Gin 


Gly 


lie 


Phe 


Leu 


Val 


Tyr 


Asp 


He Ser Ser 


Glu 


Arg Ser 


Tyr 








85 










90 




95 




Gin His 


lie 


Met 


Lys 


Trp 


Val 


Ser 


Asp 


Val Asp Glu 


Tyr 


Ala Pro 


Glu 






100 










105 






HO 




Gly Val 


Gin 


Lys 


He 


Leu 


He 


Gly 


Asn 


Lys Ala Asp 


Glu 


Glu Gin 


Lys 



1977 
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115 120 125 

Arg Gin Val Gly Arg Glu Gin Gly Gin Gin Lys Cys Pro Ser Leu Gin 

130 135 140 

Leu Ala Lys Glu Tyr Gly Met Asp Phe Tyr Glu Thr Ser Ala Cys Thr 
145 150 155 160 

Asn Leu Asn lie Lys Glu Ser Phe Thr Arg Leu Thr Glu Leu Val Leu 

165 170 175 

Gin Ala His Arg Lys Glu Leu Glu Gly Leu Arg Met Arg Ala Ser Asn 

180 185 190 

Glu Leu Ala Leu Ala Glu Leu Glu Glu Glu Glu Gly Lys Pro Glu Gly 

195 200 205 

Pro Ala Asn Ser Ser Lys Thr Cys Trp Cys 
210 215 

<210> 2737 

<211> 898 

<212> DNA 

<213> Homo sapiens 

<400> 2737- 

nnaccggtat gcgccacctg cgccgggttt ggcggccgat gtcaccggca ccgcatccgc 
60 

cgagcggagg agcacgctga ggagctgcgg aacaagattg tggaccagtg tgagaggctg 
120 

cagttacaga gtgctgccat caccaagtat gtggcggacg tcctgccggg gaagaatcaa 
180 

agagcagtga gcatggccag tgcagcgagg gaactggtta tccagcggtt gagtctggtg 
240 

aggagtcttt gcgagagcga ggagcagcgg ttactggaac aggtgcatgg cgaagaggag 
300 

cgggcccacc agagcatcct gacacagcgg gtgcactggg ccgaggcgct gcagaaactt 
360 

gacaccatcc gcactggcct ggtgggcatg cttactcacc tggatgacct ccagctgatt 
420 

cagaaggagc aagagatttt cgagaggacc gaagaagcag agggcatttt ggatccccag 
480 

gagtcggaaa tgttaaactt taatgagaag tgcactcgga gcccactact gacccaactc 
540 

tgggcaacgg cggttcttgg gtctctctca ggcacagagg acatacggat cgatgagagg 
600 

acagtcagcc ccttcctgca attgtcagat gatcgaaaga ccctgacctc agcaccaaga 
660 

agtcaaaggt gtgcagatgg cccggagcgc ttcgaccact ggcccaatgc cctggctgcc 
720 

acctccttcc agaatgggct ccatgcctgg atggtgaatg tccagaacag ttgtgcctat 
780 

aaggtgggcg tggcttcagg ccacctgccc cgcaagggtt ctggcagtga ctgccgtctg 
840 

ggccacaatg ccttctcctg ggtcttctct cgctatgatc aggagtttcg tttctcac 
898 

<210> 2738 
<211> 299 
c2l2> PRT 



1978 
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<213> Homo sapiens 



<400> 2738 



Xaa 


Pro 


Val 


Cys 


Ala Thr Cys Ala Gly 


Phe Gly Gly Arg Cys His Arg 


1 








5 










10 


15 




His 


Arg 


He 


Arg 


Arg 


Ala 


Glu 


Glu 


His 


Ala Glu Glu Leu Arg 


Asn 


Lys 








20 










25 


30 






He 


Val 


Asp 


Gin 


Cys Glu Arg Leu Gin 


Leu Gin Ser Ala Ala 


He 


Thr 






35 










40 




45 






Lys 


Tyr 


Val 


Ala 


Asp 


val 


Leu Pro Gly 


Lys Asn Gin Arg Ala Val 


Ser 




50 










SS 






60 






Met 


Ala 


Ser 


Ala 


Ala 


Arg 


Glu 


Leu 


Val 


He Gin Arg Leu Ser 


Leu 


Val 


65 










70 








75 




80 


Arg 


Ser 


Leu 


Cys 


Glu 


Ser 


Glu 


Glu 


Gin 


Arg Leu Leu Glu Gin 


Val 


His 










85 










90 


95 




Gly 


Glu 


Glu 


Glu 


Arg 


Ala 


His 


Gin 


Ser 


He Leu Thr Gin Arg 


Val 


His 








100 










105 


110 






Trp 


Ala 


Glu 


Ala 


Leu 


Gin 


Lys 


Leu 


Asp 


Thr. He Arg Thr Gly 


Leu 


Val 






115 










120 




125 






Gly 


Met 


Leu 


Thr 


His 


Leu 


Asp 


Asp 


Leu 


Gin Leu He Gin Lys 


Glu 


Gin 




130 










135 






140 






Glu 


He 


Phe 


Glu 


Arg 


Thr 


Glu 


Glu 


Ala 


Glu Gly He Leu Asp 


Pro 


Gin 


14 5 










150 








155 




160 


Glu 


Ser 


Glu 


Met 


Leu 


Asn 


Phe 


Asn 


Glu 


Lys Cys Thr Arg Ser 


Pro 


Leu 










165 










170 


175 




Leu 


Thr 


Gin 


Leu 


Trp Ala Thr Ala Val 


Leu Gly Ser Leu Ser Gly Thr 








180 










185 


190 






Glu 


Asp 


He 


Arg 


He Asp Glu Arg Thr 


Val Ser Pro Phe Leu 


Gin 


Leu 






195 










200 




205 






Ser 


Asp 


Asp 


Arg 


Lys 


Thr 


Leu 


Thr 


Ser 


Ala Pro Arg Ser Gin Arg Cys 




210 










215 






220 






Ala 


Asp 


Gly 


Pro 


Glu Arg 


Phe Asp His 


Trp Pro Asn Ala Leu 


Ala 


Ala 


225 










230 








235 




240 


Thr 


Ser 


Phe 


Gin 


Asn Gly Leu His Ala 


Trp Met Val Asn Val 


Gin 


Asn 










245 










250 


255 




Ser 


Cys 


Ala 


Tyr 


Lys 


Val 


Gly Val Ala 


Ser Gly His Leu Pro 


Arg 


Lys 








260 










265 


270 






Gly 


Ser 


Gly 


Ser 


Asp 


Cys 


Arg 


Leu Gly 


His Asn Ala Phe Ser 


Trp 


Val 






275 










280 




285 






Phe 


Ser 


Arg 


Tyr 


Asp Gin Glu Phe Arg 


Phe Ser 







290 295 



<210> 2739 
<211> 1501 
<212> DNA 

<213> Homo sapiens 
<400> 2739 

gagagccgcc gagagtgggg ggcgatggcg aagctccggg tggcttacga gtacacggaa 
60 

gccgaggaca agagcatccg gctcggcttg tttctcatca tctccggcgt cgtgtcgctc 
120 

ttcatcttcg gcttctgctg gctgagtccc gcgctgcagg atctgcaagc cacggaggcc 
180 



1979 
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aattgcacgg tgctgtcggt gcagcagatc 
240 

ggcgccgact gcaggggcac ctcgcagtac 
300 

gagtccaact ctagggcgct gctgcacagc 
360 

tgctcctata tccctccctg taagagagaa 
420 

tggcaacagt actggaaaga tgagattggt 
480 

catcaaagac cagatgatgt gcttctgcat 
S40 

tgcttcctct ggcccctggt gacatttgtg 
600 

tgtgccaaga gcttggcggt caaggcggaa 
660 

ggaaggaggc ttgtagaaag caaagtacag 
720 

cggaacctgt gtttcctggc gcaggagatg 
780 

catccctcag tggcaacaga aacaggcaca 
840 

ttccatctgc tgtagcaatg gctaaagggt 
900 

cagaaaaccc tataagaagt tcattttctt 
960 

gtagtataca aaccattatg atttatgcta 
1020 

ttattttcta tttccttttt tatgcttaga 
1080 

aggacatctg ggtctcattt gcttctgcta 
1140 

ctgctgaagt ctgaacctta ctgtgtaacc 
1200 

gacgtcctgc ttggaaaatg aatagtatac 
1260 

ctcttaagca agagattcta aaagattggg 
1320 

taaccattac ttttcaccag attacttctt 
1380 

ctatctcaaa aagcactggg cttccttatt 

1440 

aaaaagtttg tgtgcaatac aatataaatg 

1500 

a 

1501 

c210> 2740 

<211> 218 

<212> PRT 

<213> Homo sapiens 

<400> 2740 

Glu Ser Arg Arg Glu Trp Gly Ala I 



ggcgaggtgt 


tcgagtgcac 


cttcacctgt 


ccctgcgtcc 


aggtctacgt 


gaacaactct 


gacgagcacc 


agctcctgac 


caaccccaag 


aatcagaaga 


atttggaaag 


tgtcatgaat 


tcccagccat 


ttacttgcta 


ttctaatcaa 


cgcactcatg 


atgagattgt 


cctcctgcat 


gtgggcgttc 


tcattgtggt 


cctgaccatc 


gccatgaaga 


agcgcaagtt 


ctcttaaagg 


aagctgtact 


catcggcacg 


cgtccacctg 


gacagggcca 


cgacagggct 


ctgagaggct 


actggaagac 


ttggaacctc 


aaagcttgta 


caagatctta 


gctgtatgga 


gtaactattt 


tcaaaagtaa 


cagtatatta 


tttgtacagt 


cttaaaaata 


ttaaaataga 


gtggtctgtg 


acaccagggt 


tttaaaaaaa 


aaaaaaggtg 


ggttaaactt 


ttacttgaca 


acaaggattc 


ctcagtttcc 


actattaaag 


agtatctttt 


tggtaactca 


gtctccagtc 


acctctgtgt 


aaaacatatc 


ctccaaaacc 


tgcctttgcc 


aagagaggga 


ggtgattctg 


aagaaggctt 


catctgttct 


tgttgttttt 


gacggagtta 


atgtgaagga 


cactcttaaa 


aaaaaaaaaa 



Ala Lys Leu Arg Val Ala Tyr 



1980 
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1 








S 








10 














Glu 


Tyr 


Thr 


Glu Ala Glu Asp 


Lys 


Ser 


He Arg 


Leu Gly Leu 


Pne 


Leu 








20 








25 










t n 
J u 






lie 


He 


Ser 


Gly Val 


Val Ser 


Leu 


Phe 


Ti- 
ne 


fne 


Gly Phe 


Cys 


Trp 


Leu 






35 








40 










A C 

4 5 








Ser 


Pro 


Ala 


Leu 


Gin 


Asp Leu 


Gin 


Ala 


Thr 


Glu 


Ala 


Asn 


Cys 


Thr 


Val 




50 








55 










60 










Leu 


Ser 


val 


Gin 


Gin 


He Gly 


Glu 


Val 


Phe 


Glu 


Cys 


Thr 


Phe 


Thr 


Cys 


65 










70 








75 










80 


Gly Ala Asp 


Cys Arg Gly Thr 


Ser 


Gin 


Tyr 


Pro 


Cys 


Val 


Gin 


Val 


Tyr 










85 








90 










95 




Val 


Asn 


Asn 


Ser 


Glu 


Ser Asn 


Ser Arg 


Ala 


Leu 


Leu 


His 


Ser 


Asp 


Glu 








100 








105 










110 






His 


Gin 


Leu 


Leu 


Thr 


Asn Pro 


Lys 


Cys 


Ser 


Tyr 


He 


Pro 


Pro 


Cys 


Lys 






115 








120 










125 








Arg 


Glu 


Asn 


Gin 


Lys 


Asn Leu 


Glu 


Ser 


val 


Met 


Asn 


Trp 


Gin 


Gin 


Tyr 




130 








135 










140 










Trp 


Lys 


Asp 


Glu 


He 


Gly Ser 


Gin 


Pro 


Phe 


Thr 


Cys 


Tyr 


Phe 


Asn 


Gin 


145 










150 








155 










160 


His 


Gin 


Arg 


Pro 


Asp 


Asp Val 


Leu 


Leu 


His 


Arg 


Thr 


His 


Asp 


Glu 


He 










165 








170 










175 




Val 


Leu 


Leu 


His 


Cys 


Phe Leu 


Trp 


Pro 


Leu 


val 


Thr 


Phe 


Val 


Val 


Gly 








180 








185 










190 






Val 


Leu 


lie 


Val 


Val 


Leu Thr 


He 


Cys Ala 


Lys 


Ser 


Leu 


Ala 


Val 


Lys 






195 








200 










205 








Ala 


Glu 


Ala 


Met 


Lys 


Lys Arg 


Lys 


Phe 


Ser 















210 215 

<210> 2741 

<211> 1487 

<212> DNA 

<213> Homo sapiens 

<400> 2741 

aaggctcgag ggaaagtgag tgagatcatc aacaatgcca ttgtgcacta ccgagatgac 
60 

ttggatctgc agaacctcat tgattttggc cagaaaaagt ttagctgctg tggagggatt 
120 

tcctacaagg actggtctca gaacatgtat ttcaactgct cagaagacaa ccccagtcga 
180 

gagcgctgct ctgtgcctta ctcctgttgc ttgcctactc ctgaccaggc agtgatcaac 
240 

actatgtgtg gccaaggtat gcaggccttt gactacttgg aagctagcaa agtcatctac 
300 

accaatggct gtattgacaa gttggtcaac tggatacaca gcaacctatt cttacttggt 
360 

ggtgtggctc taggcctggc catcccccag ctggtgggaa ttctgctgtc ccagatccta 
420 

gtgaatcaga tcaaagatca gatcaagcta cagctctaca accagcagca ccgggctgac 
480 

ccatggtact gagaatccat cctgcacctc ctcaccatgg aaactggcaa gcctcataaa 
540 

cgaacagcag tgggtgctga aagcagcacc aaatggagat ttggattcca gccccccagt 
600 



1981 
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gacagcccag tgggaagaag caaactccag atgggcagaa ggcagggtgc acaggtggct 
660 

ccagtctcag gaggatgcgc ctcctctccc ccatcccagc cctcagcatt gtgccagagt 
720 

gataccctta agtgtttggg tttatgtttt cagttttgtt tgggaaacag cagttgcaca 
780 

gagagttggg ggtactgctg ctgccttttc accgaggcac tgccaccacc agctctagca 
840 

gggatgctcc tgagcttggc ggacatactt agatcctaac gtgccagtga gacctggctg 
900 

tggagagtag cactggcagc cctgcctgga ctccacttgg catgatacca gctccagaag 
960 

ggaagggagt ggagcaggca gtgaggagag agcctggggg tcggctgggg acagccgtat 
1020 

« 

gtgctaggta ggagtggagg gagatatgtt taccaaatgc ctgtcctgcc atcctcccag 
1080 

gtagtcagag tgagctacat cctgccccgc cttcatttcc atggaaacat ggcagctagg 
1140 

acacggggta tacaacagca gccaaattct tccccacctc ccttacttcg aaaaaaagtt 
1200 

tggaaccctg gtccctatac tctgcagtca gaagtgggac tgagccatac atgcccttga 
1260 

attcctccct gtctggccct ccctctccag caagcagggt tttctttaac ttggcagtgt 
1320 

gcagaggaga agtggtaaca cccccacccc attcccctgc atcggagctc agtattccta 
1380 

cagggtaaga ggtaggaatc ttgctgggac gaggggagcc agaagtggca ataaaagcgt 
1440 

gttgacctgg gcaaaaaaaa aaaaaaaaaa aaagaaaaaa aaaaaaa 
1487 

<210> 2742 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 2742 



Lys 


Ala 


Arg 


Gly 


Lys 


val 


Ser 


Glu 


He 


He Asn Asn Ala He Val 


His 


1 








5 










10 15 




Tyr 


Arg 


Asp 


Asp 


Leu 


Asp 


Leu 


Gin 


Asn 


Leu He Asp Phe Gly Gin 


Lys 








20 










25 


30 




Lys 


Phe 


Ser 


Cys 


Cys 


Gly 


Gly 


He 


Ser 


Tyr Lys Asp Trp Ser Gin 


Asn 






35 










40 




45 




Met 


Tyr 


Phe 


Asn 


Cys 


Ser 


Glu 


Asp 


Asn 


Pro Ser Arg Glu Arg Cys 


Ser 




50 










55 






60 




val 


Pro 


Tyr 


Ser 


Cys 


Cys 


Leu 


Pro 


Thr 


Pro Asp Gin Ala Val He 


Asn 


65 










70 








75 


80 


Thr 


Met 


Cys 


Gly 


Gin 


Gly 


Met 


Gin 


Ala 


Phe Asp Tyr Leu Glu Ala 


Ser 










85 










90 95 




Lys 


Val 


He 


Tyr 


Thr 


Asn 


Gly 


Cys 


He 


Asp Lys Leu Val Asn Trp 


He 








100 










105 


110 




His 


Ser 


Asn 


Leu 


Phe 


Leu 


Leu 


Gly 


Gly 


Val Ala Leu Gly Leu Ala 


He 






115 










120 




125 




Pro 


Gin 


Leu 


Val 


Gly 


He 


Leu 


Leu 


Ser 


Gin He Leu Val Asn Gin 


He 



1982 
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130 135 140 

Lys Asp Gin lie Lys Leu Gin Leu Tyr Asn Gin Gin His Arg Ala Asp 
145 150 155 160 

Pro Trp Tyr 



<210> 2743 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<400> 2743 

ngaattctcc cctcggcctc ccgagactcg ggtgtcctgt ctccccccgg agcctcccaa 
60 

gactccggtg tccagtctcc gcccggagcc tccagagact ggagtgtccc atctccgccc 
120 

acagcctccc aagactcagg tgtccagtct ccacctggag cctccagaga ctggagtgtc 
180 

ccatctccgc ccagagccta ccaagactga ggtgtccagt ctccacctgg agcctcccga 
240 

gactggagtg gcccatctct acctggagcc tcctgggact ggagtgtctc atctctgccc 
300 

agagcctccc aagactcgcg tatctcatct ccatcgggag ccccctgaga ctggagtgcc 
360 

tgatctctgc ctggagcctc ccaa 
384 

<:210> 2744 

<211> 69 

<212> PRT 

<213> Homo sapiens 

<400> 2744 

Xaa lie Leu Pro Ser Ala Ser Arg Asp Ser Gly Val Leu Ser Pro Pro 

15 10 15 

Gly Ala Ser Gin Asp Ser Gly Val Gin Ser Pro Pro Gly Ala Ser Arg 

20 25 30 

Asp Trp Ser Val Pro Ser Pro Pro Thr Ala Ser Gin Asp Ser Gly Val 

35 40 45 

Gin Ser Pro Pro Gly Ala Ser Arg Asp Trp Ser Val Pro Ser Pro Pro 

50 55 60 

Arg Ala Tyr Gin Asp 
65 

<210> 2745 

<211> 769 

<212> DNA 

<213> Homo sapiens 

<400> 2745 

gaattccacc ttccctcctg cagtgctgag aggcagcgag gacggagagg acagcggcat 
60 

ctctaggctc ttctgagagg gacagagaaa gaatagaaat gtgccctaaa agcataaatg 
120 • 
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agtatcacct gagaaaatta ggcattcccg tcttggaaac acgtctctgt gagtttgcat 
180 

ttcatttggc ttggagccct ggctcgatgc ctcatggatc tttctcccca aggagggacg 
240 

tcttgagggg tccgagcctc aggccaagga cccctgatgc agactctgga atccctggcc 
300 

caaaggcctg tctgggccca tctggggctg aggacacaca gatacataat gacacctgca 
360 

gaaatgtatt ctctgaggac acttagaata tgaggaagag ggtgtggccc aaccctcact 
420 

tcacctgggg aggggcttct tccggacagt agacaccctg cccgtgcaga gagatgtcat 
480 

gggggcacct gctctccctg atagatgctg agagcatcca gaaacttcca gaccagccct 
S40 

ctcaccacac ccagaagagg cctttcccat ctggagagaa gcttccagac cagcccttca 
600 

cacaccacag ccaggagggg cctttcccac ctgggagaga aacttccaga ccagcccctc 
660 

ataccacagc caagaggggc ctttctcacc tggagagaaa ctcccagacc agcccctcac 
720 

accacagcca agaggggcct ttccccccgg gagagaaact tccagacca 
769 

<210> 2746 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 2746 

Met Ser Tip Gly His Leu Leu Ser Leu He Asp Ala Glu Ser He Gin 

15 10 15 

Lys Leu Pro Asp Gin Pro Ser His His Thr Gin Lys Arg Pro Phe Pro 

20 25 30 

Ser Gly Glu Lys Leu Pro Asp Gin Pro Phe Thr His His Ser Gin Glu 

35 40 45 

Gly Pro Phe Pro Pro Gly Arg Glu Thr Ser Arg Pro Ala Pro His Thr 

50 55 60 

Thr Ala Lys Arg Gly Leu Ser His Leu Glu Arg Asn Phe Gin Thr Ser 
65 70 75 80 

Pro Ser His His Ser Gin Glu Gly Pro Phe Pro Pro Gly Glu Lys Leu 

85 90 95 

Pro Asp 



<210> 2747 

<211> 1100 

<212> DNA 

<213> Homo sapiens 

<400> 2747 

ttcttcttct ccaggcccag ggccccggcc 
60 

gcaccacgga cggcgcccag gaagcccgag 
120 



agtgcccagc cccgctggga gccccggcca 
tccccctgga cgggggcctt ctggattccg 
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aggcccccgg caggttcgcc caagggctgc ttcgcttgcg tgtccaagcc ccctgccctg 
180 

caggctccgg cggcccctgc ccctgagccc tcggcctctc ccccgatggc gcccacactg 
240 

ttccccatgg agtccaagag cagcaagacc gacagcgtgc gggctgccgg cgcgccccct 
300 

gcctgcaagc acctagccga gaagaagacg atgaccaacc ccacgaccgt catcgaggtc 
360 

tacccggaca ccaccgaggt gaacgactat tacctgtggt ccatcttcaa cttcgtctac 
420 

ctcaacttct gctgcctggg cttcatcgcc ttggcctact ccctcaaagt gcgagacaag 
480 

aagcttctca atgacctgaa tggagccgtg gaggatgcaa agacggcccg gctgttcaac 
540 

atcaccagtt ctgccctggc agcctcctgc atcatcctcg tcttcatctt cctgcggtac 
600 

cccctcaccg actactaagg cccgccaggc acggctgctg gcggagacaa gcactgagac 
660 

atgtctattc tcatggtccc tgaaacgcag gatcccatga ggttggggca gggcagggct 
720 

tcttgtcctg gggccccctt gagctgtgaa ctgggcagca aggccatcag aagctgagta 
780 

cagcaagggg gcagtgagct tggccctcag tccaccccct ccgcctcctg gcctccaccc 
840 

tgcctgtgtc tggggcctgg gggcttctcc cctcgctgct gcaccctggc ttccagcgtc 
900 

tgtgtccctg ccctcacgtg ccccttccca ggctcctggg gccccttgga cctgacacct 
960 

agcaggaagg gcttatgcaa aattgtccca ggttgggagg actcactctg tgctccccga 
1020 

ccctgcctcc tccacgatgt gaccccgctc agagcccttg tgtctgtgaa ctttcaatga 
1080 

aatacccatg cagctccaaa 
1100 

<210> 2748 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<400> 2748 

Phe Phe Phe Ser Arg Pro Arg Ala Pro Ala Ser Ala Gin Pro Arg Trp 

1 5 10 IS 

Glu Pro Arg Pro Ala Pro Arg Thr Ala Pro Arg Lys Pro Glu Ser Pro 

20 25 30 

Trp Thr Gly Ala Phe Trp He Pro Arg Pro Pro Ala Gly Ser Pro Lys 

35 40 45 

Gly Cys Phe Ala Cys Val Ser Lys Pro Pro Ala Leu Gin Ala Pro Ala 

50 55 60 

Ala Pro Ala Pro Glu Pro Ser Ala Ser Pro Pro Met Ala Pro Thr Leu 
65 70 75 80 

Phe Pro Met Glu Ser Lys Ser Ser Lys Thr Asp Ser Val Arg Ala Ala 

85 90 95 

Gly Ala Pro Pro Ala Cys Lys His Leu Ala Glu Lys Lys Thr Met Thr 



1985 
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100 


105 




110 






Asn 


Pro 


Thr Thr Val 


He Glu Val Tyr 


Pro Asp Thr Thr 


Glu 


Val 


Asn 






115 


120 


125 








Asp 


Tyr 


Tyr Leu Trp 


Ser He Phe Asn 


Phe Val Tyr Leu 


Asn 


Phe 


Cys 




130 




135 


140 








Cys 


Leu 


Gly Phe lie 


Ala Leu Ala Tyr 


Ser Leu Lys Val 


Arg 


Asp 


Lys 


145 






150 


155 






160 


Lys 


Leu 


Leu Asn Asp 


Leu Asn Gly Ala 


Val Glu Asp Ala 


Lys 


Thr 


Ala 






165 




170 




175 




Arg 


Leu 


Phe Asn lie 


Thr Ser Ser Ala 


Leu Ala Ala Ser 


Cys 


He 


He 






180 


185 




190 






Leu 


Val 


Phe He Phe 


Leu Arg Tyr Pro 


Leu Thr Asp Tyr 












195 


200 


205 









<210> 2749 

<211> 2050 

<212> DNA 

<213> Homo sapiens 

<400> 2749 

nnacgcgtgt ccctgaacct acccgcgctt cttgtcccaa ctctaaaatg ggaatgataa 
60 

gcgccattcg gcagcgcctt gtgggtctat aatctactta gcacagagag tgtcttctaa 
120 

gtacttcaca tccttctctg cagatgctct gacctttgac ccctgccgtt cagctctagg 
180 

gcccgtgcag gccacaccat gaacacctcc ccaggcacgg tgggcagtga cccggtcatc 
240 

ctggccactg caggctacga ccacaccgtg cgcttctggc aggcccacag cggcatctgc 
300 

acccggacgg tgcagcacca ggactcccag gtgaatgcct tggaggtcac accggaccgc 
360 

agcatgattg ctgctgcagt tcagcctgtg tccctaggtt accagcacat ccgcatgtat 
420 

gatctcaact ccaataaccc taaccccatc atcagctacg acggcgtcaa caagaacatc 
480 

gcgtctgtgg gcttccacga agacggccgc tggatgtaca cgggcggcga ggactgcaca 
540 

gccaggatct gggacctcag gtcccggaac ctgcagtgcc agcggatctt ccaggtgaac 
600 

gcacccatta actgcgtgtg cctgcacccc aaccaggcag agctcatcgt gggtgaccag 
660 

agcggggcta tccacatctg ggacttgaaa acagaccaca acgagcagct gatccctgag 
720 

cccgaggtct ccatcacgtc cgcccacatc gatcccgacg ccagctacat ggcagctgtc 
780 

aatagcaccg gaaactgcta tgtctggaat ctgacggggg gcattggtga cgaggtgacc 
840 

cagctcatcc ccaagactaa gatccctgcc cacacgcgct acgccctgca gtgtcgcttc 
900 

agccccgact ccacgctcct cgccacctgc tcggctgatc agacgtgcaa gatctggagg 
960 

acgtccaact tctccctgat gacggagctg agcatcaaga gcggcaaccc cggggagtcc 
1020 
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tcccgcggct ggatgtgggg ctgcgccttc tcgggggact cccagtacat cgtcactgct 
1080 

tcctcggaca acctggcccg gctctggtgt gtggagactg gagagatcaa gagagagtat 
1140 

ggcggccacc agaaggctgt tgtctgcctg gccttcaatg acagtgtgct gggctagcct 
1200 

gtgacccctc gggactgcct ggtgcaggtg gtggcagctg gagggaccca tgcagcaccc 
1260 

aggtcagagc agaccctccc ctgccggcct gcgccagctg gacctgatgg ccccctgtgg 
1320 

cgccttgacc tgctgggcca ggctgccctg ggactctcag cccccagttg cttatccaga 
1380 

tgtgacagag ctcgacccaa gccaggctgc acactcctgg actgggctag cctgcactgc 
1440- 

ctgggaaagt cggccgaggg cccaaagctg ctgaggggtc tgaggctggt gcccaccccc 
1S00 

aagctagtgt gttctctgcc cctccctgcc cgcgtttcag ggccccggtc catagagaac 
1S60 

accaccacca tggccaggtg gaagggttta ttagtccctg ccagcagctg tcctccctgg 
1620 

tgcaggtggc ctggccagcc cactggattg gggacgggcc aggctgggcc aggtcggggg 
1680 

ctcagtctgg gaggtaataa aagcagaccg acacgcagat gttgctcggg aagcagatgt 
1740 

cgatgcagag ataaatcagc cgctgtctcc ggggcccctc tgctcgccgg gcccagtaga 
1800 

tgggggtcct catgcacagg cgctgcacca aagcccccgc ctgggcggta gccacttacg 
1860 

aggctcccct gcactgccag cagctcctgg gtgtggtggg tgtcctggct ggggacccaa 
1920 

gcctcttgga ccttggaggt atccaccagc agccgcaggt ctcccgatca ctgtcctcca 
1980 

tcaggcggag gaagcagacc tggtgctcct cagggcggta acagatgcag ccgctctgcc 
2040 

cgtcgaacag 
2050 

<210> 2750 
<211> 332 
<212> PRT 

<213> Homo sapiens 
<400> 2750 

Met Asn Thr Ser Pro Gly Thr Val Gly Ser Asp Pro Val lie Leu Ala 

15 10 15 

Thr Ala Gly Tyr Asp His Thr Val Arg Phe Trp Gin Ala His Ser Gly 

20 25 30 

He Cys Thr Arg Thr Val Gin His Gin Asp Ser Gin Val Asn Ala Leu 

35 40 45 

Glu Val Thr Pro Asp Arg Ser Met He Ala Ala Ala Val Gin Pro Val 

50 55 60 

Ser Leu Gly Tyr Gin His lie Arg Met Tyr Asp Leu Asn Ser Asn Asn 
65 70 75 80 

Pro Asn Pro He He Ser Tyr Asp Gly Val Asn Lys Asn He Ala Ser 



1987 



r 
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85 


90 


95 


Val 


Gly 


Phe 


His 


Glu 


Asp Gly Arg Trp Met Tyr 


Thr Gly Gly Glu Asp 








100 




105 


110 


Cys 


Thr 


Ala 


Arg 


He 


Trp Asp Leu Arg Ser Arg 


Asn Leu Gin Cys Gin 






115 






120 


125 


Arg 


He 


Phe 


Gin 


Val 


Asn Ala Pro He Asn Cys 


Val Cys Leu His Pro 




130 








135 


140 


Asn 


Gin 


Ala 


Glu 


Leu 


He Val Gly Asp Gin Ser 


Gly Ala He His He 


145 










150 155 


160 


Trp 


Asp 


Leu 


Lys 


Thr 


Asp His Asn Glu Gin Leu 


lie Pro Glu Pro Glu 










165 


170 


175 


Val 


Ser 


He 


Thr 


Ser 


Ala His He Asp Pro Asp 


Ala Ser Tyr Met Ala 








180 




185 


190 


Ala 


Val 


Asn 


Ser 


Thr 


Gly Asn Cys Tyr Val Trp 


Asn Leu Thr Gly Gly 






195 






200 


205 


He 


Gly 


Asp 


Glu 


Val 


Thr Gin Leu He Pro Lys 


Thr Lys He Pro Ala 




210 








215 


220 


His 


Thr 


Arg 


Tyr 


Ala 


Leu Gin Cys Arg Phe Ser 


Pro Asp Ser Thr Leu 


225 










230 235 


240 


Leu 


Ala 


Thr 


Cys 


Ser 


Ala Asp Gin Thr Cys Lys 


He Trp Arg Thr Ser 










245 


250 


255 


Asn 


Phe 


Ser 


Leu 


Met 


Thr Glu Leu Ser He Lys 


Ser Gly Asn Pro Gly 








260 




265 


270 


Glu 


Ser 


Ser 


Arg Gly 


Trp Met Trp Gly Cys Ala 


Phe Ser Gly Asp Ser 






275 






280 


285 


Gin 


Tyr 


He 


Val 


Thr 


Ala Ser Ser Asp Asn Leu 


Ala Arg Leu Trp Cys 




290 








295 


300 


Val 


Glu 


Thr 


Gly Glu 


He Lys Arg Glu Tyr Gly 


Gly His Gin Lys Ala 


305 










310 315 


320 


Val 


Val 


Cys 


Leu 


Ala 


Phe Asn Asp Ser Val Leu 


Gly 










325 


330 





<210> 2751 
<211> 1877 
<212> DNA 

<213> Homo sapiens 
<400> 2751 

nntcatgagc cagcacaact gctccaagga tggccccacc tcgcagccac gcctgcgcac 
60 

gctcccaccn ggccggagac agccaggagc gctcggacag ccccgagatc tgccattacg 
120 

agaagagctt tcacaagcac tcggccaccc ccaactacac gcactgtggc ctcttcgggg 
180 

acccacacct caggactttc accgaccgct tccagacctg caaggtgcag ggcgcctggc 
240 

cgctcatcga caataattac ctgaacgtgc aggtcaccaa cacgcctgtg ctgcccagct 
300 

cagcggccac tgccaccagc aagctcacca tcatcttcaa gaacttccag gagtgtgtgg 
360 

accagaaggt gtaccaggct gagatggacg agctcccggc cgccttcgtg gatggctcta 
420 

agaacggtgg ggacaagcac ggggccaaca gcctgaagat cactgagaag gtgtcaggcc 
480 . 



1988 



i 
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agcacgtgga gatccaggcc aagtacatcg 
540 

gctacctgac ctttgccgtc cgcatgccag 
600 

acagccaggg tctctacctc tgcctgcggg 
660 

aggccttcca caccaatgct gagggcaccg 
720 

cacccacagc ccccgagacc ttcccatacg 
780 

tgccggtgga ggacctgtac taccaggcct 
840 

tgaacttcac actggccgcc tactacgcgt 
900 

aagacaaact gcacctgtat gagaggactc 
960 

tgcccctggc cccccggccc ctcctgggcg 
1020 

tgttctgcta gacgcgtaga tgtggaggga 
1080 

tgtgtgggct gggaccgccc acggggtgca 
1140 

agaacgccag ggaccgcctg ctgccaaggg 
1200 

acgtgacaag gttgtggtga ctggtgccgt 
1260 

agagcagctc ccctcgcccc gcccctgcag 
1320 

aagcccccca cccccaccag agacacactg 
1380 

gcaatgcact gaaaggcccg gccgactgct 
1440 

gccacacgca cgcacacact cttacacgag 
1500 

acaccccagc cacacaggga ggcatccttg 
1560 

gcgctgcttg gcaccttagc agactgctgg 
1620 

ggtgccttct ggcctgtggc ctccctgccc 
1680 

caggtcccgg ttttcaggca cctgctcagc 
1740 

ccaccctgtg cttagaaagt cgaagtgctt 
1800 

cttgacttct gttcctctcc ctcctgcaga 
1860 

ggccccaggg tgttggc 
1877 

<210> 2752 
<211> 87 
<212> PRT 

<213> Homo sapiens 



gcaccaccat 


cgtggtgcgc 


caggtgggcc 


aggaagtggt 


caatgctgtg 


gaggactggg 


gctgccccct 


caaccagcag 


atcgacttcc 


gtgcccgcag 


gctggcagcc 


gccagccctg 


agacagccgt 


ggccaagtgc 


aaggagaagc 


gcgtcttcga 


cctcctcacc 


acgggcgacg 


tggaggatgt 


caagatgctc 


cactccaaca 


gggacctgcc 


aggcagggcg 


gctgcggggc 


ccctcgtccc 


gctcctggcc 


ctgctccctg 


ggcgcgggct 


ccgtcctctc 


ggcttcccca 


gatctcctgg 


cgtgtccacc 


atggccccgc 


ctcaggcatg 


gacccctccc 


cttctagtgc 


gatgtttgac 


agtagagctg 


tgtgagaggg 


tgtgaatgtg 


tgaaacatcc 


cctcaggctg 


ggaaccgtca 


gagtcagctc 


cttccccctc 


gctcgccgat 


ccgtggggcc 


ccctgtgccc 


agcacactcg 


atccccctag 


gccagcgggg 


gggcttggcc 


ccaggcaggg 


caaccccggg 


aaccttttgg 


ccagtaggtc 


gtgcccgcct 


atgttcacct 


ggctgctgtg 


ggtaccagtg 


tgcccgtctc 


tggcctgggc 


cctgcccctt 


ggttctaaat 


gtctaaacag 


agaagagatc 


tgcaagagct 


cctggggcag 


gggtgcctgg 
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<400> 2752 

Xaa His Glu Pro Ala Gin Leu Leu Gin Gly Trp Pro His Leu Ala Ala 

15 10 15 

Thr Pro Ala His Ala Pro Thr Xaa Pro Glu Thr Ala Arg Ser Ala Arg 

20 25 30 

Thr Ala Pro Arg Ser Ala lie Thr Arg Arg Ala Phe Thr Ser Thr Arg 

35 40 45 

Pro Pro Pro Thr Thr Arg Thr Val Ala Ser Ser Gly Thr His Thr Ser 

50 55 60 

Gly Leu Ser Pro Thr Ala Ser Arg Pro Ala Arg Cys Arg Ala Pro Gly 
65 70 75 80 

Arg Ser Ser Thr lie lie Thr 

85 



<210> 2753 

<211> 2561 

<212> DNA 

<213> Homo sapiens 



<400> 2753 
nngccgtctc 
60 

gatgacccca 
120 

gagttcctca 
180 

atcatctacc 
240 

ggctttgtct 
300 

caaacatttg 
360 

attgttcgaa 
420 

tttgagagac 
480 

tttgccacgg 
540 

gagtatgagg 
600 

caacggttgg 
660 

gccatagaag 
720 

gaaattaaaa 
780 

tcctgccgat 
840 

gccacaaggg 
900 

aatgacgtgg 
960 

cggaggagtt 
1020 



cagatgactt 
ggctgttgaa 
cccttctggc 
aggcctcttc 
tcacagccag 
gaatccttaa 
ctccttcagg 
tttcaaaaga 
aaggcttgcg 
agtggctgaa 
aagagtgtta 
atcgccttca 
tatgggtgtt 
tggtatcgca 
cagccattac 
ccctcatcat 
tcctggattt 



ctgtcggatg 
gaacattgag 
cgtgtgccac 
cccagatgaa 
aacaccattc 
tgtcctggaa 
acgacttcgg 
ctcaaaatat 
gactctctgt 
agtctatcag 
cgagatcatt 
agcaggagtt 
gacaggagac 
gaatatggcc 
tcagcactgc 
cgatggccac 
ggcactctcg 



cctcctccct 

gatcgccatc 

acggttgttc 

gctgctttgg 

tcagtcatca 

ttttctagtg 

ctttactgta 

atggaggaaa 

gtggcttatg 

gaagccagca 

gagaagaatt 

ccagaaacca 

aaacaagaaa 

cttatcctat 

actgaccttg 

accctgaagt 

tgcaaagcgg 



gtagtgattc 
ccacagcccc 
ctgagaagga 
tgaaaggagc 
tagaagcgat 
acagaaaaag 
aaggggctga 
cattatgcca 
ctgatctctc 
ccatattgaa 
tgctgctact 
tcgcaacact 
ctgcgattaa 
tgaaggggga 
ggaatttgct 
acgcgctctc 
tcatatgctg 



ctgtgacttt 
ttgcattcag 
tggagataac 
taaaaagctg 
gggacaggaa 
aatgtctgta 
taatgtgatt 
tctggaatac 
tgagggcaat 
ggacagagct 
tggagccaca 
gttgaaggca 
tatagggtat 
ctctttggat 
gggcaaggaa 
cttcgaagtc 
cagagtgtct 
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cctctgcaga agtctgagat 
1080 

gccatcggag acggcgccaa 
1140 

atcagtggga atgaaggcat 
1200 

tcctacttag agaagcttct 
1260 

tgcatcttgt actgcttcta 
1320 

tttgttaatg gattttctgg 
1380 

gtgattttca ccgctttgcc 
1440 

gagagcatgc tcaggtttcc 
1500 

acaaaggttt tctggggtca 
1560 

tttcccatga aagctctgga 
1620 

ttatttgttg gaaatattgt 
1680 

ttggagacca cagcttggac 
1740 

tggctggtgt tttttggcat 
1800 

atgagaggac aggcaactat 
1860 

gttcctactg cctgtttgat 
1920 

aagacattgc tggaggaggt 
1980 

gtgctgcggg atagcaatgg 
2040 

ggccggaaga cgcccccgac 

2100 

gggtatgctt tttctcaaga 
2160 

tatgacacca ccaaaaagaa 
2220 

taggaaagag attcagtttg 
2280 

cgtcagcagc caaaacacca 
2340 

ttacatattc cctcgcaaac 
2400 

aactcgtctg cagtgcttag 
2460 

ctctgtgagg tgtgaaatta 
2520 

aaaaaaaaaa aaaaaaaaaa 
2561 

<210> 2754 



agtggatgtg gtgaagaagc 
cgatgtcggg atgatccaga 
gcaggccacc aacaactcgg 
gttggttcat ggagcctgga 
taagaacgtg gtcctgtata 
gcagatttta tttgaacgtt 
gcccttcact ctgggaatct 
ccagctctac aaaatcaccc 
ctgcatcaac gccttggtcc 
gcatgatact gtgttgacaa 
ttacacatat gttgttgtta 
taaattcagt catctggctg 
ctactcgacc atctggccca 
ggtcctgagc tccgcacact 
tgaagatgtg gcatggagag 
gcaggagctg gaaaccaagt 
aaagaggctg aacgagcgcg 
gctgttccgg ggcagctccc 
agaacacgga gctgttagtc 
atccaggaag aaataagaca 
ctgcacccag tgttaacaca 
ggaaacacat ttctgtggcc 
ctggagtgca gaccacaggg 
cctaactttt gtttatgtcg 
aaaacattat gtttcaccaa 

t 

aaaaaaaaaa aaaaaaaaaa 
1991 



gggtgaaggc catcaccctc 
cagcccacgt gggtgtggga 
actacgccat cgcacagttt 
gctacaaccg ggtgaccaag 
ttattgagct ttggttcgcc 
ggtgcatcgg cctgtacaat 
ttgagaggtc ttgcactcag 
agaatggcga aggcttcaac 
actccctcat cctcttctgg 
gtggtcatgc taccgactac 
ctgtttgtct gaaagctggt 
tctggggaag catgctgacc 
ccattcccat tgctccagat 
tctggttggg attatttctg 
cagccaagca cacctgcaaa 
ctcgagtcct gggaaaagcg 
accgcctgat caagaggctg 
tgcagcaggg cgtcccgcat 
aggaagaagt catccgtgct 
tgaattttcc tgactgatct 
tctttgtcag agaagactgg 
ttagccaagc agtttgttag 
gaagctatct ttgccctccc 
ttatgaagca ttcaactgtg 
taaaaaaaaa aaaaaaaaaa 
a 
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<211> 731 
<212> PRT 
<213> Homo sapiens 



<40O> 2754 



Xaa 


Pro 


Ser 


Ser 


Asp 


Asp 


Phe Cys Arg Met 


Pro 


Pro 


Pro 


Cys 


Ser 


ASp 


1 








5 




10 










15 




Ser 


Cys 


Asp 


Phe 


Asp 


Asp 


Pro Arg Leu Leu 


Lys 


Asn 


He 


Glu Asp 


Arg 








20 






25 








30 






His 


Pro 


Thr 


Ala 


Pro 


Cys 


He Gin Glu Phe 


Leu 


Thr 


Leu 


Leu 


Ala 


Val 






35 








40 






45 








Cys 


His 


Thr 


Val 


Val 


Pro 


Glu Lys Asp Gly Asp 


Asn 


He 


He 


Tyr 


Gin 




50 










55 




60 










Ala 


Ser 


Ser 


Pro 


Asp 


Glu 


Ala Ala Leu Val 


Lys 


Gly Ala 


Lys 


Lys 


Leu 


65 










70 




75 










80 


Gly 


Phe 


Val 


Phe 


Thr 


Ala 


Arg Thr Pro Phe 


Ser 


Val 


He 


He 


Glu 


Ala 










85 




90 










95 




Met 


Gly 


Gin 


Glu 


Gin 


Thr 


Phe Gly He Leu 


Asn 


Val 


Leu 


Glu 


Phe 


Ser 








100 






105 








110 






Ser 


Asp 


Arg 


Lys 


Arg 


Met 


Ser val He Val 


Arg 


Thr 


Pro 


Ser Gly 


Arg 






115 








120 






125 








Leu 


Arg 


Leu 


Tyr 


Cys 


Lys 


Gly Ala Asp Asn 


Val 


He 


Phe 


Glu 


Arg 


T 

Leu 




130 










135 




140 










Ser 


Lys 


Asp 


Ser 


Lys 


Tyr 


Met Glu Glu Thr 


Leu 


Cys 


His 


Leu 


Glu 


Tyr 


145 










150 




155 










160 


Phe 


Ala 


Thr 


Glu 


Gly 


Leu 


Arg Thr Leu Cys 


val 


Ala 


Tyr 


Ala 


Asp 


Leu 










16 5 




170 










17S 




Ser 


Glu 


Gly 


Asn 


Glu 


Tyr 


Glu Glu Trp Leu Lys 


Val 


Tyr 


Gin 


Glu 


Ala 








180 






185 








190 






Ser 


Thr 


He 


Leu 


Lys 


Asp 


Arg Ala Gin Arg 


Leu 


Glu 


Glu 


Cys 


Tyr 


Glu 






195 








200 






205 








lie 


lie 


Glu 


Lys 


Asn 


Leu 


Leu Leu Leu Gly Ala 


Thr 


Ala 


He 


Glu 


ASp 




210 










215 




220 










Arg 


Leu 


Gin 


Ala 


Gly 


Val 


Pro Glu Thr He 


Ala 


Thr 


Leu 


Leu 


Lys 


Ala 


225 










230 




235 










240 


Glu 


lie 


Lys 


He 


Trp 


Val 


Leu Thr Gly Asp 


Lys 


Gin Glu 


Thr 


Ala 


i xe 










245 




250 










255 




Asn 


He 


Gly 


Tyr 


Ser 


Cys 


Arg Leu Val Ser 


Gin 


Asn 


Met 


Ala 


Leu 


He 








260 






265 








270 






Leu 


Leu 


Lys 


Gly 


Asp 


Ser 


Leu Asp Ala Thr 


Arg 


Ala 


Ala 


He 


Thr 


Gin 






275 








280 






285 








His 


Cys 


Thr 


Asp 


Leu 


Gly 


Asn Leu Leu Gly Lys 


Glu 


Asn 


Asp 


Val 


Ala 




290 










295 




300 










Leu 


He 


lie 


Asp 


Gly 


His 


Thr Leu Lys Tyr Ala 


Leu 


Ser 


Phe 


Glu 


Val 


305 










310 




315 










320 


Arg 


Arg 


Ser 


Phe 


Leu 


Asp 


Leu Ala Leu Ser 


Cys 


Lys 


Ala 


Val 


He 


Cys 










325 




330 










335 




Cys 


Arg 


val 


Ser 


Pro 


Leu 


Gin Lys Ser Glu He 


Val 


Asp 


Val 


Val 


Lys 








340 






345 








350 






Lys 


Arg 


Val 


Lys 


Ala 


He 


Thr Leu Ala He Gly 


Asp Gly 


Ala 


Asn 


Asp 






355 








360 






365 








Val 


Gly 


Met 


lie 


Gin 


Thr 


Ala His Val Gly Val 


Gly He 


Ser Gly 


Asn 




370 










375 




380 










Glu 


Gly 


Met 


Gin 


Ala 


Thr 


Asn Asn Ser Asp Tyr 


Ala 


He 


Ala 


Gin 


Phe 
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385 



390 



395 



400 



Ser Tyr Leu Glu Lys Leu Leu Leu Val His Gly Ala Trp Ser Tyr Asn 

405 410 415 

Arg Val Thr Lys Cys lie Leu Tyr Cys Phe Tyr Lys Asn Val Val Leu 

420 425 430 

Tyr He He Glu Leu Trp Phe Ala Phe Val Asn Gly Phe Ser Gly Gin 

435 440 445 

He Leu Phe Glu Arg Trp Cys He Gly Leu Tyr Asn Val He Phe Thr 

450 455 460 

Ala Leu Prp Pro Phe Thr Leu Gly He Phe Glu Arg Ser Cys Thr Gin 
465 470 475 480 

Glu Ser Met Leu Arg Phe Pro Gin Leu Tyr Lys He Thr Gin Asn Gly 

485 490 495 

Glu Gly Phe Asn Thr Lys Val Phe Trp Gly His Cys He Asn Ala Leu 

S00 505 510 

Val His Ser Leu He Leu Phe Trp Phe Pro Met Lys Ala Leu Glu His 

515 520 525 

Asp Thr Val Leu Thr Ser Gly His Ala Thr Asp Tyr Leu Phe Val Gly 

530 535 540 

Asn He Val Tyr Thr Tyr Val Val Val Thr Val Cys Leu Lys Ala Gly 
545 550 5S5 560 

Leu Glu Thr Thr Ala Trp Thr Lys Phe Ser His Leu Ala Val Trp Gly 

565 570 575 

Ser Met Leu Thr Trp Leu Val Phe Phe Gly He Tyr Ser Thr He Trp 

580 585 590 

Pro Thr He Pro He Ala Pro Asp Met Arg Gly Gin Ala Thr Met Val 

595 600 605 

Leu Ser Ser Ala His Phe Trp Leu Gly Leu Phe Leu Val Pro Thr Ala 

610 615 620 

Cys Leu He Glu Asp Val Ala Trp Arg Ala Ala Lys His Thr Cys Lys 
625 630 635 640 

Lys Thr Leu Leu Glu Glu Val Gin Glu Leu Glu Thr Lys Ser Arg Val 

645 650 655 

Leu Gly Lys Ala Val Leu Arg Asp Ser Asn Gly Lys Arg Leu Asn Glu 

660 665 670 

Arg Asp Arg Leu He Lys Arg Leu Gly Arg Lys Thr Pro Pro Thr Leu 

675 680 685 

Phe Arg Gly Ser Ser Leu Gin Gin Gly Val Pro His Gly Tyr Ala Phe 

690 695 700 

Ser Gin Glu Glu His Gly Ala Val Ser Gin Glu Glu Val He Arg Ala 
705 710 715 720 

Tyr Asp Thr Thr Lys Lys Lys Ser Arg Lys Lys 



<210> 2755 

<211> 4795 

<212> DNA 

<213> Homo sapiens 

<400> 2755 

attcggtcat atagagatgt catgaagttg tgtgctgctc atctccctac tgaatcagat 



gcaccaaatc attatcaggc agtatgtcgt gcactgtttg cagaaacaat ggagctccat 



725 



730 



60 



120 
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acatttctga ccaaaattaa 
180 

aagagcgatg aatctagcac 
240 

tgggtacagg tgatgaggga 
300 

cagtacaacc ctttgcccat 
360 

attcgctgca aaagatacac 
420 

ttaaaaaaga gtgctcatga 
480 

ccagtctcag ccagaaaact 
540 

atattagaag aaattaaagc 
600 

cgtagcagat tagatgtgac 
660 

gtgaatggag gtttgacatc 
720 

cctgcacagc ggaagaagct 
780 

tctgaggaag aaacgctgca 
640 

gaagagccag tcctggaggc 
900 

tcatcaacac cccagccaga 
960 

gaaacgccta ctaacgtgag 
1020 

gaggaattct gctacccagt 
1080 

cgccaggtcc tggtgaaggc 
1140 

gccttgaaaa aaggaaagct 
1200 

tggtcttata cctgtcagtt 
1260 

cggctgccct ccaaaccata 
1320 

caaagagggg aaagtagtat 
1380 

cggagcattg ccaggttctc 

1440 

cagtttccca aagagttgat 
1500 

aagttcattt cggaaatcat 
1560 

gcccgattga aaaggaaaac 
1620 

tgcccttcag agaggacgat 
1680 

ctacgagtca gcgtccgtgc 
1740 



gagtgcgaaa gagaatctta 
agacttggaa gagctgaaaa 
tttgaggaat ggggtaaaac 
tgaatatcag ctcacccctt 
cttgcgaaaa gtgatggtga 
aatcatcctc gacttcatca 
gaaaccaact ccaccacggc 
agaaagaaag ctgcggcctg 
tacccctgaa tctacaaaga 
acaaacaaaa gaaaacgggt 
cctcagagcc ccaactctgg 
caagtcgacc agcagcagca 
cgtgtccaca aggaagaagc 
gagacggcag ccaccccaga 
gcagttcctg ccgccttcca 
ggaatgcctc gctcttactg 
agagctggaa aaataccaac 
ctgcttttgt tgccgaacca 
ctgtaagagg ccggtgtgct 
ctccactctt cctatctttt 
gaggtcagaa aaaccctcca 
ctcaaaatct aagtctatgg 
ggaggactgg agcaccatgg 
cagttcaagc cggcgcagtc 
gcagtctttc tacatgtcct 
cagtgagatc tgagcctcgt 
gcgaggacac tgagccgggc 



agaagattca agaaatggaa 
acgctgactg ggcacgattc 
ttaagaaggt ccaagagcgg 
atgagatgtt aatggatgac 
atggtgatat tccccctcgg 
gatccagacc tcctttaaat 
cacggagcct ccatgaaaga 
tatcaccaga ggagattaga 
atcttgtgga gtcatctatg 
taagtacctc acagcaggtg 
ccgaactgga cagctctgag 
gcgtgtctcc ctctttccct 
ctccaaaatt cctgcccata 
gacgacattc cattgaaaag 
ggcagagttc ccgctctctt 
tggaagaagt gatgcatatt 
agtataaaga catctacacc 
ggaggttttc cttcttcact 
cacagtgttg caaaaagatg 
cattgggacc ttctgctctg 
ctgcccatca tcggccactt 
acaaatcaga tgaagaactc 
aggtgtgtgt ggactgcaag 
tggtgttggc caacaaaagg 
cgccaggccc ctcggagtac 
gcctttcagc tgcttttgtg 
tggctctcct ttctgtggtt 
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ttatttaatg 
1800 

gactgaatgc 
1860 

gcactgagag 
1920 

gtagctactt 
1980 

aaaaaaaaag 
2040 

taagcagtaa 
2100 

atccagagcc 
2160 

tgacactctt 
2220 

tttttgcctg 
2280 

ttcccctgag 
2340 

ggtcttcatt 
2400 

agaattaaag 
2460 

gagcgtattt 
2520 

acgctgcaga 
2580 

tacatccatc 
2640 

atttttataa 
2700 

taacctgctg 
2760 

tttgagtgag 
2820 

aaatgtctca 
2880 

aaatgactaa 
2940 

ataatttcct 
3000 

gaaaggcatg 
3060 

ttaacagtaa 
3120 

ttagtaaaag 
3180 

aatgcatgtt 
3240 

ttgattactt 
3300 

actgggtgaa 
3360 



ggcttgaatt 
tgtgttcgta 
aggacaacag 
ccttagttca 
cttctcctac 
gtcatattgg 
ctacactcca 
caactgattt 
cattctagtg 
tggccgtgtt 
ctctatcttg 
ttgtgtggga 
tggttaccta 
aatgagctgg 
ttgagtaaat 
atgaatttta 
acaggcaaca 
taggtttggt 
gtgtgtttgg 
ccaatcaaat 
gaaagccata 
gcggctgcat 
tacctcaaaa 
gcttaaaatt 
aacagttggt 
aagtgtttac 
tctcatttat 



tgcattagat 
tcgattgatg 
tttgaaactt 
gttctttact 
gagaatcagt 
catttccacg 
cgacctgggg 
ttaaatgttg 
caaaacatct 
gtcccagtgc 
aatgtattat 
gtttcaggac 
tgagaagggt 
agctcatggg 
taagccacaa 
aaagaaaaaa 
tttttggggt 
ttctgacgaa 
ctcatacgtg 
tgtcattaat 
ggacatgtct 
ttcataccac 
ctgctccggt 
acttatactt 
ctgtatttgc 
attatcttaa 
aaaacttcct 



cagacttttg 
aaacgtgaca 
acttttgtgt 
gttcctcgaa 
ctaacagaga 
tgactgtgtt 
gctcacagca 
ttgcttggag 
gaagagctgt 
cctggttcag 
ggttactaat 
aaaggaaggc 
tgtgacagtg 
ttttcagcta 
cttggtacct 
tatctacttc 
gctttctgca 
agtagactgg 
ggctatactt 
gtttggaaaa 
gtagtcagca 
atcaaaatac 
agtagttttt 
atgaaataaa 
atgtaaaagt 
agactcctgt 
aagagactat 



ccgcatcaca 
ggtccgccaa 
gtgtgtggct 
taatctcctg 
tgccgatgtc 
tctatcccgt 
cagaacctag 
ataaaaatta 
acacccacaa 
tgtctcctga 
agttttataa 
taaaagtttg 
tacagtggca 
catttttcat 
agggtctcaa 
ttttaaagtt 
ctagttttcc 
agggtagcat 
tattattttg 
tctgttaatg 
ccacgatagc 
agtaacattt 
aatggattga 
ctttaccagt 
gggccaccag 
ttaagagctt 
ctgaactcta 



ttgttccaca 
ttgctcgttt 
ttggaagcca 
actaaggcaa 
agcacagccc 
gtacagagag 
aagcacctgc 
cataagggac 
gggtgactat 
gtggatgaca 
tggaggtcta 
tcaagacgtt 
gctgttggcc 
aactttgtag 
actaaaattt 
agaagaaaat 
ttgtaaatga 
tgtatgcctc 
gtatgcttac 
cacatgcaca 
accgtttcat 
ctatactaaa 
aatttacagt 
tgactaaaat 
agaaccctta 
tcagaattgt 
tactccagac 
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agttaggtgg gagtataaat ctaccccttt 
3420 

actacccaga agggcacaag ggggaaggaa 
3480 

cctaggagaa tgtgtttttt aaaataatga 
3540 

cacccccaaa ataagacttt cattcacatt 
3600 

acttcacttt atgatagtgt attggatgat 
3660 

acagaacata cattcttcaa cagcattaac 
3720 

gtggagggta cgttcatatg aaacaatctg 
3780 

acagttaaag ttgtagaaat caaattacta 
3840 

atttaacccc cctttctacc accccccctc 
3900 

agggtaattc actaagagct tgtggagctt 
3960 

taggcatagc ttccagttct tccttccttg 
4020 

atccaacaac aaaagaaatg tctggctggt 
4080 

tgtgtgcgta tctgaaccat catccctgct 
4140 

cggttccttt tgtcccatac gtcatgaagt 
4200 

ccatggctta actccctgtc agtgtcggag 
4260 

tatttattaa tatttgaaag gcattcattc 
4320 

caagtgaaaa tgaatgattg acgtacgttg 
4380 

aaggatttca aatgaaacca gaaggtggtt 

4440 

aaagagattc tgctactagc accatgaact 
4500 

ttctaactat attactgtag gactggatat 
4560 

tgctgtttgc taaagcaaaa tagcagaaaa 
4620 

tagagaaatg tgtactactg acggggcttt 
4680 

ggtattgctg gcactcaggg tgacatgatg 
4740 

ttttaaaatt tagagaaaaa taaaatggct 
4795 



tgatgacccc aggcttgagt ttttaaaatg 
atggtatttg tatatgtaca taaatatgca 
ctactgtttt tattaaaaca taagaaacta 
cacaaagcaa acatctagta catgtctttc 
ttgggcatta cgatcacctc ttaccacagc 
ggagtttgcc aagtgcatta aagaggtcac 
cagaaagtgg ggtaagaaag ggcacatggc 
tcattttttg ttgccaaaac aaagtcttac 
cacacttcac gtcagctaca tagtttccac 
ggttttaaaa tccttagcct ggtctgactt 
tcctggtttc ttgttcagct tttacttcta 
ctcagctaga gtctgatgtg tcttagagca 
ctcatctcag ctccctccag gcctgagcac 
cacactattg ggaaacctgt gcttccctct 
tgtataagaa tgcttgtaaa tactgtaata 
agtggacagt gggaattaac tctcccaagg 
atttaacaat cttactagat tttaattctt 
atgtaagagg cttaaaatga tcttatgttt 
cgtactatga aatttttaag ccttttattt 
taggtgtcat ataggaaaca caaaagttat 
ttttgtatat gcaaaactgt tgaaggacca 
tactaggctt cctgcgtgtg taaaagtcga 
gtactaaatg ttttccatta aagtcttcta 
ttccatgcag aaaaaaaaaa aaaaa 



<210> 2756 

<211> 550 

<212> PRT 

<213> Homo sapiens 
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c400> 2756 

He Arg Ser Tyr Arg Asp Val Met Lys Leu Cys Ala Ala His Leu Pro 

15 10 15 

Thr Glu Ser Asp Ala Pro Asn His Tyr Gin Ala Val Cys Arg Ala Leu 

20 2S 30 

Phe Ala Glu Thr Met Glu Leu His Thr Phe Leu Thr Lys He Lys Ser 

35 40 45 

Ala Lys Glu Asn Leu Lys Lys He Gin Glu Met Glu Lys Ser Asp Glu 

50 55 60 

Ser Ser Thr Asp Leu Glu Glu Leu Lys Asn Ala Asp Trp Ala Arg Phe 
6S 70 75 80 

Trp Val Gin Val Met Arg Asp Leu Arg Asn Gly Val Lys Leu Lys Lys 

85 90 95 

Val Gin Glu Arg Gin Tyr Asn Pro Leu Pro He Glu Tyr Gin Leu Thr 

100 105 110 

Pro Tyr Glu Met Leu Met Asp Asp He Arg Cys Lys Arg Tyr Thr Leu 

115 120 125 

Arg Lys Val Met Val Asn Gly Asp He Pro Pro Arg Leu Lys Lys Ser 

130 135 140 

Ala His Glu He He Leu Asp Phe He Arg Ser Arg Pro Pro Leu Asn 
145 150 155 160 

Pro Val Ser Ala Arg Lys Leu Lys Pro Thr Pro Pro Arg Pro Arg Ser 

165 170 175 

Leu His Glu Arg He Leu Glu Glu He Lys Ala Glu Arg Lys Leu Arg 

180 185 190 

Pro Val Ser Pro Glu Glu He Arg Arg Ser Arg Leu Asp Val Thr Thr 

195 200 205 

Pro Glu Ser Thr Lys Asn Leu Val Glu Ser Ser Met Val Asn Gly Gly 

210 215 220 

Leu Thr Ser Gin Thr Lys Glu Asn Gly Leu Ser Thr Ser Gin Gin Val 
225 230 235 240 

Pro Ala Gin Arg Lys Lys Leu Leu Arg Ala Pro Thr Leu Ala Glu Leu 

245 250 255 

Asp Ser Ser Glu Ser Glu Glu Glu Thr Leu His Lys Ser Thr Ser Ser 

260 265 270 

Ser Ser Val Ser Pro Ser Phe Pro Glu Glu Pro Val Leu Glu Ala Val 

275 280 285 

Ser Thr Arg Lys Lys Pro Pro Lys Phe Leu Pro He Ser Ser Thr Pro 

290 295 300 

Gin Pro Glu Arg Arg Gin Pro Pro Gin Arg Arg His Ser lie Glu Lys 
305 310 315 320 

Glu Thr Pro Thr Asn Val Arg Gin Phe Leu Pro Pro Ser Arg Gin Ser 

325 330 335 

Ser Arg Ser Leu Glu Glu Phe Cys Tyr Pro Val Glu Cys Leu Ala Leu 

340 345 350 

Thr Val Glu Glu Val Met His He Arg Gin Val Leu Val Lys Ala Glu 

355 360 365 

Leu Glu Lys Tyr Gin Gin Tyr Lys Asp He Tyr Thr Ala Leu Lys Lys 

370 375 380 

Gly Lys Leu Cys Phe Cys Cys Arg Thr Arg Arg Phe Ser Phe Phe Thr 
385 390 395 400 

Trp Ser Tyr Thr Cys Gin Phe Cys Lys Arg Pro Val Cys Ser Gin Cys 

405 410 415 

Cys Lys Lys Met Arg Leu Pro Ser Lys Pro Tyr Ser Thr Leu Pro He 
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420 425 430 

Phe Ser Leu Gly Pro Ser Ala Leu Gin Arg Gly Glu Ser Ser Met Arg 

435 440 445 

Ser Glu Lys Pro Ser Thr Ala His His Arg Pro Leu Arg Ser lie Ala 

450 455 460 

Arg Phe Ser Ser Lys Ser Lys Ser Met Asp Lys Ser Asp Glu Glu Leu 
465 470 475 480 

Gin Phe Pro Lys Glu Leu Met Glu Asp Trp Ser Thr Met Glu Val Cys 

485 490 495 

Val Asp Cys Lys Lys Phe He Ser Glu He He Ser Ser Ser Arg Arg 

500 505 510 

Ser Leu Val Leu Ala Asn Lys Arg Ala Arg Leu Lys Arg Lys Thr Gin 

515 520 525 

Ser Phe Tyr Met Ser Ser Pro Gly Pro Ser Glu Tyr Cys Pro Ser Glu 

530 535 540 

Arg Thr He Ser Glu He 
545 550 



<210> 2757 

<211> 449 

<212> DNA 

<213> Homo sapiens 



<400> 2757 
ggcagcggca 
60 

tcctgcaggg 
120 

ggttttaata 
180 

tttctcagct 
240 

cagcttgctc 
300 

acgaccgagt 
360 

gaagagcatg 
420 

gagatgtacg 
449 



gggacttttc 
actgacctct 
gttttcagat 
agactaaata 
aagaccattc 
ccatttgggc 
cactcaagca 
ttttttgtta 



acttaggaga 
gagttatcca 
gcttcaagtg 
aatgctagca 
cagcctcaac 
ttgccttagc 
ctttcaagaa 
cctttgtga 



tcagcatttg 
aaggccgacc 
ttgtgaacag 
atggatacgt 
cctcagaaat 
tgctcccatg 
agcagtcatc 



ccctgatgga 
tggggaaaga 
agacttgttt 
gcaaacatgt 
ggcactgtgt 
ttgcctgtgg 
ctgttgcatt 



aactgggcga 
ctgattttga 
ggattatgca 
tgggcagctg 
ggactgcaac 
aagatatatt 
ggaggtgaat 



<210> 2758 

<211> 82 

<212> PRT 

<213> Homo sapiens 



<400> 2758 

Met Leu Ala Met Asp Thr Cys Lys 

1 5 
Gin Asp His Ser Ser Leu Asn Pro 
20 

Asn Thr Thr Glu Ser He Trp Ala 

35 40 
Cys Gly Arg Tyr He Glu Glu His 



His Val Gly Gin Leu Gin Leu Ala 

10 15 
Gin Lys Trp His Cys Val Asp Cys 
25 30 
Cys Leu Ser Cys Ser His Val Ala 

45 

Ala Leu Lys His Phe Gin Glu Ser 
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50 55 60 

Ser His Pro Val Ala Leu Glu Val Asn Glu Met Tyr Val Phe Cys Tyr 
65 70 75 80 

Leu Cys 



<210> 2759 

<211> 688 

<212> DNA 

<213> Homo sapiens 



<400> 2759 
taccgaagtc 
60 

gagaccaagc 
120 

aaccgcccct 
1B0 

ccccggcagc 
240 

accatcctgg 
300 

gccagttttt 
360 

catgacatca 
420 

agcctttggc 
480 

ccatccttac 
540 

ccagctctta 
600 

cccccggccc 
660 

gtaaaaacaa 
688 



ctttccgccc 
ccagccaagg 
acttccagcg 
ccgcagcccc 
agtgattcca 
ccaaatgacc 
aaacatcagc 
ttttttctct 
tgttcagaga 
cctcctcctg 
cctacctctg 
aaacaggaaa 



caggccacgc 
tcccgctgat 
gagacggcag 
tgagacctca 
actcaactca 
tgtaccctac 
ttttcacctt 
ttttcttccc 
cagcaactcc 
gttgcttttc 
aagccatctt 
aaaaaaaa 



cagcagccta 
ggttcccggc 
caggcccctg 
gcccctgtca 
aaggacaccc 
ccagtaccct 
ttccttgaga 
tctcccctag 
ctcccgtaac 
ttgcccccac 
atgatctgtc 



ccacagaagg 
ctgagcccca 
gcccccagca 
acagtgggga 
agagctgcca 
gctccccctt 
ctcaggaggg 
catgggttga 
tcaggctgag 
cccaagttta 
atgtgccacc 



tggggatggt 
gcgcccacga 
ggcccctggc 
ccccaccacc 
tctggtatct 
tcccataatt 
ccaaagcaac 
aggaagggag 
aaggaaccag 
tctttgtttt 
tgagcctcca 



<210> 2760 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 2760 

Tyr Arg Ser Pro Phe Arg Pro Arg 

1 5 
Gly Gly Asp Gly Glu Thr Lys Pro 
20 

Arg Pro Glu Pro Gin Arg Pro Arg 

35 40 
Arg Gin Gin Ala Pro Gly Pro Gin 

50 55 
Ala Ala Pro Glu Thr Ser Ala Pro 
65 70 
Thr lie Leu Glu 



Pro Arg Gin Gin Pro Thr Thr Glu 

10 15 
Ser Gin Gly Pro Ala Asp Gly Ser 
25 30 
Asn Arg Pro Tyr Phe Gin Arg Arg 

45 

Gin Ala Pro Gly Pro Arg Gin Pro 
60 

Val Asn Ser Gly Asp Pro Thr Thr 
75 80 
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<210> 2761 
<211> 922 
<212> DNA 

<213> Homo sapiens 
c400> 2761 

acgcgtgaag ggccacaggt atctgaaaat ttgcagaaaa cagaattaag tgatggaaaa 
60 

agtattgaac cagggggaat agacattacc cttagtagtt ctctttccca ggcgggtgat 
120 

cccataactg agggcaataa agagccagat aagacctggg tgaaaaaggg agagcccctc 
180 

ccggtaaaac tgaactcttc tacagaagca aatgtgatta aagaggctct agactcctct 
240 

ttggaatcta ctctggacaa cagctgtcaa ggtgcacaaa tggataataa atctgaagtt 
300 

cagttgtggc tgttaaagag aattcaggta cccattgaag atatacttcc ttcaaaagaa 
360 

gaaaaaagca agaccccacc catgttcctg tgcatcaaag tgggaaaacc aatgagaaaa 
420 

tcctttgcca ctcacactgc agccatggtc cagcagtacg gcaaacggag aaagcagcca 
480 

gagtactggt ttgctgttcc tcgggagagg gtggatcatt tgtacacatt ctttgttcag 
540 

tggtctcccg atgtctatgg aaaagatgcc aaagagcaag gctttgtggt ggtggagaag 
600 

gaagaactga acatgattga caacttcttc agtgagccaa caaccaagag ctgggagatc 
660 

atcactgttg aagaggcaaa gcgcaggaag agcacatgca gctactatga agacgaggac 
720 

gaagaggtgc tgcctgtcct ccggcccccc agggcgttct gggagaataa gcccctgaac 
780 

cgctgggccc gcccctttcc tgcaagggtg caagggtatc catggagact ggcctatagc 
840 

acgttagagc acgggaccag cttaaagacg ctctaccgga aatcggcatc actagacagt 
900 

cctgtcctat tggtcatcaa ag 
922 

<210> 2762 
<211> 307 
<212> PRT 

<213> Homo sapiens 
<400> 2762 

Thr Arg Glu Gly Pro Gin Val Ser Glu Asn Leu Gin Lys Thr Glu Leu 

15 10 15 

Ser Asp Gly Lys Ser lie Glu Pro Gly Gly lie Asp lie Thr Leu Ser 

20 25 30 

Ser Ser Leu Ser Gin Ala Gly Asp Pro He Thr Glu Gly Asn Lys Glu 

35 40 45 

Pro Asp Lys Thr Trp Val Lys Lys Gly Glu Pro Leu Pro Val Lys Leu 
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50 




55 






60 








Asn 


Ser 


Ser Thr Glu Ala 


Asn Val 


He 


Lys Glu 


Ala 


Leu Asp 


Ser Ser 


65 




70 






75 








80 


Leu 


Glu 


Ser Thr Leu Asp 


Asn Ser 


Cys 


Gin Gly 


Ala 


Gin 


Met 


Asp Asn 






85 






90 








95 


Lys 


Ser 


Glu Val Gin Leu 


Trp Leu 


Leu 


Lys Arg 


He 


Gin 


Val 


Pro He 






100 




105 








110 




Glu 


Asp 


lie Leu Pro Ser 


Lys Glu 


Glu 


Lys Ser 


Lys 


Thr 


Pro 


Pro Met 






115 


120 








125 






Phe 


Leu 


Cys lie Lys Val Gly Lys 


Pro 


Met Arg 


Lys 


Ser 


Phe 


Ala Thr 




130 




135 






140 








His 


Thr 


Ala Ala Met Val Gin Gin Tyr Gly Lys 


Arg 


Arg 


Lys 


Gin Pro 


145 




150 






155 








160 


Glu 


Tyr 


Trp Phe Ala Val 


Pro Arg Glu Arg Val 


Asp 


His 


Leu Tyr Thr 






165 






170 








175 


Phe 


Phe 


Val Gin Trp Ser Pro Asp Val Tyr Gly 


Lys 


Asp Ala Lys Glu 






180 




185 








190 




Gin 


Gly 


Phe Val Val Val 


Glu Lys 


Glu 


Glu Leu 


Asn 


Met 


He 


Asp Asn 






195 


200 








205 






Phe 


Phe 


Ser Glu Pro Thr 


Thr Lys 


Ser 


Trp Glu 


lie 


He 


Thr 


Val Glu 




210 




215 






220 








Glu 


Ala 


Lys Arg Arg Lys 


Ser Thr 


Cys 


Ser Tyr 


Tyr 


Glu Asp Glu Asp 


225 




230 






235 








240 


Glu 


Glu 


Val Leu Pro Val 


Leu Arg 


Pro 


Pro Arg 


Ala 


Phe 


Trp 


Glu Asn 






245 






250 








255 


Lys 


Pro 


Leu Asn Arg Trp Ala Arg 


Pro 


Phe Pro 


Ala 


Arg 


Val 


Gin Gly 






260 




265 








270 




Tyr 


Pro 


Trp Arg Leu Ala 


Tyr Ser 


Thr 


Leu Glu 


His 


Gly Thr 


Ser Leu 






275 


280 








285 






Lys 


Thr 


Leu Tyr Arg Lys 


Ser Ala 


Ser 


Leu Asp 


Ser 


Pro 


Val 


Leu Leu 




290 




295 






300 








Val 


lie 


Lys 

















305 



<210> 2763 

<211> 2210 

<212> DNA 

<213> Homo sapiens 



<400> 2763 
gtgttttttt 
60 

gttcttgttg 
120 

caaacagtcc 
180 

cacacttcca 
240 

tgaatggcag 
300 

gtccctgcag 
360 

tttatttttt 

420 



ttgtgcaaag 
gatcacaaac 
agtcctgcag 
ctcctgtgaa 
gctgcccaac 
gaagatgcta 
ctgactgtaa 



aaagcttttt 
aacctaattg 
accacacagg 
acaactgtct 
aaccccaatc 
ataggtacaa 
ccaaagtcag 



atttgagaac 
acagtctatc 
gtacatctag 
tgggcatgag 
ccaaaccaac 
caggtagaac 
caaaagaaac 



acctagatac 
gccaacatcc 
agggttctac 
aagggccagg 
ctcccaggcc 
atgtagacac 
aacaaaactt 



ttttggaaat 
acaaacacag 
ttgcatcacc 
ataggccagg 
atgggcccaa 
aaacatctag 
cagtgcccta 
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gaaatcctcc tggattcaat gacaacacat 
480 

tatgaaatca ccttataatc tctcatcatc 
540 

tctttaatag ctacaccaca ttttctcatc 
600 

tccaagagca tcaggttaga tgctctttca 
660 

cacgacatca ttcataaata actgtggagt 
720 

aggactggag ggcgattttg ctaaagggct 
780 

ttctcacttt ggttgggagt ttgaaggacc 
840 

aaatcaatca ctgcccttag atctccacaa 
900 

tctgtgagct gtattcgcat cagcgccgga 
960 

taccctccaa tgggtaatat ttatcataga 
1020 

caaacttctg gtacagtagc atagcggggt 
1080 

tgcccatgca ggtctgaatc agatgataga 
1140 

attcagggtg gacgaacaga aatgaaatgt 
1200 

tgaagccaaa ggcaatgatg acttttttat 
1260 

gcagacactc agacaggtca atgccaggcc 
1320 

ttgggatgtg atttggccgc acataacagt 
1380 

agtgagggtc gctcctgtgc aggtgggaac 
1440 

gctttgtttc ataatcacgc ctgatataag 
.1500 

caatactctg gtccacagcc atatcttctg 
1560 

tctggtgtcg aaatcccttc ctggacggca 
1620 

agtcctgaca ggtggttctg tacgtggctt 
1660 

ctttggctcc ataaatcccg tcaactaaca 
1740 

caaaaagtgg taatccccta tcccttttcg 
1800 

tccgagcttc cggagtcatg gcaacagcac 
1860 

gcttttcctc gtagatgctc acgggagtat 
1920 

ccagctgagg cttcctcttt tctctagccc 
1980 

cttcactgtc aatatccatc ctgtcgggtt 
2040 



caatggccgg gcacagggtt ggattccttt 
ccaggacagt gccttttggg actgcatgaa 

a 

ctttaagtta tgacagacag gttatctctc 
ctcttacaaa ctgtcaggtg gagggagaat 
ctgggatgct ggctgaaggc atctccagga 
gctcactgct catttcactg catgccgctt 
atgtaatcac agagattaga gctccctgtg 
agacctgttc tccaatagca catgcgtttc 
gcctcagaaa gaatgcgtgt ttacactctg 
aatctaatac atattcttca gtcttgaatc 
tgcttgctga gacgtgaagg gttacgtcct 
tcatgaaagt tgcaatccct gctcttctcc 
aagcttcatt gtatttcaca tcaggaacca 
aaagaacaac aacactgaag tctgggtact 
aaaaaaactc ctgacacatg gagttgatcg 
aatcgagagg tgcgtcgggc tccggcgtcc 
gaatctgtga caggagctgc agtttgggtg 
gtttcaagat ccgagaggta taagggctga 
atcctaccaa gcgatacaaa aacttggtgg 
aggaagtctg gtatcggtca aggattctga 
gtccagctgg aagtctggaa attcctcctt 
aaagagcagc attaacaact tgatccaagt 
cttgtctgac aatcagtttg cgtttcagtc 
cgggacaagc ttccagcctc ttgagcagca 
acctgggctc tttcggcttt gtgtccttct 
ttgtttgcaa agatgtgttt gaatctgtgt 
tttcctcctc actctctacc tcctgcttta 



2002 



WO 00/58473 



PCT/US00/08621 



tctgttcagg gcctctgacc ttctttctgc ccccaaccac tggcccagaa gctactgacc 
2100 

cagcaggggg tgggacgtac tccatccctg ggtctatgac tccatcgcct tccatctcat 
2160 

cgtcatcatg aaacaaggct tgtgggggca tcacatctgg aatcagatct 
2210 

<210> 2764 

<211> 423 

<212> PRT 

<213> Homo sapiens 



<400> 2764 



Met 


Pro 


Pro 


Gin 


Ala 


Leu 


Phe 


His 


Asp 


Asp 


Asp Glu Met Glu Gly Asp 


l 








5 










10 


15 


Gly 


Val 


He 


Asp 


Pro 


Gly 


Met 


Glu 


Tyr 


Val 


Pro Pro Pro Ala Gly Ser 








20 










25 




30 


val 


Ala 


Ser 


Gly 


Pro 


Val 


Val 


Gly 


Gly 


Arg 


Lys Lys Val Arg Gly Pro 






35 










40 






45 


Glu 


Gin 


He 


Lys 


Gin 


Glu 


Val 


Glu 


Ser 


Glu 


Glu Glu Lys Pro Asp Arg 




50 










55 








60 


Met 


Asp 


He 


Asp 


Ser 


Glu 


Asp 


Thr 


Asp 


Ser 


Asn Thr Ser Leu Gin Thr 


65 










70 










75 80 


Arg 


Ala 


Arg 


Glu 


Lys 


Arg 


Lys 


Pro 


Gin 


Leu 


Glu Lys Asp Thr Lys Pro 










85 










90 


95 


Lys 


Glu 


Pro 


Arg 


Tyr 


Thr 


Pro 


val 


Ser 


He 


Tyr Glu Glu Lys Leu Leu 








100 










105 




110 


Leu 


Lys 


Arg 


Leu 


Glu 


Ala 


Cys 


Pro 


Gly 


Ala 


Val Ala Met Thr Pro Glu 






115 










120 






125 


Ala 


Arg 


Arg 


Leu 


Lys 


Arg 


Lys 


Leu 


He 


val 


Arg Gin Ala Lys Arg Asp 




130 










135 








140 


Arg 


Gly 


Leu 


Pro 


Leu 


Phe 


Asp 


Leu 


Asp 


Gin 


Val Val Asn Ala Ala Leu 


14 5 










150 










155 160 


Leu 


Leu 


Val 


Asp 


Gly 


He 


Tyr 


Gly 


Ala 


Lys 


Glu Gly Gly He Ser Arg 










165 










170 


175 


Leu 


Pro 


Ala 


Gly 


Gin 


Ala 


Thr 


Tyr 


Arg 


Thr 


Thr Cys Gin Asp Phe Arg 








180 










18S 




190 


He 


Leu 


Asp 


Arg 


Tyr 


Gin 


Thr 


Ser 


Leu 


Pro 


Ser Arg Lys Gly Phe Arg 






195 










200 






205 


His 


Gin 


Thr 


Thr 


Lys 


Phe 


Leu 


Tyr 


Arg 


Leu 


Val Gly Ser Glu Asp Met 




210 










215 








220 


Ala 


Val 


Asp 


Gin 


Ser 


He 


val 


Ser 


Pro 


Tyr 


Thr Ser Arg He Leu Lys 


225 










230 










235 240 


Pro 


Tyr 


He 


Arg 


Arg 


Asp 


Tyr 


Glu 


Thr 


Lys 


Pro Pro Lys Leu Gin Leu 










245 










250 


255 


Leu 


Ser 


Gin 


He 


Arg 


Ser 


His 


Leu 


His 


Arg 


Ser Asp Pro His Trp Thr 








260 










265 




270 


Pro 


Glu 


Pro 


Asp 


Ala 


Pro 


Leu 


Asp 


Tyr 


Cys 


Tyr Val Arg Pro Asn His 






275 










280 






285 


He 


Pro 


Thr 


He 


Asn 


Ser 


Met 


Cys 


Gin 


Glu 


Phe Phe Trp Pro Gly He 




290 










295 








300 


Asp 


Leu 


Ser 


Glu 


Cys 


Leu 


Gin 


Tyr 


Pro 


Asp 


Phe Ser Val Val Val Leu 


305 










310 










315 320 


Tyr 


Lys 


Lys 


Val 


He 


He 


Ala 


Phe 


Gly 


Phe 


Met Val Pro Asp Val Lys 
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325 










330 








335 




Tyr Asn 


Glu 


Ala 
340 


Tyr 


He 


Ser 


Phe 


Leu 
345 


Phe 


Val 


His 


Pro 


Glu Trp 
350 


Arg 


Arg Ala 


Gly 


He 


Ala 


Thr 


Phe 


Met 


He Tyr 


His 


Leu 


He 


Gin Thr 


Cys 




355 










360 










365 






Met Gly 


Lys 


Asp 


Val 


Thr 


Leu 


His 


Val 


Ser 


Ala 


Ser 


Asn 


Pro Ala 


Met 


370 










375 










380 








Leu Leu 


Tyr 


Gin 


Lys 


Phe Gly 


Phe 


Lys 


Thr 


Glu 


Glu 


Tyr 


Val Leu 


Asp 


3B5 








390 










395 








400 


Phe Tyr 


Asp 


Lys 


Tyr 


Tyr 


Pro 


Leu 


Glu 


Ser 


Thr Glu Cys 


Lys His 


Ala 








405 










410 








415 




Phe Phe 


Leu 


Arg 
420 


Leu 


Arg 


Arg 



















<210> 2765 
<211> 582 
<212> DNA 

<213> Homo sapiens 
c400> 2765 

tctgggtgtg gagccttatt attcaccact ttggcaggtg tctcagtggc ttacttaccc 
60 

ttgttcatcc cactggtgct cggctgctgg ctggcccaca aacatgttct catagtcggg 
120 

agtggagggg caggatggca cggccacttg gggcttgggg gcgctccggc tgccgtaccg 
180 

tggctgcaag cctaaaccgg gcttgggccc atcctgagca gcccagggtt tgttcagctc 
240 

ccggcttctg gccactcggc atcgccagag tctccaggcc agcacagggc cagcgatggc 
300 

aagtccaaga agcaggcacc cgctgaccac cactgccccg atagttgcag aggccaggcc 
360 

aggggcgcag ctgacctcca ggaaggcaga gaggttgtgc tgggagctgg ttgtgtccca 
420 

gcagagcaga ggcttctggc cagagcagtt gtctcggcgg atgtcgtgcc aggactccag 
480 

ggcacagttg cagtcggcct gcaggtcaag gtcacagcgg gcggccagcg ccccatccac 
540 

acgagacaag gggttgcgta gcacgttcag gacctcaagc tt 
582 

<210> 2766 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2766 

Met Gly Arg Trp Pro Pro Ala Val Thr Leu Thr Cys Arg Pro Thr Ala 

15 10 15 

Thr Val Pro Trp Ser Pro Gly Thr Thr Ser Ala Glu Thr Thr Ala Leu 

20 25 30 

Ala Arg Ser Leu Cys Ser Ala Gly Thr Gin Pro Ala Pro Ser Thr Thr 

35 40 45 

Ser Leu Pro Ser Trp Arg Ser Ala Ala Pro Leu Ala Trp Pro Leu Gin 
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SO 55 60 

Leu Ser Gly Gin Trp Trp Ser Ala Gly Ala Cys Phe Leu Asp Leu Pro 
65 70 7S 80 

Ser Leu Ala Leu Cys Trp Pro Gly Asp Ser Gly Asp Ala Glu Trp Pro 

85 90 95 

Glu Ala Gly Ser 
100 

<210> 2767 
<211> 1202 
<212> DMA 

<213> Homo sapiens 
<400> 2767 

gaattcctca ttgataactg ctttgaaata tttggggaga acattccagt gcattccagt 
60 

atcacttctg atgactccct ggagcacact gacagttcag atgtgtcgac cctgcagaat 
120 

gactcagcct acgacagcaa cgaccctgat gtggaatcca acagcagcag tggcatcagc 
180 

tctcccagca ggcagcccca ggtgcccatg gccacagctg ctggcttgga tagcgcgggc 
240 

ccacaggatg cccgagaggt cagcccagag cccattgtga gcaccgtggc caggctgaaa 
300 

agctccctcg cacagcccga taggagatac tcagagccca gcatgccatc ctcccaggag 
360 

tgcctcgaga gccgggtgac aaaccaaaca ctaacaaaga gtgaagggga cttccccgtg 
420 

ccccgggtag gctctcgttt ggaaagtgag gaggctgaag acccatttcc agaggaggtc 
480 

ttccctgcag tgcaaggcaa aaccaagagg ccggtggacc tgaagatcaa gaacttggcc 
540 

ccgggttcgg tgctcccgcg ggcactggtt ctcaaagcct tctccagcag ctcgctggac 
600 

gcgtcctctg acagctcgcc cgtggcttct ccttccagtc ccaaaagaaa tttcttcagc 
660 

agacatcagt ctttcaccac aaagacagag aaaggcaagc ccagccgaga aattaaaaag 
720 

cactccatgt ctttcacctt tgcccctcac aaaaaagtgc tgaccaaaaa cctcagcgcg 
780 

ggctctggga aatcgcaaga ctttaccagg gaccacgtcc cgaggggtgt cagaaaggaa 
840 

agccagcttg ccggccgaat cgtgcaggaa aatgggtgtg aaacccacaa ccaaacagcc 
900 

cgcggcttct gcctgagacc ccacgccctc tcggtggatg atgtgttcca gggagctgac 
960 

tgggagaggc ctggaagccc accctcttat gaagaggcca tgcagggccc ggcagccaga 
1020 

ctagtggcct cccagcaatt tcaatttcta gcttgacact aaaatggtta tttttcagta 
1080 

acggggggag aagtggggag gcagagtgtg aagggaaata aaaccaatta gtaatcttta 
1140 

accatcaaat gcactccagc aatcagtcaa aacaggcccg aggaaacctg ttccaactta 
1200 
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ag 
1202 

<210> 2768 

<211> 282 

<212> PRT 

<213> Homo sapiens 



<400> 2768 



Met Ala Thr Ala 


Ala 


Gly Leu Asp Ser Ala 


Gly Pro Gin Asp Ala 


Arg 


1 


5 










10 








IS 




Glu Val Ser Pro 


Glu 


Pro 


lie 


Val 


Ser 


Thr 


Val 


Ala Arg Leu 


Lys 


Ser 


20 










25 








30 






Ser Leu Ala Gin 


Pro 


Asp 


Arg 


Arg 


Tyr Ser 


Glu 


Pro 


Ser Met 


Pro 


Ser 


35 








40 










45 






Ser Gin Glu Cys 


Leu 


Glu 


Ser 


Arg 


Val 


Thr 


Asn 


Gin 


Thr Leu 


Thr 


Lys 


50 






55 










60 








Ser Glu Gly Asp 


Phe 


Pro 


Val 


Pro 


Arg 


Val 


Gly Ser Arg Leu Glu 


Ser 


65 




70 










75 








80 


Glu Glu Ala Glu 


Asp 


Pro 


Phe 


Pro 


Glu 


Glu 


Val 


Phe 


Pro Ala 


Val 


Gin 




85 










90 








95 




Gly Lys Thr Lys Arg 


Pro 


val 


Asp 


Leu 


Lys 


He 


Lys 


Asn Leu 


Ala 


Pro 


100 










105 








110 






Gly Ser Val Leu 


Pro 


Arg 


Ala 


Leu 


Val 


Leu 


Lys 


Ala 


Phe Ser 


Ser 


Ser 


115 








120 










125 






Ser Leu Asp Ala 


Ser 


Ser Asp 


Ser 


Ser 


Pro 


Val 


Ala 


Ser Pro 


Ser 


Ser 


130 






135 










140 








Pro Lys Arg Asn 


Phe 


Phe 


Ser Arg His Gin 


Ser 


Phe 


Thr Thr 


Lys 


Thr 


145 




150 










155 








160 


Glu Lys Gly Lys 


Pro 


Ser Arg 


Glu 


lie Lys 


Lys 


His 


Ser Met 


Ser 


Phe 




16S 










170 








175 




Thr Phe Ala Pro 


His 


Lys 


Lys 


Val 


Leu 


Thr 


Lys Asn Leu Ser Ala 


Gly 


180 










185 








190 






Ser Gly Lys Ser 


Gin 


Asp 


Phe 


Thr Arg Asp 


His 


val 


Pro Arg Gly 


Val 


195 








200 










205 






Arg Lys Glu Ser 


Gin 


Leu 


Ala 


Gly Arg 


lie 


Val 


Gin 


Glu Asn Gly 


Cys 


210 






215 










220 








Glu Thr His Asn 


Gin 


Thr 


Ala Arg Gly Phe 


Cys 


Leu 


Arg Pro 


His 


Ala 


225 




230 










235 








240 


Leu Ser Val Asp 


Asp 


Val 


Phe 


Gin 


Gly Ala 


Asp 


Trp 


Glu Arg 


Pro 


Gly 




245 










250 








255 




Ser Pro Pro Ser 


Tyr 


Glu 


Glu 


Ala 


Met 


Gin 


Gly 


Pro 


Ala Ala 


Arg 


Leu 



260 265 270 

Val Ala Ser Gin Gin Phe Gin Phe Leu Ala 
275 280 

<210> 2769 

<211> 1286 

<212> DNA 

<213> Homo sapiens 

<40D> 2769 

atctgcaaca tgtacaccat gtacagcatg atgaacgtcg gccagacagc cgagaaggtg 
60 
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gaggccctcc cggagcaggt agcccccgag tcccgaaatc gcatccgggt tcggcaagac 
120 

ctggcgtctc tcccggctga acttatcaac cagattggga accgctgcca ccccaagctc 
180 

tacgacgagg gcgacccctc tgagaagctg gagctggtga caggcaccaa cgtgtacatc 
240 

acaagggcgc agctgatgaa ctgccacgtc agcgcaggca cgcggcacaa ggtcctactg 
300 

cggcggctcc tggcctcctt ctttgaccgg aacacgctgg ccaacagctg cggcaccggc 
360 

atccgctctt ctaccaacga tccccgtcgg aagcccctgg acagccgcgt gctccacgct 
420 

gtcaagtact actgccagaa cttcgccccc aacttcaagg agagcgagat gaatgccatc 
480 

gcggccgaca tgtgcaccaa cgcccgccgc gtcgtgcgca agagctggat gcccaaggtc 
540 

aaggtgctca aggctgagga tgacgcctac accaccttca tcagtgaaac gggcaagatc 
600 

gagccggaca tgatgggtgt ggagcatggc .ttcgagaccg ccagccacga gggcgaggcg 
660 

ggtcccatcg ctgaagccct gcagtaaccc gcccagcctc ccgcggggcc gcacacttcc 
720 

cctcccaaca cacacacaca cctgccatct tggtcatgag ctactgtctg tccctcccca 
780 

ggacccgcgg cgggtgctgc atgttcccgg ccctctgccc ctcctgtcct accccctttc 
840 

cccaccgaga gctgggccgg gagaggaccg cagggcaggt ggcgtgaggt ccgtgttgcc 
900 

ttctttaaca cacactcgtg cagtggggga gttctggctc cccaacctaa cccctagccg 
960 

tcatctccac actcaccagg cccaccaggg gagggggctg gcctgggggt cttgggaagg 
1020 

cccctcccca ggcctnaggc cacctcgcgg aagccttcag cctccgcccc tcactgcagc 
1080 

cccttgggac ttgagggggg ccccaggggt tctcaggacc cctcccacca cctcccagtg 
1140 

cttccacgtc tccaaaagcg ccttcctgtc accctcgtct atccctgcgc ctgggggctg 
1200 

gggtaggcga ggccgtgggg actacccatt ttatagctgg ggaaacaggc tccgagaaat 
1260 

tgcacaaccg acctcaggtg gccggc 
1286 

c210> 2770 L 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 2770 

He Cys Asn Met Tyr Thr Met Tyr Ser Met Met Asn Val Gly Gin Thr 

15 10 15 

Ala Glu Lys Val Glu Ala Leu Pro Glu Gin Val Ala Pro Glu Ser Arg 

20 25 30 

Asn Arg He Arg Val Arg Gin Asp Leu Ala Ser Leu Pro Ala Glu Leu 
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3S 40 45 

He Asn Gin He Gly Asn Arg Cys His Pro Lys Leu Tyr Asp Glu Gly 

50 55 60 

Asp Pro Ser Glu Lys Leu Glu Leu Val Thr Gly Thr Asn Val Tyr He 
65 70 75 80 

Thr Arg Ala Gin Leu Met Asn Cys His Val Ser Ala Gly Thr Arg His 

85 90 95 

Lys Val Leu Leu Arg Arg Leu Leu Ala Ser Phe Phe Asp Arg Asn Thr 

100 105 HO 

Leu Ala Asn Ser Cys Gly Thr Gly He Arg Ser Ser Thr Asn Asp Pro 

115 120 125 

Arg Arg Lys Pro Leu Asp Ser Arg Val Leu His Ala Val Lys Tyr Tyr 

130 135 140 

Cys Gin Asn Phe Ala Pro Asn Phe Lys Glu Ser Glu Met Asn Ala He 
145 150 155 160 

Ala Ala Asp Met Cys Thr Asn Ala Arg Arg Val Val Arg Lys Ser Trp 

165 170 175 

Met Pro Lys Val Lys Val Leu Lys Ala Glu Asp Asp Ala Tyr Thr Thr 

180 185 190 

Phe He Ser Glu Thr Gly Lys He Glu Pro Asp Met Met Gly Val Glu 

195 200 205 

His Gly Phe Glu Thr Ala Ser His Glu Gly Glu Ala Gly Pro He Ala 

210 215 220 

Glu Ala Leu Gin 
225 

<210> 2771 

<211> 1668 

<212> DNA 

<213> Homo sapiens 

c400> 2771 

gtgatctgca tgtggcaggg ctgcgcagtg gagcggccag tgggcaggat gacgagccag 
60 

acccctctgc cccagtcccc ccggcccagg cggccaacga tgtctactgt tgtggagctg 
120 

aacgtcgggg gtgagttcca caccaccacc ctgggtaccc tgaggaagtt tccgggctca 
180 

aagctggcag agatgttctc tagcttagcc aaggcctcca cggacgcgga gggccgcttc 
240 

ttcatcgacc gccccagcac ctatttcaga cccatcctgg actacctgcg cactgggcaa 
3 00 

gtgcccacac agcacatccc tgaagtgtac cgtgaggctc agttctacga aatcaagcct 
360 

ttggtcaagc tgctggagga catgccacag atctttggtg agcaggtgtc tcggaagcag 
420 

tttttgctgc aagtgccggg ctacagcgag aacctggagc tcatggtgcg cctggcacgt 
480 

gcagaagcca taacagcacg gaagtccagc gtgcttgtgt gcctggtgga aactgaggag 
540 

caggatgcat attattcaga ggtcctgtgt tttctgcagg ataagaagat gttcaagtct 
600 

gttgtcaagt ttgggccctg gaaggcggtc ctagacaaca gcgacctcat gcactgcctg 
660 
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gagatggaca ttaaggccca ggggtacaag gtattctcca agttctacct gacgtacccc 
720 

accaaaagaa acgaattcca ttttaacatt tattcattca ccttcacctg gtggtgatcc 
780 

tcaggagcag agactgttat gaattctggc gtggcttatg aaattaaaag ttgccatcaa 
840 

agccattttc ttttaatttc acaaacatca ggcaatttcc agggttggtc tagagtcttg 
900 

ccactaaata ttgatcactc gtttaaggac tttccactcc attgcaactg atgccactat 
960 

atttgcctag caacttgcag cttcttcctt ttcaaagcct catgtatctc ccagaccctt 
1020 

ctcttgaagt ccaataacaa gaccaagtaa gaatgtttca acaatgcgtt ggcaagagat 
1060 

gtgagatgac aacaggaaca tacaagatac tgtgaatcta gatgttctga cctaaagatg 
1140 

tagtctacat agccccagct tggggtccaa tccatctgtc cctggcatgt gccttcatgt 
1200 

agtaggtgct ttcctgatcc cctttgcgag atgctgtggg tgctaacacc tcagagctgt 
1260 

cctcttctct agagtggagg ttttcaaagt gcatcatcag cattacctgt gaacttgctg 
1320 

gaaatacaaa tcctcaggcc ccacctcaga cctactgaat cagaatctct gggggttggc 
1380 

acagcattct gatttaccaa accctccaag tgattttgat gtattctaat tttgagacca 
1440 

tctctagaaa agaattgcta cctcttgtat ggaggtacaa aagactgacc tcttacatca 
1500 

aggaacttcc tttcccagag ctcctcatgg aatcaagctg aagtcagtct tcttctgaga 
1560 

gcacattctt actcagtttt tttcctctgt cctacgctgc ttccctcact ccccttctcc 
1620 

taagagcact ccatcaataa accacttgca cgagaaaaaa aaaacaaa 
1668 

<210> 2772 

<211> 258 

<212> PRT 

<213> Homo sapiens 



<400> 2772 



val 


lie 


Cys 


Met 


Trp 


Gin 


Gly 


Cys 


Ala 


Val 


Glu 


Arg 


Pro 


Val 


Gly 


Arg 


l 








5 










10 










15 




Met 


Thr 


Ser 


Gin 


Thr 


Pro 


Leu 


Pro 


Gin 


Ser 


Pro 


Arg 


Pro 


Arg 


Arg 


Pro 








20 










25 










30 






Thr 


Met 


Ser 


Thr 


Val 


Val 


Glu 


Leu 


Asn 


Val 


Gly 


Gly 


Glu 


Phe 


His 


Thr 






35 










40 










45 








Thr 


Thr 


Leu 


Gly 


Thr 


Leu 


Arg 


Lys 


Phe 


Pro 


Gly 


Ser 


Lys 


Leu 


Ala 


Glu 




50 










55 










60 










Met 


Phe 


Ser 


Ser 


Leu 


Ala 


Lys 


Ala 


Ser 


Thr 


Asp 


Ala 


Glu 


Gly 


Arg 


Phe 


65 










70 










75 










80 


Phe 


He 


Asp 


Arg 


Pro 


Ser 


Thr 


Tyr 


Phe 


Arg 


Pro 


lie 


Leu 


Asp 


Tyr 


Leu 










85 










90 










95 




Arg Thr 


Gly 


Gin 


Val 


Pro 


Thr 


Gin 


His 


He 


Pro 


Glu 


Val 


Tyr 


Arg 


Glu 
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100 

Ala Gin Phe Tyr 
115 

Pro Gin He Phe 
130 

Val Pro Gly Tyr 
145 

Ala Glu Ala He 

Glu Thr Glu Glu 
180 

Gin Asp Lys Lys 
195 

Ala Val Leu Asp 
210 

Lys Ala Gin Gly 
225 

Thr Lys Arg Asn 
Trp Trp 



Glu He Lys Pro 
120 

Gly Glu Gin Val 
135 

Ser Glu Asn Leu 
150 

Thr Ala Arg Lys 
165 

Gin Asp Ala Tyr 

Met Phe Lys Ser 
200 

Asn Ser Asp Leu 
215 

Tyr Lys Val Phe 
230 

Glu Phe His Phe 
245 



105 

Leu Val Lys Leu 

Ser Arg Lys Gin 
140 

Glu Leu Met Val 
155 

Ser Ser Val Leu 
170 

Tyr Ser Glu Val 
185 

Val Val Lys Phe 

Met His Cys Leu 
220 

Ser Lys Phe Tyr 
235 

Asn He Tyr Ser 
250 



110 

Leu Glu Asp Met 
125 

Phe Leu Leu Gin 

Arg Leu Ala Arg 
160 

Val Cys Leu Val 
175 

Leu Cys Phe Leu 
190 

Gly Pro Trp Lys 
205 

Glu Met Asp He 

Leu Thr Tyr Pro 
240 

Phe Thr Phe Thr 
255 



<210> 2773 

<211> 593 

<212> DNA 

<213> Homo sapiens 



<400> 2773 

nacagtcaga cagggaatga tgaagaggct 
60 

gcagaagagg gtccgcccgt ccagagcctg 
120 

gaggaggagg cgctggaccc tctgggcatt 
180 

aaagtggccg tgaaagccaa gccctcgccc 
240 

cctgatgagg ggctctttgg cccgggcagg 
300 

gtgtcatcca tggaccccct gaagctattt 
360 

ctgggtgact ccctcctgct gccggccgcc 
420 

agccacaggg acgcctccaa ggaactgttc 
480 

gattagcttc ttgagagcag gaaccacatt 
540 

gggagtagtt ggacttcctc ataataaaga 
593 



ttcgactttt ttgaggagca agaccaagtg 
aagggcgagg atgctgagga atccttggag 
atgcgctcca agaagcccaa gaaacatccc 
cggct caeca tctttgacga ggaggtggac 
aagctgtctc cacaggaccc cteggaggae 
gatgatcctg acctcggcgg ggccatcccc 
tgtgagagtg gagggcccac acccagcctc 
agacaaattc aaaaagagee gtaacactgg 
cattctttgt gtctgccctg tgactatcca 
atgttctgat agecaaaaaa aaa 



<210> 2774 

<211> 157 

<212> PRT 

<213> Homo sapiens 
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<400> 2774 
Xaa ser Gin Thr 
1 

Gin Asp Gin Val 
20 

Glu Asp Ala Glu 
35 

Gly lie Met Arg 
50 

Lys Ala Lys Pro 
65 

Pro Asp Glu Gly 

Pro Ser Glu Asp 
100 

Pro Asp Leu Gly 
115 

Ala Ala Cys Glu 
130 

Ala Ser Lys Glu 
145 



Gly Asn Asp Glu 
5 

Ala Glu Glu Gly 

Glu Ser Leu Glu 
40 

Ser Lys Lys Pro 
55 

Ser Pro Arg Leu 
70 

Leu Phe Gly Pro 
85 

Val Ser Ser Met 

Gly Ala lie Pro 
120 

Ser Gly Gly Pro 
135 

Leu Phe Arg Gin 
150 



Glu Ala Phe Asp 
10 

Pro Pro Val Gin 
25 

Glu Glu Glu Ala 

Lys Lys His Pro 
60 

Thr lie Phe Asp 
75 

Gly Arg Lys Leu 
90 

Asp Pro Leu Lys 
105 

Leu Gly Asp Ser 

Thr Pro Ser Leu 
140 

He Gin Lys Glu 
155 



Phe Phe Glu Glu 
15 

Ser Leu Lys Gly 
30 

Leu Asp Pro Leu 
45 

Lys Val Ala Val 

Glu Glu Val Asp 
80 

Ser Pro Gin Asp 
95 

Leu Phe Asp Asp 
110 

Leu Leu Leu Pro 
125 

Ser His Arg Asp 
Pro 



<210> 2775 

<211> 3139 

<212> DNA 

<213> Homo sapiens 



<400> 2775 

nacgcgtgtg tgctagtgag ccggagccgg 
60 

gagcccgacg gggtctctgc catgggggag 
120 

gcggcgagac atgaggagac cccgcgacag 
180 

atggaggaga aatacggcgg ggacgtgctg 
240 

ccggtggacg tacccagcgc tcgattaaca 
300 

tttttgaagg ctgtgggact tttcgaatca 
360 

cagttcattt ttatattaaa acttgggact 
420 

ttttcttctg ggaaaactat taccaaacac 
480 

gctgggtgta ttatttcact cttgtggttt 
540 

actttgctgc tatttgagca cagtgatatt 
600 

accagttctg gaggaggacc agcaaagaca 
660 

atctgtttat tgctttttga caatgatgat 
720 

cttttggaat agatcagagt tgtttcaagt 
780 



cgacggcggc agtggcggcc cggcctgcag 
tgacgcgcct gcacccgctg ttccgcggca 
gggcagcggc ggcggctcgt gagccccggg 
gccggccccg gcggcggcgg cggccttggg 
aaatatattg tgttactatg tttcactaaa 
tatgatctcc taaaagctgt tcacattgtt 
gcatttttta tggttttgtt tcaaaagcca 
cagtggatca aaatatttaa acatgcagtt 
tttggcctca ctctttgtgg accactaagg 
gttgtcattt cactactcag tgttttgttc 
aggggagctg cttttttcat tattgctgtg 
ctcatggcta aaatggctga acaccgtatc 
cttgaggaaa actagaagca gggtggagta 
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ttattgctag tactggcttt gtgttgtaaa gttggttttc atacagcttc cagaaagctc 
840 

tctgtcgacg ttggtggagc taaacgtctt caagctttat ctcatcttgt ttctgtgctt 
900 

ctcttgtgcc catgggtcat tgttctttct gtgacaactg agagtaaagt ggagtcttgg 
960 

ttttctctca ttatgccttt tgcaacggtt atcttttttg tcatgatcct ggatttctac 
1020 

gtggattcca tttgttcagt caaaatggaa gtttccaaat gtgctcgtta tggatccttt 
1080 

cccattttta ttagtgctct cctttttgga aatttttgga cacatccaat aacagaccag 
1140 

cttcgggcta tgaacaaagc agcacaccag gagagcactg aacacgtcct gtctggagga 
1200 

gtggtagtga gtgctatatt cttcattttg tctgccaata tcttatcatc tccctctaag 
1260 

agaggacaaa aaggcaccct tattggatat tctcctgaag gaacacctct ttataacttc 
1320 

atgggtgatg cttttcagca tagctcccaa tcgatcccta ggtttattaa ggaatcacta 
1380 

aaacaaattc ttgaggagag tgactctagg cagatctttt acttcttgtg cttgaatctg 
1440 

ctttttacct ttgtggaatt attctatggc gtgctgacca atagtctggg cctgatctcg 
1500 

gatggattcc acatgctttt tgactgctct gctttagtca tgggactttt tgctgccctg 
1560 

atgagtaggt ggaaagccac tcggattttc tcctatgggt acggccgaat agaaattctg 
1620 

tctggattta ttaatggact ttttctaata gtaacagcgt tttttgtgtt tatggagtca 
1680 

gtggctagat tgattgatcc tccagaatta gacactcaca tgttaacacc agtctcagtt 
1740 

ggagggctga tagtaaacct tattggtatc tgtgccttta gccatgccca tagccatgcc 
1800 

catggagctt ctcaaggaag ctgtcactca tctgatcaca gccattcaca ccatatgcat 
1860 

ggacacagtg accatgggca tggtcacagc cacggatctg cgggtggagg catgaatgct 
1920 

aacatgaggg gtgtaatttc tacatgtttt ggcagatact cttggcagca ttggtgtgat 
1980 

cgtatccaca gtcttataga gcagcttgga tggttcatcg ctgactctac tctgttctct 
2040 

ttttattgct atattaatat ttctcagtgt tgttccactg attaaagatg cctgccaggt 
2100 

tctactcctg agattgccac cagaatatga aaaagaacta catattgctt tagaaaagat 
2160 

acagaaaatt gaaggattaa tatcataccg agaccctcat ttttggcgtc attctgctag 
2220 

tattgtggca ggaacaattc atatacaggt gacatctgat gtgctagaac aaagaatagt 
2280 

acagcaggtt acaggaatac ttaaagatgc tggagtaaac aatttaacaa ttcaagtgga 
2340 

aaaggaggca tactttcaac atatgtctgg cctaagtact ggatttcatg atgttctggc 
2400 
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tatgacaaaa caaatggaat ccatgaaata 
2460 

taactcaaga attacccctg gagaataaac 
2520 

tattgccaga aggataaaaa ttacacatta 
25BO 

gatcaaggaa tctttcttga aggaaattta 
2640 

ggagtaatta tttaaattat gtgtataaaa 
2700 

tacatcatct tcaaaaatag atatgatgga 
2760 

actttctatc aggaagcatc tccattgtaa 
2820 

caaatgaaaa atttttagtc cattttttgc 
2880 

tctatattta tggattttct gtatataaaa 
2940 

agtaaaatct gtattgccac tttaaatgta 
3000 

ctgatatgag ataagcaatg agaataggga 
3060 

acaaaaatca accactctat aaaataaatt 
3120 

aaaaaaaaaa aaaaaaaaa 
3139 

<210> 2776 
<211> 370 
<212> PRT 

<213> Homo sapiens 
<400> 2776 

Met Pro Phe Ala Thr Val He Phe Phe Val Met He Leu Asp Phe Tyr 

15 10 IS 

Val Asp Ser He Cys Ser Val Lys Met Glu Val Ser Lys Cys Ala Arg 

20 25 30 

Tyr Gly Ser Phe Pro lie Phe He Ser Ala Leu Leu Phe Gly Asn Phe 

35 40 45 

Trp Thr His Pro He Thr Asp Gin Leu Arg Ala Met Asn Lys Ala Ala 

50 55 60 

His Gin Glu Ser Thr Glu His Val Leu Ser Gly Gly Val Val Val Ser 
65 70 75 80 

Ala He Phe Phe He Leu Ser Ala Asn He Leu Ser Ser Pro Ser Lys 

85 90 95 

Arg Gly Gin Lys Gly Thr Leu He Gly Tyr Ser Pro Glu Gly Thr Pro 

100 105 110 

Leu Tyr Asn Phe Met Gly Asp Ala Phe Gin His Ser Ser Gin Ser He 

115 120 125 

Pro Arg Phe He Lys Glu Ser Leu Lys Gin He Leu Glu Glu Ser Asp 

130 135 140 

Ser Arg Gin He Phe Tyr Phe Leu Cys Leu Asn Leu Leu Phe Thr Phe 
145 150 155 160 

Val Glu Leu Phe Tyr Gly Val Leu Thr Asn Ser Leu Gly Leu He Ser 



2013 



ctgcaaagat 
aatgaagatt 
actgtacaga 
aatacagaat 
ggaatcaaat 
ttctagtgaa 
atatgtattt 
atagcctaaa 
ctggtttcta 
aactaaatta 
agtgtataac 
ttttttactt 



ggtacttaca 
aaatgactca 
aacagagttc 
gaaacattaa 
tttgagtaaa 
gaccaaaatt 
acatgtttat 
gataaaatag 
attataactt 
tttgggagaa 
atcacagttt 
ttggtaaaaa 



tcatgtgaga 
gtatttgtaa 
cctactactg 
tggtaaaagt 
catgatgtat 
acttctgttt 
tacaaagacc 
gaataaaagt 
aagtccatta 
acttcaacca 
ttgatgtatt 
aaaaaaaaaa 
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165 




170 








175 




Asp 


Gly 


Phe 


9 9* 

Hxs 


Met 


Leu 


Phe Asp Cys Ser Ala 


Leu 


Val 


Met 


Gly 


Leu 








180 






185 






190 






Phe 


Ala 


Ala 


Leu 


Met 


Ser 


Arg Trp Lys Ala Thr Arg 


He 


Phe 


Ser 


Tyr 






195 








200 




205 








Gly 


Tyr 


Gly 


Arg 


He 


Glu 


He Leu Ser Gly Phe 


He Asn Gly Leu 


pne 




210 










215 


220 










Leu 


He 


Val 


He 


Ala 


Phe 


Phe Val Phe Met Glu 


Ser 


Val 


Ala 


Arg 


Leu 


225 










230 


235 










240 


He 


Asp 


Pro 


Pro 


Glu 


Leu Asp Thr His Met Leu 


Thr 


Pro 


Val 


Ser 


Val 










245 




250 








255 




Gly 


Gly 


Leu 


He 


Val 


Asn 


Leu He Gly He Cys 


Ala 


Phe 


Ser 


His 


Ala 








260 






265 






270 






His 


Ser 


His 


Ala 


His 


Gly Ala Ser Gin Gly Ser Cys 


His 


Ser 


Ser 


Asp 






275 








280 




285 








His 


Ser 


His 


Ser 


His 


His 


Met His Gly His Ser 


Asp 


His 


Gly His 


Gly 




290 










295 


300 










His 


Ser 


His 


Gly 


Ser 


Ala 


Gly Gly Gly Met Asn 


Ala 


Asn 


Met 


Arg 


Gly 


305 










310 


315 










320 


Val 


He 


Ser 


Thr 


Cys 


Phe Gly Arg Tyr Ser Trp 


Gin 


His 


Trp 


Cys 


Asp 










325 




330 








335 




Arg 


He 


His 


Ser 


Leu 


He 


Glu Gin Phe Gly Trp 


Phe 


He 


Ala 


Asp 


Ser 








340 






345 






350 






Thr 


Leu 


Phe 


Ser 


Phe 


Tyr 


Cys Tyr He Asn He 


Ser Gin Cys 


Cys 


Ser 






355 








360 




365 









Thr Asp 
370 



c210> 2777 
<211> 8625 
<212> DNA 

<213> Homo sapiens 
<400> 2777 

tcatgagcat ctcattttca ccattggaat cataaaattg gaagtcttgt atgaattctt 
60 

tctcagtcct gattctttcc ttgttctctt tgcttatagg tggttttcgg atggtttacc 
120 

cttcagcatt tgtttgattc ttctcagaat gacatcccgg ttcctcagag tgttgccagt 
180 

gctggagacc acattgcagt tgggcagcaa gggcttggta gtgtgaagga cccaaataac 
240 

tgtgggatgc ctctgacccc tcccacctct ccagaacagg ctatcctagg tgagagtgga 
300 

ggtatgcaga gtgctgccag tcacctggtt tcccaagatg gagggatgat aacgatgcac 
360 

agtccaaaga gatcggggaa gattcctcca aaactccaca atcatatggt ccatcgagtc 
420 

tggaaggaat gcatcctcaa cagaacccag tccaagagga gccaaatgtc aactccaact 
480 

cttgaagaag agcctgctag caatcctgct acttgggatt ttgtggatcc aacccaaaga 
S40 

gtcagctgtt cttgttccag gcataagctt ttaaaacgtt gtgcagtcgg gcccaatcga 
600 



2014 



WO 00/58473 PCT/US00/08621 



cctcccacag tatctcaacc agggttcagt gcaggaccat catcatcttc atctttacca 
660 

cctcctgctt cttctaagca caaaacagca gaaagacagg aaaaaggaga caagctgcaa 
720 

aagagaccct taataccatt tcaccatagg ccctctgtgg ccgaagaatt atgcatggag 
780 

caagatacac caggacagaa actagggttg gcagggatag actcctcctt agaggtgtct 
840 

agcagtagga aatatgataa gcaaatggcc gtgccttcca gaaatacaag caagcaaatg 
900 

aatctgaatc ctatggattc acctcattcc cctatatccc ctctgccacc aacactcagc 
960 

cctcagccac gaggtcagga aacagagagt ttggacccac catcggtccc tgtgaatcca 
1020 

gccctttatg gaaatggact agaactccag cagttgtcta ctctggatga cagaactgtc 
10BO 

ctcgtaggcc aaagactgcc tctcatggca gaggtcagcg agacagcctt atattgtggg 
1140 

attaggccct cgaacccgga gtcatcagaa aagtggtggc atagttatcg tctcccaccc 
1200 

agtgatgatg ctgagttcag gcctccagag ctccagggtg agagatgtga tgccaaaatg 
1260 

gaggtaaact cagagagcac tgcattgcaa agactcttag cacaacctaa caaacggttt 
1320 

aaaatctggc aagacaaaca gccccagttg cagccactcc acttccttga cccattgcct 
1380 

ctatcacaac aacctggaga cagtttggga gaagtgaatg acccatatac ctttgaagat 
1440 

ggtgacataa aatacatctt tacagccaac aagaaatgca aacaagggac ggagaaagat 
1500 

tccctgaaaa agaataagtc agaggatgga tttggtacca aggatgtcac tacaccaggt 
1560 

cattccacgc cggtgcctga tgggaaaaat gccatgtcta ttttcagttc tgctactaaa 
1620 

acagatgtcc ggcaggataa tgctgctggc agagctggct ccagtagcct tacacaggta 
1680 

acagatttgg caccttccct gcatgactta gacaacatct ttgataattc tgatgacgac 
1740 

gaacttgggg ctgtatcacc tgctctgcgc tcatcaaaaa tgcctgcagt tgggacagaa 
1800 

gaccgacctc ttgggaagga tggaagagct gctgttcctt atccaccaac agttgcagac 
1860 

ttgcaaagga tgtttcccac tccaccatct ttggaacagc atcctgcatt ttctcctgtg 
1920 

atgaattata aagatgggat cagctcagag acagtgacag cattaggcat gatggagagc 
1980 

cccatggtca gtatggtttc aacacaactc acagaattca aaatggaagt ggaagatgga 
2040 

ttaggaagtc ccaagcccga ggaaattaag gacttttcat atgtgcacaa agttccatcc 
2100 

tttcaacctc ttgtgggatc ctccatgttt gctccactga agatgttgcc gagccattgt 
2160 

ttgctacctc tgaagatacc tgatgcctgt ctgtttcggc cttcatgggc aattcctcct 
2220 
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aaaattgaac aactgcccat gccccctgca 
2280 

gtgcctagtg ttgggagcct agcagatcca 
2340 

cccgtgacgt tgaacagcgc tgccccagcc 
2400 

ccagcaaccc ctcgcttctc tgtccccaca 
2460 

agaggtgggg gcactgccag tggtcaaggg 
2520 

tcaccagcct ccaccccctc tactacacgg 
2580 

cagccaattc ccgaagccca cagcctctat 
2640 

aatatcttta aagacagaaa ctttgacagc 
2700 

aaaggggcgg atgtcgggct ttacatcccc 
2760 

acctgtgggt ttagtgcgat tatgaaccgc 
2820 

gaagatgagt tggatatttt tgggaagaat 
2880 

ttaatgatgt gtcagtccac cttccttcct 
2940 

ccacccataa gccttctcct cctcctccag 
3000 

aatttcctgg actacatttc ctctaacaat 
3060 

tatgaccggg tgcaagcaga taataatgat 
3120 

caggggcggc agtatgtgga taaccccact 
3180 

agtgccactg tgcactcttg gcctcacagc 
3240 

caggatgtgg ttcgtatgct gttgtccctg 
3300 

aagcgcacgg gcaggacctg ggagaacatc 
3360 

cagttccata aaatggcagg acggggaacc 
3420 

cccatcccca ctctgctggt aggctatgac 
3480 

ttgccgtttt gggagaggct cttgttggac 
3540 

attgtggtgt gtccagaaaa tgaggccttg 
3600 

ttgagtgctg tatacgagat gtgtaggctt 
3660 

cgtgacggga tcatgcgcgt gggaaaaact 
3720 

agtgagtggt ttaaccagcc ttggagcggc 
3780 

ctttatgcgc aagtttgccg ccatcaccta 
3840 



gccactttca ttagagatgg ctacaataac 
gactatctga acacaccaca gatgaacaca 
agcaatagtg gggcaggagt cctaccatct 
ccacgaaccc ccaggacccc aagaactccc 
tctgttaagt atgatagcac cgatcaagga 
cccctcaact ctgtggagcc cgccaccatg 
gttaccctga ttctctccga ttccgtgatg 
tgttgcatct gtgcctgcaa catgaacatc 
gattcttcca atgaggacca gtaccgctgt 
aaacttggct acaattcagg actcttcctt 
tctgatattg gtcaggctgc agagaggcgc 
caggtggaag gaaccaaaaa accccaggag 
aatcaacaca cacaaccttt tgcttcactg 
cgccaaactc ttccctgtgt aagctggagt 
tactggacgg aatgctttaa tgcgttggag 
ggtggaaaag tggacgaagc tctggtgaga 
aatgtgctgg acatcagcat gctctcctcc 
cagccctttc tccaagatgc catccaaaag 
cagcatgtgc agggaccact cacttggcag 
tacggttcgg aagaatctcc tgagccgttg 
aaggatttcc tcaccatctc gccattctcc 
ccatatgggg gccaccgtga tgttgcctat 
ctcgaaggag ccaaaacttt cttcagggac 
gggcagcaca agcccatctg caaagtgcta 
gtggcacaga agctgacaga tgagcttgtg 
gaggagaatg acaatcattc cagactcaaa 
gcaccttatt tagccactct gcagcttgat 
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agcagcctat tgataccacc taaataccag 
3900 

acgccaggga atgctgggcc cttagctcca 
3960 

gcatttaatc ccacctcgaa tagtagttct 
4020 

ggttcctctg tgccaccggt ctcatcgtct 
4080 

actacctctt cttcaggatt cagtggtagt 
4140 

atttctgcgg atagaacgca acggaacata 
4200 

agctcttctc agccctcaca ggatggacaa 
4260 

attcccacgg agcctgactc tgcagacagc 
4320 

atggtggacc cgttcacgta tgctgcagag 
4380 

ttgagcttga tgcgctgcta cacagaaatg 
4440 

tctttcattc tccagattgt gccttgccag 
4S00 

gttttctaca ttcaatactt gaagtccatg 
4560 

ccactgccta cacagatcca cattaaatcc 
4620 

gagatgaccc tcaagaaccc tgagcggccc 
4680 

atatcggccc caatcaaaga caagcagaca 
4740 

cagaaataca atgtgctctt cgtgggctat 
4800 

gcttcctgca ctgaccccca tggggaatta 
4860 

ccaaacaggt cacggaggag taaagtatct 
4920 

gagtggtgca tagggattgt ccaaatgaca 
4980 

cttgggcgtc ttggccatgg ggagcttaaa 
5040 

ctacagacaa tcagcaaaaa gctcaaggat 
5100 

gactctcctt ctatccctag tgcctgcctg 
5160 

gtgatgccag atgctgtcac aatgggctct 
5220 

cagtcatctc agctcaacac ccctcaagat 
5280 

acatcatcaa ccatccaggt ggctccagcc 
5340 

aacaatgatg acatgtttgt tgaccttcca 
5400 

atattaatga ctgggaacct ccattcctct 
5460 



accccaccag cagcagcaca gggacaagct 
aatggatcag cagctccccc agctggcagt 
acaaatcctg cagcaagtag ttctgcatct 
gcctctgctc ctggtattag ccagataagc 
gttggagggc agaaccccag cactgggggc 
ggctgtggtg gagacactga ccctgggcag 
gagagtgtta cagaaaggga gagaatagga 
catgcccacc ctccagctgt tgtcatttac 
gaggactcca cttctgggaa cttttggctg 
ctggataatt tacctgagca tatgagaaat 
tacatgctgc agacaatgaa ggatgagcaa 
gcattttcag tgtactgcca gtgcaggcga 
ctcacgggat ttgggcctgc agccagcatt 
agcccaatcc agctttactc ccctcccttt 
gagctgggag agacgtttgg tgaggcgagc 
tgtctgtctc acgaccagcg ctggcttttg 
ttagagacct gcgttgtaaa cattgcttta 
gcacgtaaaa ttggactaca gaagttatgg 
tctctaccct ggagagttgt aatcgggcga 
gattggagta tcctccttgg agaatgttca 
gtgtgccgga tgtgtggaat ctctgccgca 
gttgccatgg agccccaggg gtcctttgta 
gtttttggcc gaagtactgc actgaacatg 
gcttcttgta cacacatctt ggtgttccca 
aactacccca atgaagatgg gtttagcccc 
ttcccagatg atatggacaa tgatattggc 
cccaactctt ccccagtacc ctccccaggc 
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tctccttctg gaattggtgt 
5520 

cttctttcta gagaagcacc 
5580 

gtatcaactg ccaaagctga 
5640 

caaaaccagt gccctctctt 
S700 

acagacgaac ttctgcctgc 
5760 

accacgtcgg atgttttaag 
5820 

tgcaatccgg ccacccagga 
5880 

cagttgcaca atgccatcat 
5940 

cagctccttc tccctgcaac 
6000 

atccttttct tcagaccact 
6060 

tgtcaattct gcagtgttca 
6120 

aaacttccat aagtggtgac 
6X80 

tccccaggaa gtggtggtgg 
6240 

tttgcacaag agtctgtgtt 
6300 

gatgaaatcc tcttagttac 
6360 

gactttttaa aaataagaac 
6420 

ctagtgttcc catccagatt 
6480 

gcagaaggtc tggagacagc 
6540 

tttttgtgac tttatttttt 
6600 

agatccacca taggattctt 
6660 

aaacacattg gggagatcat 
6720 

ttgttaacaa caaactggat 
6780 

aggataacat ttttatacag 
6840 

cttaattagt tttatatagt 
6900 

ccaggcctct cctctcatta 
6960 

ttgctcatga aatcagttat 
7020 

caaagaaata ttacaactta 
7080 



gggctctcac ttccagcata 
agaggagcta aagcagcagc 
gaatcttccc cagtggtttt 
cttaaaggct tcgctgcatc 
caggaattct cagcgggttc 
gtttgttttg gagcagtaca 
ccgtacttcc tgccttcccg 
gaatatactt taattggaaa 
ctcagtccaa ggaacctgct 
ctccacagtc ctgcactgtg 
ttaccagagt gactccttga 
tttcagccag tgcggtggtg 
ttgatggctt ttcagcggga 
ttcagcctct gtatacaatt 
tggtgtatgg cctgtgggtt 
cagctcaagt acatggtttc 
agcatgagtg ctttggttga 
ttcattttgt ttatttattt 
taattcacaa ggaccaggta 
tgactacata cctctgtcct 
gcctaaaagt aatatattca 
tttaaaagtc ctgccatgtt 
aaggcagtca agctcaactc 
cacaacggaa atatattttc 
gatcaaaagg gacttatgta 
aaatatggtg aattttttct 
accactaaat tagtacttga 

2018 



gtcggagcca gggtgagcgt 
ccctggccct tgggtatttt 
ggtcatcgtg tccccaggct 
accacatttc agtagcacag 
cacaccctct tgactccaaa 
acgctctgtc ctggctcacg 
tccactttgt ggtgctcact 
agcacttgtt ctctctggct 
acactctgca aataacccac 
attccttctc agcaggcaca 
cacttctctc atggacctgg 
tgtgtagccc caaccactgg 
aacagaagag acagtgtcct 
gagggcagtc tagccctttg 
acctgaactc cataatcggg 
atactggggt ttctgtctcc 
cttcaaacct gtgtgtcaat 
taatttgttt tgtcatatgg 
cagtagctga aacccaattc 
agaagccgga aaaggagtaa 
aaaccaccca gcagtaggct 
aagtggccag catttcatga 
agagccatgg aggcaagtac 
tagtgaattc ttattggaag 
catacaacaa ttgaaagtgt 
ggaccatagg aatattattt 
agttgagcct ttgtggtggg 
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actttttaaa aaaatgcctt tttaaagcat 
7140 

tcattcctgg cccagagggt tgtctttgaa 
7200 

tctgtctgag gacagtgggt gtgtaccggc 
7260 

agctcttgtc atctgtggag agaatcatgc 
7320 

atgtcctggt tattaacaaa aaaggaaaaa 
7380 

tttttcttga aataatctaa agtttaaaac 
7440 

aatgtgaaag cagagaaata acttgtaaat 

7500 

aagggggggt tgactttcgc aatgtatagg 
7560 

atctaatgtg tacagtgtaa aattgacttt 
7620 

cagaaaggaa aattctcaag gccttttgaa 
7680 

tataaaatta tcttggtgag aagacaaatt 
7740 

tttggggttg cttttttccc ggaattcatc 
7800 

gtttttaatg caggggcttt tcttccctag 
7860 

aacacaaaaa ataaaaaacc cctacaaaaa 
7920 

ttttcatctg gtgtctttta tttaagttct 
7980 

tacgtttttg tgcaaaaata aatgaatggc 
8040 

tctgtgtgaa aaagtctgta taatatttcc 
8100 

ttttactgaa ttaatctgaa atgtacaagc 
8160 

ttattttttt ttatttttaa ttttggaaat 
8220 

tgaacaaaaa aaggggaaat ggggagggga 
8280 

gtatatttca gaaccttttt taaatgtaaa 
8340 

cttttgtttc cttttttcct tcaagcattt 
6400 

aatttgaaag aatacaaaaa tatgtgaagt 
8460 

tggtacagta cactaaaaga ctttgataaa 
8520 

aatgtcattc atatatacct tgtggatgag 
8580 

gaataaatta ttgaattact gaaaaaagaa 
8625 

<210> 2778 



taatggctaa 


ttgaagtatt 


ttatgactcc 


accctgttcc 


taacccttgt 


gttgtgtgtt 


ctcccgggag 


ccactgtgac 


caggcctttg 


aaattttaaa 


agttcttcca 


agagacttcc 


tgtaataatt gatatgattt 


tgtaaaagta 


attatattaa 


aaaaaaagtt 


gtgtggtggg 


ggataatttt 


gttctctgta 


ccaccagttg 


ataaaaaatc 


tgatatatca 


aaccatttgt 


aaaaatattg 


cagtgctatt 


ttttcttaat 


gagcataaga 


agatgaagat 


tgtaaacttg 


gtaaagtaga 


tatttgtaat 


cttttaccac 


agaactttga 


attttttttt 


taaatgggct 


aaacccaatc 


ctaagcagaa 


aaagaaaaaa 


aactttaaaa 


aaaatggcag 


caaagggtag 


ttaagttaag 


aaaagctggt 


gacatattta 


aatagatttt 


aaaaaatctt 


attatgtact 


cttaaatatg 


cattatttta 


cttgtgagtt 


cctggatttg 


ctacagagtg 


agaagttatt 


tctgcagaaa 


tcagaactct 


taccatggtt 


aaagggtggg 


attgtccagc 


atgcttgtat 


agctgtacat 


ttctgggaag 


ttctgaattt 


tgcagtgagc 


ttcttttata 


tatagcaaac 


tcatttaaaa 


aaataactac 


agtatagcgc 


aagaaacaat 


aataaaaggc 


ctccatttta 


agctatatac 


ttttacacac 


ttttttagag 



aaaaaaaaaa aaaaa 
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<211> 1146 

<212> PRT 

<213> Homo sapiens 



<400> 2778 

Thr Ala Ser Gly Gin Gly Ser Val Lys Tyr Asp Ser Thr Asp Gin Gly 

15 10 IS 

Ser Pro Ala Ser Thr Pro Ser Thr Thr Arg Pro Leu Asn Ser Val Glu 

20 25 30 

Pro Ala Thr Met Gin Pro He Pro Glu Ala His Ser Leu Tyr Val Thr 

35 40 45 

Leu lie Leu Ser Asp Ser Val Met Asn He Phe Lys Asp Arg Asn Phe 

50 55 60 

Asp Ser Cys Cys He Cys Ala Cys Asn Met Asn He Lys Gly Ala Asp 
65 70 75 80 

Val Gly Leu Tyr He Pro Asp Ser Ser Asn Glu Asp Gin Tyr Arg Cys 

85 90 95 

Thr Cys Gly Phe Ser Ala He Met Asn Arg Lys Leu Gly Tyr Asn Ser 

100 105 110 

Gly Leu Phe Leu Glu Asp Glu Leu Asp He Phe Gly Lys Asn Ser Asp 

115 120 125 

He Gly Gin Ala Ala Glu Arg Arg Leu Met Met Cys Gin Ser Thr Phe 

130 135 140 

Leu Pro Gin Val Glu Gly Thr Lys Lys Pro Gin Glu Pro Pro He Ser 
145 150 155 160 

Leu Leu Leu Leu Leu Gin Asn Gin His Thr Gin Pro Phe Ala Ser Leu 

165 170 175 

Asn Phe Leu Asp Tyr He Ser Ser Asn Asn Arg Gin Thr Leu Pro Cys 

180 185 190 

Val Ser Trp Ser Tyr Asp Arg Val Gin Ala Asp Asn Asn Asp Tyr Trp 

195 200 205 

Thr Glu Cys Phe Asn Ala Leu Glu Gin Gly Arg Gin Tyr Val Asp Asn 

210 215 220 

Pro Thr Gly Gly Lys Val Asp Glu Ala Leu Val Arg Ser Ala Thr Val 
225 230 235 240 

His Ser Trp Pro His Ser Asn Val Leu Asp He Ser Met Leu Ser Ser 

245 250 255 

Gin Asp Val Val Arg Met Leu Leu Ser Leu Gin Pro Phe Leu Gin Asp 

260 265 270 

Ala He Gin Lys Lys Arg Thr Gly Arg Thr Trp Glu Asn He Gin His 

275 280 285 

Val Gin Gly Pro Leu Thr Trp Gin Gin Phe His Lys Met Ala Gly Arg 

290 295 300 

Gly Thr Tyr Gly Ser Glu Glu Ser Pro Glu Pro Leu Pro He Pro Thr 
305 310 315 320 

Leu Leu Val Gly Tyr Asp Lys Asp Phe Leu Thr He Ser Pro Phe Ser 

325 330 335 

Leu Pro Phe Trp Glu Arg Leu Leu Leu Asp Pro Tyr Gly Gly His Arg 

340 345 350 

Asp Val Ala Tyr He Val Val Cys Pro Glu Asn Glu Ala Leu Leu Glu 

355 360 365 

Gly Ala Lys Thr Phe Phe Arg Asp Leu Ser Ala Val Tyr Glu Met Cys 

370 375 380 

Arg Leu Gly Gin His Lys Pro He Cys Lys Val Leu Arg Asp Gly He 
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385 




390 








395 








400 


Met Arg Val Gly Lys 


Thr 


Val 


Ala Gin Lys 


Leu Thr Asp 


Glu 


Leu Val 




405 




4 




410 










415 


Ser Glu Trp Phe Asn 


Gin 


Pro 


Trp Ser Gly 


Glu 


Glu 


Asn 


Asp Asn His 


420 








425 










430 




Ser Arg Leu Lys 


Leu 


Tyr 


Ala 


Gin Val 


Cys 


Arg 


His 


His 


Leu 


Ala Pro 


435 








440 








445 






Tyr Leu Ala Thr 


Leu 


Gin 


Leu 


Asp Ser 


Ser 


Leu 


Leu 


He 


Pro 


Pro Lys 


450 






455 








460 








Tyr Gin Thr Pro 


Pro 


Ala 


Ala 


Ala Gin Gly 


Gin 


Ala 


Thr 


Pro Gly Asn 


465 




470 








475 








480 


Ala Gly Pro Leu Ala 


Pro 


Asn 


Gly Ser Ala 


Ala 


Pro 


Pro 


Ala Gly Ser 




485 




• 




490 










495 


Ala Phe Asn Pro 


Thr 


Ser 


Asn 


Ser Ser 


Ser 


Thr 


Asn 


Pro 


Ala 


Ala Ser 


500 








505 










510 




Ser Ser Ala Ser 


Gly 


Ser 


Ser 


Val Pro 


Pro 


Val 


Ser 


Ser 


Ser 


Ala Ser 


515 








520 








525 






Ala Pro Gly lie 


Ser 


Gin 


He 


Ser Thr 


Thr 


Ser 


Ser 


Ser 


Gly Phe Ser 


530 






535 








540 








Gly Ser Val Gly Gly 


Gin 


Asn 


Pro Ser 


Thr 


Gly Gly 


He 


Ser 


Ala Asp 


545 




550 








555 








560 


Arg Thr Gin Arg Asn 


He 


Gly 


Cys Gly Gly 


Asp Thr Asp 


Pro Gly Gin 




565 








570 










575 


Ser Ser Ser Gin 


Pro 


Ser 


Gin 


Asp Gly Gin 


Glu 


Ser 


Val 


Thr Glu Arg 


580 








585 










590 




Glu Arg lie Gly 


lie 


Pro 


Thr 


Glu Pro Asp 


Ser 


Ala 


Asp 


Ser 


His Ala 


595 








600 








605 






His Pro Pro Ala 


val 


Val 


He 


Tyr Met Val 


Asp 


Pro 


Phe 


Thr Tyr Ala 


610 






615 








620 








Ala Glu Glu Asp 


Ser 


Thr 


Ser 


Gly Asn Phe 


Trp Leu Leu 


Ser 


Leu Met 


625 




630 








635 








640 


Arg Cys Tyr Thr 


Glu 


Met 


Leu 


Asp Asn 


Leu 


Pro 


Glu 


His 


Met 


Arg Asn 




645 








650 










655 


Ser Phe lie Leu 


Gin 


He 


Val 


Pro Cys 


Gin 


Tyr 


Met 


Leu 


Gin 


Thr Met 


660 








665 










670 




Lys Asp Glu Gin 


Val 


Phe 


Tyr 


He Gin Tyr 


Leu 


Lys 


Ser 


Met 


Ala Phe 


675 








680 








685 






Ser Val Tyr Cys 


Gin 


Cys 


Arg 


Arg Pro 


Leu 


Pro 


Thr 


Gin 


He 


His He 


690 






695 








700 








Lys Ser Leu Thr Gly 


Phe 


Gly 


Pro Ala 


Ala 


Ser 


He 


Glu 


Met 


Thr Leu 


70S 




710 








715 








720 


Lys Asn Pro Glu Arg 


Pro 


Ser 


Pro He 


Gin 


Leu Tyr 


Ser 


Pro 


Pro Phe 




725 








730 










735 


lie Leu Ala Pro 


He 


Lys 


Asp 


Lys Gin 


Thr 


Glu Leu Gly 


Glu 


Thr Phe 


740 








745 










750 




Gly Glu Ala Ser Gin 


Lys 


Tyr 


Asn Val 


Leu 


Phe Val Gly 


Tyr Cys Leu 


755 








760 








765 






Ser His Asp Gin Arg 


Trp 


Leu 


Leu Ala 


Ser 


Cys Thr Asp 


Leu 


His Gly 


770 






775 








780 








Glu Leu Leu Glu 


Thr 


Cys 


Val 


Val Asn 


He 


Ala 


Leu 


Pro 


Asn Arg Ser 


785 




790 








795 








800 


Arg Arg Ser Lys 


val 


Ser 


Ala 


Arg Lys 


He 


Gly Leu Gin 


Lys 


Leu Trp 




aos 








810 










815 


Glu Trp Cys lie Gly 


He 


Val 


Gin Met 


Thr 


Ser 


Leu 


Pro 


Trp Arg Val 
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820 








825 










830 






val 


He Gly 


Arg 


Leu Gly 


Arg 


Leu 


Gly 


His 


Gly 


Glu 


T 

Leu 


Lys 


Asp 


Trp 






835 








840 










845 








Ser 


He 


Leu 


Leu 


Gly Glu 


Cys 


Ser 


Leu 


— * 

Gin 


Thr 


He 


Ser 


Lys 


Lys 


Leu 




850 








855 










860 










Lys 


Asp Val 


Cys 


Arg Met 


Cys 


Gly 


He 


Ser 


— * 

Ala 


Ala 


Asp 


Ser 


Pro 


Ser 


865 








870 










875 










880 


He 


Leu 


Ser 


Ala 


Cys Leu 


Val 


Ala 


Met 


Glu 


Pro 


Gin 


Gly 


Ser 


Phe 


Val 










885 








890 










895 




Val 


Met 


Pro 


Asp 


Ala Val 


Thr 


Met 


Gly 


Ser 


Val 


Phe 


Gly 


Arg 


Ser 


Thr 








900 








905 










910 






Ala 


Leu 


Asn 


Met 


Gin Ser 


Ser 


Gin 


Leu 


Asn 


Thr 


Pro 


Gin 


Asp 


Ala 


Ser 






915 








920 










925 








Cys 


Thr 


His 


He 


Leu val 


Phe 


Pro 


Thr 


Ser 


Ser 


Thr 


He 


Gin 


Val 


Ala 




930 








935 










940 










Pro 


Ala 


Asn 


Tyr 


Pro Asn 


Glu 


Asp 


Gly 


Phe 


Ser 


Pro 


Asn 


Asn 


Asp 


Asp 


945 








950 










955 










960 


Met 


Phe 


.val 


Asp 


Leu Pro 


Phe 


Pro 


Asp 


Asp 


Met 


Asp 


Asn 


Asp 


lie 


Gly 










965 








970 










975 




He 


Leu 


Met 


Thr 


Gly Asn 


Leu 


His 


Ser 


Ser 


Pro 


Asn 


Ser 


Ser 


Pro 


Val 








980 








985 










990 






Pro 


Ser 


Pro 


Gly 


Ser Pro 


Ser 


Gly 


He 


Gly 


Val 


Gly 


Ser 


His 


Phe 


Gin 






995 








1000 








1005 






His 


Ser Arg 


Ser 


Gin Gly 


Glu 


Arg 


Leu 


Leu 


Ser 


Arg 


Glu Ala 


Pro 


Glu 




1010 






1015 








1020 








Glu 


Leu Lys 


Gin 


Gin Pro 


Leu 


Ala 


Leu 


Gly 


Tyr 


Phe 


Val 


Ser 


Thr 


Ala 


1025 






1030 








1035 








104( 


Lys 


Ala 


Glu 


Asn 


Leu Pro Gin Trp 


Phe 


Trp 


Ser 


Ser 


Cys 


Pro 


Gin 


Ala 



1045 1050 1055 

Gin Asn Gin Cys Pro Leu Phe Leu Lys Ala Ser Leu His His His He 

1060 1065 1070 

Ser Val Ala Gin Thr Asp Glu Leu Leu Pro Ala Arg Asn Ser Gin Arg 

1075 1080 1085 

Val Pro His Pro Leu Asp Ser Lys Thr Thr Ser Asp Val Leu Arg Phe 

1090 1095 1100 

Val Leu Glu Gin Tyr Asn Ala Leu Ser Trp Leu Thr Cys Asn Pro Ala 
1105 1110 1115 1120 

Thr Gin Asp Arg Thr Ser Cys Leu Pro Val His Phe Val Val Leu Thr 

1125 1130 1135 

Gin Leu Tyr Asn Ala He Met Asn He Leu 
1140 1145 

<210> 2779 

<211> 2461 

<212> DNA 

<213> Homo sapiens 

<400> 2779 

gaggcggatc acttgaggtc aggagttcga gagcagcctg accaacatag tgaaaccctg 
60 

tctctactaa aaatacaaaa aacattagtt gggcatggtg gcaggcacct gtaatctcag 
120 

ctacttggga ggctgaggca ggagaatcgc ttgatcctaa gaggcagagg ctgcagtgat 
180 
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ctgagatcac gccactgcac tccagccttt 
240 

aaaaaaaaaa agtatatata tataaacata 
300 

atgcactccg agcaggaggg ccagcatgtg 
360 

ctgtttgagg agctgagtga aggctcattt 
420 

ttcaagggct tggcaggggt cgacagcagc 
480 

agcttctcgc tgaattccga gggggctgag 

54 0 

gaccgaggcg acgcagccgc cacagatgac 
600 

tcgtgggacg ggctccggag catcatccac 
660 

aacaaggcgc cccacgactt ccagtttgtg 
720 

caccgcctct actacctggg aatgccatat 
780 

gagattccca agaaggtccg gaaagaggct 
840 

gatcatttcc aggccacgcc ccaccatggg 
900 

gagcggaaac gcctgggggt cttcggcatc 
960 

ctcttcctct tccaggccag caacagcctc 
1020 

ttcatggtga gccctggccc tggctgtgtg 
1080 

cagtgctcag ggccccggat ggaccccaaa 
1140 

ttcatcaata acagcgacct gtgggtggcc 
1200 

accttctgcc accaaggttt atccaatgtc 
1260 

accttcgtca tacaggaaga gttcgaccgc 
1320 

tcctgggaag gttcagaggg cctcaagacg 
1380 

tccgaggtgg aggtcattca cgtcccctct 

1440 

tatcggtacc ccaggacagg cagcaagaat 
1500 

cagactgaca gccagggcaa gatcgcctcg 
1560 

agctcgctgt tcccgaaggt ggagtacatc 
1620 

tacgcctggg ccatgttcct ggaccggccc 
1680 

ccggccctgt tcatcccgag cacagagaat 
1740 

gtccccagga atgtccagcc gtatgtggtg 
1800 



ggagactctg tctccaaaaa aaaaaaaaaa 
tatcaaagaa gttaagcaaa gtgaggaaaa 
caaaggccct gcggtggaaa ggaatttggc 
ggctgggtca cagggataag aaggatgaga 
cttgaggtgg tgtctttgct tcctccccgc 
aggatggcca ccaccgggac cccaacggcc 
ccggccgccc gcttccaggt gcagaagcac 
ggcagccgca agtactcggg cctcattgtc 
cagaagacgg atgagtctgg gccccactcc 
ggcagccgag agaactccct cctctactct 
ctgctgctcc tgtcctggaa gcagatgctg 
gtc tact etc gggaggagga getgetgagg 
acctcctacg acttccacag cgagagtggc 
ttccactgcc gegaeggegg caagaaegge 
tcccctatga aaccgctgga aatcaagacc 
atctgccctg ccgaccctgc cttcttctcc 
aacatcgaga caggegagga gcggcggctg 
ctggatgacc ccaagtctgc gggtgtggcc 
ttcactgggt actggtggtg ccccacagcc 
ctgcgaatcc tgtatgagga agtcgatgag 
cctgcgctag aagaaaggaa gaeggacteg 
cccaagattg ccttgaaact ggctgagttc 
acccaggaga aggagctggt gcagcccttc 
gccagggccg ggtggacccg ggatggcaaa 
cagcagtggc tccagctcgt cctcctcccc 
gaggagcagc ggctagcctc tgecagaget 
tacgaggagg tcaccaacgt ctggatcaat 
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gttcatgaca 
1860 

cgcgccaatg 
1920 

tcccagggct 
i960 

attaaggaag 
2040 

aagatctggg 
2100 

ctggagcacc 
2160 

acgcccggct 
2220 

tacagcagcg 
2280 

gaccccctgc 
2340 

ccggattatg 
2400 

ggcatgatct 

2460 

a 

2461 



tcttctatcc 
aatgcaagac 
acgattggag 
agattgctct 
tcaatgagga 
acctctacgt 
tctcccatag 
tgagcacgcc 
acaagcagcc 
ttcccccaga 
acaagcccca 



cttcccccaa 
cggcttctgc 
tgagcccttc 
gaccagcggt 
gaccaagctg 
ggtcagctat 
ctgctccatg 
gccctgcgtg 
ccgcttctgg 
gatcttccat 
cgccttgcag 



tcagagggag 
catttgtaca 
agccccgggg 
gaatgggagg 
gtgtacttcc 
gaggcggccg 
agccagaact 
cacgtctaca 
gctagcatga 
ttccacacgc 
cacatcacca 



aggacgagct 
aagtcaccgc 
aagatgaatt 
ttttggcgag 
agggcaccaa 
gcgagatcgt 
tcgacatgtt 
agctgagcgg 
tggaggcagc 
gctcggatgt 
aaaaatctac 



ctgctttctc 
cgttttaaaa 
taagtgcccc 
gcacggctcc 
ggacacgccg 
acgcctcacc 
cgtcagccac 
ccccgacgac 
cagctgcccc 
gcggctctac 
cgtcttcgag 



<210> 2780 

<211> 720 

<212> PRT 

<213> Homo sapiens 



c400> 2780 
Met His Ser Glu 
1 

Lys Glu Phe Gly 
20 

Val Thr Gly He 
35 

Ser Ser Leu Glu 
50 

Asn Ser Glu Gly 
65 

Asp Arg Gly Asp 

Val Gin Lys His 
100 

Arg Lys Tyr Ser 
US 

Phe Val Gin Lys 
130 

Tyr Leu Gly Met 
145 

Glu He Pro Lys 
Lys Gin Met Leu 



Gin Glu Gly Gin 
5 

Leu Phe Glu Glu 

Arg Arg Met Arg 
40 

Val Val Ser Leu 
55 

Ala Glu Arg Met 
70 

Ala Ala Ala Thr 
85 

Ser Trp Asp Gly 

Gly Leu He Val 
120 

Thr Asp Glu Ser 
135 

Pro Tyr Gly Ser 
150 

Lys Val Arg Lys 
165 

Asp His Phe Gin 



His Val Gin Arg 
10 

Leu Ser Glu Gly 
25 

Phe Lys Gly Leu 

Leu Pro Pro Arg 
60 

Ala Thr Thr Gly 
75 

Asp Asp Pro Ala 
90 

Leu Arg Ser He 
105 

Asn Lys Ala Pro 

Gly Pro His Ser 
140 

Arg Glu Asn Ser 
155 

Glu Ala Leu Leu 
170 

Ala Thr Pro His 



Pro Cys Gly Gly 
15 

Ser Phe Gly Trp 
30 

Ala Gly Val Asp 
45 

Ser Phe Ser Leu 

Thr Pro Thr Ala 
80 

Ala Arg Phe Gin 
95 

He His Gly Ser 
110 

His Asp Phe Gin 
125 

His Arg Leu Tyr 

Leu Leu Tyr Ser 
160 

Leu Leu Ser Trp 
175 

His Gly Val Tyr 
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180 185 190 

Ser Arg Glu Glu Glu Leu Leu Arg Glu Arg Lys Arg Leu Gly Val Phe 

195 200 205 

Gly lie Thr Ser Tyr Asp Phe His Ser Glu Ser Gly Leu Phe Leu Phe 

210 215 220 

Gin Ala Ser Asn Ser Leu Phe His Cys Arg Asp Gly Gly Lys Asn Gly 
225 230 235 240 

Phe Met val Ser Pro Gly Pro Gly Cys Val Ser Pro Met Lys Pro Leu 

245 250 255 

Glu He Lys Thr Gin Cys Ser Gly Pro Arg Met Asp Pro Lys He Cys 

260 265 270 

Pro Ala Asp Pro Ala Phe Phe Ser Phe He Asn Asn Ser Asp Leu Trp 

275 280 285 

Val Ala Asn He Glu Thr Gly Glu Glu Arg Arg Leu Thr Phe Cys His 

290 295 300 

Gin Gly Leu Ser Asn Val Leu Asp Asp Pro Lys Ser Ala Gly Val Ala 
305 310 315 320 

Thr Phe Val He Gin Glu Glu Phe Asp Arg Phe Thr Gly Tyr Trp Trp 

325 330 335 

Cys Pro Thr Ala Ser Trp Glu Gly Ser Glu Gly Leu Lys Thr Leu Arg 

340 345 350 

He Leu Tyr Glu Glu Val Asp Glu Ser Glu Val Glu Val He His Val 

355 360 365 

Pro Ser Pro Ala Leu Glu Glu Arg Lys Thr Asp Ser Tyr Arg Tyr Pro 

370 375 380 

Arg Thr Gly Ser Lys Asn Pro Lys He Ala Leu Lys Leu Ala Glu Phe 
385 390 395 400 

Gin Thr Asp Ser Gin Gly Lys He Val Ser Thr Gin Glu Lys Glu Leu 

405 410 415 

Val Gin Pro Phe Ser Ser Leu Phe Pro Lys Val Glu Tyr He Ala Arg 

420 425 430 

Ala Gly Trp Thr Arg Asp Gly Lys Tyr Ala Trp Ala Met Phe Leu Asp 

435 440 445 

Arg Pro Gin Gin Trp Leu Gin Leu Val Leu Leu Pro Pro Ala Leu Phe 

450 455 460 

He Pro Ser Thr Glu Asn Glu Glu Gin Arg Leu Ala Ser Ala Arg Ala 
465 470 . 475 480 

Val Pro Arg Asn Val Gin Pro Tyr Val Val Tyr Glu Glu Val Thr Asn 

485 490 495 

Val Trp He Asn Val His Asp He Phe Tyr Pro Phe Pro Gin Ser Glu 

500 505 510 

Gly Glu Asp Glu Leu Cys Phe Leu Arg Ala Asn Glu Cys Lys Thr Gly 

515 520 525 

Phe Cys His Leu Tyr Lys Val Thr Ala Val Leu Lys Ser Gin Gly Tyr 

530 535 540 

Asp Trp Ser Glu Pro Phe Ser Pro Gly Glu Asp Glu Phe Lys Cys Pro 
545 550 555 560 

He Lys Glu Glu He Ala Leu Thr Ser Gly Glu Trp Glu Val Leu Ala 

565 570 S7S 

Arg His Gly Ser Lys He Trp Val Asn Glu Glu Thr Lys Leu Val Tyr 

580 585 590 

Phe Gin Gly Thr Lys Asp Thr Pro Leu Glu His His Leu Tyr Val Val 

595 600 605 

Ser Tyr Glu Ala Ala Gly Glu He Val Arg Leu Thr Thr Pro Gly Phe 
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610 615 620 

Ser His Ser Cys Ser Met Ser Gin Asn Phe Asp Met Phe Val Ser His 
625 630 635 640 

Tyr Ser Ser Val Ser Thr Pro Pro Cys Val His Val Tyr Lys Leu Ser 

645 650 655 

Gly Pro Asp Asp Asp Pro Leu His Lys Gin Pro Arg Phe Trp Ala Ser 

660 665 670 

Met Met Glu Ala Ala Ser Cys Pro Pro Asp Tyr Val Pro Pro Glu He 

675 680 685 

Phe His Phe His Thr Arg Ser Asp Val Arg Leu Tyr Gly Met He Tyr 

690 695 700 

Lys Pro His Ala Leu Gin His He Thr Lys Lys Ser Thr Val Phe Glu 
705 710 715 720 

<210> 2781 
<211> 1268 
<212> DNA 

<213> Homo sapiens 
<400> 2781 

gtcgacggac ttcaggaagt gcagcgccag gcacaagagg ggaagaatat aggcaccacc 
60 

aagaagggaa tcggaccaac ctactcttcc aaagctgccc ggacaggcct ccgcatctgc 
120 

gacctcctgt cagattttga tgagttttct tccagattca agaacctggc ccaccagcac 
180 

cagtcgatgt tccccaccct ggaaatagac attgaaggcc aactcaaaag gctcaagggc 
240 

tttgctgagc ggatcagacc catggtccga gatggtgttt actttatgta tgaggcactc 
300 

cacggccccc ccaagaagat cctggtggag ggtgccaacg ccgccctcct cgacattgac 
360 

ttcgggacct acccctttgt gacttcatcc aactgcaccg tgggcggtgt gtgcacgggc 
420 

ctgggcatcc ccccgcagaa cataggtgac gtgtatggcg tggtgaaagc ctataccaca 
480 

cgtgtgggca tcggggcctt ccccaccgag cagatcaacg agattggagg cctgctgcag 
540 

acccgcggcc acgagtgggg agtgaccaca ggcaggaaga ggcgctgcgg ctggctcgac 
600 

ctgatgattc taagatatgc tcacatggtc aacggattca ctgcgctggc cctgacgaag 
660 

ctggacatcc tggacgtact gggtgaggtt aaagtcggtg tctcatacaa gctgaacggg 
720 

aaaaggattc cctatttccc agctaaccag gagatgcttc agaaggtcga agttgagtat 
780 

gaaacgctgc ctgggtggaa agcagacacc acaggcgcca ggaggtggga ggacctgccc 
840 

ccacaggccc agaactacat ccgctttgtg gagaatcacg tgggagtcgc agtcaaatgg 
900 

gttggtgttg gcaagtcaag agagtcgatg atccagctgt tttagtcgca gactgagctg 
960 

atcccaacag gccctggcag cgtctggact tgtgtaaaca gcagcagtca cgttcctcgg 
1020 
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ccgccacaac caacaccaaa gcaggaaaac cattttctgt acttttatat ttctgttcaa 
1080 

cctgttggtt tctacaatga ttttaaacat tggaaagcca gccttgtgta tatttttaaa 
1140 

aattatattc aaaatgagcc aaagtgctca gagaccttct atgacacatt agtgtcacat 
1200 

ggttgcgtgt ccagccgaag cagtgtaata aacatctcca atggccactg aaaaaaaaaa 
1260 

aaaaaaaa 
1268 

<210> 2782 
<211> 314 
<212> PRT 

<213> Homo sapiens 



<400> 2782 



Val 


Asp Gly Leu 


Gin Glu Val 


Gin Arg Gin 


Ala 


Gin 


Glu 


Gly 


Lys 


Asn 


1 








5 




10 










15 




lie 


Gly Thr Thr 


Lys Lys Gly 


He Gly Pro 


Thr 


Tyr 


Ser 


Ser 


Lys 


Ala 








20 






25 








30 






Ala 


Arg 


Thr Gly 


Leu Arg He 


Cys 


Asp Leu 


Leu 


Ser 


Asp 


Phe 


Asp 


Glu 






35 






40 








45 








Phe 


Ser 


Ser 


Arg 


Phe Lys Asn 


Leu 


Ala His 


Gin 


His 


Gin 


Ser 


Met 


Phe 




50 






55 








60 










Pro 


Thr 


Leu 


Glu 


He Asp He 


Glu 


Gly Gin 


Leu 


Lys 


Arg 


Leu 


Lys 


Gly 


65 








70 






75 










80 


Phe 


Ala Glu Arg 


He Arg Pro 


Met 


Val Arg 


Asp 


Gly 


Val 


Tyr 


Phe 


Met 










85 




90 










95 




Tyr 


Glu 


Ala 


Leu 


His Gly Pro 


Pro 


Lys Lys 


He 


Leu 


Val 


Glu 


Gly 


Ala 








100 






105 








110 






Asn 


Ala 


Ala 


Leu 


Leu Asp He Asp Phe Gly 


Thr 


Tyr 


Pro 


Phe 


Val 


Thr 






115 






120 








125 








Ser 


Ser 


Asn 


Cys 


Thr Val Gly Gly Val Cys 


Thr 


Gly 


Leu 


Gly 


He 


Pro 




130 






135 








140 










Pro 


Gin 


Asn 


lie 


Gly Asp Val 


Tyr Gly Val 


val 


Lys 


Ala 


Tyr 


Thr 


Thr 


145 








150 






155 










160 


Arg 


val 


Gly 


He 


Gly Ala Phe 


Pro 


Thr Glu 


Gin 


He 


Asn 


Glu 


He 


Gly 










165 




170 










175 




Gly 


Leu 


Leu 


Gin 


Thr Arg Gly His Glu Trp 


Gly 


Val 


Thr 


Thr 


Gly 


Arg 








180 






185 








190 






Lys 


Arg Arg 


Cys 


Gly Trp Leu Asp 


Leu Met 


He 


Leu 


Arg 


Tyr 


Ala 


His 






195 






200 








205 








Met 


Val 


Asn Gly 


Phe Thr Ala 


Leu 


Ala Leu 


Thr 


Lys 


Leu 


Asp 


He 


Leu 




210 






215 








220 










Asp 


Val 


Leu Gly 


Glu Val Lys 


Val 


Gly Val 


Ser 


Tyr 


Lys 


Leu 


Asn 


Gly 


225 








230 






235 










240 


Lys 


Arg 


lie 


Pro 


Tyr Phe Pro 


Ala 


Asn Gin 


Glu 


Met 


Leu 


Gin 


Lys 


Val 










245 




250 










255 




Glu 


Val 


Glu Tyr 


Glu Thr Leu 


Pro 


Gly Trp 


Lys 


Ala 


Asp 


Thr 


Thr 


Gly 








260 






265 








270 






Ala 


Arg 


Arg Trp 


Glu Asp Leu Pro 


Pro Gin 


Ala 


Gin 


Asn 


Tyr 


lie 


Arg 






275 






280 








285 








Phe 


Val 


Glu 


Asn 


His Val Gly Val Ala Val 


Lys 


Trp 


Val 


Gly 


Val 


Gly 
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290 295 300 

Lys Ser Arg Glu Ser Met lie Gin Leu Phe 
305 310 

<210> 2783 
<211> 2376 
<212> DNA 

<213> Homo sapiens 
<400> 2783 

gccgaacggc aaattgaaga agaaaaccga gagagagaat gggaacggga agtgctgggc 
60 

ataaagcgag acaagagtga cagccctgcc attcagctac gtctcaaaga acctatggat 
120 

gttgatgtag aagattatta cccagctttc ctggacatgg tgcggagcct gctggatggc 
180 

aacatagact catcacagta tgaagattca ctgagagaga tgttcaccat tcatgcctac 
240 

attgccttta ccatggacaa actgatccag agcattgtca gacagctgca gcatatcgtg 
300 

agtgatgaga tctgtgtgca ggtgactgac ctttacctgg cagaaaataa taatggggcc 
360 

accggaggcc agctgaacac acagaactca aggagcctcc tggagtcaac gtatcagcgg 
420 

aaagctgagc agctaatgtc agatgagaat tgctttaagc ttatgtttat tcagagccaa 
480 

ggccaggtcc agctgactat tgagcttctg gacacagaag aggagaattc ggatgaccct 
540 

gtggaagcag agcgctggtc agactacgtg gagcgataca tgaattcaga tactacctcg 
600 

cctgagcttc gtgaacatct agcacagaaa ccagtatttc tccccaggaa tctacggcgg 
660 

atccggaagt gtcaacgtgg tcgagagcag caggaaaagg aagggaagga aggaaacagc 
720 

aagaagacca tggagaatgt ggatagtctg gataagctgg agtgtagatt caagctgaat 
780 

tcctacaaga tggtgtatgt gatcaaatca gaggactata tgtatcggag gaccgccctg 
840 

ctccgggctc atcagtccca tgagcgtgta agcaagcgtc tacatcagag attccaggcc 
900 

tgggtagata aatggaccaa ggagcatgtg ccccgtgaaa tggcagcaga gaccagcaag 
960 

tggctcatgg gtgaggggct ggagggcctg gtgccctgta ccaccacctg tgatacagag 
1020 

accctgcatt ttgtgagcat taacaagtat cgtgtcaaat acggcacagt attcaaagcc 
1080 

ccttaactgc aaagccagag cagataactt ggggtgtgtg tggggatgtg tgtgtgggcc 
1140 

tatgcactca cacactgaag aaacaaggaa gatgcctttc aagcctcact gggcctctct 
1200 

gggacatggc cacctgacct gtgtgtggct ggtgcagcct ggcaccaagt gggctacctg 
1260 

ttaggaacat gaatacctta caaagctgaa gctggaactt ttcccaaagg gttttgggta 
1320 
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tagcctgccc tggaggggaa ggaagtccat gcaagcaaag acatgcagtt tgcttgcaca 
1380 

caccagcaga gctaagactg gagtctcctg tggcctaact ttcaatgagg gaaccggatg 
1440 

ctgttcacac tttgactgga tggagatgca tttacaaaac agactggaga aggacttaat 
ISOO 

actcagatgg attggaacta tcatggtcac tgctcctctc ccctccccac aaaaggaaaa 
1560 

aaaagctgga tttgattttt tttttctggt cactcgagca catctaagat cacccattag 
1620 

gttttatctg ggacctgcag tttggctttg ggattgatca tcttgtggat tttattcctg 
1680 

acgattccct tgctgcctac ccttttctct cctctggttc tcaacctcaa cgagttcaaa 
1740 

tcagttgtcc tttttagctc ccgtggaact gttttgtatc tgcctcttta ctagtctacc 
1800 

ttagtgccat ccaccagctt tactctctga cacacacacg cacacacaca cacacaattt 
1860 

taacttgttt ttttgtacat aatgtacata ctgtcaattt tttattaaaa gaaatatgct 
1920 

ttgatgtgct agcataactg ctctagcttc ttgtgtacca tagtactgtg gcttcagatt 
1980 

tagtacctat gaacagatgt acaagacatt tattacactt tttaccaaag ggagttacca 
2040 

ttgtagtact tttgtgtaaa acttgtcttc ccctttgccc ccaacttttt tttttttttt 
2100 

ttgtaaataa ataaagcttg gttcttactt aaggaaaaaa ctctcaaccc acgtcccttg 
2160 

tcctcaccag aaaatactgt gaagcaggga ttttgacttc agttccttat ccagggtaga 
2220 

aacaggattt Cgcttaaaat acttgttact tgtcccaaat caaaatattc caaaatctta 
2280 

gaatacttaa gtcttttagt acgtgttttt ttcccttgtt caaataatct gaaaatattt 
2340 

tatatttggg taagttgtca agctatgtag tttgta 
2376 

<210> 2784 
<211> 361 
<212> PRT 

<213> Homo sapiens 

<400> 2784 
Ala Glu Arg Gin He 

1 5 
Glu Val Leu Gly He 
20 

Leu Arg Leu Lys Glu 
35 

Ala Phe Leu Asp Met 
50 

Ser Gin Tyr Glu Asp 
65 

He Ala Phe Thr Met 



Glu Glu Glu Asn Arg 

10 

Lys Arg Asp Lys Ser 
25 

Pro Met Asp Val Asp 
40 

Val Arg Ser Leu Leu 
55 

Ser Leu Arg Glu Met 
70 

Asp Lys Leu He Gin 



Glu Arg Glu Trp Glu Arg 

15 

Asp Ser Pro Ala lie Gin 
30 

Val Glu Asp Tyr Tyr Pro 
45 

Asp Gly Asn He Asp Ser 
60 

Phe Thr He His Ala Tyr 
75 80 
Ser He Val Arg Gin Leu 
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85 












273 




Gin 


His 


lie 


val 


Ser 


Asp 


Glu 


He 


Cys 


vai Gin 


vai Thr Asp Leu 


Tyr 








100 










105 




i in 
1JLU 




Leu 


Ala 


Glu 


Asn 


Asn Asn Gly Ala Thr 


Gly Gly 


Gin Leu Asn Thr 


Gin 






115 










12 U 






123 




Asn 


Ser 


Arg 


Ser 


Leu 


Leu 


Glu 


Ser 


Thr 


Tyr Gin 


Arg Lys Ala Glu 


Gin 




130 










lie 
135 








^ A ft 

140 




Leu 


Met 


Ser 


Asp 


Glu 


Asn 


Cys 


Phe 


Lys 


Leu Met 


Phe He Gin Ser 


Gin 


145 










150 








ice 

155 




160 


Gly 


Gin 


Val 


Gin 


Leu 


Thr 


lie 


Glu 


Leu 


Leu Asp 


Thr Glu Glu Glu 


Asn 










165 










170 


175 




Ser 


Asp 


Asp 


Pro 


Val 


Glu 


Ala 


Glu 


Arg 


Trp Ser 


Asp Tyr Val Glu 


Arg 








180 










165 




190 




Tyr 


Met 


Asn 


Ser 


Asp 


Thr 


Thr 


Ser 


Pro 


Glu Leu 


Arg Glu His Leu 


Ala 






195 










200 






205 




Gin 


Lys 


Pro 


Val 


Phe 


Leu 


Pro 


Arg 


Asn 


Leu Arg 


Arg He Arg Lys 


Cys 




210 










215 








220 




Gin 


Arg 


Gly 


Arg 


Glu 


Gin 


Gin 


Glu 


Lys 


Glu Gly 


Lys Glu Gly Asn 


Ser 


225 










230 








235 




240 


Lys 


Lys 


Thr 


Met 


Glu 


Asn 


Val 


Asp 


Ser 


Leu Asp 


Lys Leu Glu Cys 


Arg 










245 










250 


255 




Phe 


Lys 


Leu 


Asn 


Ser 


Tyr 


Lys 


Met 


Val 


Tyr Val 


He Lys Ser Glu 


Asp 








260 










265 




270 




Tyr 


Met 


Tyr 


Arg 


Arg 


Thr 


Ala 


Leu 


Leu 


Arg Ala 


His Gin Ser His 


Glu 






275 










280 






265 




Arg 


Val 


Ser 


Lys 


Arg Leu His Gin Arg 


Phe Gin 


Ala Trp Val Asp 


Lys 




290 










295 








300 




Trp 


Thr 


Lys 


Glu 


His 


Val 


Pro 


Arg 


Glu 


Met Ala 


Ala Glu Thr Ser 


Lys 


305 










310 








315 




320 


Trp 


Leu 


Met 


Gly 


Glu Gly Leu Glu Gly 


Leu Val 


Pro Cys Thr Thr 


Thr 










325 










330 


335 




Cys 


Asp 


Thr 


Glu 


Thr 


Leu 


His 


Phe 


Val 


Ser He 


Asn Lys Tyr Arg 


Val 








340 










345 




350 




Lys 


Tyr 


Gly 


Thr 


Val 


Phe 


Lys 


Ala 


Pro 









355 360 

<210> 2785 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<400> 2785 

gccgcggttc ggacccgccg gcgacatggc cagctccgga gaggacatat ccaatgatga 
60 

tgatgacatg caccctgcag cagccgggat ggcagacggg gtccacctcc tagggttctc 
120 

tgatgagatc ctccttcaca tcctgagtca cgtccccagc acagatctga ttctgaacgt 
180 

ccggcgtacc tgtcggaagc ttgcagccct gtgccttgac aagagcctca tccacaccgt 
240 

gttgctgcaa aaggactatc aggcgagcga ggacaaagtg aggcagctgg tgaaggagat 
300 

cggccgggag atccagcagc tgagcatggc tggctgctac tggctgcctg gctccaccgt 
360 
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ggaacacgtg gcccgctgcc cgcagcctgg tgaaggtgaa cctctcgggc tgccacctca 
420 

cttccctgcg cctctacaag atgctctcgg ccctgcagca cctgcgctcg ctggccatcg 
480 

acgtgagccc eg 
4 92 

<210> 2786 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 2786 



Met 


Ala 


Ser Ser Gly 


Glu 


Asp 


lie 


Ser 


Asn 


Asp Asp 


Asp 


Asp 


Met 


His 


1 




5 










10 








15 




Pro 


Ala 


Ala Ala Gly 


Met 


Ala 


Asp 


Gly 


Val 


His Leu 


Leu 


Gly 


Phe 


Ser 






20 








25 








30 






Asp 


Glu 


lie Leu Leu 


His 


lie 


Leu 


Ser 


His 


Val Pro 


Ser 


Thr 


Asp 


Leu 






35 






40 








45 








lie 


Leu 


Asn Val Arg 


Arg 


Thr 


Cys 


Arg 


Lys 


Leu Ala 


Ala 


Leu 


Cys 


Leu 




50 






55 








60 










Asp 


Lys 


Ser Leu lie 


His 


Thr 


val 


Leu 


Leu 


Gin Lys 


Asp 


Tyr 


Gin 


Ala 


65 






70 










75 








80 


Ser 


Glu Asp Lys Val 


Arg 


Gin 


Leu 


Val 


Lys 


Glu He 


Gly 


Arg 


Glu 


He 






85 










90 








95 




Gin 


Gin 


Leu Ser Met 


Ala 


Gly 


Cys 


Tyr 


Trp 


Leu Pro 


Gly 


Ser 


Thr 


Val 






100 








105 








110 






Glu 


His 


Val Ala Arg 


Cys 


Pro 


Gin 


Pro 


Gly 


Glu Gly 


Glu 


Pro 


Leu 


Gly 






115 






120 








125 








Leu 


Pro 


Pro His Phe 


Pro 


Ala 


Pro 


Leu 


Gin 


Asp Ala 


Leu 


Gly 


Pro 


Ala 




130 






135 








140 










Ala 


Pro 


Ala Leu Ala 


Gly 


His 


Arg 


Arg 


Glu 


Pro 











145 150 155 

<210> 2787 
<211> 299 
<212> DNA 

<213> Homo sapiens 
<400> 2787 

ngtctttaga caatgactcg ggacagtgga atgaaacaga ageatgetge atcaacctca 
60 

atgtggggag aagagccgta ctctgacata teagttgeta aaacacgtgc agggcatgee 
120 

acaatgeaca gacatggcag tatccttctg gtgggaggga gtcaccattt gctctgccct 
180 

gccctctgct gggtgctctt acaggtgeta ctgcatccag cgcttgaaac aattctgtgg 
240 

ggtattgatt ctgaagagat cactgatggc cgtgatttct tgcctcagct tacccagat 
299 

<210> 2788 
<211> 95 
<212> PRT 
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<213> Homo sapiens 

<400> 2788 
Met Thr Arg Asp Ser 

1 5 
Met Trp Gly Glu Glu 
20 

Ala Gly His Ala Thr 
35 

Gly Ser His His Leu 
50 

Val Leu Leu His Pro 
65 

Glu Glu He Thr Asp 

85 

<210> 2789 
<211> 492 
<212> DNA 

<213> Homo sapiens 
<400> 2789 

nggaccccag ctgctccttt ttgaaggaaa tctgctcgct cagggagtcg atgcggccga 
60 

gctgctggaa ggagtgcacc aggaggctgc cggggtccgg gagcccatgc tccagtgcct 
120 

gcgaggccag gctgtgcagt ggggccagca ccagctgcag cttctcctcc agcaggtcca 
180 

ccctggactg cagcctctgc acttcttcct tcattgcact gtccactcct gcgggcagag 
240 

ccaggcgctg ggtcacggcc ggccggctcc ccacccacac ccccagggct ccctcctgtc 
300 

cccagggaga ggcagagcca gaagactcag gcccaggcct ctgccacccc cgctgcctgc 
360 

ctggcgctgg ccagaggtct caggctatgc cgcctaagta cgtcggggcg ggtggctctg 
420 

cgcagaggct cagggccccg gccacgctga gggaggtcaa ggctgaggtc tcagcggccc 
480 

tcgttccgaa tt 
492 

<210> 2790 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 2790 

Arg Lys Ser Ala Arg Ser Gly Ser Arg Cys Gly Arg Ala Ala Gly Arg 

15 10 15 

Ser Ala Pro Gly Gly Cys Arg Gly Pro Gly Ala His Ala Pro Val Pro 

20 25 30 

Ala Arg Pro Gly Cys Ala Val Gly Pro Ala Pro Ala Ala Ala Ser Pro 

35 40 45 

Pro Ala Gly Pro Pro Trp Thr Ala Ala Ser Ala Leu Leu Pro Ser Leu 



Gly Met Lys Gin Lys 

10 

Pro Tyr Ser Asp He 
25 

Met His Arg His Gly 

40 

Leu Cys Pro Ala Leu 
55 

Ala Leu Glu Thr He 
70 

Gly Arg Asp Phe Leu 

90 



His Ala Ala Ser Thr Ser 

15 

Ser Val Ala Lys Thr Arg 
30 

Ser He Leu Leu Val Gly 
45 

Cys Trp Val Leu Leu Gin 
60 

Leu Trp Gly He Asp Ser 
75 80 
Pro Gin Leu Thr Gin 

9S 
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SO 55 60 

His Cys Pro Leu Leu Arg Ala Glu Pro Gly Ala Gly Ser Arg Pro Ala 
65 70 7S 80 

Gly Ser Pro Pro Thr Pro Pro Gly Leu Pro Pro Val Pro Arg Glu Arg 

85 90 95 

Gin Ser Gin Lys Thr Gin Ala Gin Ala Ser Ala Thr Pro Ala Ala Cys 

100 105 110 

Leu Ala Leu Ala Arg Gly Leu Arg Leu Cys Arg Leu Ser Thr Ser Gly 

115 120 125 

Arg Val Ala Leu Arg Arg Gly Ser Gly Ser Arg Pro Arg 
130 135 140 



<210> 2791 

<2ll> 1271 

<212> DNA 

<213> Homo sapiens 

<400> 2791 

nntgtacagg ggatgcagaa tcaatgaaag 
60 

atagaggact ggataataca tttgtgtctt 
120 

ccaaattccc atttttcttc caatcacatt 
180 

gtaagattat atccaaatat ttactcctgg 
240 

tcaaaatatt taaagaagga agaaggtaaa 
300 

gaagtgtgcc taaattagca ttagggtttg 
360 

ttctattgaa ttcgtggttg atgctcagcg 
420 

tcctcccctt ccagcagctt cacagaacat 
480 

ggtgtggcca gaagacccct ttccctatag 
540 

taatgttcac ttcatcctgt gcttcttttc 
600 

accataccag atgtagagga ctcaagtcag 
660 

cctgaaggac tcctacctag accccctggt 
720 

cagagaccac caaaaccagg aggccatcac 
780 

cagcaacgac caccccaacg aggacaccgt 
840 

agcctgcagg aagcatcatc attcttccgg 
900 

caaccactcc ggtaatctag aattcagtgg 
960 

agaaagccat gacattgaaa taatgtggtc 
1020 

attaacagca tgcggaagaa agaatggttt 
1080 



agataaacaa acatcagagt actgtcagac 
tctacatagt ggtatagaaa taccaggtcc 
taaaatttca atatgttgca ggcagtatgt 
ttgctcctct tgggcaagct gtgaatatga 
gatctaaaat atgacatgaa aatacccaga 
agggatccta aggatgacaa aaagggactc 
atagtaacaa tcctgcctcc cctaacatct 
ggttgatgag gtaacttagg ggatgcacag 
accactatga gccctgaaag atttatgagg 
ctagatgtga actatgaaga ctttactttc 
agaccagatc agggacccca gagacctcct 
gatagtggta accaagatga tggtcctcag 
cgccatcctc ccccacctcc ttttcaaaat 
caactctctc taccccgatt tccttctgtc 
agggacagac cagcaagaca tccccaggag 
cagaaaataa ataagaagat aacttccttc 
ataactcttt cttcagtata ccaataaaat 
gcatccacat ggagagtgta ccatttagag 
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gtaacaggga gaggagaggg 
1140 

gcatcttgtt ataaatatat 
1200 

gggtgaatgg taacaggaga 
1260 

gctcactgtc t 
1271 



tgtgccatca agaggcaaca 
ctttgctcac atgaatttta 
gaaatggaag agaataggga 



tggaggtgtt tcaaacctat 
cttgttaatt agcctggctg 
gcactgcgcc agcattaaca 



<210> 2792 

<211> 123 

<212> PRT 

<213> Homo sapiens 



<400> 2792 

Cys Ser Leu His Pro Val Leu Leu Phe Leu Asp Val Asn Tyr Glu Asp 

15 10 15 

Phe Thr Phe Thr lie Pro Asp Val Glu Asp Ser Ser Gin Arg Pro Asp 

20 25 30 

Gin Gly Pro Gin Arg Pro Pro Pro Glu Gly Leu Leu Pro Arg Pro Pro 

35 40 45 

Gly Asp Ser Gly Asn Gin Asp Asp Gly Pro Gin Gin Arg Pro Pro Lys 

50 -55 60 

Pro Gly Gly His His Arg His Pro Pro Pro Pro Pro Phe Gin Asn Gin 
65 70 75 80 

Gin Arg Pro Pro Gin Arg Gly His Arg Gin Leu Ser Leu Pro Arg Phe 

85 90 95 

Pro Ser Val Ser Leu Gin Glu Ala Ser Ser Phe Phe Arg Arg Asp Arg 

100 105 110 

Pro Ala Arg His Pro Gin Glu Gin Pro Leu Trp 
115 120 

<210> 2793 

<211> 847 

<212> DNA , 

<213> Homo sapiens 

<400> 2793 

gcgcgccgac ttcgggctcc tcctcccggc tccgtagtaa gcatggcggc ggcggcgttc 
60 

gtggtccctc gggtgaaaca gaaagcggga gctacgcgga gagggagcga agagcggggc 
120 

tgaggcggcg gcgtcactgc caggaaacaa ccccaacagt cagcgcgccg gcggccgcgg 
180 

cggccctgag agctgactct gcagctgagg cagagagaca acgatcagga accctaagaa 
240 

gaggcgccag aggagccgcc ttctgcctca gaacggcgtg actcggagaa ttggagcgtt 
300 

attcagtata ttaatgtctt attgataatg gcagaacatc caccactact ggatacaact 
360 

cagatcctaa gtagtgatat ttctcttttg tctgccccta ttgtaagtgc agatggaaca 
420 

caacaggtta ttctggtaca agttaaccca ggagaagcat ttacaataag aagagaagat 
480 
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ggacagtttc agtgcattac 
540 

gtgcctccta tctatgtgcc 
600 

cgaagagttg tcgtggtccc 
660 

caccgttctc cacatcctcc 
720 

caccacgtca tatgtactca 
780 

cncagtatca gtcttcacaa 
840 

cacgcgt 
847 



aggtcctgct caggttccaa 
tcctggatat gccccacagg 
tcaggcacca gagtttcacc 
tctacctggt ttcattcctg 
cccgtgactg gagctggaga 
gtctatggag atgtagatgc 



tgatgtcccc aaatggttct 
ttattgaaga caatggtgtt 
ctggtagtca cacagttctc 
tcccaactat gatgccgcct 
catgacaaca cagtatatgc 
tcactctaca catggccctt 



<210> 2794 

<211> 139 

<212> PRT 

<213> Homo sapiens 



<400> 2794 

Met Ala Glu His Pro Pro Leu Leu Asp Thr Thr Gin lie Leu Ser Ser 

1 5 10 15 

Asp lie Ser Leu Leu Ser Ala Pro He Val Ser Ala Asp Gly Thr Gin 

20 25 30 

Gin Val He Leu Val Gin Val Asn Pro Gly Glu Ala Phe Thr He Arg 

35 40 45 

Arg Glu Asp Gly Gin Phe Gin Cys He Thr Gly Pro Ala Gin Val Pro 

50 55 60 

Met Met Ser Pro Asn Gly Ser Val Pro Pro He Tyr Val Pro Pro Gly 
65 70 75 80 

Tyr Ala Pro Gin Val He Glu Asp Asn Gly Val Arg Arg Val Val Val 

85 90 95 

Val Pro Gin Ala Pro Glu Phe His Pro Gly Ser His Thr Val Leu His 

100 105 110 

Arg Ser Pro His Pro Pro Leu Pro Gly Phe He Pro Val Pro Thr Met 

115 120 125 

Met Pro Pro His His Val He Cys Thr His Pro 
130 135 

<210> 2795 

<211> 1022 

<212> DNA 

<213> Homo sapiens 

<400> 2795 

ngccggcgct gccagcagtt gtagagcagg ccaagcgcaa tgatgatgat gcagatggcc 
60 

ccaatgacca ccagcaccac gaagagcgtg ccgtagtcgc tgcgcacctg gctggcccgc 
120 

gcctggcagc tgctggttgt ggaatagttc tggatgccaa tctcctccag gctcctgcgg 
180 

atgtcaccca gcatggaaag gacatcttga gtgggcacca ccccctgctc gcccaccagt 
240 
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gtcatgagaa ggtgctgctc cttctcgctg 
300 

tggtggccac tgccatggcg gggcagcacc 
360 

cggtgctgcc ggaacacctc acagtctatg 
420 

ttcccagcca gattgctcca gtccttgcag 
480 

gattgagctt cagctgcctg cccttctagg 
540 

gtagcagagg aaggtgtcag ttccatgtct 
600 

ctagagccaa ggggatcttc atctgggtgc 
660 

aatgaaggca aggccggcac ctcctcgtgc 
720 

gcttcctcgc ttgcttcctg aggagcctcg 
780 

actgtggcct ctgcctcttg gctggtggag 
840 

gtgactgaag gcagcagcaa gctgggcccc 
900 

gaaaagtcac ggacccgagg cttggcttct 
960 

tcctcttcct cctcctcttg tttctctacc 
1020 

gt 

1022 

<210> 2796 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 2796 

Ala Ser Ala Ala Cys Pro Ser Arg Ser Cys Trp Leu Arg Ser Ser Cys 

15 10 15 

Pro Lys Val Ala Glu Glu Gly Val Ser Ser Met Ser Pro Gly Ala Ser 

20 25 30 

Gly Glu Glu Ala Glu Val Leu Glu Pro Arg Gly Ser Ser Ser Gly Cys 

35 40 45 

Ser Ala Pro Leu Gly Ala Val Val 
50 55 

<210> 2797 
<211> 475 
<212> DNA 

<213> Homo sapiens 
<400> 2797 

cggccgctgc tgattgcctt cagcgcctgc accacggtgc tggtggccgt gcacctgttc 
60 

gccctcctca tcagcacctg catcctgccc aatgtggagg ccgtgagcaa catccacaac 
120 



2036 



ggcttgctca 
tcttccacca 
ttctctgtca 
atcacctgcg 
agctgctggt 
ccaggggcca 
tcggccccac 
tggccagaca 
aactctaccc 
tcctggtccc 
atgctgctct 
tcttgggatc 
tcttcctcct 



gagagatgtg 
gggccaggag 
tgttcagaat 
tagaatccca 
tgagatcttc 
gtggggaaga 
tgggagctgt 
aaccagctgc 
caagccctgc 
ccggagtcac 
ccacctcatc 
cattcacagg 
ccctctcctc 



ccaggcccca 
ctgtggcccc 
gatgtagttt 
gggtatcctg 
ttgtcccaag 
ggctgaggtt 
ggtttgaggg 
tcctgcagtg 
agctggcagc 
tgtagttggg 
aggtgagnna 
gagcagctcc 
cccttcacgc 
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ctgaactcca tcagcgagtc cccgcatgag 
180 

ggcttctcca ccgtgcttgg catcctactc 
240 

atcaagttcc tccccgtgga tgcccggcgc 
300 

cacacgggct ggcaggccgc cctggtgtcc 
360 

ttcgtggtct tcaccatcca cttctaccgc 
420 

aaccgcgaga tcgaggagct ccacaagctc 
475 



cgcatgcacc cctacatcga gctggcctgg 

ttcctggccg aggtggtgct gctctgctgg 

cagcctggcc ccccacctgg ccctgggagt 

accatcatca tggtgcccgt gggcctcatc 

tccctggtgc gccacaaaac ggagcgccac 

aaggtccagc tggacgggca tgagc 



<210> 2798 

<211> 158 

<212> PRT 

c213> Homo sapiens 

<400> 2798 

Arg Pro Leu Leu lie Ala Phe Ser Ala Cys Thr Thr Val Leu Val Ala 

15 10 15 

Val His Leu Phe Ala Leu Leu He Ser Thr Cys He Leu Pro Asn Val 

20 25 30 

Glu Ala Val Ser Asn He His Asn Leu Asn Ser He Ser Glu Ser Pro 

35 40 45 

His Glu Arg Met His Pro Tyr He Glu Leu Ala Trp Gly Phe Ser Thr 

50 55 60 

Val Leu Gly He Leu Leu Phe Leu Ala Glu Val Val Leu Leu Cys Trp 
65 70 75 80 

He Lys Phe Leu Pro Val Asp Ala Arg Arg Gin Pro Gly Pro Pro Pro 

85 90 95 

Gly Pro Gly Ser His Thr Gly Trp Gin Ala Ala Leu Val Ser Thr He 

100 105 110 

He Met Val Pro Val Gly Leu He Phe Val Val Phe Thr He His Phe 

115 120 125 

Tyr Arg Ser Leu Val Arg His Lys Thr Glu Arg His Asn Arg Glu He 

130 135 140 

Glu Glu Leu His Lys Leu Lys Val Gin Leu Asp Gly His Glu 
145 150 155 

<210> 2799 

<211> 2872 

<212> DNA 

<213> Homo sapiens 

<400> 2799 

ntatctttcg attcatctgt ggggtttcgg tttggaatga ccagcttgca aggcagggcc 
60 

aatgggatga tggagtgctg gtagaccagg gcagacagcg atccgaagtt tggctcattg 
120 

gggcagccct tgagcttgac tcctctgggg ccagtctcta tcagaaaatg cctgaccagc 
180 

tcatgggtca tgtctccttt tttattctgc tgcatgatgg ttggaggtgg cgaagacacc 
240 
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ttcatggcca gcccgtacaa 
300 

gaccaggagc cgggggcctt 
360 

ctggccatga aggtgtcttc 
420 

atgacccatg agctggtcag 
4B0 

aagggctgcc ccaatgagcc 
540 

atcatcccat tggccctgcc 
600 

tcgaaagata gctccggccc 
660 

tgcaatgtgc tcttcatcaa 
720 

tctaaagcca catctgagac 
780 

ttcaaagtct ctgcccaggg 
840 

cgccactacc ctctcaacac 
900 

atgaaaacag agggtggtgc 
960 

agcaccacgg acaacgcctg 
1020 

gccatcgtca acttcgtctc 
1080 

ccccttgccc agggccagtg 
1140 

tgaccactct tgaacccaga 
1200 

caacgtgggg agagggaagt 
1260 

gagagagaga gagagagaga 
1320 

atggaaactg caaaaaccca 
13B0 

ctcccctaag aagatggatg 
1440 

ttttttgggg gaatggaaaa 
1500 

aagctgggag aatctttttc 
1560 

ccgtgggaca tcaagtggaa 
1620 

caggtctctt tgctgtgcct 
1680 

ctcacacatt gatctagatc 
1740 

ttgtcccatg tgtttgtaga 
1800 

agtgcagcag gggagggaca 
1860 



gcctgagatc tccagggagc 
catcatccgc gacagtcact 
gccacctcca accatcatgc 
gcattttctg atagagactg 
aaacttcgga tcgctgtctg 
ttgcaagctg gtcattccaa 
tgccaactca actgcagacc 
ctctgtggac atggagtcac 
gttggctgca gaccccacgc 
aatcactctg actgacaacc 
cgccaccttc tgtgacctgg 
ccctgctaag ctcttcggct 
ccacctcttt gctgagcttg 
caaggtcatg ctgaatgccg 
ccatggggaa ggggcttgtg 
aggaggactt tgggccaatt 
gaattgcaga ggggaggggg 
gagaaagatg gaggagaaga 
aagcctccaa aactaaccag 
tcctcaaaag agaaggaaca 
gctctgtctc cctaactcaa 
tggccacctg tggggtaggt 
gaacttgttt gcttgaaagt 
ccactatatt gtcgtgtggg 
cgcctttatc cactcgaatt 
cacacatgca tactgtccaa 
aacaaccaag ctatgggtga 



aggccatcgc gctcctcaag 
ccttccgagg cgcgtacggg 
agcagaataa aaaaggagac 
gccccagagg agtcaagctc 
ccctggtcta ccagcactcc 
accgagaccc cacagatgaa 
tgctgaaaca aggggcagcc 
tcactgggcc acaggccatc 
cagctgccac catcgttcac 
agagaaagct ctttttcaga 
atccacagga aagaaagtgg 
tcgtggcccg gaagcagggc 
accccaacca gccggcctct 
gccaaaagag atgaaccctg 
gggaggggac ccatgaatcc 
tcggaggaga gaagaaagtg 
aaaagagaga gagagagaga 
acttggattc ccctgggtag 
gtccacctaa caccccctcc 
aacctccttg ggaatccaca 
ctgctttgca aggggaaatc 
tgtcaaacca aacagagcca 
atctcagacc caaggcacct 
tgtgtgtctg cacccacatc 
ataaacagct cggcttgtcc 
agattagggt tggtggtggc 
cagaggctct ctcctggtgc 
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ctgcacctgc actctagtga 
1920 

agcaggagtg ggagggtctg 
1980 

gctttggttt gaggaggtag 
2040 

agctgttgag ctcggggtgt 
2100 

tgctcctgct ggggccctgg 
2160 

ttcatgcccc tggaccagcc 
2220 

gctggggatt gagtcttgct 
2280 

tggaattctc cctggggaac 
2340 

tccttatcct cccctctgta 
2400 

cagcagagct cctgggcctg 
2460 

tcactgtcac cctttctgcc 
2520 

ggcagaaggc ttgcacttgg 
2580 

ctgaccacca tttaaggact 
2640 

gcctatgcga gtcccctaga 
2700 

acatgagaca tactgacaga 
2760 

aataggtaaa ttgacaagaa 
2820 

gggataaacc aattcctatc 
2872 



ccctgggtgc cgccagaccc 
caatggcatc gccctgtcct 
agatatgtgt atccatagga 
cttccccaag gcatgtggct 
actctgcctt agctcccacc 
ttatctcaga cctgcttacc 
gctctgccca gccctgttct 
ctactttctg ctcagtgagg 
agtgttttag ggtctggctt 
ctgcctgcac accacatcgc 
ttggtttccc tagctgagcc 
gccaaagggc ctaaggtcca 
ctaagccaga atggaaaatt 
gagaggcatt gtactgatat 
atctgtaagc taataaaatg 
gtatttattg tttttccata 
cttttttata tgtgtaagta 



ttctcttcta caaagacccc 
gccttggcca gaagcctgga 
agagatctgt cagaacaggc 
cagcagcaag aaaggcaagt 
tctcagcctt gttattgggt 
tgcatgatgc ctttttgggg 
attctgcagg gtccctgtgt 
ctccggccag aaacctggag 
ttgcaggcac cctctgacct 
ctacctacaa tgccaaagcc 
acgctgccca tgcagcagag 
ctggacagtt gggaaaacac 
caccaggact ccattcttaa 
ataaatatta tataatatat 
taagaaaagg ttaaaaaaag 
ttgctttatt gccttccttg 
aagcctgaag tg 



<210> 2800 

<211> 294 

<212> PRT 

<213> Homo sapiens 



<400> 2800 



Met 


Ser 


Pro 


Phe 


Leu 


Phe 


Cys 


Cys 


Met 


Met Val Gly Gly Gly Glu Asp 


1 








5 










10 15 


Thr 


Phe 


Met 


Ala 


Ser 


Pro 


Tyr 


Lys 


Pro 


Glu He Ser Arg Glu Gin Ala 








20 










25 


30 


lie 


Ala 


Leu 


Leu 


Lys 


Asp 


Gin 


Glu 


Pro 


Gly Ala Phe He He Arg Asp 






35 










40 




45 


Ser 


His 


Ser 


Phe 


Arg 


Gly 


Ala 


Tyr 


Gly 


Leu Ala Met Lys Val Ser Ser 




50 










55 






60 


Pro 


Pro 


Pro 


Thr 


lie 


Met 


Gin 


Gin 


Asn 


Lys Lys Gly Asp Met Thr His 


65 










70 








75 80 


Glu 


Leu 


val 


Arg 


His 


Phe 


Leu 


He 


Glu 


Thr Gly Pro Arg Gly Val Lys 










85 










90 95 


Leu 


Lys 


Gly Cys 


Pro 


Asn 


Glu 


Pro 


Asn 


Phe Gly Ser Leu Ser Ala Leu 
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100 








105 


110 




Val 


Tyr 


Gin 


His 


Ser 


lie 


He 


Pro Leu Ala Leu 


Pro Cys Lys Leu 


Val 




115 










120 


125 




lie 


Pro 


Asn 


Arg Asp 


Pro Thr Asp Glu Ser Lys 


Asp Ser Ser Gly Pro 




130 










135 




140 




Ala 


Asn 


Ser 


Thr 


Ala 


Asp 


Leu 


Leu Lys Gin Gly 


Ala Ala Cys Asn 


Val 


145 










150 




155 




160 


Leu 


Phe 


He 


Asn 


Ser 


val 


Asp Met Glu Ser Leu 


Thr Gly Pro Gin Ala 










165 






170 


175 




He 


Ser 


Lys 


Ala 


Thr 


Ser 


Glu 


Thr Leu Ala Ala 


Asp Pro Thr Pro 


Ala 








180 








185 


190 




Ala 


Thr 


He 


Val 


His 


Phe 


Lys 


Val Ser Ala Gin 


Gly He Thr Leu 


Thr 






195 










200 


205 




Asp 


Asn 


Gin 


Arg 


Lys 


Leu 


Phe 


Phe Arg Arg His 


Tyr Pro Leu Asn 


Thr 




210 










215 




220 




Val 


Thr 


Phe 


Cys 


Asp 


Leu 


Asp 


Pro Gin Glu Arg 


Lys Trp Met Lys 


Thr 


225 










230 




235 




240 


Glu 


Gly 


Gly 


Ala 


Pro 


Ala 


Lys 


Leu Phe Gly Phe 


Val Ala Arg Lys 


Gin 










245 






250 


255 




Gly 


Ser 


Thr 


Thr 


Asp 


Asn 


Ala 


Cys His Leu Phe 


Ala Glu Leu Asp 


Pro 








260 








265 


270 




Asn 


Gin 


Pro 


Ala 


Ser 


Ala 


He 


Val Asn Phe Val 


Ser Lys Val Met 


Leu 






275 










280 


285 




Asn 


Ala 


Gly 


Gin 


Lys 


Arg 











290 



<210> 2801 
<211> 549 
<212> DNA 

<213> Homo sapiens 
<400> 2801 

ggggcaagtg tcagtcagga cgggagtccg gcgggttaca gcggaggcct aggtggcaga 
60 

cagggggccc gggccgctgc gtgttgtcca cccaagatgg agttcctcct ggggaacccg 
120 

ttcagcacac cagtggggca gtgcctcgaa aaggcaacag atggctccct gcaaagtgag 
180 

gattggacgt tgaatatgga gatctgtgac atcatcaatg agacggagga agggccaaag 
240 

gatgccattc gagccctgaa gaagcggctc aacgggaacc ggaactacag agaggtgatg 
300 

ctggcattaa cagtgctgga gacatgtgtg aagaactgtg gccaccgctt ccacatcctt 
360 

gtggccaacc gagatttcat cgacagtgtt ctggtcaaaa ttatatctcc caagaacaac 
420 

cctcccacca ttgtacagga caaagtgctt gctctgatcc aggcatgggc tgatgccttt 
480 

cgaagcagtc ctgatctcac cggcgttgtg cacatatatg aggagctgaa gaggaaaggg 
540 

gttgaattc 
54 9 

<210> 2802 
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<211> 151 
<212> PRT 
<213> Homo sapiens 



<400> 2802 



Met 


Glu 


Phe 


Leu 


Leu Gly Asn 


Pro 


Phe 


Ser 


Thr 


pro vai Gly Gin cys 


l 








5 






10 




15 


Leu 


Glu 


Lys 


Ala 


Thr Asp Gly Ser 


Leu 


Gin 


Ser 


Glu Asp Trp Thr Leu 








20 






25 






30 


Asn 


Met 


Glu 


He 


Cys Asp He 


He 


Asn 


Glu 


Thr 


Glu Glu Gly Pro Lys 






3S 






40 








45 


Asp 


Ala 


lie 


Arg 


Ala Leu Lys 


Lys 


Arg 


Leu 


Asn 


Gly Asn Arg Asn Tyr 




50 






55 










60 


Arg 


Glu 


Val 


Met 


Leu Ala Leu 


Thr 


Val 


Leu 


Glu 


Thr Cys Val Lys Asn 


65 








70 








75 


80 


Cys 


Gly 


His 


Arg 


Phe His He 


Leu 


Val 


Ala Asn 


Arg Asp Phe He Asp 










85 






90 




95 


Ser 


Val 


Leu 


Val 


Lys lie He 


Ser 


Pro 


Lys 


Asn 


Asn Pro Pro Thr He 








100 






105 






110 


Val 


Gin 


Asp 


Lys 


Val Leu Ala 


Leu 


He 


Gin 


Ala 


Trp Ala Asp Ala Phe 






115 






120 








125 


Arg 


Ser 


Ser 


Pro 


Asp Leu Thr Gly Val 


Val 


His 


He Tyr Glu Glu Leu 




130 






135 










140 


Lys 


Arg 


Lys Gly 


Val Glu Phe 












145 








150 













<210> 2803 

<211> 459 

<212> DNA 

<213> Homo sapiens 



<400> 2803 
nccatggcca 
60 

tggcccccac 
120 

ccgccagccg 
180 

tgcagcgtgt 
240 

accgcaatat 
300 

cgctgccctg 
360 

ggaagaagtg 
420 

actggcccca 
459 



cgcctgggct 
cacccggagg 
tagggtgtgt 
gtaccagccc 
gccagccgcc 
caggatggcg 
cagaggctgc 
ctgcacagcc 



ccagcagcat 
agcagctcct 
gctgtccggg 
ttcctcacca 
atgccggaac 
gggtgacact 
agtccagggt 
tggcctcgca 



cagcagcccc 
gcccctgtcc 
ctcacgggga 
cctgcgacgg 
ggagggagct 
tgccagtcag 
ggacctgctg 
ggcactgga 



caggaccggg 
gggggatgac 
ccctgtctcc 
gcaccgggcc 
gtgtccagcc 
atgtggacna 
gaggagaagc 



gaggcacagg 
tgattctcct 
gagtcgttcg 
tgcagcacct 
tggccgctgc 
gtgcaatgaa 
tgcagctggt 



<210> 2804 
<211> 153 
c212> PRT 

<213> Homo sapiens 
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<400> 2804 



Y *-* ^ luff A *. 

xaa Met 


Ala Tnr 


Fro vj±y 


T an 
Leu 


m n 








uxn 




riu 


Glv 
uxy 


rtW 


* 

i 




5 








1 u 










L 3 




Gly Arg 


His Arg 


Trp pro 


T"") v™ 

fro 






V7±y 




Hid 




D v /"\ 


Ala 
MX el 


ft O 




20 








25 










JO 






val Arg 


Gly Met 


Thr Asp 


Caw 

ser 


Pro 


Pro 


Fro 




vaj. 


uiy 


tys 


vai 


T A 1 1 

Leu 




35 






40 










45 








Ser Gly 


Leu Thr 


Gly Thr 


Leu 


Ser 


Pro 


Ser 


Arg 


Ser 


Cys 


Ser 


Val 


Cys 


50 






55 










60 










Thr Ser 


Pro Ser 


Ser Pro 


Pro 


Ala 


Thr 


Gly 


Thr 


Gly 


Pro 


Ala 


Ala 


Pro 


65 




70 










75 










80 


Thr Ala 


He Cys 


Gin Pro 


Pro 


Cys 


Arg 


Asn 


Gly 


Gly 


Ser 


Cys 


Val 


Gin 






85 








90 










95 




Pro Gly 


Arg Cys 


Arg Cys 


Pro 


Ala 


Gly 


Trp 


Arg 


Gly 


Asp 


Thr 


Cys 


Gin 




100 








105 










110 






Ser Asp 


Val Asp 


Xaa Cys 


Asn 


Glu 


Gly 


Arg 


Ser 


Ala 


Glu 


Ala 


Ala 


Val 




115 






120 










125 








Gin Gly 


Gly Pro 


Ala Gly 


Gly 


Glu 


Ala 


Ala 


Ala 


Gly 


Thr 


Gly 


Pro 


Thr 


130 






135 










140 










Ala Gin 


Pro Gly 


Leu Ala 


Gly 


Thr 


Gly 

















145 150 

<210> 2805 
<211> 771 
<212> DNA 

<213> Homo sapiens 
<400> 2805 

nnaaatttct gtgtggtgga gctgctgcct agtgatcctg agtacaacac ggtggcaagc 
60 

aagtttaatc agacctgctc acacttcaga atagagaaga ttgagaggat ccagaatcca 
120 

gatctctgga atagctacca ggcaaagaaa aaaactatgg atgccaagaa tggecagaca 
180 

atgaatgaga agcaactctt ccatgggaca gatgeegget ccgtgccaca egtcaatega 
240 

aatggcttta accgcagcta tgccggaaag aatgctgtgg catatggaaa gggaacctat 
300 

tttgctgtca atgecaatta ttctgccaat gataegtact ccagaccaga tgcaaatggg 
360 

agaaagcatg tgtattatgt gegagtaett actggaatct atacacatgg aaatcattca 
420 

ttaattgtgc ctccttcaaa gaaccctcaa aatcctactg acctgtatga cactgtcaca 
480 

gataatgtgc accatccaag tttatttgtg gcattttatg actaccaagc atacccagag 
540 

taccttatta cgtttagaaa ataacacttt ggtatccttc ccacaaaatt attctccatt 
600 

tgtacatatc tagttgtaaa acaagtttta gctttttttt ttaattcctc ttaacagatt 
660 

tttctaatat ccaaggatca ttctttgtcg ctgcagtcag atctttcttc agcttctctt 
720 

tcataatgga aatgaactta ttatcttgag agecaaataa cttggaaatt t 
771 
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<210> 2806 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 2806 



Xaa 


Asn 


Phe 


Cys 


Val 


Val Glu Leu Leu Pro Ser 


Asp 


Pro Glu Tyr Asn 


1 








5 


10 




15 


Thr 


Val 


Ala 


Ser 


Lys 


Phe Asn Gin Thr Cys Ser 


His 


Phe Arg He Glu 








20 




25 




30 


Lys 


lie 


Glu 


Arg 


He 


Gin Asn Pro Asp Leu Trp 


Asn 


Ser Tyr Gin Ala 






35 






40 




45 


Lys 


Lys 


Lys 


Thr 


Met 


Asp Ala Lys Asn Gly Gin 


Thr Met Asn Glu Lys 




50 








55 


60 




Gin 


Leu 


Phe 


His 


Gly Thr Asp Ala Gly Ser Val 


Pro 


His Val Asn Arg 


65 










70 75 




80 


Asn 


Gly 


Phe 


Asn 


Arg 


Ser Tyr Ala Gly Lys Asn 


Ala 


Val Ala Tyr Gly 










85 


90 




95 


Lys 


Gly 


Thr 


Tyr 


Phe 


Ala Val Asn Ala Asn Tyr 


Ser 


Ala Asn Asp Thr 








100 




105 




110 


Tyr 


Ser 


Arg 


Pro 


Asp Ala Asn Gly Arg Lys His 


Val 


Tyr Tyr Val Arg 






115 






120 




125 


Val 


Leu 


Thr 


Gly 


He Tyr Thr His Gly Asn His 


Ser 


Leu He Val Pro 




130 








135 


140 




Pro 


Ser 


Lys 


Asn 


Pro 


Gin Asn Pro Thr Asp Leu 


Tyr 


Asp Thr Val Thr 


145 










150 155 




160 


Asp 


Asn 


Val 


His 


His 


Pro Ser Leu Phe Val Ala 


Phe Tyr Asp Tyr Gin 



165 170 175 

Ala Tyr Pro Glu Tyr Leu He Thr Phe Arg Lys 
180 185 

<210> 2807 
<211> 1660 
<212> DNA 

<213> Homo sapiens 
<400> 2807 

tttttttttt ttttttttta aatgacacca gagggcttca ttgcaggtca ataggcctgt 
60 

caccatcacc ccacagcgag caagtctttt gttccctcag ctcctgcgac aaagtcagaa 
120 

cccaggtgct cagggccgcc tgtgaatgca ggtgccttgt cccaaacaga ggacatatta 
180 

atagggccat gatttcctgt tgccacaatt ttgccaaggc aggctggcac cagaacacca 
240 

aagaagggaa attatagtgg agtagcagtt tgtgaatctg gagtccttgg ttcaatcaca 
300 

gaacaagtag ggagaggagc caggacctag gccttcaggt tttcagcaag gaaggactct 
360 

caggccatcc ttgcagttca gttaacagga ggaagcaagg atccccagag agctggagta 
420 

ctctgactct cggatagaaa ggcaggacaa tcggagcctg gggttcacgt gagtcaggaa 
480 
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agggagctct ccacactgga atcgctgtag ccgaggaggt tctaatggga cgatcttcga 
540 

cggtttcctt tccagctcaa aagaaagcac aataggacgg aggacagagg ggctagtaca 
600 

aagtgtccag aggaacatgg tcatgggctc gtcaaccctg gctgaagact caagttgggc 
660 

tccaggccct gcaaactgca agaccactct gcctggcact tggacgaaat ctaggaggga 
720 

ggcccaccct ctaggacaca gccctagtgc tgctgccaca tggtgattcc tacaggtcac 
780 

cacggcttcg gcagtcccat cctccaccag gagcctgatg atggcctggc ttatagctgt 
840 

ctgcgtaggg caagtggagc ccaggcgagt gcactttccc tgccggcaga tgctggtaca 
900 

ataagcacac acccagaaga gctgaaggct gaagacagag acgatatggc aagaggcagt 
960 

ggcctggaat ggggactgac caccctgcag aagttcagcc aggtagatgt ggggcagggg 
1020 

aacgctgatg gtggtctcag ggggaaaact caggacctgc acataagtgg atgaccggaa 
1080 

acaacaataa acattgtgag atctggaaac ccttttctcc aactggctga agtggacccg 
1140 

ggctcctgga agtagtccta gtgagggagg caagtgtggg tcttctatat atacatccag 
1200 

gtgagggggg aattcacatt cagcagtctc aagagcgact gttagcttca cacaccttct 
1260 

catggccccc gtgttcccca gtttcatcca gagagacgcc acaaggggtt cacatagtgt 
1320 

ccgtgacaaa atctcagcgg agaaagacac caaggaatct gtgaaattgt cactgagcag 
1380 

gtcggtcagt gaggattcag gcaatgactt gtttgcatcc agcacatctt ggatatcctg 
1440 

ggagctttca agctccagag tccagttgtc ctggacagtg aggcaggatg cacaaccagc 
1500 

caactccaga ggacgccgag atatgcagga tgaaccatcc ttttcaaaca acattggtgt 
1560 

agcggggcca ggagctacga gtcggtacac ctgtcccggg tgcaagaact caaaccagcg 
1620 

gactgaagag ccaaagaaaa tgaggtgaac cctctgatca 
1660 

<210> 2808 

<211> 390 

<212> PRT 

<213> Homo sapiens 

<400> 2808 

Met Leu Phe Glu Lys Asp Gly Ser Ser Cys He Ser Arg Arg Pro Leu 

15 10 15 

Glu Leu Ala Gly Cys Ala Ser Cys Leu Thr Val Gin Asp Asn Trp Thr 

20 25 30 

Leu Glu Leu Glu Ser Ser Gin Asp He Gin Asp Val Leu Asp Ala Asn 

35 40 45 

Lys Ser Leu Pro Glu Ser Ser Leu Thr Asp Leu Leu Ser Asp Asn Phe 
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SO 55 60 

Thr Asp Ser Leu Val Ser Phe Ser Ala Glu lie Leu Ser Arg Thr Leu 
65 70 75 80 

Cys Glu Pro Leu Val Ala Ser Leu Trp Met Lys Leu Gly Asn Thr Gly 

85 90 95 

Ala Met Arg Arg Cys Val Lys Leu Thr Val Ala Leu Glu Thr Ala Glu 

100 105 110 

Cys Glu Phe Pro Pro His Leu Asp Val Tyr lie Glu Asp Pro His Leu 

115 120 125 

Pro Pro Ser Leu Gly Leu Leu Pro Gly Ala Arg Val His Phe Ser Gin 

130 135 140 

Leu Glu Lys Arg Val Ser Arg Ser His Asn Val Tyr Cys Cys Phe Arg 
145 150 155 160 

Ser Ser Thr Tyr Val Gin Val Leu Ser Phe Pro Pro Glu Thr Thr lie 

165 170 175 

Ser Val Pro Leu Pro His lie Tyr Leu Ala Glu Leu Leu Gin Gly Gly 

180 185 190 

Gin Ser Pro Phe Gin Ala Thr Ala Ser Cys His He Val Ser Val Phe 

195 200 205 

Ser Leu Gin Leu Phe Trp Val Cys Ala Tyr Cys Thr Ser He Cys Arg 

210 215 220 

Gin Gly Lys Cys Thr Arg Leu Gly Ser Thr Cys Pro Thr Gin Thr Ala 
225 230 235 240 

lie Ser Gin Ala He He Arg Leu Leu Val Glu Asp Gly Thr Ala Glu 

24S 250 255 

Ala Val Val Thr Cys Arg Asn His His Val Ala Ala Ala Leu Gly Leu 

260 26S 270 

Cys Pro Arg Glu Trp Ala Ser Leu Leu Asp Phe val Gin Val Pro Gly 

275 280 285 

Arg Val Val Leu Gin Phe Ala Gly Pro Gly Ala Gin Leu Glu Ser Ser 

290 295 300 

Ala Arg Val Asp Glu Pro Met Thr Met Phe Leu Trp Thr Leu Cys Thr 
305 310 315 320 

Ser Pro Ser Val Leu Arg Pro He Val Leu Ser Phe Glu Leu Glu Arg 

325 330 335 

Lys Pro Ser Lys He Val Pro Leu Glu Pro Pro Arg Leu Gin Arg Phe 

340 345 350 

Gin Cys Gly Glu Leu Pro Phe Leu Thr His Val Asn Pro Arg Leu Arg 

355 360 365 

Leu Ser Cys Leu Ser He Arg Glu Ser Glu Tyr Ser Ser Ser Leu Gly 

370 375 380 

He Leu Ala Ser Ser Cys 
385 390 

<210> 2809 

<211> 1502 

<212> DNA 

<213> Homo sapiens 

<400> 2809 

ncattttttg gcatttgtgt ttagaaccag gaggaaggcg gaaggtaggg agggagggct 
60 

ggtccccctc tgagggggct ctagtgcctg accctgatct gtcctcattc gacagctgaa 
120 
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actgttaagc gctggcccag tccccccacc 
1B0 

tcaaagggaa atttttacgg aaacatcttg 
240 

gaaccaactg aaaaccccaa gaaccctctg 
300 

cagaatccag agctcgtagc tgtcctcagc 
360 

catacatttg tcatgtcagc cagccagctc 
420 

tgtgtgtgtg tgcgtctgtg tgtgcgtgtc 
480 

tgcgcgtctg tgtgcgcgtg tgtctgtgcg 
540 

tgtgtgtgcg cgtctgtgtg tatgtgtgca 
600 

nntctctgca cgcgtgtctg tgtatgtgtg 
660 

tgcacgtcac caccggagca tttagggttt 
720 

ttttcgtgtt tgtttgtttt gtttctttgg 
780 

atcgcaagca ttcagactgg acgaccggct 
840 

catcgtacac gattgtgatt tttatgtcaa 
900 

gcagacaaaa aaaagaacta agtataaaat 
960 

tggcactggg tgcaagtaga gcatccatcc 
1020 

tttaaaaagg agacggttgt tttaaagagt 
1080 

gactgttaaa aaataaattt tcctgtgctg 
1140 

agatttcagc cacagatgct tagctttttt 
1200 

tgttttgttt tcctgagccc tcactctgtt 
1260 

gttacttttt agccatggct gacattgtat 
1320 

aacagggaaa ccgagggctt caagcgtgct 
1380 

acaaacaaaa ggatgtgatc attaattgta 
1440 

taataaagtc agCtcaaacc taaaaaaaaa 

1500 

aa 

1502 

<210> 2810 
<211> 102 
<212> PRT 

<213> Homo sapiens 



ccacccagcc gtgtactgcc tgggctcccc 
gcagcaagtg gaaaaagatc tatggcccat 
tctgcctctg ccagcagcga gtcctaagcg 
tgtaactact gtttcagaat gttgctgctg 
cgtgggtgag agtgtgcgtg tgcgcgtgtc 
tgtgtgtgtg cacgtctgtg cgtctgtgtg 
tgtgtgcgtc tgtgtgtgcg tctgtgcgcg 
cgcgccngcg tctgtgtgtg cacgtgcgtg 
cacgcgtgtg tctgtgtgtg tgcacgcgcg 
ggtacaagat ggttctaaaa tggcaaaggt 
aaaaagaaaa ggaaaggaaa atcatgcaga 
cgtattccga tcagtcgctt ccattgttag 
aagaagccaa aacttgcaat actattttta 
gtataaatat ttttgacttg aacatttgga 
ttcggatgga atgtttggaa aaaagagact 
ctgtttaggg gttaaagtac tgtaactcac 
taaaggaagg tttcacagta ccactgagtt 
tttttgtctt ttttttaagg aggaagcctt 
tttgtgctgt tactcggtag agtcaagact 
caataactaa aactgaaaca ttcaaaagcg 
cagagccgtt tcagacagtg gaaatccatg 
aagcgctttg taaaattcac atttacaaaa 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
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<400> 2810 



Glu Cys 


Ala 


Cys 


Ala 


Arg 


Val 


Cys 


Val 


Cys Val Arg Leu Cys Val 


Arg 


1 






5 










10 




IS 




val Cys 


Val 


Cys 


Ala 


Arg 


Leu 


Cys 


val 


Cys 


Val 


Cys Ala Ser Val 


Cys 






20 










25 






30 




Ala Cys 


val 


Cys 


Ala 


Cys 


Val 


Arg 


Leu 


Cys 


Val 


Arg Leu Cys Ala 


Cys 




35 










40 








45 




Val Cys 


Ala 


Ser 


Val 


Cys 


Met 


Cys 


Ala 


Arg 


Ala 


Xaa Val Cys Val 


Cys 


50 










55 










60 




Thr Cys 


Val 


Xaa 


Leu 


Cys 


Thr 


Arg 


Val 


Cys 


Val 


Cys Val His Ala 


Cys 


65 








70 










75 




80 


Val Cys 


val 


Cys 


Ala 


Arg 


Ala 


Cys 


Thr 


Ser 


Pro 


Pro Glu His Leu 


Gly 








85 










90 




95 




Phe Gly 


Thr 


Arg 


Trp 


Phe 

















100 



<210> 2811 

<211> 591 

<212> DNA 

<213> Homo sapiens 

<400> 2811 

nnacgcgtgt aggttgggtg cacttacaag taagtataaa ctgctcttca attcaagttt 
60 

attaatgctg ccccacccca gggttttaat ccggtctggg cagaagcggg cgataaaagc 
120 

caaaggagac cataaagtgt aggatatttc ctggttagtg gctgccgggt aatcacgatg 
180 

catccatctt cctcggcgtc gcagccctca gtagccagaa ggcagtctcc ttccctgggg 
240 

ggcaaaagcc ccgagcccag cctgcccngt tgccccgctc ccgcggtgga tgaacctcaa 
300 

cccnnttccc aggctcctcc tggccccagg gtcccaggac ccccgagacc ctggggtgcg 
360 

gcgccactga ggcccagacc gggggaagga gaccctgtca ctcgggagcg gagccctgtc 
420 

ccgggagcga cggaaatgcc tcctccacgc cccaaggttc ctgctccgcc aggcccaacc 
480 

ggaaggagtc ctcgggccgc agtggggcac caccgggccg ccggccctcc aggctgcgtg 
540 

gggccttctc tcagtgggca actggggagc tagcccgggg cggccgcaag c 

591 

<210> 2812 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 2812 

Met His Pro Ser Ser Ser Ala Ser Gin Pro Ser Val Ala Arg Arg Gin 

15 10 15 

Ser Pro Ser Leu Gly Gly Lys Ser Pro Glu Pro Ser Leu Pro Xaa Cys 

20 25 30 

Pro Ala Pro Ala Val Asp Glu Pro Gin Pro Xaa Ser Gin Ala Pro Pro 
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35 40 45 

Gly Pro Arg Val Pro Gly Pro Pro Arg Pro Trp Gly Ala Ala Pro Leu 

SO 55 60 

Arg Pro Arg Pro Gly Glu Gly Asp Pro Val Thr Arg Glu Arg Ser Pro 
65 70 75 80 

Val Pro Gly Ala Thr Glu Met Pro Pro Pro Arg Pro Lys Val Pro Ala 

85 90 95 

Pro Pro Gly Pro Thr Gly Arg Ser Pro Arg Ala Ala Val Gly His His 

100 105 110 

Arg Ala Ala Gly Pro Pro Gly Cys Val Gly Pro Ser Leu Ser Gly Gin 

US 120 125 

Leu Gly Ser 
130 

<210> 2813 
<211> 2417 
<212> DNA 

<213> Homo sapiens 
<400> 2813 

ntcatgatct cattcacaat attggtggtc cctgagagtg gagcagtgga gtgattgacg 
60 

tgcctgagtt tgaagagagt taaccactgg aatctctcat gttgtttatt ccctccaaaa 
120 

tgctgcagtt cagtgttgtc ccagatttta tgcttgtgct tagatttctc tgttctctaa 
180 

tttgttaagt ttgtctttaa tatttcacag gctttcttga tcatggatgg tgaagatata 
240 

ccagattttt caagtttaaa ggaggaaact gcttattgga aggaactttc cttgaagtat 
300 

aagcaaagct tccaggaagc tcgggatgag ctagttgaat tccaggaagg aagcagagaa 
360 

ttagaagcag agttggaggc acaattagta caggctgaac aaagaaatag agacttgcag 
420 

gctgataacc aaagactgaa atatgaagtg gaggcattaa aggagaagct agagcatcaa 
480 

tatgcacaga gctataagca ggtctcagtg ttagaagatg atttaagtca gactcgggcc 
540 

attaaggagc agttgcataa gtatgtgaga gagctggagc aggccaacga cgacctggag 
600 

cgagccaaaa gggcaacaat agtttcactg gaaactttga acaaactaaa ccaggccatc 
660 

gaacgaaatg catttttaga aagtgaactt gatgaaaagg aatctttgtt ggtctctgta 
720 

cagaggttaa aggatgaagc aagagattta aggcaagaac tagcagttcg ggaaagacaa 
780 

caggaagtaa ctagaaagtc ggctcctagc tctccaactc tagactgtga aaagatggac 
840 

tccgccgtcc aagcatcact ttctttgcca gctacccctg ttggcaaagg aacggagaac 
900 

acttttcctt caccgaaagc tataccaaat ggttttggta ccagtccact aactccctct 
960 

gctaggatat cagcactaaa catcgtgggg gatctcttac ggaaagtagg ggctttagaa 
1020 
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tccaaattag cagcttgcag gaattttgca aaggaccaag catcacgaaa atcctatatt 
1080 

tcagggaatg ttaactgtgg ggtgctgaat ggcaatggca caaagttctc tcgatcaggg 
1140 

catacatctt tcttcgacaa aggggcagta aacggctttg accccgctcc tcctcctcct 
1200 

ggtctgggct cctcgcgtcc atcgtcagcg ccgggtatgt gcctctcagt gtgtgagtgc 
1260 

ctagcctcca ggggggctcc tgccctcctc caacaaccca ggacacccac gcctcacccc 
1320 

tcggtgcctg ggcccagccc cgtgcccctc cgtctgcctc cgcacggctg gcagagggca 
1380 

ggctgcatgc agtggcggct actgggccct gcccagcccc ggaactctgc gcgatatcaa 
1440 

tactggctat tttctcttct cgccgtagtg ccgttggttt cacatgattg cacttttgtg 
1S00 

ggtcgcaagg tgatacatac gtgtattact tggtcactgg atgcagaagt acccattcat 
1560 

cacacctgcc ccatagcccc caccctgctg tactgatagg atttagttgt gttttaggac 
1620 

attgcaaatc ttctagaagt tctcccccaa atcaggtcaa tgtgtgccct cctgagctcc 
1680 

cacccaggca tctccagtgc tcatgatcat gtgtccccca actccacccc tcacagtttg 
1740 

ggcctgtttc Cggcaaagag tcaggaaggt tactgaatta gggaacattt tctgcacctt 
1800 

ctgattttac ttaagcagct accattccat ggacttgcct cccagagcag cacaatgccc 
1860 

gtctgagccc cacgtggcag gagcctctgg gacggggcac acacaggccc agcctctgtg 
1920 

ctgtctcctc ctctgtgcgc ctcagactcg gggtgaggga ggcgggcagc ctctcgccag 
1980 

ccttcccgtc cttcagttca acgacatctt tggagtgttt ttgttttctc ttccaagggc 
2040 

cgtcccgttg tgttaggaag ggtgagtggc tggttccagg gtgggccggt gccagctccg 
2100 

gggtggactg aacagcggcg gctgtccctg tgcatccttt gattactctc atgctgcatt 
2160 

tactgtttac atttgtttta ttgtacatag gtttgtaaac attattgcct gagatatttg 
2220 

tatataactt gggctttgta gcttttattt attcagaacg catacggcat gttaatgact 
2280 

ctgatggtgt cctcctctgg gcagctgtat aggatcatca tgtggttaca aaaaatactc 
2340 

ccctcaaaaa aattccttta atgtggaaac aataaatttc acagaaaaaa aaaaaaaaaa 
2400 

aaaaaaaaaa aaaaaaa 
2417 

<210> 2814 

<211> 471 

<212> PRT 

<213> Homo sapiens 
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<400> 2614 



Phe 


Val 


Lys 


Phe 


Val 


Phe 


Asn 


lie 


Ser 


Gin Ala Phe 


Leu 


Ti- 
ll© 


Met 


ASp 


l 








5 










10 






15 




Gly 


Glu 


Asp 


lie 


Pro 


Asp 


Phe 


Ser 


Ser 


Leu Lys Glu 


GlU 


Thr 


Ala 


Tyr 








20 










25 






■-« A 

30 






Trp 


Lys 


Glu 


Leu 


Ser 


Leu 


Lys 


Tyr 


Lys 


Gin Ser Phe 


Gin 


Glu 


» T mm 

Ala 


Arg 






35 










40 






45 








Asp 


Glu 


Leu 


Val 


Glu 


Phe 


Gin 


Glu 


Gly 


Ser Arg Glu 


Leu 


Glu 


Ala 


Glu 




50 










55 






60 










Leu 


Glu 


Ala 


Gin 


Leu 


Val 


Gin 


Ala 


Glu 


Gin Arg Asn 


Arg 


Asp 


Leu 


Gin 


65 










70 








75 








80 


Ala 


Asp 


Asn 


Gin 


Arg 


Leu 


Lys 


Tyr 


Glu 


Val Glu Ala 


Leu 


Lys 


Glu 


Lys 










85 










90 






95 




Leu 


Glu 


His 


Gin 


Tyr 


Ala 


Gin 


Ser 


Tyr 


Lys Gin Val 


Ser 


Val 


Leu 


mmm I 

Glu 








100 










105 






110 






Asp 


Asp 


Leu 


Ser 


Gin 


Thr 


Arg 


Ala 


He 


Lys Glu Gin 


Leu 


His 


Lys 


Tyr 






115 










120 






125 








Val 


Arg 


Glu 


Leu 


Glu 


Gin 


Ala 


Asn 


Asp 


Asp Leu Glu 


Arg 


Ala 


Lys 


Arg 




130 










135 






140 










Ala 


Thr 


He 


Val 


Ser 


Leu 


Glu 


Thr 


Leu 


Asn Lys Leu 


Asn 


Gin 


Ala 


He 


14 5 










150 








155 








160 


Glu 


Arg 


Asn 


Ala 


Phe 


Leu 


Glu 


Ser 


Glu 


Leu Asp Glu 


Lys 


Glu 


Ser 


Leu 










165 










170 






175 




Leu 


val 


Ser 


Val 


Gin 


Arg 


Leu 


Lys 


Asp 


Glu Ala Arg 


Asp 


Leu 


Arg 


Gin 








180 










185 






190 






Glu 


Leu 


Ala 


Val 


Arg 


Glu 


Arg 


Gin 


Gin 


Glu Val Thr 


Arg 


Lys 


Ser 


Ala 






195 










200 






205 








Pro 


Ser 


Ser 


Pro 


Thr 


Leu 


Asp 


Cys 


Glu 


Lys Met Asp 


Ser 


Ala 


Val 


Gin 




210 










215 






220 










Ala 


Ser 


Leu 


Ser 


Leu 


Pro 


Ala 


Thr 


Pro 


Val Gly Lys 


Gly Thr 


Glu 


Asn 


225 










230 








235 








240 


Thr 


Phe 


Pro 


Ser 


Pro 


Lys 


Ala 


He 


Pro 


Asn Gly Phe 


Gly Thr 


Ser 


Pro 










245 










250 






255 




Leu 


Thr 


Pro 


Ser 


Ala 


Arg 


He 


Ser 


Ala 


Leu Asn He 


Val 


Gly 


Asp 


Leu 








260 










265 






270 






Leu 


Arg 


Lys 


Val 


Gly 


Ala 


Leu 


Glu 


Ser 


Lys Leu Ala 


Ala 


Cys 


Arg 


Asn 






275 










280 






285 








Phe 


Ala 


Lys 


Asp 


Gin 


Ala 


Ser 


Arg 


Lys 


Ser Tyr He 


Ser Gly 


Asn 


Val 




290 










295 






300 










Asn 


Cys 


Gly 


Val 


Leu 


Asn 


Gly 


Asn 


Gly 


xnr Lys Pne 


Ser Arg 


O -v— 

oer 


«iy 


305 










310 








315 








320 


His 


Thr 


Ser 


Phe 


Phe 


Asp 


Lys 


Gly 


Ala 


Val Asn Gly 


Phe 


Asp 


.Pro 


Ala 










325 










330 






335 




Pro 


Pro 


Pro 


Pro 


Gly 


Leu 


Gly 


Ser 


Ser 


Arg Pro Ser 


Ser 


Ala 


Pro 


Gly 








340 










345 






350 






Met 


Cys 


Leu 


Ser 


Val 


Cys 


Glu 


Cys 


Leu 


Ala Ser Arg 


Gly Ala 


Pro 


Ala 






35S 










360 






365 








Leu 


Leu 


Gin 


Gin 


Pro 


Arg 


Thr 


Pro 


Thr 


Pro His Pro 


Ser 


Val 


Pro 


Gly 




370 










375 






380 










Pro 


Ser 


Pro 


Val 


Pro 


Leu 


Arg 


Leu 


Pro 


Pro His Gly 


Trp 


Gin 


Arg 


Ala 


385 










390 








395 








400 


Gly 


Cys 


Met 


Gin 


Trp 


Arg 


Leii 


Leu 


Gly 


Pro Ala Gin 


Pro Arg 


Asn 


Ser 










405 










410 






415 




Ala 


Arg 


Tyr 


Gin 


Tyr 


Trp 


Leu 


Phe 


Ser 


Leu Leu Ala 


Val 


Val 


Pro 


Leu 
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420 425 430 

val Ser His Asp Cys Thr Phe Val Gly Arg Lys Val He His Thr Cys 

435 440 445 

He Thr Trp Ser Leu Asp Ala Glu Val Pro He His His Thr Cys Pro 

450 455 460 

lie Ala Pro Thr Leu Leu Tyr 
465 470 

<210> 2815 

<211> 1421 

<212> DMA 

<213> Homo sapiens 

<400> 2815 

ncagcggagg agagagtggg cgccaccgtg gggctgtccc accggtggag gctccagcgg 
60 

agatgagctg ggcaggcctc gcggagcaag tgcaaactgc acccgcgtcc tgggggcatc 
120 

tgcggggaga cttaggggtc atgctttgtg ccccaggcca cccagaggag aaggccaccc 
180 

cgcctggagg cacaggccat gaggggctct caggaggtgc tgctgatgtg gcttctggtg 
240 

ttggcagtgg gcggcacaga gcacgcctac cggcccggcc gtagggtgtg tgctgtccgg 
300 

gctcacgggg accctgtctc cgagtcgttc gtgcagcgtg tgtaccagcc cttcctcacc 
360 

acctgcgacg ggcaccgggc ctgcagcacc taccgaacca tctataggac cgcctaccgc 
420 

cgcagccctg ggctggcccc tgccaggcct cgctacgcgt gctgccccgg ctggaagagg 
480 

accagcgggc ttcctggggc ctgtggagca gcaatatgcc agccgccatg ccggaacgga 
540 

gggagctgtg tccagcctgg ccgctgccgc tgccctgcag gatggcgggg tgacacttgc 
600 

cagtcagatg tggatgaatg cagtgctagg aggggcggct gtccccagcg ctgcgtcaac 
660 

accgccggca gttactggtg ccagtgttgg gaggggcaca gcctgtctgc agacggtaca 
720 

ctctgtgtgc ccaagggagg gccccccagg gtggccccca acccgacagg agtggacagt 
780 

gcaatgaagg aagaagtgca gaggctgcag tccagggtgg acctgctgga ggagaagctg 
840 

cagctggtgc tggccccact gcacagcctg gcctcgcagg caggagcatg ggctcccgga 
900 

ccccggcagc ctcctggtgc actccttcca gcagctcggc cgcatcgact ccctgagcga 
960 

gcagatttcc ttcctggagg agcagctggg gtcctgctcc tgcaagaaag actcngtgac 
1020 

tgcccagcgc cccaggctgg actgagcccc tcacgccgcc ctgcagcccc catgcccctg 
1080 

cccaacatgc tgggggtcca gaagccacct cggggtgact gagcggaagg ccaggcaggg 
1140 

ccttcctcct cttcctcctc cccttcctca ggaggctccc cagaccctgg catgggatgg 
1200 
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gctgggatct tctctgtgaa tccacccctg gctaccccca ccctggctac cccaacggca 
1260 

tcccaaggcc aggtgggccc tcagctgagg gaaggtacga gctccctgct ggagcctggg 
1320 

acccatggca caggccaggc agcccggagg ctgggtgggg cctcagtggg ggctgctgcc 
1380 

tgacccccag cacaataaaa atgaaacgtg aaaaaaaaaa a 
1421 

<210> 2816 

<211> 307 

<212> PRT 

<213> Homo sapiens 



<400> 2816 



Met 


Arg 


Gly 


Ser 


Gin 


Glu 


Val 


Leu 


Leu 


Met 


Trp 


Leu 


Leu 


Val 


Leu 


Ala 


1 








5 










10 










15 




Val 


Gly 


Gly 


Thr 


Glu 


His 


Ala 


Tyr 


Arg 


Pro 


Gly 


Arg 


Arg 


Val 


Cys 


Ala 








20 










25 










30 






val 


Arg 


Ala 


His 


Gly 


Asp 


Pro 


val 


Ser 


Glu 


Ser 


Phe 


val 


Gin 


Arg 


val 






35 










40 










45 








Tyr 


Gin 


Pro 


Phe 


Leu 


Thr 


Thr 


Cys 


Asp 


Gly 


His 


Arg 


Ala 


Cys 


Ser 


Thr 




50 










55 










60 










Tyr 


Arg 


Thr 


He 


Tyr 


Arg 


Thr 


Ala 


Tyr 


Arg 


Arg 


Ser 


Pro 


Gly 


Leu 


Ala 


65 










70 










75 










80 


Pro 


Ala 


Arg 


Pro 


Arg 


Tyr 


Ala 


Cys 


Cys 


Pro 


Gly 


Trp 


Lys 


Arg 


Thr 


Ser 










85 










90 










95 




Gly 


Leu 


Pro 


Gly 


Ala 


Cys 


Gly 


Ala 


Ala 


He 


Cys 


Gin 


Pro 


Pro 


Cys 


Arg 








100 










105 










110 






Asn 


Gly 


Gly 


Ser 


Cys 


Val 


Gin 


Pro 


Gly 


Arg 


Cys 


Arg 


Cys 


Pro 


Ala 


Gly 






115 










120 










125 








Trp 


Arg 


Gly 


Asp 


Thr 


Cys 


Gin 


Ser 


Asp 


Val 


Asp 


Glu 


Cys 


Ser 


Ala 


Arg 




130 










135 










140 










Arg 


Gly 


Gly 


Cys 


Pro 


Gin 


Arg 


Cys 


Val 


Asn 


Thr 


Ala 


Gly 


Ser 


Tyr 


Trp 


145 










150 










155 










160 


Cys 


Gin 


Cys 


Trp 


Glu 


Gly 


His 


Ser 


Leu 


Ser 


Ala 


Asp 


Gly 


Thr 


Leu 


Cys 










165 










170 










175 




Val 


Pro 


Lys 


Gly 


Gly 


Pro 


Pro 


Arg 


Val 


Ala 


Pro 


Asn 


Pro 


Thr 


Gly 


Val 








180 










185 










190 






Asp 


Ser 


Ala 


Met 


Lys 


Glu 


Glu 


val 


Gin 


Arg 


Leu 


Gin 


Ser 


Arg 


Val 


Asp 






195 










200 










205 








Leu 


Leu 


Glu 


Glu 


Lys 


Leu 


Gin 


Leu 


Val 


Leu 


Ala 


Pro 


Leu 


His 


Ser 


Leu 




210 










215 










220 










Ala 


Ser 


Gin 


Ala 


Gly 


Ala 


Trp 


Ala 


Pro 


Gly 


Pro 


Arg 


Gin 


Pro 


Pro 


Gly 


225 










230 










235 










240 


Ala 


Leu 


Leu 


Pro 


Ala 


Ala 


Arg 


Pro 


His 


Arg 


Leu 


Pro 


Glu 


Arg 


Ala 


Asp 










245 










250 










255 




Phe 


Leu 


Pro 


Gly 


Gly 


Ala 


Ala 


Gly 


Val 


Leu 


Leu 


Leu 


Gin 


Glu 


Arg 


Leu 








260 










265 










270 






Xaa 


Asp 


Cys 


Pro 


Ala 


Pro 


Gin 


Ala 


Gly 


Leu 


Ser 


Pro 


Ser 


Arg 


Arg 


Pro 






275 










280 










285 








Ala 


Ala 


Pro 


Met 


Pro 


Leu 


Pro 


Asn 


Met 


Leu 


Gly 


Val 


Gin 


Lys 


Pro 


Pro 




290 










295 










300 











Arg Gly Asp 
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305 

<210> 2817 

<211> 219 

<212> DNA 

<213> Homo sapiens 

<400> 2817 

nntggctttt ctgtctctct ctcttttttt cttgtagatc acgagctgct caggcaagag 
60 

ctgaacacgc ggtttctggt gcagagcgcc gagcggcctg gcgcctccct gggcccgggg 
120 

gttctgctgc gggcggagtt ccatcagcac cagcacacac accagcacac gcaccaacac 
160 

acacaccagc accaacacac attcgccccc ttcacgcgt 
219 

<210> 2818 
<211> 73 
<212> PRT 

<213> Homo sapiens 
<400> 2818 

Xaa Gly Phe Ser Val Ser Leu Ser Phe Phe Leu Val Asp His Glu Leu 

15 10 15 

Leu Arg Gin Glu Leu Asn Thr Arg Phe Leu Val Gin Ser Ala Glu Arg 

20 25 30 

Pro Gly Ala Ser Leu Gly Pro Gly Val Leu Leu Arg Ala Glu Phe His 

35 40 45 

Gin His Gin His Thr His Gin His Thr His Gin His Thr His Gin His 

50 55 60 

Gin His Thr Phe Ala Pro Phe Thr Arg 
65 70 

<210> 2819 
<211> 730 
<212> DNA 

<213> Homo sapiens 



<400> 2819 

ncgaccgccg tgccccagat caacatcact 
60 

gatcgaggcc tccaagggaa atatggcaaa 
120 

ggacccaaag ggcagaaggg ctccatgggg 
180 

gccgcctttt cggtgggccg ggaagcccat 
240 

ttcgacacgg agttcgtgaa cctctacgac 
300 

tgctacgtgc ccggcctcta cttcttcagc 
360 

acctacctgc acatcatgaa gaacgaggag 
420 



atcttgaaag gggagaaggg tgaccgcgga 
acaggctcag caggggccag gggccacact 
gcccctgggg agcggtgcaa gagccactac 
gcacagcaac cactactacc agacgtgatc 
cacttcaaca tgttcaccgg caagttctac 
ctcaacgtgc acacctggaa ccagaaggag 
gaggtggtga tcttgttcgc gcaggtgggc 
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gaccgcagca tcatgcaaag ccagagcctg atgctggagc tgcgagagca ggaccaggtg 
480 

tgggtacgcc tctacaaggg cgaacgtgag aacgccatct tcagcgagga gctggacacc 
540 

tacatcacct tcagtggcta cctggtcaag cacgccaccg agccctagct ggccggccac 
600 

ctcctttcct ctcgccacct tccacccctg cgctgtgctg accccaccgc ctcttccccg 
660 

atccctggac tccgactccc tggctttggc attcagtgag acgccctgca cacacagaaa 
720 

gccaaagcga 
730 

<210> 2820 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<400> 2820 

Xaa Thr Ala Val Pro Gin lie Asn lie Thr lie Leu Lys Gly Glu Lys 

15 10 15 

Gly Asp Arg Gly Asp Arg Gly Leu Gin Gly Lys Tyr Gly Lys Thr Gly 

20 25 30 

Ser Ala Gly Ala Arg Gly His Thr Gly Pro Lys Gly Gin Lys Gly Ser 

35 40 45 

Met Gly Ala Pro Gly Glu Arg Cys Lys Ser His Tyr Ala Ala Phe Ser 

SO 55 60 

Val Gly Arg Glu Ala His Ala Gin Gin Pro Leu Leu Pro Asp Val lie 
65 70 75 80 

Phe Asp Thr Glu Phe Val Asn Leu Tyr Asp His Phe Asn Met Phe Thr 

85 90 95 

Gly Lys Phe Tyr Cys Tyr Val Pro Gly Leu Tyr Phe Phe Ser Leu Asn 

100 105 110 

Val His Thr Trp Asn Gin Lys Glu Thr Tyr Leu His lie Met Lys Asn 

115 120 125 

Glu Glu Glu Val Val lie Leu Phe Ala Gin Val Gly Asp Arg Ser He 

130 135 140 

Met Gin Ser Gin Ser Leu Met Leu Glu Leu Arg Glu Gin Asp Gin Val 
145 150 155 160 

Trp Val Arg Leu Tyr Lys Gly Glu Arg Glu Asn Ala He Phe Ser Glu 

165 170 175 

Glu Leu Asp Thr Tyr He Thr Phe Ser Gly Tyr Leu Val Lys His Ala 
180 185 190 

Thr Glu Pro 
195 

<210> 2821 

<211> 1746 

<212> DNA 

<213> Homo sapiens 

<400> 2821 

nnagactgca gttcctcgct tacctgtgca gtctaatttt gagctgcctc tttgtagtct 
60 



2054 



WO 00/58473 



PCT/US00/08621 



taaaaggcag gagcttcgtg 
120 

tgtgtactcc tcgccatggc 
180 

gcagtagatg atgttccttt 
240 

attatcaata aattgctgga 
300 

ctcatcaagg gccagtttct 
360 

tcatcagaag aagttgtgga 
420 

caatgcatgt tccatgatga 
480 

actggttctt atggtaagac 
S40 

attgtgggac atacggatgt 
600 

tgcttattan ttgagtgctt 
660 

gagaaacaaa gtgaaagccc 
720 

atagctgttg atggctcagg 
780 

atctggtcta cagtccctac 
840 

agaaagaaac agaagacaga 
900 

ggccacatgg aggcagtttc 
960 

tcttgggacc atacaattag 
1020 

acaggaaata aagtgtttaa 
1080 

ggaagcacag ataggcatat 
1140 

tcgctgtccc taacgtcaca 
1200 

gaacagcagc tgatttcagg 
1260 

tgtaaggctc ctctctatga 
1320 

acagacacag ggctacttct 
1380 

tcacctacca cttcccatgt 
1440 

tttctgtaaa tgaaattggt 
1500 

gccttttgaa gtttatataa 
1560 

tattttgtat ttataataag 
1620 

tctatacaaa cttgaaatta 
1680 



ttgtgggtct gctaacccgt 
acaactccaa acacgtttct 
ctcaatccct gccacctcag 
gaccaaaaat gagctccaca 
tcgaatgccc ttggacaaac 
aatagaatac gtggagaagt 
ctggatcagt tcaattaaag 
ttctcggatc tggtccttgg 
tgtaaaagat gtggcctggg 
ctatggatca gactattctc 
tacactgctg nntagaggtc 
aactaaattt tgcagtggct 
agatgaagaa gatgaaatgg 
acagttggga ctaacaagga 
ctcagttctg tggtcagatg 
agtgtgggat gttgagtctg 
ttgtatttcc tattctccac 
cagactgtgg gatccccgaa 
tactggttgg gtgacatcag 
atctttagat aacattgtta 
tctggctgct catgaagaca 
gagtggagga gcagacaata 
tggggcatga aagtgaacaa 
agagaaccat gaaattacat 
tgttttcacc cttcataaca 
ataggttgtg tttataaaat 
aactgagtct tacatttccc 



acgtttccgt gggcaagtcg 
acactgataa caagaaatat 
aagttgctga ccttagtaat 
aacatgtgga gtttgatttc 
acatggaaat ggaagacatc 
atactgcacc ccagccagag 
gggcagagga atggatcttg 
aaggaaagtc aataatgaca 
tgaaaaaaga tagtttgtcc 
ttatgggagt ggaatgtaga 
atgctggaag tgtagattct 
cctgggataa gatgctaaag 
aggagtccac aaatcgacca 
ctcccatagt gaccctctct 
ctgaagaaat ctgcagtgca 
gcagtcttaa gtcaactttg 
tttgtaaacg tttagcatct 
ctaaagatgg ttctttggtg 
taaaatggtc tcctacccat 
agctgtggga tacaagaagt 
aagttctgag tgtagactgg 
aattgtattc ctacagatat 
taatttgact atagagatta 
agatgcagat gcagaaagca 
gctaacgtat cactttttct 
acaaactgtg gcatacattc 
tttaaaggta ttggtttgaa 
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ttcagatttg cttttttatt tttatttgtt ttttttttga gatggagtat tgctctgttg 

1740 

cctagg 

1746 

<210> 2822 

<211> 424 

<212> PRT 

<213> Homo sapiens 



<400> 2822 



Met 


Ala 


Gin 


Leu 


Gin 


Thr 


Arg 


Phe 


Tyr Thr Asp Asn Lys 


Lys Tyr Ala 


1 








5 








10 


15 


Val 


Asp 


Asp 


Val 


Pro 


Phe 


Ser 


He 


Pro Ala Thr Ser Glu Val Ala Asp 








20 










25 


30 


Leu 


Ser 


Asn 


He 


He 


Asn 


Lys 


Leu 


Leu Glu Thr Lys Asn 


Glu Leu His 






35 










40 


45 




Lys 


His 


Val 


Glu 


Phe 


Asp 


Phe 


Leu 


He Lys Gly Gin Phe 


Leu Arg Met 




50 










55 




60 




Pro 


Leu 


Asp 


Lys 


His 


Met 


Glu 


Met 


Glu Asp He Ser Ser 


Glu Glu Val 


65 










70 






75 


80 


Val 


Glu 


He 


Glu 


Tyr 


val 


Glu 


Lys 


Tyr Thr Ala Pro Gin 


Pro Glu Gin 










85 








90 


95 


Cys 


Met 


Phe 


His 


Asp 


Asp 


Trp 


He 


Ser Ser He Lys Gly Ala Glu Glu 








100 










105 


110 


Trp 


lie 


Leu 


Thr 


Gly 


Ser 


Tyr 


Gly 


Lys Thr Ser Arg He 


Trp Ser Leu 






115 










120 


125 




Glu 


Gly 


Lys 


Ser 


He 


Met 


Thr 


He 


Val Gly His Thr Asp 


Val Val Lys 




130 










135 




14 0 




Asp 


Val 


Ala 


Trp 


Val 


Lys 


Lys 


Asp 


Ser Leu Ser Cys Leu 


Leu Xaa Glu 


145 










150 






155 


160 


Cys 


Phe 


Tyr 


Gly 


Ser 


Asp 


Tyr 


Ser 


Leu Met Gly Val Glu 


Cys Arg Glu 










165 








170 


175 


Lys 


Gin 


Ser 


Glu 


Ser 


Pro 


Thr 


Leu 


Leu Xaa Arg Gly His 


Ala Gly Ser 








180 










185 


190 


Val 


Asp 


Ser 


He 


Ala 


Val 


Asp 


Gly 


Ser Gly Thr Lys Phe 


Cys Ser Gly 






195 










200 


205 




Ser 


Trp 


Asp 


Lys 


Met 


Leu 


Lys 


He 


Trp Ser Thr Val Pro Thr Asp Glu 




210 










215 




220 




Glu 


Asp 


Glu 


Met 


Glu 


Glu 


Ser 


Thr 


Asn Arg Pro Arg Lys 


Lys Gin Lys 


225 










230 






235 


240 


Thr 


Glu 


Gin 


Leu 


Gly 


Leu 


Thr 


Arg 


Thr Pro He Val Thr Leu Ser Gly 










245 








250 


255 


His 


Met 


Glu 


Ala 


val 


Ser 


Ser 


Val 


Leu Trp Ser Asp Ala Glu Glu He 








260 










265 


270 


Cys 


Ser 


Ala 


Ser 


Trp 


Asp 


His 


Thr 


He Arg Val Trp Asp Val Glu Ser 






275 










280 


285 




Gly 


Ser 


Leu 


Lys 


Ser 


Thr 


Leu 


Thr 


Gly Asn Lys Val Phe Asn Cys He 




290 










295 




300 




Ser 


Tyr 


Ser 


Pro 


Leu 


Cys 


Lys 


Arg 


Leu Ala Ser Gly Ser Thr Asp Arg 


305 










310 






315 


320 


His 


He 


Arg 


Leu 


Trp 


Asp 


Pro 


Arg 


Thr Lys Asp Gly Ser Leu Val Ser 










325 








330 


335 


Leu 


Ser 


Leu 


Thr 


Ser 


His 


Thr 


Gly 


Trp Val Thr Ser Val 


Lys Trp Ser 
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340 345 350 

Pro Thr His Glu Gin Gin Leu lie Ser Gly Ser Leu Asp Asn He Val 

355 360 365 

Lys Leu Trp Asp Thr Arg Ser Cys Lys Ala Pro Leu Tyr Asp Leu Ala 

370 375 380 

Ala His Glu Asp Lys Val Leu Ser Val Asp Trp Thr Asp Thr Gly Leu 
385 390 395 400 

Leu Leu Ser Gly Gly Ala Asp Asn Lys Leu Tyr Ser Tyr Arg Tyr Ser 

405 410 415 

Pro Thr Thr Ser His Val Gly Ala 
420 

<210> 2823 
<211> 461 
<212> DNA 

<213> Homo sapiens 
<400> 2823 

cggccgcagc cttccccttt actcctggct gacaccatga actgctccca cgttcacccc 
60 

gttgtgtctg tcagtggggg aagggggcgg aaccctcatg ctggggttcg ggtggacgtg 
120 

ggtgggtggt gacccctgtt gggaggcaga cacagtcaca ggcgtcgccc ttgggaaggg 
180 

cagccggaga agctggccct gtgtgggcct gggcctgtag ggtttcccag tggctttgcg 
240 

gagccagaga gctggatggc acctggtcca gccaagcaaa gccccgaggg caggggctgg 
300 

atggggacac gcacatgtcc cttggccacg acaaaatggc agtgatgctg cttgccttcc 
360 

tgcagcatct gtgaggatca aatgcgtgca cctacgcaaa gcatccgcac atagcaagtg 
420 

ctcacctagc acaggagccc cgtgctcctc ccaagtctca g 
461 

<210> 2824 

<211> 81 

<212> PRT 

<213> Homo sapiens 

<400> 2824 

Met Cys Val Ser Pro Ser Ser Pro Cys Pro Arg Gly Phe Ala Trp Leu 

15 10 15 

Asp Gin Val Pro Ser Ser Ser Leu Ala Pro Gin Ser His Trp Glu Thr 

20 25 30 

Leu Gin Ala Gin Ala His Thr Gly Pro Ala Ser Pro Ala Ala Leu Pro 

35 40 45 

Lys Gly Asp Ala Cys Asp Cys Val Cys Leu Pro Thr Gly Val Thr Thr 

50 55 60 

His Pro Arg Pro Pro Glu Pro Gin His Glu Gly Ser Ala Pro Phe Pro 
65 70 75 80 

His 
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<210> 2825 . 
<2ll> 1520 
<212> DNA 



<213> Homo 


sapiens 




<400> 2825 




■ 


tgtctaacac 


ttgcttgcta 


caaaggccat 


60 






ggtgcagatc 


aagagcacaa 


aacagatgag 


120 






gatggacatg 


tagaggtggc 


acgtttgctt 


180 






gcagattcat 


ttgaatctcc 


attgacgcta 


240 






gctctactta 


ttgaaagggg 


agcaaatctt 


300 






ttgatggaag 


cagctcgaga 


aggacatgaa 


360 






agcnaaacat 


caatgcacag 


acagaagaaa 


420 






tgtggaggct 


ttctggaagt 


ggcagacttt 


480 






gggtgttcta 


cccctttaat 


ggaagctgct 


540 






ttattagctg 


caggagctaa 


cgttcatgca 


600 






tatgcctgtg 


aaaatggtca 


tactgatgta 


660 






ttagacaagc 


aggaggacat 


gaagactatt 


720 






gaacatgaat 


ctgaaggtgg 


aagaactcct 


780 






tgtactgttc 


agttcttaat 


tagtaaagga 


840 






gaccatactg 


tactgtccct 


ggcttgtgca 


900 






ttggctcatg 


gggcagatcc 


tactcaccgt 


960 






gcagcaaaag 


gtggccatac 


aagtgttgtt 


1020 






ctttcagccc 


ctccaccaga 


tgtcactcag 


1080 






gctcctcgtg 


taccagttca 


agcactgccc 


1140 






ccacctgcca 


atgttgccac 


cactcttccc 


1200 






tccagcagcc 


atttgccagc 


aaacagccag 


1260 






ccagagagca 


ttgtagaaga 


ggctcaggga 


1320 






gaagccatag 


aaaagaatgc 


acagctgcag 


1380 






accaaggaga 


agatcgagga 


gctcaacaaa 


1440 







ttggatatgg ttcgctttct acttgaagct 
atgcacactg ccttaatgga ggcctgcatg 
ttggatagtg gtgctcaagt gaacatgcct 
gctgcctgtg gaggacatgt tgaattggca 
gaagaagtta atgatgaagg atacactccc 
gaaatggtgg cattacttct tagcacaagg 
ctcaagaaac tgctcttgac tctggcttgc 
ctaattaagg caggagccga tatagaacta 
caagagggtc atttggagtt agttaaatac 
acaacagcaa caggggatac agcactaaca 
gcagatgtct tacttcaggc aggcgcagat 
ttggagggca tagatccggc caagcatctg 
ttaatgaaag ctgcaagagc tggtcatgtt 
gcgaatgtga atagaaccac agctaataat 
gggggtcatc tggcagtggt ggaactactt 
ttgaaagatg gctcaactat gttgatagaa 
tgctatctct tggattatcc taataacttg 
ttaactcccc catcccacga tttaaatagg 
atggttgttc cacctcagga gcctgacaaa 
atcaggaata aagctgcttc taaacaaaag 
gatgtacagg gttacatcac caatcagtct 
aagttaacag aactggaaca gaggataaaa 
tccttggaac tggctcatgc tgaccaactt 
acaagggagg aacaaattca gaagaaacaa 
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aagattttgg aggaactaca gaaagtagaa cgagagttac aactgaaaac tcagcagcag 
1500 

ctaaaaaagc agtatctaga 
1520 



<210> 2826 

<211> 506 

<212> PRT 

<213> Homo sapiens 



<400> 2826 

Cys Leu Thr Leu Ala Cys Tyr Lys Gly His Leu Asp Met val Arg Phe 

15 10 15 

Leu Leu Glu Ala Gly Ala Asp Gin Glu His Lys Thr Asp Glu Met His 

20 25 30 

Thr Ala Leu Met Glu Ala Cys Met Asp Gly His Val Glu Val Ala Arg 

35 40 45 

Leu Leu Leu Asp Ser Gly Ala Gin Val Asn Met Pro Ala Asp Ser Phe 

50 55 60 

Glu Ser Pro Leu Thr Leu Ala Ala Cys Gly Gly His Val Glu Leu Ala 
65 70 75 80 

Ala Leu Leu lie Glu Arg Gly Ala Asn Leu Glu Glu Val Asn Asp Glu 

85 90 95 

Gly Tyr Thr Pro Leu Met Glu Ala Ala Arg Glu Gly His Glu Glu Met 

100 105 110 

Val Ala Leu Leu Leu Ser Thr Arg Ser Xaa lie Ser Met His Arg Gin 

11S 120 125 

Lys Lys Leu Lys Lys Leu Leu Leu Thr Leu Ala Cys Cys Gly Gly Phe 

130 135 140 

Leu Glu Val Ala Asp Phe Leu He Lys Ala Gly Ala Asp He Glu Leu 
145 150 155 160 

Gly Cys Ser Thr Pro Leu Met Glu Ala Ala Gin Glu Gly His Leu Glu 

165 170 175 

Leu Val Lys Tyr Leu Leu Ala Ala Gly Ala Asn Val His Ala Thr Thr 

180 185 190 

Ala Thr Gly Asp Thr Ala Leu Thr Tyr Ala Cys Glu Asn Gly His Thr 

195 200 205 

Asp Val Ala Asp Val Leu Leu Gin Ala Gly Ala Asp Leu Asp Lys Gin 

210 215 220 

Glu Asp Met Lys Thr He Leu Glu Gly He Asp Pro Ala Lys His Leu 
225 230 235 240 

Glu His Glu Ser Glu Gly Gly Arg Thr Pro Leu Met Lys Ala Ala Arg 

245 250 255 

Ala Gly His Val Cys Thr Val Gin Phe Leu He Ser Lys Gly Ala Asn 

260 265 270 

Val Asn Arg Thr Thr Ala Asn Asn Asp His Thr Val Leu Ser Leu Ala 

275 280 28S 

Cys Ala Gly Gly His Leu Ala Val Val Glu Leu Leu Leu Ala His Gly 

290 295 300 

Ala Asp Pro Thr His Arg Leu Lys Asp Gly Ser Thr Met Leu He Glu 
305 310 315 320 

Ala Ala Lys Gly Gly His Thr Ser Val Val Cys Tyr Leu Leu Asp Tyr 

325 330 335 

Pro Asn Asn Leu Leu Ser Ala Pro Pro Pro Aep Val Thr Gin Leu Thr 
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340 




345 








350 






Pro 


Pro 


Ser 


His 


Asp Leu Asn Arg Ala 


Pro 


Arg Val 


Pro 


val 


Gin 


— * 

Ala 






355 






360 






365 








Leu 


Pro 


Met 


Val 


Val Pro Pro 


Gin Glu 


Pro 


Asp Lys 


Pro 


Pro 


Ala 


Asn 




370 






375 






380 










Val 


Ala 


Thr 


Thr 


Leu Pro He Arg Asn 


Lys 


Ala Ala 


Ser 


Lys 


Gin 


Lys 


385 








390 






395 








400 


Ser 


Ser 


Ser 


His 


Leu Pro Ala 


Asn Ser 


Gin 


Asp Val 


Gin 


Gly 


Tyr 


He 










405 




410 








415 




Thr 


Asn 


Gin 


Ser 


Pro Glu Ser 


He Val 


Glu 


Glu Ala 


Gin 


Gly 


Lys 


Leu 








420 




425 








430 






Thr 


Glu 


Leu 


Glu 


Gin Arg He 


Lys Glu 


Ala 


He Glu 


Lys 


Asn 


Ala 


Gin 






435 






440 






445 








Leu 


Gin 


Ser 


Leu 


Glu Leu Ala 


His Ala 


Asp 


Gin Leu 


Thr 


Lys 


Glu 


Lys 




4 50 






455 






460 










He 


Glu 


Glu 


Leu 


Asn Lys Thr 


Arg Glu 


Glu 


Gin He 


Gin 


Lys 


Lys 


Gin 


465 








470 






475 








480 


Lys 


lie 


Leu 


Glu 


Glu Leu Gin Lys Val 


Glu 


Arg Glu 


Leu 


Gin 


Leu 


Lys 










485 




490 








495 




Thr 


Gin 


Gin 


Gin 


Leu Lys Lys 


Gin Tyr 


Leu 













500 505 

<210> 2827 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 2827 

cgggaggcag ctgctgccgc aggagatgct tcagaggatt cggacgcagg gtccagggcg 
60 

ctgcctttcc tgggcggcaa ccggctgagc ttggacctgt accccggggg ctgccagcag 
120 

ctgctgcacc tgtgtgtcca gcagcctctt cagctgctgc aggtggaatt cttgcgtctg 
180 

aacactcacg aagaccctca actgctggag gccaccctgg cccagctgcc tcaaaacctg 
240 

tcctgcctcc gctccctggt cctcaaaaga gggcaacgcc gggacacact gggtgcctgt 
300 

ctccggggtg ccctgaccaa cctgcccgct ggtctgagtg gcctggccca tctggcccac 
360 

ctggacccga gcttcaacag cctggagaca ctgccggcct gtgtcctgca gatgcgaggt 
420 

ctgggtgcgc tcttgctgtc tcacaactgc ctctctgagc tgcctgaggc tctgggggcc 

480 

c 

481 

<210> 2828 

c211> 160 

<212> PRT 

c213> Homo sapiens 

<400> 2828 

Arg Glu Ala Ala Ala Ala Ala Gly Asp Ala Ser Glu Asp Ser Asp Ala 
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1 

Gly Ser Arg Ala 
20 

Leu Tyr Pro Gly 
35 

Pro Leu Gin Leu 
50 

Asp Pro Gin Leu 
65 

Ser Cys Leu Arg 

Leu Gly Ala Cys 
100 

Ser Gly Leu Ala 
11S 

Glu Thr Leu Pro 
130 

Leu Leu Ser His 
145 



5 

Leu Pro Phe Leu 

Gly Cys Gin Gin 
40 

Leu Gin Val Glu 
55 

Leu Glu Ala Thr 
70 

Ser Leu Val Leu 
85 

Leu Arg Gly Ala 

His Leu Ala His 
120 

Ala Cys Val Leu 
135 

Asn Cys Leu Ser 
150 



10 

Gly Gly Asn Arg 
25 

Leu Leu His Leu 

Phe Leu Arg Leu 
60 

Leu Ala Gin Leu 
75 

Lys Arg Gly Gin 
90 

Leu Thr Asn Leu 
105 

Leu Asp Leu Ser 

Gin Met Arg Gly 
140 

Glu Leu Pro Glu 
155 



15 

Leu Ser Leu Asp 
30 

Cys Val Gin Gin 
45 

Asn Thr His Glu 

Pro Gin Asn Leu 
80 

Arg Arg Asp Thr 
95 

Pro Ala Gly Leu 
110 

Phe Asn Ser Leu 
125 

Leu Gly Ala Leu 

Ala Leu Gly Ala 
160 



<210> 2829 

<211> 3648 

<212> DNA 

<213> Homo sapiens 

c400> 2829 

nntttttttt tttttttttt aatgtagcaa ttatatattt cgtcaattag aggtttgctc 
60 

tctaaaagca gatacttttc attttaaagt acataggata attctcaaga agtatttgct 
120 

gcagtactgg tggttatggc taaaaataga gcaatagtga aaataaaaat aagtgcctac 
180 

tctaaaacca ggaagatgca cagtgaaaac tttgaaaaat tattttgcca tgaaataatt 
240 

ttctaagcgt tttccttggg atattgattt tattgtatcg attgtattat attgtatggt 
300 

attagattag attagattgg attggattta tagcacccag gctacctcct tgagaaacag 
360 

caacttacct agcaaatcca cctttttcgc ctttaagaat acgttttcat tgaattccta 
420 

tttgtccaaa gatactaagt atgcccggtg gacctaagag acaaacccaa attagggaaa 
480 

gtaagctcag atggaaagag acctttggga tttcatttta ttatgtttta tatatgtttt 
540 

aatacctttt cacagattta aatccccagg gtgaatactc ccttctttgt tagtacctgg 
600 

cgtgtgttca gtagtcaaag taattaaaat tagcacctat ataatgagct tgtcattttt 
660 

aatgttcttt accaaccaga atcctaatga agtctaaaag gtttaggctg ggcacgttgg 
720 

ctcacgcctg caatcccagc ccaagaagtt cctctggcca agacgcacac acacacacca 
780ttctatttcc ttccagtgta acgacaacca caagctgtca gcacttcact 840 
atttgctgtc ccctcagcgg gatcgggatg cagctacgca gcgggcccct ggcgagccgc 
900 
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ggtgtcaggg cccttttctc ctcttcccac 
960 

ccaagagcca gacctgagtt tgtctctcac 
1020 

ccttccgccc cctctgatct cgacttctcg 
1080 

ccctgagtca gccccgaatc agacgggctt 
1140 

aggcagattc ccctctacat agacgacacc 
1200 

gtgttaaatc tcgatggaca tcagaataat 
1260 

catggtatgc ttaagcaaca ggatctaagt 
1320 

ctgagtgcac tttctcagct tgtcccatgt 
1380 

ttttcccagc ttgtagagtc tggaaatcct 
1440 

ggagtcctgt ctgtaactag aagctgcatg 
1500 

tatgtacatg ggtccaaact aaatgacatg 
1560 

aagagatgtc agttgcactc cttagatacg 
1620 

atggatgtat gggaactaat gtcgcaggaa 
16BO 

agttgtcttt tagaaacact agaaacatat 
1740 

aaaaataaag tcctccgagc atacaatatc 
1800 

aagggctact gtgctgcact ttatgaagg*c 
1860 

catgtttgct gtgaaacaga cttcattgca 
1920 

gcaggagggt atgagcgaag agaaaggcat 
1980 

gttctgacct gcttgggaat tcatctttat 
2040 

cgggcagaag agcagacatg gcagatgctt 
2100 

agttttgaga tgaccgtgga aaaagtacag 
2160 

gaattttcag aagaggaacg agtaagagaa 
2220 

aagaatagac gaaaaaataa gtgtgtgtgt 
2280 

gaaaaggaag taagccaaga gaaggaaaca 
2340 

tgtggcagca ctgaagatgg taatacttgt 
2400 

tcatgtacct gtcctagcag tggcaatctt 
2460 

tctccacact gtaatggtag tgattgtgga 
2520 



cgtgggaagc 


gaattcagtg 


gcgtcaaggg 


cccccgatgc 


tcgtctccct 


ttcctcactg 


caacctatcc 


aggtcctctc 


tgggcctctg 


gactcgctga 


aagaattccc 


cttcgagagg 


ctgacgatgg 


tgatggaatt 


tcctgataat 


ggtgcacagc 


taaagcagtt 


cattcagcga 


attgccatgg 


tggtgacatc 


acgcgaagtc 


gttggttgtc 


gtcgcagtgt 


ggagcgtctc 


gctcttgaac 


ccctaacagt 


agggcccaag 


actgatgcaa 


agaagcttta 


tacattattt 


atagatgcta 


ttccaaaaag 


taagaagaat 


cacaagccaa 


aacctttggg 


aggttgttgg 


tgcagggatg 


aagtagtttt 


aattgactcg 


ctgcgaaaac 


acaggttttg 


cactgattgc 


cttattggtg 


aacttgactg 


cagcaaagaa 


ttgcggtgct 


gtccacatga 


acgacacata 


catcttttgg 


gtcgtgctga 


gccagagttc 


gcaaagacaa 


tagatatagc 


tcaagaagaa 


gaaagactgc 


atcgaatctg 


gcagaagcta 


ttctatcttg 


gtgttgatgc 


tttacgcaag 


ggtattagca 


gattggaaca 


actttgtgag 


ctcaagcaag 


aaaagaaacg 


ccaaaaacgg 


gatattccta 


ctcccttaca 


aacagcagat 


gacttcatag 


aaaatagcag 


ctgcaaagcc 


gtagaagtaa 


ttgttaccaa 


tgaaaataca 


ttggggtccc 


ctaaaataaa 


gaaaggctta 


tattcatcta 


gcatggaagg 


gagtgaaaca 
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ggttctcggg agggttcgga tgttgcctgc actgaaggca tttgtaatca tgatgaacac 
2580 

ggtgacgacc cttgtgttca tcactgtgaa gacaaagagg atgatggtga tagttgtgtt 
2640 

gaatgttggg caaattctga agagaacgac acaaaaggaa aaaataaaaa gaagaagaag 
2700 

aaaagcaaga tactgaaatg tgatgaacat atccagaagc ttggaagctg tattacagat 
2760 

ccaggtaatc gagagacctc aggaaatacc atgcacacag tgtttcaccg tgacaagacc 
2820 

aaagatacac atcctgaaag ctgttgcagc tctgaaaagg gtgggcagcc attgccttgg 
2880 

tttgagcata ggaaaaatgt accacagttt gcagaaccta cagaaacgtt gtttggtccc 
2940 

gattccggaa aaggtgccaa gagcttagtt gaactccttg atgagtctga atgtacttca 
3000 

gatgaggaaa tctttatctc acaagatgaa atacagtcat ttatggctaa taaccagtct 
3060 

ttctacagca atagagaaca ataccgacag catctgaagg agaaatttaa taaatactgc 
3120 

cggttaaatg atcacaagag gcccatttgt agtggctggt tgacaacggc tggagcaaat 
3180 

taaataaata aaatagctct gtctttcaat gaaacactca cgatgactac tgcgccttct 
3240 

ctttcgaaaa actcttaatt tagtgactta tggcaaaatt ttatcttaaa tcaatgtgat 
3300 

tctttcttgt tttgggagac ggtggaggta tcctcattag ttctttcttc aggcttgtgt 
3360 

ctttagttgc gtggctgcgc aggcctgcca tatgatttaa gccatctctt ttcattaaat 
3420 

gtttctcttc ctgtgagact tactaaagca acttagtggc aaaaagtaat gttgtactta 
3480 

taattctgta cagaaatgac aatgagctga atatatggtt ttacaaagta gacatccact 
3540 

tgcaaaatgt ttggatgtaa tgttaaagcg caatgtgcaa aatttaaaat aaagaatatt 
3600 

tattaatacg cacaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
3648 



<210> 2830 
<211> 668 
<212> PRT 

<213> Homo sapiens 

<400> 2830 

Met val Met Glu Phe 

1 5 
Asn Asn Gly Ala Gin 
20 

Lys Gin Gin Asp Leu 
35 

Leu Ser Ala Leu Ser 
50 

Val Glu Arg Leu Phe 



Pro Asp Asn Val Leu Asn 

10 

Leu Lys Gin Phe lie Gin 
25 

Ser lie Ala Met Val Val 
40 

Gin Leu Val Pro Cys Val 
55 

Ser Gin Leu Val Glu Ser 

2063 



Leu Asp Gly His Gin 
15 

Arg His Gly Met Leu 
30 

Thr Ser Arg Glu Val 
45 

Gly Cys Arg Arg Ser 
60 

Gly Asn Pro Ala Leu 
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65 

Glu Pro Leu Thr 

Cys Met Thr Asp 
100 

Ser Lys Leu Asn 
115 

Lys Arg Cys Gin 
130 

Gly Gly Cys Trp 
145 

Asp Glu Val Val 

Thr Tyr Leu Arg 
180 

Leu Arg Ala Tyr 
195 

Lys Gly Tyr Cys 
210 

Glu Arg His lie 
225 

Leu Gly Arg Ala 

Arg His Ala Lys 
260 

Leu Gly He His 
275 

Arg Ala Glu Glu 
290 

Ala Leu Arg Lys 
305 

Ser Arg Leu Glu 

Arg Glu Leu Lys 
340 

Lys Asn Lys Cys 
355 

Glu Lys Glu Val 
370 

Ser Cys Lys Ala 
385 

Val He Val Thr 

Asn Leu Leu Gly 
420 

Asn Gly Ser Asp 
435 

Gly Ser Arg Glu 
450 

His Asp Glu His 
465 

Glu Asp Asp Gly 
Asn Asp Thr Lys 





70 






Val 


Gly 


Pro 


Lys 


85 








Ala 


Lys 


Lys 


Leu 


Asp 


Met 


He 


Asp 








120 


Leu 


His 


Ser 


Leu 






135 




Met 


Asp 


Val 


Trp 




150 






Leu 


He Asp 


Ser 


165 








Lys 


His 


Arg 


Phe 


Asn 


He 


Leu 


He 








200 


Ala 


Ala 


Leu 


Tyr 






215 




His 


Val 


Cys 


Cys 




230 






Glu 


Pro 


Glu 


Phe 


245 








Thr 


He 


Asp 


He 


Leu 


Tyr 


Glu 


Arg 








280 


Gin 


Thr 


Trp 


Gin 






295 




Ser 


Phe 


Glu 


Met 




310 






Gin 


Leu 


Cys 


Glu 


325 








Gin 


Glu 


Lys 


Lys 


Val 


Cys 


Asp 


He 








360 


Ser 


Gin 


Glu 


Lys 






375 




Cys 


Gly Ser 


Thr 




390 






Asn 


Glu Asn 


Thr 


405 








Ser 


Pro Lys 


He 


Cys 


Gly Tyr 


Ser 








440 


Gly 


Ser 


Asp 


Val 






455 




Gly 


Asp Asp 


Ser 




470 






Asp 


Ser 


Cys 


val 


485 








Gly 


Lys 


Asn 


Lys 



75 

Gly Val Leu Ser 
90 

Tyr Thr Leu Phe 
105 

Ala He Pro Lys 

Asp Thr His Lys 
140 

Glu Leu Met Ser 
155 

Ser Cys Leu Leu 
170 

Cys Thr Asp Cys 
185 

Gly Glu Leu Asp 

Glu Gly Leu Arg 
220 

Glu Thr Asp Phe 
235 

Ala Gly Gly Tyr 
250 

Ala Gin Glu Glu 
265 

Leu His Arg He 

Met Leu Phe Tyr 
300 

Thr Val Glu Lys 
315 

Glu Phe Ser Glu 
330 

Arg Gin Lys Arg 
345 

Pro Thr Pro Leu 

Glu Thr Asp Phe 
380 

Glu Asp Gly Asn 
395 

Ser Cys Thr Cys 
410 

Lys Lys Gly Leu 
425 

Ser Ser Met Glu 

Ala Cys Thr Glu 
460 

Cys Val His His 
475 

Glu Cys Trp Ala 
490 

Lys Lys Lys Lys 



Val 


Thr Arg 


Ser 






95 




Tyr 


Val His Gly 




110 






Ser 


Lys 


Lys 


Asn 


125 








Pro 


Lys 


Pro 


Leu 


Gin 


Glu 


Cys 


Arg 








160 


Glu 


Thr 


Leu 


Glu 






175 




Lys 


Asn 


Lys 


Val 




190 






Cys 


Ser 


Lys 


Glu 


205 








Cys 


Cys 


Pro 


His 


He 


Ala 


His 


Leu 








240 


Glu 


Arg Arg 


Glu 






255 




Val 


Leu 


Thr 


Cys 




270 






Trp 


Gin Lys 


Leu 


285 








Leu 


Gly Val 


Asp 


Val 


Gin Gly 


He 








320 


Glu 


Glu 


Arg 


Val 






335 




Lys 


Asn Arg 


Arg 




350 






Gin 


Thr Ala Asp 


365 








He 


Glu Asn 


Ser 


Thr 


Cys Val Glu 








400 


Pro 


Ser Ser Gly 






415 




Ser 


Pro 


His 


Cys 




430 






Gly 


Ser 


Glu 


Thr 


445 








Gly 


He 


Cys 


Asn 


Cys 


Glu 


Asp 


Lys 








480 


Asn 


Ser 


Glu 


Glu 






495 




Lys 


Ser 


Lys 


He 



2064 
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500 






c n e 

505 










CI ft 






Leu Lys 


Cys 


Asp 


Glu 


His 


He Gin Lys 


Leu 


Gly 


ser 


Cys 


lie 


Tnr 


ASp 


515 








520 








52 5 








Pro Gly 


Asn 


Arg 


Glu 


Thr 


Ser Gly Asn 


Thr 


Met 


HIS 


Thr 


val 


Pne 


HIS 


530 










535 






540 










Arg Asp 


Lys 


Thr 


Lys 


Asp 


Thr His Pro 


Glu 


Ser 


Cys 


Cys 


Ser 


Ser 


Glu 


545 








550 






555 










560 


Lys Gly 


Gly 


Gin 


Pro 
565 


Leu 


Pro Trp Phe 


Glu 
570 


His 


Arg 


Lys 


Asn 


Val 
575 


Pro 


Gin Phe 


Ala 


Glu 
580 


Pro 


Thr 


Glu Thr Leu 
585 


Phe 


Gly 


Pro 


Asp 


Ser 
590 


Gly 


Lys 


Gly Ala 


Lys 
595 


Ser 


Leu 


Val 


Glu Leu Leu 
600 


Asp 


Glu 


Ser 


Glu 
605 


Cys 


Thr 


Ser 


Asp Glu 


Glu 


He 


Phe 


He 


Ser Gin Asp 


Glu 


He 


Gin 


Ser 


Phe 


Met 


Ala 


610 










615 ' 






620 










Asn Asn 


Gin 


Ser 


Phe 


Tyr 


Ser Asn Arg 


Glu 


Gin 


Tyr 


Arg 


Gin 


His 


Leu 


625 








630 






635 










640 


Lys Glu 


Lys 


Phe 


Asn 
645 


Lys 


Tyr Cys Arg 


Leu 
650 


Asn 


Asp 


His 


Lys 


Arg 
655 


Pro 


lie Cys 


Ser 


Gly 
660 


Trp 


Leu 


Thr Thr Ala 
665 


Gly 


Ala 


Asn 











<210> 2831 

<211> 3986 

<212> DNA 

<213> Homo sapiens 

<400> 2831 

nnctcctgcc tcaacctccc aaattgctag ttggcccggg gccttcagtg gcctttgtgt 
60 

ctgggtgaga ggaaccctgg atggccactc tgccctgagt gtgtgggtcc ccagaagtgc 
120 

tgggttaggg ggcacggagg gccagaaagt cccctttgga gcgctggact ctctcgctga 
180 

ctcctacccc accccggcct ggggtttcag agaaggggtc caggcaggag tgtcatcttt 
240 

tctcaatggg gatgtggctt cagtctctgt ccaggaggca cgcggacctc cagtggccgg 
300 

ctccggaggc ttggtgactc cagtggccca gccttgaaaa gatcttttga ggtcgaggag 
360 

gtcgagacac ccaactccac cccaccccgg agggtccaga ctcccctact ccgagccact 
420 

gtggccagct ccacccagaa attccaggac ctgggcgtga agaactcaga accctcggcc 
480 

cgccatgtgg actccctaag ccaacgctcc cccaaggcgt ccctgcggag ggtggagctc 
540 

tcgggcccca aggcggccga gccggtgtcc cggcgcactg agctgtccat tgacatctcg 
600 

tccaagcagg tggagaacgc cggggccatc ggcccgtccc ggttcgggct caagagggcc 
660 

gaggtgttgg gccacaagac gccagaaccg gcccctcgga ggacggagat caccatcgtc 
720 

aaaccccagg agtcagccca ccggaggatg gagccccctg cctccaaggt ccccgaggtg 
780 
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cccactgccc ctgccaccga cgcagccccc 
840 

gctgaggcgc ccaccgcccc cagcccagcc 
900 

gtgtctcagc tgcagagcag gctggagccc 
960 

ccccggagcc aggaggccac tgaggcggct 
1020 

cccagagacg ccgggctcaa gcaggcgcct 
1080 

ttcggctacg tggggattga ctccatcctg 
1140 

ggcttcgagt tcaacatcat ggtggtcggg 
1200 

aacaccctct tcaaatccaa aatcagccgg 
1260 

atccccaaga ccatcgagat caagtccatc 
1320 

atgaagctga cagtgattga cacaccaggg 
1380 

tggcagccca tcatgaagtt catcaatgac 
1440 

aacatcaacc gcaagaagcg catcccggac 
1500 

cccgccaccg gccactccct caggcccctg 
1560 

gtggtcaaca tcgtccctgt catcgccaag 
1620 

cacttcaaac agcggatcac cgcagacctg 
1680 

aaggaatttg atgaggactc ggaggaccgg 
1740 

ccatttgctg tggtgggcag tgaccacgag 
1800 

aggaagacca agtggggtac catcgaagtt 
1860 

ctgcgggacc ttctcatcag gacgcacatg 
1920 

cacttcgagg cgtaccgtgt gaagcgcctc 
1980 

gtggaggaga aggagccaga agccccggag 
2040 

tcctgccccc aagtcatttc cgtccccccc 
2100 

atatgatttt ctccatttgt catcgttccc 
2160 

ggaaggggcc tccccccgag tgagtcagtg 
2220 

gaggctgcac tggagccaca ggcaggggtg 
2280 

gtccccaggc ctggctcccc gagggctcag 
2340 

ccgtgtgggg ttctcagtgc cggaggcctt 
2400 



aagagggtgg agatccagat gcccaagcct 
cagaccttgg agaattcaga gcctgcccct 
aagccccagc cccctgtggc tgaggctaca 
cccagctgcg ttggcgacat ggccgacacc 
gcatcacgga acgagaaggc cccggtggac 
gagcagatgc gccggaaggc catgaagcag 
cagagcggct tgggtaaatc caccttaatc 
aagtcggtgc agcccacctc agaggagcgc 
acgcacgata ttgaggagaa aggcgtccgg 
Ctcggggacc acatcaacaa cgagaactgc 
cagtacgaga aatacctgca ggaggaggtc 
acccgcgtcc actgctgcct ctacttcatc 
gacatcgagt ttatgaaacg cctgagcaag 
gcggacacac tcaccctgga ggagagggtc 
ctgtccaacg gcatcgacgt gtacccccag 
ctggtgaacg agaagttccg ggagatgatc 
taccaggtca acggcaagag gatccttggg 
gaaaacacca cacactgtga gtttgcctac 
cagaacatca aggacatcac cagcagcatc 
aacgagggca gcagcgccat ggccaacggc 
atgtagacgc caccctgccc acccccggga 
ccaggccctc ccaccacccc attttatttt 
caccccttcg acatgctgcc aggaaacaag 
atgaggccgc ggcctccccg aggttgtggg 
agagcaccca ctgaattgac atgaccctct 
aagagcagct tcggtgtgca gatcatccgt 
ggggtggggg ccaggcctcg cacttgcaga 
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ggagcccagt gggctgcacg 
2460 

cagagcccag gggagaatgc 
2520 

tgtggccatc actcagcccc 
2580 

ccctgccacc gactgcccag 
2640 

aagtgccttt atctcagcca 
2700 

gagggaggcg tcttcatctc 
2760 

ctgcaggtgc tgctgatgcg 
2820 

cctaccccct catcccccag 
2880 

gagggaggga gccatggaag 
2940 

gcttgggctg gtcagagtgg 
3000 

aagtgtgtgt gtgtccatgt 
3060 

ccaagactgg gctgtagtta 
3X20 

tggcccaggc cttgctgact 
3180 

tgttgatcta cccgtgcctg 
3240 

aggagagaac gggcgtcagg 
3300 

cacggcccgg cccctcaccc 
3360 

ggcacagatg accaaagtcc 
3420 

gaggggcctg atgagactcc 
3480 

ggctggctgc ttgcagccag 
3540 

gtgcatggaa gttggggcac 
3600 

cctcaccacc cccactggcg 
3660 

ccaagatttt gaaggaaatg 
3720 

ccccaatgtc acttggtggc 
3780 

atgcttcact ttccttctct 
3840 

gttcctcaat ggccttttgc 
3900 

aaagtgttga aaatgtattt 
3960 

aaaaaaaaaa aaaaaaaaaa 
3986 



ctcccctcca tccccatcgg 
agcccaccag gagcacctgg 
tacccctgcc ctgctcctaa 
ccactccaag ccccctggca 
tccgcagact gctcggccag 
cctgccatcc ccctctcacg 
ctgggatctg attgaggata 
ttttgaaaag gtctaagcaa 
gtgccagaag gaaggttggc 
cgtgagctgc ccggcgcctg 
gtatgcgtgt ccgtctgtct 
cattaatgcc cagccagcca 
ctctgagctg gggaggtggg 
ggcccctccc ctcagagccc 
ggtgcacagt ccacagctga 
tctgtcccca cgaggggacc 
cttcctgctt cctgttacct 
actcaggtgc acacatcacc 
gagaaggtca gcgagaagga 
tgggcgtctg actccctccc 
agacagttta ctttgccgac 
agtggccagc gccagggccc 
ggggtggggt gggggtgggc 
gtaaccagac tttgaaaaat 
tacgtgcctc ccgagaaatt 
cctgaaataa atgtttcaaa 
aaaaaa 



ccctgtcccc tggagtgtgt 
accccctgcc cgccacatgg 
gggtagaaaa ctccagggtc 
gctgcccctc ctggagcaga 
atgcggggac aggctggaat 
ccacccccgc ccccaccggg 
aaaaggaagg agagatgacc 
gtgagtctgg tggaggagct 
gggggcacgt gtgggccgtg 
ccctgcccaa gtgaccaggg 
gtctagtgtc tgggtttggc 
cccctgccac tcacccctcc 
aggccaggcg agcctgactc 
atggtaacga acccctagaa 
agagcaaggt ttcgtggcag 
catgggggct gtctttgcag 
gtcttgctcc tggggagaaa 
aggtgcatct gcaggcaccg 
gtgtatgagt gtgagtgtgt 
cacccaagag aggaaggacc 
ttgccatgtt tttgccaaaa 
aggccatgtg gcctgcccag 
agcagcatcc cagccttgag 
tgttcgtttc atcaggctct 
tgtctttttg tataaatgac 
tgcagaaacc caaaaaaaaa 
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<210> 2832 

<211> 611 

<212> PRT 

<213> Homo sapiens 

<4Q0> 2832 

Leu Leu Pro His Pro Gly Leu Gly Phe Gin Arg Arg Gly Pro Gly Arg 

IS 10 15 

Ser Val He Phe Ser Gin Trp Gly Cys Gly Phe Ser Leu Cys Pro Gly 

20 25 30 

Gly Thr Arg Thr Ser Ser Gly Arg Leu Arg Arg Leu Gly Asp Ser Ser 

35 40 45 

Gly Pro Ala Leu Lys Arg Ser Phe Glu Val Glu Glu Val Glu Thr Pro 

50 55 60 

Asn Ser Thr Pro Pro Arg Arg Val Gin Thr Pro Leu Leu Arg Ala Thr 
65 70 75 80 

Val Ala Ser Ser Thr Gin Lys Phe Gin Asp Leu Gly Val Lys Asn Ser 

85 90 95 

Glu Pro Ser Ala Arg His Val Asp Ser Leu Ser Gin Arg Ser Pro Lys 

100 105 HO 

Ala Ser Leu Arg Arg Val Glu Leu Ser Gly Pro Lys Ala Ala Glu Pro 

115 120 125 

Val Ser Arg Arg Thr Glu Leu Ser He Asp He Ser Ser Lys Gin Val 

130 135 140 

Glu Asn Ala Gly Ala He Gly Pro Ser Arg Phe Gly Leu Lys Arg Ala 
145 150 155 160 

Glu Val Leu Gly His Lys Thr Pro Glu Pro Ala Pro Arg Arg Thr Glu 

165 170 175 

He Thr He Val Lys Pro Gin Glu Ser Ala His Arg Arg Met Glu Pro 

180 185 190 

Pro Ala Ser Lys Val Pro Glu Val Pro Thr Ala Pro Ala Thr Asp Ala 

195 200 205 

Ala Pro Lys Arg Val Glu He Gin Met Pro Lys Pro Ala Glu Ala Pro 

210 215 220 

Thr Ala Pro Ser Pro Ala Gin Thr Leu Glu Asn Ser Glu Pro Ala Pro 
225 230 235 240 

Val Ser Gin Leu Gin Ser Arg Leu Glu Pro Lys Pro Gin Pro Pro Val 

245 250 255 

Ala Glu Ala Thr Pro Arg Ser Gin Glu Ala Thr Glu Ala Ala Pro Ser 

260 265 270 

Cys Val Gly Asp Met Ala Asp Thr Pro Arg Asp Ala Gly Leu Lys Gin 

275 280 285 

Ala Pro Ala Ser Arg Asn Glu Lys Ala Pro Val Asp Phe Gly Tyr Val 

290 295 300 

Gly He Asp Ser He Leu Glu Gin Met Arg Arg Lys Ala Met Lys Gin 
305 310 315 320 

Gly Phe Glu Phe Asn He Met Val Val Gly Gin Ser Gly Leu Gly Lys 

325 330 335 

Ser Thr Leu He Asn Thr Leu Phe Lys Ser Lys He Ser Arg Lys Ser 

340 345 350 

Val Gin Pro Thr Ser Glu Glu Arg He Pro Lys Thr He Glu He Lys 

355 360 365 

Ser He Thr His Asp He Glu Glu Lys Gly Val Arg Met Lys Leu Thr 
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370 










375 








380 




Val 


lie 


Asp 


Thr 


Pro Gly Phe Gly Asp His 


He 


Asn Asn 


Glu Asn Cys 


385 










390 








395 




400 


Trp 


Gin 


Pro 


He 


Met 


Lys 


Phe 


He Asn Asp Gin 


Tyr Glu 


Lys Tyr Leu 










405 








410 






415 


Gin 


Glu 


Glu 


Val 


Asn 


He 


Asn 


Arg Lys 


Lys Arg 


He Pro 


Asp Thr Arg 








420 








425 








430 


Val 


His 


Cys 


Cys 


Leu 


Tyr 


Phe 


He Pro 


Ala 


Thr 


Gly His 


Ser Leu Arg 






435 










440 






445 




Pro 


Leu 


Asp 


He 


Glu 


Phe 


Met 


Lys Arg 


Leu 


Ser 


Lys Val 


Val Asn lie 




450 










45S 








460 




Val 


Pro 


Val 


He 


Ala 


Lys 


Ala 


Asp Thr 


Leu 


Thr 


Leu Glu 


Glu Arg Val 


465 










470 








475 




480 


His 


Phe 


Lys 


Gin 


Arg 


He 


Thr 


Ala Asp 


Leu 


Leu 


Ser Asn 


Gly He Asp 










465 








490 






495 


Val 


Tyr 


Pro 


Gin 


Lys 


Glu 


Phe 


Asp Glu 


Asp 


Ser 


Glu Asp 


Arg Leu Val 








500 








505 








510 


Asn 


Glu 


Lys 


Phe 


Arg 


Glu 


Met 


He Pro 


Phe 


Ala 


Val Val 


Gly Ser Asp 






515 










520 






525 




His 


Glu 


Tyr 


Gin 


Val 


Asn Gly Lys Arg 


He 


Leu 


Gly Arg 


Lys Thr Lys 




530 










53S 








540 




Trp 


Gly 


Thr 


He 


Glu 


val 


Glu 


Asn Thr 


Thr 


His 


Cys Glu 


Phe Ala Tyr 


545 










550 








555 




560 


Leu 


Arg 


Asp 


Leu 


Leu 


He 


Arg 


Thr His 


Met 


Gin 


Asn He 


Lys Asp He 










565 








570 






575 


Thr 


Ser 


Ser 


He 


His Phe Glu Ala Tyr Arg Val 


Lys Arg 


Leu Asn Glu 








580 








585 








590 


Gly 


Ser 


Ser 


Ala 


Met Ala Asn Gly Val 


Glu 


Glu 


Lys Glu 


Pro Glu Ala 






595 










600 






605 




Pro 


Glu 


Met 





















610 



<210> 2833 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 2833 

nncggcagcc atgttggacg tggtcagcac aggggccggc accacggggt tatcgaagca 
60 

gctgtcaaga tgctggggtc cctggtgttg aggagaaaag cactggcgcc acggctactc 
120 

ctccggctgc tcaggtcccc aacgctccgg ggccatggag gtgcttccgg ccggaatgtg 
180 

actactggga gtctcgggga gccgcagtgg ctgagggtag ccaccggggg gcgccctgga 
240 

acatcgccgg ccttgttctc cggacgtggg gcagccaccg gggggcgcca gggaggacgc 
300 

ttcgatacca aatgcctcgc ggctgccact tggggacgcc ttcctggtcc cgaagaaaca 
360 

ctcccaggac aggacagctg gaacggggtc cccagcaggg ccggactggg catgtgcgcc 
420 

<210> 2834 
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<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 2834 



Met 


Leu 


Gly 


Ser 


Leu Val Leu Arg Arg Lys Ala 


Leu Ala Pro Arg Leu 


1 








5 10 


15 


Leu 


Leu 


Arg 


Leu 


Leu Arg Ser Pro Thr Leu Arg 


Gly His Gly Gly Ala 








20 


25 


30 


Ser 


Gly 


Arg 


Asn 


Val Thr Thr Gly Ser Leu Gly 


Glu Pro Gin Trp Leu 






35 




40 


45 


Arg 


Val 


Ala 


Thr 


Gly Gly Arg Pro Gly Thr Ser 


Pro Ala Leu Phe Ser 




50 






55 


60 


Gly 


Arg 


Gly 


Ala 


Ala Thr Gly Gly Arg Gin Gly 


Gly Arg Phe Asp Thr 


€5 








70 75 


80 


Lys 


Cys 


Leu 


Ala 


Ala Ala Thr Trp Gly Arg Leu 


Pro Gly Pro Glu Glu 










85 90 


95 


Thr 


Leu 


Pro 


Gly 


Gin Asp Ser Trp Asn Gly Val 


Pro Ser Arg Ala Gly 








100 


105 


110 


Leu 


Gly 


Met 


Cys 


Ala 








115 









<210> 2835 

<211> 938 

<212> DNA 

<213> Homo sapiens 

<400> 2835 

tttttttttt tttttttttt ttctgggtgc aagaggttta tttgggagcc atcccaggaa 
60 

gcccaaggcg ggggagtggg gaagagaggg aagggagagc ccccgcagga agtacatgaa 
120 

tgagtgggtt actgctgcgg gcaactggga ctccatcctg ctgggcatcc tctgagagtt 
180 

tatgtagaat acacttcaga attgtcctgc tcaaggacaa tgaagctgag gtcctgctcc 
240 

ttattgactc agggttgctg ctcctgggga cattaacccc ccaacacttc tagcttgccc 
300 

agtgcactga ctgagcacac agctgtggcc accagagaac ctctttgggc tgtgatacag 
360 

gaaaccatcg gtgcgcatgg taactctcta gcagtgtcct tcatgccggg acatggggac 
420 

acgggcaggc actgctggca tctgctaacc ccggaggccc atacttcaga accggtcagc 
480 

tgggccaagg cctctctaag gcccagcggc tctcatgggc aaatgtcagg tgacacagag 
540 

tcagagaccc tgagtgtgcg aggggaagat attggtgaag acctgttctc tgaggccctg 
600 

ggccgggcag cggggcagtg ggcgggggcc aagctgctgg accatggctg tgtggagagc 
660 

agcattctgg attcctctgc gggctctgct ccccactacg aggtgtttgt ggcgctgagg 
720 

gggctgagga atctgtcaga ggaaaatcga gacaagctgg accaccgcct tcaggaagcc 
780 
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tctccccgct acaagtccct gcggttctgg ggcagcgtgg gccctgcaga gtccacctgg 
840 

tggtgtcctg agtcaagtcc tgccccaccg cccagctccc cccagaggcc acctcgcccc 
900 

tccctctggg acctctccgg atggggagtc cttggcca 
938 

<210> 2836 

<211> 178 

<212> PRT 

<213> Homo sapiens 

<400> 2836 

Met Pro Gly His Gly Asp Thr Gly Arg His Cys Trp His Leu Leu Thr 

15 10 15 

Pro Glu Ala His Thr Ser Glu Pro Val Ser Trp Ala Lys Ala Ser Leu 

20 25 30 

Arg Pro Ser Gly Ser His Gly Gin Met Ser Gly Asp Thr Glu Ser Glu 

35 40 45 

Thr Leu Ser Val Arg Gly Glu Asp lie Gly Glu Asp Leu Phe Ser Glu 

50 55 60 

Ala Leu Gly Arg Ala Val Gly Gin Trp Ala Gly Ala Lys Leu Leu Asp 
65 70 75 80 

His Gly Cys Val Glu Ser Ser lie Leu Asp Ser Ser Ala Gly Ser Ala 

85 90 95 

Pro His Tyr Glu Val Phe Val Ala Leu Arg Gly Leu Arg Asn Leu Ser 

100 105 110 

Glu Glu Asn Arg Asp Lys Leu Asp His Cys Leu Gin Glu Ala Ser Pro 

115 120 125 

Arg Tyr Lys Ser Leu Arg Phe Trp Gly Ser Val Gly Pro Ala Glu Ser 

130 135 140 

Thr Trp Trp Cys Pro Glu Ser Ser Pro Ala Pro Pro Pro Ser Ser Pro 
145 150 155 160 

Gin Arg Pro Pro Arg Pro Ser Leu Trp Asp Leu Ser Gly Trp Gly Val 

165 170 175 

Leu Gly 



<210> 2837 
<211> 1250 
<212> DNA 

<213> Homo sapiens 
<400> 2837 

nntttaccct cttctcccct tctcgaacac catgccacaa gaagagtgat ctcttcccct 
60 

gttttcacaa tggaggactc cggaaagact ttcagctccg aggaggaaga agctaactat 
120 

tggaaagatc tggcgatgac ctacaaacag agggcagaaa atacgcaaga ggaactccga 
180 

gaattccagg agggaagccg agaatatgaa gctgaattgg agacgcagct gcaacaaatt 
240 

gaaaccagga acagagacct cctgtccgaa aataaccgcc ttcgcatgga gctggaaacc 
300 



2071 



WO 00/58473 



PCT/US00/08621 



atcaaggaga agtttgaagt gcagcactct 
360 

gatgacctcg cgcagaccaa agccattaaa 
420 

gagcaagcaa atgacgccct ggaaagagcc 
480 

tttgagcagc gcttgaatca ggccatcgaa 
540 

gaaaaagaga atctcctgga atctgttcag 
600 

caggaactgg ccgtgcagca gaagcaggag 
660 

gaagctgaga ggacagacac agctgtgcag 
720 

gctcaccgag gacccagctc aagtttaaac 
780 

gacntccacc gggggacccc cctcacacct 
840 

ggagacctac tgcggaaagt cggggcactg 
900 

gtgtacgatc agtccccaaa ccgaacaggt 
960 

agagatggcg gggagagacg gccaagcagc 
1020 

gtaccttcta ataaacctct cgctggcggg 
1080 

tcacccccag cccacagcca tgtgtctttt 
1140 

tcctctcctc tgctccctgc aggcagcatt 
1200 

tagagagagg gtcttgtttt gtgagacagg 
1250 

<210> 2838 
<211> 370 
<212> PRT 

<213> Homo sapiens 



gaaggctacc 


ggcagatctc 


agccttggag 


gaccaattgc 


agaaatacat 


cagagagctg 


aagcgcgcca 


cgatcatgtc 


tctcgaagac 


agaaatgcct 


tcctggaaag 


tgaacttgat 


agactgaagg 


atgaagccag 


agatttgcgg 


aaacccagga 


cccccatgcc 


cagctcagtg 


gccacgggct 


ccgtgccgtc 


cacgcccatt 


acacctggga 


gcttcagacg 


tggcctggac 


gcggcccgga 


tatcagccct 


caacattgtg 


gagtccaaac 


tcgcttcctg 


ccggaacctc 


ggcccagcct 


ctgggcggag 


cagcaagaac 


accagcgtgc 


ctttgggtga 


taaggggtca 


gagaacccgc 


ctgccccagg 


caagagacac 


taaattatag 


gattatttca 


gcaaacctta 


aggtggtgtc 


ttgtggcttg 


aacaaagggc 


gtctcgctct 


gtcacctagg 





<400> 2838 
Xaa Leu Pro Ser 
1 

lie Ser Ser Pro 
20 

Ser Glu Glu Glu 
35 

Lys Gin Arg Ala 
50 

Gly Ser Arg Glu 
65 

Glu Thr Arg Asn 

Glu Leu Glu Thr 
100 

Tyr Arg Gin lie 



Ser Pro Leu Leu 
5 

Val Phe Thr Met 

Glu Ala Asn Tyr 
40 

Glu Asn Thr Gin 
55 

Tyr Glu Ala Glu 
70 

Arg Asp Leu Leu 
85 

lie Lys Glu Lys 
Ser Ala Leu Glu 



Glu His His Ala 
10 

Glu Asp Ser Gly 
25 

Trp Lys Asp Leu 

Glu Glu Leu Arg 
60 

Leu Glu Thr Gin 
75 

Ser Glu Asn Asn 
90 

Phe Glu Val Gin 
105 

Asp Asp Leu Ala 



Thr Arg Arg Val 
15 

Lys Thr Phe Ser 
30 

Ala Met Thr Tyr 
45 

Glu Phe Gin Glu 

Leu Gin Gin lie 
80 

Arg Leu Arg Met 
95 

His Ser Glu Gly 
110 

Gin Thr Lys Ala 
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115 






120 










125 








lie 


Lys 


Asp 


Gin Leu Gin Lys 


Tyr 


He 


Arg 


Glu 


Leu 


Glu 


Gin 


Ala 


Asn 




130 






135 










140 










Asp 


Ala 


Leu 


Glu Arg Ala 


Lys 


Arg 


Ala 


Thr 


He 


Met 


Ser 


Leu 


Glu 


Asp 


145 






150 










155 










160 


Phe 


Glu 


Gin 


Arg Leu Asn 


Gin 


Ala 


He 


Glu 


Arg Asn 


Ala 


Phe 


Leu 


Glu 








165 








170 










175 




Ser 


Glu 


Leu 


Asp Glu Lys Glu 


Asn 


Leu 


Leu 


Glu 


Ser 


Val 


Gin 


Arg 


Leu 








180 






185 










190 






Lys 


Asp 


Glu 


Ala Arg Asp Leu 


Arg 


Gin 


Glu 


Leu 


Ala 


Val 


Gin 


Gin 


Lys 






195 






200 










205 








Gin 


Glu 


Lys 


Pro Arg Thr 


Pro 


Met 


Pro 


Ser 


Ser 


Val 


Glu 


Ala 


Glu 


Arg 




210 






215 










220 










Thr 


Asp 


Thr 


Ala Val Gin 


Ala 


Thr 


Gly 


Ser 


Val 


Pro 


Ser 


Thr 


Pro 


He 


225 






230 










235 










240 


Ala 


His 


Arg 


Gly Pro Ser 


Ser 


Ser 


Leu 


Asn 


Thr 


Pro 


Gly 


Ser 


Phe 


Arg 








245 








250 










255 




Arg 


Gly 


Leu 


Asp Asp Xaa 


His 


Arg 


Gly 


Thr 


Pro 


Leu 


Thr 


Pro 


Ala 


Ala 








260 






265 










270 






Arg 


He 


Ser 


Ala Leu Asn 


He 


Val 


Gly 


Asp 


Leu 


Leu 


Arg 


Lys 


Val 


Gly 






275 






280 










285 








Ala 


Leu 


Glu 


Ser Lys Leu 


Ala 


Ser 


Cys 


Arg 


Asn 


Leu 


Val 


Tyr 


Asp 


Gin 




290 






295 










300 










Ser 


Pro 


Asn 


Arg Thr Gly Gly 


Pro 


Ala 


Ser 


Gly Arg 


Ser 


Ser 


Lys 


Asn 


305 






310 










315 










320 


Arg 


Asp 


Gly 


Gly Glu Arg Arg 


Pro 


Ser 


Ser 


Thr 


Ser 


Val 


Pro 


Leu 


Gly 








325 








330 










335 




Asp 


Lys 


Gly 


Ser Val Pro 


Ser 


Asn 


Lys 


Pro 


Leu 


Ala 


Gly 


Gly 


Glu 


Asn 








340 






345 










350 






Pro 


Pro 


Ala 


Pro Gly Lys Arg 


His 


Ser 


Pro 


Pro 


Ala 


His 


Ser 


His 


Val 






35S 






360 










365 









Ser Phe 



370 

<210> 2839 

c211> 606 

<212> DNA 

<213> Homo sapiens 

<400> 2839 

attctgaatc tgtgcaagat tcacaagatg cattctttct tggactacat catgggtggc 
60 

tgccaaatcc agtttacagt agctatagat ttcgccgcca caaacgggga ccccaggaac 
120 

agctgttcct tgcactacat ccacccttac caacccaatg agtatctgaa agctttggta 
180 

gctgtggggg agatttgcca agactatgac agtgacaaaa tgttccctgc ctttgggttt 
240 

ggcgccagga tacctccaga gtacacggtc tctcatgact ttgcaatcaa ctttaatgaa 
300 

gacaacccag aatgtgcagg aattcaagga gttgtggaag cctatcagag ctgtcttcct 
360 

aagctccaac tctacggtcc caccaacatt gcccccatca tccagaaggt tgccaagtca 
420 
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gcgtcagagg aaactaacac caaagaggca tcgcaacact tcatcctgct gatcctgaca 
480 

gatggtgtta tcacagacat gggcgacacc cgggaggcca ttgtccatgc ctcccacctc 
540 

cccatgtcag tcatcatcgt gggagtaggg aacgctgact tcagtgacat gcagatgctg 
600 

gacggt 
606 

<210> 2840 
<211> 202 
<212> PRT 

<213> Homo sapiens 



<400> 2640 



lie 


Leu 


Asn 


Leu 


Cys 


Lys 


He 


His 


Lys 


Met 


His 


Ser 


Phe 


Leu 


Asp 


Tyr 


1 








5 










10 










15 




lie 


Met 


Gly 


Gly 


Cys 


Gin 


He 


Gin 


Phe 


Thr 


Val 


Ala 


He 


Asp 


Phe 


Ala 








20 










25 










30 






Ala 


Thr 


Asn 


Gly 


Asp 


Pro 


Arg 


Asn 


Ser 


Cys 


Ser 


Leu 


His 


Tyr 


He 


His 






35 










40 










45 








Pro 


Tyr 


Gin 


Pro 


Asn 


Glu 


Tyr 


Leu 


Lys 


Ala 


Leu 


Val 


Ala 


Val 


Gly 


Glu 




50 










55 










60 










He 


Cys 


Gin 


Asp 


Tyr 


Asp 


Ser 


Asp 


Lys 


Met 


Phe 


Pro 


Ala 


Phe 


Gly 


Phe 


65 










70 










75 










80 


Gly 


Ala 


Arg 


He 


Pro 


Pro 


Glu 


Tyr 


Thr 


Val 


Ser 


His 


Asp 


Phe 


Ala 


He 










85 










90 










95 




Asn 


Phe 


Asn 


Glu 


Asp 


Asn 


Pro 


Glu Cys 


Ala 


Gly 


He 


Gin 


Gly 


Val 


Val 








100 










105 










110 






Glu 


Ala 


Tyr 


Gin 


Ser 


Cys 


Leu 


Pro 


Lys 


Leu 


Gin 


Leu 


Tyr 


Gly 


Pro 


Thr 






115 










120 










125 








Asn 


He 


Ala 


Pro 


He 


He 


Gin 


Lys 


Val 


Ala 


Lys 


Ser 


Ala 


Ser 


Glu 


Glu 




130 










135 










140 










Thr 


Asn 


Thr 


Lys 


Glu 


Ala 


Ser 


Gin 


Tyr 


Phe 


He 


Leu 


Leu 


He 


Leu 


Thr 


145 










150 










155 










160 


Asp 


Gly 


Val 


He 


Thr 


Asp 


Met 


Gly Asp 


Thr 


Arg 


Glu 


Ala 


He 


Val 


His 










165 










170 










175 




Ala 


Ser 


His 


Leu 


Pro 


Met 


Ser 


Val 


lie 


He 


Val 


Gly 


Val 


Gly 


Asn 


Ala 








180 










185 










190 






Asp 


Phe 


Ser 


Asp 


Met 


Gin 


Met 


Leu 


Asp 


Gly 















195 200 

<210> 2841 

<211> 2065 

<212> DNA 

<213> Homo sapiens 

<400> 2841 

nnctcctagc tgctgtcctc tgctgacatt tggcaggcag cttctgccag ccaaatggtc 
60 

tcaccccagc cccccggctc tgcacccact gtgctgccca caggagtggt cctgcccatg 
120 

gaagggccag ttcaggtggc cggagctcct gagctgccct aggggactgc tgtgggtctg 
180 
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aggtggtgat gtcccccacg 
240 

cactctgctg ttcaggagca 
300 

cctggcatca ggatctcagg 
360 

ctggacaggc tcctgccacc 
420 

cagtgcaagt cagagcctcc 
480 

cggccgccct ggtacaatga 
540 

ggaggcggca gtgcctctgg 
600 

gtgccctggg tggtcttgct 
660 

caccaggtgc tgactgagca 
720 

cacccagatg cctttgactt 
780 

aagagcgtca aggtgcccat 
840 

acactgtatg gtgcaaacgt 
900 

ctgttggagc tcctggacat 
960 

cggcggctgc gccgggacat 
1020 

tacaacaagt ttgtcaagcc 
1080 

gacatcgtgg tccccagagg 
1140 

gtgcacagcc agctggagga 
1200 

cagtgccacc cgctgccccg 
1260 

atgcacacca tcatcaggga 
1320 

agactgatgc ggctgctcat 
1380 

gtacagaccc cgcaggggca 
1440 

ggtgtgtcca ttctgcgcgc 
1500 

gacgtgcgca tcggcaccat 
1560 

cactacctga ggctgcccaa 
1620 

gtgtccacgg gcgcggcggc 
1680 

gaggacaaga tctttttgct 
1740 

tatgcatttc cgcgagtgag 
1800 



gctgcctgcg cctgagcccc 
cccacccgtg tcctcgacca 
gtgccgggcc cttggagcag 
tgtgggcact gggcgctctc 
cctgctgcgt acaagcaagc 
acacggcacg caatccaaag 
gaagaccact gtggccagaa 
gtccatggac tccttctaca 
gcagcaggaa caggccgcac 
cgacctcatc atttccaccc 
ttatgacttc accacgcaca 
catcatcttt gagggcatca 
gaagatcttt gtggacacag 
cagtgagcgc ggccgggaca 
ctccttcgac cagtacatcc 
gagcggcaac acggtggcca 
gcgtgaactc agcgtcaggg 
gacgctgagc gtcctgaaga 
caaggagacc agtcgcgacg 
cgagcacgcg ctctccttcc 
ggactatgcg ggcaagtgct 
cggtgaaacc atggagcccg 
cctcatccag accaaccagc 
ggacatcagc gatgaccacg 
catgatggca gtgcgcgtgc 
gtcgctgctc atggcagaga 
aatcatcacc acggcggtgg 



cacgcatcca cccctggggc 
tgagcagccc cccagcttac 
aaggcagcaa tgcagagtcc 
cccggaagcg gaccaccagc 
gtaccatcta caccgccggg 
aggccttcgc catcggcttg 
tgatcatcga ggccctggat 
aggtgctcca cagcctcccc 
acaacaactt caacttcgac 
tcaagaagcc gaagcagggg 
gccggaagaa ggactggaaa 
tggcctttgc tgacaagaca 
actccgacat ccgcctggta 
tcgagggtgt catcaagcag 
agcccaccat gcgcctggca 
tcgacctgat tgtgcagcac 
ctgcgctggc ctcggcacac 
gcacgccgca ggtacggggc 
agttcatctt ctactccaag 
tgccctctca ggactgcgtc 
atgcggggaa gcagatcacc 
cgctgcgcgc tgtgtgcaaa 
ttaccgggga gcccgagctc 
tgatcctcat ggactgcacc 
tcctggacca cgacgtgcct 
tgggcgtgca ctcagtggcc 
acaagcgggt caatgacctt 
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ttccgcatca tcccaggcat tgggaacttt ggcgaccgct actttgggac agacgcggtc 
1860 

* 

cccgatggca gtgacgagga ggaagtggcc tacacgggtt agctgcccag tgagccatcc 
1920 

cgtccccacc accctcctcc tgcctcctga cccaggactg ctgaatacaa agatgttaat 
1980 

ttttaaaatg ttactagtat aatttattct atgcatttta taaaataaat aaagctttag 
2040 

aaaaatgaaa aaaaaaaaaa aaaaa 
2065 

<210> 2842 

<211> 540 

<212> PRT 

<213> Homo sapiens 



<400> 2842 



Met 


Ser 


Ser 


Pro 


Pro 


Ala Tyr 


Pro Gly 


He Arg He 


Ser Gly Cys 


Arg 


1 








5 






10 


15 




Ala 


Leu Gly 


Ala 


Glu 


Gly Ser 


Asn Ala 


Glu Ser Leu Asp Arg Leu 


Leu 








20 






25 




30 




Pro 


Pro 


val 


Gly 


Thr 


Gly Arg 


Ser Pro 


Arg Lys Arg Thr Thr Ser Gin 






35 








40 




45 




Cys 


Lys 


Ser 


Glu 


Pro 


Pro Leu 


Leu Arg 


Thr Ser Lys Arg Thr He 


Tyr 




50 








55 




60 






Thr 


Ala Gly 


Arg 


Pro 


Pro Trp 


Tyr Asn 


Glu His Gly Thr Gin Ser 


Lys 


65 










70 




75 




80 


Glu 


Ala 


Phe 


Ala 


He 


Gly Leu 


Gly Gly 


Gly Ser Ala 


Ser Gly Lys 


Thr 










85 






90 


95 




Thr 


Val 


Ala 


Arg 


Met 


He He 


Glu Ala 


Leu Asp Val 


Pro Trp Val 


Val 








100 






105 




110 




Leu 


Leu 


Ser 


Met 


Asp 


Ser Phe 


Tyr Lys 


Val Leu His 


Ser Leu Pro 


His 






115 








120 




125 




Gin 


Val 


Leu 


Thr 


Glu 


Gin Gin 


Gin Glu 


Gin Ala Ala 


His Asn Asn 


Phe 




130 








135 




140 






Asn 


Phe 


Asp 


His 


Pro 


Asp Ala 


Phe Asp 


Phe Asp Leu 


He He Ser 


Thr 


145 










150 




155 




160 


Leu 


Lys 


Lys 


Leu 


Lys 


Gin Gly 


Lys Ser 


Val Lys Val 


Pro He Tyr 


Asp 










165 






170 


175 




Phe 


Thr 


Thr 


His 


Ser 


Arg Lys 


Lys Asp 


Trp Lys Thr Leu Tyr Gly Ala 








180 






185 




190 




Asn 


Val 


lie 


He 


Phe 


Glu Gly 


He Met 


Ala Phe Ala Asp Lys Thr 


Leu 






195 








200 




205 




Leu 


Glu 


Leu 


Leu 


Asp 


Met Lys 


He Phe 


Val Asp Thr Asp Ser Asp 


He 




210 








215 




220 






Arg 


Leu 


Val 


Arg 


Arg Leu Arg 


Arg Asp 


He Ser Glu Arg Gly Arg Asp 


225 










230 




235 




240 


He 


Glu 


Gly 


val 


He 


Lys Gin 


Tyr Asn 


Lys Phe Val 


Lys Pro Ser 


Phe 










245 






250 


255 




Asp 


Gin 


Tyr 


He 


Gin 


Pro Thr 


Met Arg 


Leu Ala Asp 


He Val Val 


Pro 








260 






265 




270 




Arg 


Gly 


Ser 


Gly 


Asn 


Thr Val 


Ala He 


Asp Leu He 


Val Gin His 


Val 






275 








280 




285 




His 


Ser 


Gin 


Leu 


Glu 


Glu Arg 


Glu Leu 


Ser Val Arg 


Ala Ala Leu 


Ala 
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290 295 300 

Ser Ala His Gin Cys His Pro Leu Pro Arg Thr Leu Ser Val Leu Lys 
305 310 315 320 

Ser Thr Pro Gin Val Arg Gly Met His Thr He He Arg Asp Lys Glu 

325 330 335 

Thr Ser Arg Asp Glu Phe He Phe Tyr Ser Lys Arg Leu Met Arg Leu 

340 345 350 

Leu He Glu His Ala Leu Ser Phe Leu Pro Phe Gin Asp Cys Val Val 

355 360 365 

Gin Thr Pro Gin Gly Gin Asp Tyr Ala Gly Lys Cys Tyr Ala Gly Lys 

370 375 380 

Gin He Thr Gly Val Ser He Leu Arg Ala Gly Glu Thr Met Glu Pro 
385 390 395 400 

Ala Leu Arg Ala Val Cys Lys Asp Val Arg He Gly Thr He Leu He 

405 410 415 

Gin Thr Asn Gin Leu Thr Gly Glu Pro Glu Leu His Tyr Leu Arg Leu 

420 425 430 

Pro Lys Asp He Ser Asp Asp His val He Leu Met Asp Cys Thr Val 

435 440 445 

Ser Thr Gly Ala Ala Ala Met Met Ala Val Arg Val Leu Leu Asp His 

450 455 460 

Asp Val Pro Glu Asp Lys He Phe Leu Leu Ser Leu Leu Met Ala Glu 
465 470 475 480 

Met Gly Val His Ser Val Ala Tyr Ala Phe Pro Arg Val Arg He He 

485 490 495 

Thr Thr Ala Val Asp Lys Arg Val Asn Asp Leu Phe Arg He He Pro 

500 505 510 

Gly He Gly Asn Phe Gly Asp Arg Tyr Phe Gly Thr Asp Ala Val Pro 

515 520 525 

Asp Gly Ser Asp Glu Glu Glu Val Ala Tyr Thr Gly 
530 535 540 

<210> 2843 
<211> 497 
<212> DNA 

<213> Homo sapiens 



<400> 2843 

cctaggtatg aaccccaaag ccctggctat 
60 

agccctggct atgaatctga gagctctaga 
120 

caaagcccag aatttgaagc tcaaagttcc 
180 

aaccccgagg aaaagagtcc tttgaatatc 
240 

actcaggggt ttggggagca gcccacaggg 
300 

cccacagggg ccctgctgtc tacaccgcag 
360 

acaggagccc ttcgaggtcc aggtcggcgg 
420 

cggcctaaca tctgtggcat ctgggggaag 
460 



gaacctcgga gccccgggta tgaaccccgg 
tatgaatccc agaacactga gctcaaaacc 
aaattccagg aaggtgcgga gatgcttctg 
tccgtaggag ttcaccccct ggactccttc 
gacctgccca tagggccacc ttttgagatg 
tttgagatgc ttcagaatcc cctgggtctc 
ggtggccggg cccggggtgg gcagggccct 
agcttcgggc gggactaccc tgatccagca 
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caggcatcca caccggt 
497 



<210> 2844 

<211> 165 

<212> PRT 

<213> Homo sapiens 



<400> 2844 
Pro Arg Tyr Glu 
1 

Tyr Glu Pro Arg 
20 

Ser Gin Asn Thr 
35 

Ser Ser Lys Phe 
50 

Lys Ser Pro Leu 
65 

Thr Gin Gly Phe 

Pro Phe Glu Met 
100 

Met Leu Gin Asn 
115 

Arg Arg Gly Gly 
130 

Cys Gly lie Trp 
145 

Gin Ala Ser Thr 

4 



Pro Gin Ser Pro 
5 

Ser Pro Gly Tyr 

Glu Leu Lys Thr 
40 

Gin Glu Gly Ala 
55 

Asn lie Ser Val 
70 

Gly Glu Gin Pro 
85 

Pro Thr Gly Ala 

Pro Leu Gly Leu 
120 

Arg Ala Arg Gly 
135 

Gly Lys Ser Phe 
ISO 

Pro 
165 



Gly Tyr Glu Pro 
10 

Glu Ser Glu Ser 

25 , 

Gin Ser Pro Glu 

Glu Met Leu Leu 
60 

Gly Val His Pro 
75 

Thr Gly Asp Leu 
90 

Leu Leu Ser Thr 
105 

Thr Gly Ala Leu 

Gly Gin Gly Pro 
140 

Gly Arg Asp Tyr 
155 



Arg Ser Pro Gly 
15 

Ser Arg Tyr Glu 
30 

Phe Glu Ala Gin 
45 

Asn Pro Glu Glu 

Leu Asp Ser Phe 
80 

Pro lie Gly Pro 
95 

Pro Gin Phe Glu 
110 

Arg Gly Pro Gly 
125 

Arg Pro Asn lie 

Pro Asp Pro Ala 
160 



<210> 2845 

<211> 934 

<212> DNA 

<213> Homo sapiens 



<400> 2845 
ctggatggga 
60 

accgtgtgcg 
120 

ttcaccaagg 
180 

tcaggcccca 
240 

gacctccagt 
300 

tgtgcagtca 
360 

acagcacaca 
420 

tcctgtggca 
480 



tggacggttg 
cacgggctgt 
ctcggggttc 
cggtgggtgc 
tgcaacgtct 
gtgtcgagtg 
aaaatagttc 
agtgatggta 



cccaagcggc 
gcttctcggc 
tatagcccct 
gggggctgtg 
ccccccgcgt 
ccacctgcgt 
tcacgttgcc 
aatgctgtgg 



agtggcagtg 
tggacacaga 
ttctgggaca 
gaaaggtctc 

gagtggggtt 
actggatgct 
gtggagagac 
caagaaagca 



gaggtagccc 
gtttggggag 
gctgcatggg 
agctgcaggg 
atcaggccta 
gctctcagtg 
aagcagtcaa 
ggttctggag 



tcttgctcct 
gccacttccc 
atccggcctc 
ggatgaatgt 
gctcaccttg 
ctgcggtgcc 
cgcagatata 
gtgaagggcg 
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gtgggggaga 


cagggcaggg 


aaggtgagca 


540 






gggcattagc 


caaagccgtc 


ctgatcccaa 


600 






cgagagtccc 


ttgtggcacc 


tcatgggcat 


660 






gccaggagtc 


agggcctctc 


ctcctacgtg 


720 






gtaggcttgg 


gatgaagggt 


ctggaatttc 


780 






tttcctattc 


ttttctattg 


agttaaaggt 


840 






ctgttgtcat 


agggctgttt 


gccttgtgtt 


900 






tcactctgct 


ctcagctccc 


acggcctaac 


934 







<210> 2846 

<211> 149 

<212> PRT 

<213> Homo sapiens 



gcggtctgag agtcccttgt ggcacctcgt 
gggacagggc agggaaggtg agtagtggtc 
cggtcaaagc cgtcatgacc ccgaggatgt 
ggcctgaagg ggctgctgta attcaggagg 
tgtctgccag cattagccta atgcaaatct 
cctggtggca ttgtcgggtg gggcacattg 
tcgtggagcc ccattgctga gcttacaacg 
catg 



<400> 2846 

Met Pro Met Arg Cys His Lys Gly Leu Ser Asp His Tyr Ser Pro Ser 

15 10 15 

Leu Pro Cys Pro Leu Gly Ser Gly Arg Leu Trp Leu Met Pro Thr Arg 

20 25 30 

Cys His Lys Gly Leu Ser Asp Arg Cys Ser Pro Ser Leu Pro Cys Leu 

35 40 45 

Pro His Arg Pro Ser Pro Pro Glu Pro Ala Phe Leu Pro Gin His Leu 

50 55 60 

Pro Ser Leu Ala Thr Gly Tyr lie Cys Val Asp Cys Leu Ser Leu His 
65 70 75 80 

Gly Asn Val Arg Thr lie Phe Val Cys Cys Gly Thr Ala Ala Leu Arg 

85 90 95 

Ala Ala Ser Ser Thr Gin Val Ala Leu Asp Thr Asp Cys Thr Gin Gly 

100 105 110 

Glu Leu Gly Leu lie Thr Pro Leu Thr Arg Gly Glu Thr Leu Gin Leu 

115 120 125 

Glu Val Thr Phe lie Pro Leu Gin Leu Arg Pro Phe His Ser Pro Arg 

130 135 140 

Thr His Arg Gly Ala 
145 

<210> 2847 

<211> 2830 

<212> DNA 

<213> Homo sapiens 

<400> 2847 

nntgatcatg atattgcaca tatccctgcc tctgctgtta tatcagcctc tacctctcag 
60 

gtcccctcca tagcaacagt tcctccttgc ctcacaactt cagctccatt aattcgccgt 
120 



2079 



WO 00/58473 



PCT/US00/08621 



cagctctcac atgaccacga 
180 

aagacagaaa gatcaaaatc 
240 

ttgtccttta agcacgcatc 
300 

tcagaagact ctgggtccag 
360 

gaagggtggc ttcatttccg 
420 

attcggccat ggaaacagat 
480 

gataaaagag agcagacgac 

540 

ttgatagaca tctcttacag 
600 

gactgtgaat gcctgtttca 
660 

atccaggaga gcagcaacct 
720 

agtcgaagaa taaaagaata 
780 

cctcgccaga gtctcagcat 
840 

caaagcccac actctccgaa 
900 

agtcccccaa aagacaaagg 
960 

tttgagaaaa agccaactgc 
1020 

gctcatacta atcggtatat 
1080 

agaggtcttg aatatacagg 
1140 

atgcaagaag aactcaacaa 
1200 

gatttgaatg tgataagcag 
1260 

ttcacaaatg ataaatatgc 
1320 

cgtctgaaaa cattaaaaag 
1380 

aagttccttt cagctcatct 
. 1440 

ccaagaaacc tagcaatagt 
1500 

acccacatgg tcacccacat 
1560 

catgactggt ttttcacaga 
1620 

agcacagtag actcccagcc 
1680 

acaggagtct ccccaggaga 
1740 



atctgttggc cctcctagcc 
atatgatgag ggtctggatg 
tagtctgaag ggaatcaaga 
aaaagattct tcctcagagg 
accccttgtc accgataagg 
gtatgttgtc cttcggggtc 
tccgtctgag gaagagcagc 
tgagaccaag aggaaaaatg 
ggctgaagac agagatgata 
aaacgaagag gacactggag 
caacaatctg atgagcaaag 
caggcaaact ttgcttggtg 
ggaagagtcg gaaaggaaac 
cacatggaga aaaggcattc 
tacaggaact ttcggcgtcc 
tccattaata gttgacatat 
tatttataga gttcctggaa 
gggaatggct gatattgata 
tttactaaaa tccttcttca 
tgattttatt gaagccaatc 
actaattcac gatttgcctg 
gaagacagtg gcagaaaatt 
gcctggtccc acccttgttc 
gcctgaccag tacaagattg 
agaaggtgct gaagagcctc 
agtgccaaac atagatcatt 
tgtatcagat tcagccacta 



tggatgctca gcccaactca 
attacagaga agatgcaaaa 
tcgcagacag ccaaaagtca 
tcctcagtga tgctgccaag 
gcaagcgagt tggtggaagt 
attcacttta cctgtacaaa 
ccatcagtgt taatgcttgc 
tgtttcgact caccacgtcc 
tgctagcttg gatcaagacg 
tcactaacag ggatctaatt 
cagaacagtt gccaaaaaca 
ctaaatcaga gccaaagact 
ttctcagtaa agatgatacc 
caagtatcat gagaaagaca 
gactagatga ctgcccacca 
gttgcaaatt agttgaagaa 
ataatgcagc catctcaagt 
tacaagatga taaatggcga 
gaaaactccc tgagcctctc 
gtaaagaaga tcctctagat 
aacatcacta tgaaacactt 
cagaaaaaaa caagatggaa 
gaacatcaga agacaacatg 
tagaaacgct catccagcac 
ttacaacagt gcaggaggaa 
tactcaccaa cattggaagg 
gtgactcaac aaaatctaag 
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ggttcttggg 
1800 

gcagctgcta 
I860 

gatgaactgg 
1920 

aaagaggagt 
1980 

aaagaaaaca 
2040 

aaagagagca 
2100 

ccaactctca 
2160 

aagtcctccc 
2220 

caggcctccc 
2280 

gagtttttgg 
2340 

tacttgacta 
2400 

aagggggacg 
2460 

accgacagcg 
2520 

cgaggagaac 
2580 

agttgcaccg 
2640 

cataaactca 
2700 

agtggaagtc 
2760 

gatgttatga 
2820 

gaaaaacagg 
2830 



gatctggaaa 
gtcgcaagag 
acaatgtatt 
ccaaaaaaga 
gcaccaggaa 
cgccttctga 
gctgtcgctt 
accttgaaga 
tggcaaggtt 
ccaacgtcag 
gcctggactc 
aggcagatga 
ggaacgagtt 
tgcaaaaagt 
agggaagttt 
tcacatgtga 
taggagatgc 
aaaaaggaaa 



ggatcagtat 
gaagaagccg 
ttttaagaaa 
aagtgagaca 
agaccccagc 
agaaccctca 
tgccatcctg 
gacaggctct 
ttccatgaag 
caccatcacc 
cagtcgactg 
cgagagaagc 
tcccattttc 
gactaagagc 
aacatcaagt 
tactctctcc 
caagaacgag 
gtcaactggg 



agcagggaac 
aaagaaaaag 
gaaaatgtgg 
ctgggcagaa 
acgacaaaag 
ccaccacaca 
aaagagagcc 
gactctggca 
aaatcaacca 
tcagattatt 
agccctgagg 
gaactcatca 
cccacagcct 
agccggagaa 
ttagatagcc 
aggaaaaaat 
aaagaaacac 
agtttactga 



tgcttgtgtc 
cacagcctag 
aacagtgtca 
aacagaagat 
atgaaaagat 
actcaaaaca 
ccaggtcact 
ctttgctcag 
gtccagaaac 
ccaccacatc 
tgcaatccgt 
gtgaagggcg 
tgacctcaga 
attctgaatg 
ggagacagct 
cagcgagatt 
cttcattaac 
cacccaccag 



ctccatcttt 
cagctcagaa 
caatgatact 
catcattgcc 
atcactagga 
caacaagtca 
tctggcacag 
cacgtcttcc 
gaaacatagc 
gtctgctaca 
ggcagagagc 
gcctgtggaa 
gaggcttttc 
aagtgaagta 
cttcagttcc 
caagtcagac 
taaagtgttt 
aggcgaatcc 



<210> 2848 

<211> 856 

<212> PRT 

<213> Homo sapiens 



<400> 2848 

Xaa Asp His Asp lie Ala His He 

1 S 
Ser Thr Ser Gin Val Pro Ser He 
20 

Thr Ser Ala Pro Leu He Arg Arg 

35 40 
Val Gly Pro Pro Ser Leu Asp Ala 

50 55 
Ser Lys Ser Tyr Asp Glu Gly Leu 



Pro Ala Ser Ala Val He Ser Ala 

10 15 
Ala Thr Val Pro Pro Cys Leu Thr 
25 30 
Gin Leu Ser His Asp His Glu Ser 

45 

Gin Pro Asn Ser Lys Thr Glu Arg 
60 

Asp Asp Tyr Arg Glu Asp Ala Lys 
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65 




70 






Leu Ser Phe Lys 


His 
85 


Val 


Ser 


Ser 


Ser Gin Lys Ser 


Ser Glu Asp 


Ser 


100 










Glu Val Phe Ser 


Asp Ala Ala 


Lys 


115 








120 


Leu Val Thr Asp 


Lys 


Gly Lys 


Arg 


130 






135 




Lys Gin Met Tyr 


Val 


Val 


Leu 


Arg 


145 




150 






Asp Lys Arg Glu 


Gin 
165 


Thr 


Thr 


Pro 


Val Asn Ala Cys 


Leu 


He 


Asp 


lie 


180 










Asn Val Phe Arg 


Leu 


Thr 


Thr 


Ser 


195 








200 


Glu Asp Arg Asp 


Asp 


Met 


Leu 


Ala 


210 






215 




Ser Asn Leu Asn 


Glu Glu Asp 


Thr 


225 




230 






Ser Arg Arg lie 


Lys 
245 


Glu 


Tyr 


Asn 


Leu Pro Lys Thr 


Pro 


Arg 


Gin 


Ser 


260 










Gly Ala Lys Ser 


Glu 


Pro 


Lys 


Thr 


275 








280 


Glu Ser Glu Arg 


Lys 


Leu 


Leu 


Ser 


290 






295 




Asp Lys Gly Thr 


Trp Arg 


Lys 


Gly 


305 




310 






Phe Glu Lys Lys 


Pro 
325 


Thr 


Ala 


Thr 


Asp Cys Pro Pro 


Ala 


His 


Thr 


Asn 


340 










He Cys Cys Lys 


Leu 


Val 


Glu 


Glu 


355 








360 


Tyr Arg Val Pro 


Gly Asn Asn 


Ala 


370 






375 




Leu Asn Lys Gly 


Met 


Ala 


Asp 


He 


385 




390 






Asp Leu Asn Val 


He 
405 


Ser 


Ser 


Leu 


Pro Glu Pro Leu 


Phe 


Thr 


Asn 


Asp 


420 










Asn Arg Lys Glu 


Asp 


Pro 


Leu 


Asp 


435 








440 


He His Asp Leu 


Pro 


Glu 


His 


His 


450 






455 




Ala His Leu Lys 


Thr 


Val 


Ala 


Glu 


465 




470 






Pro Arg Asn Leu 


Ala 
485 


He 


val 


Phe 


Glu Asp Asn Met 


Thr 


His 


Met 


Val 



75 80 



Leu Lys Gly He 


Lys 


He 


Ala 


Asp 


90 








95 




Gly Ser Arg Lys 


Asp 


Ser 


Ser 


Ser 


105 






110 






Glu Gly Trp Leu 


His 


Phe 


Arg 


Pro 






125 








Val Gly Gly Ser 


He 


Arg 


Pro Trp 




140 










Gly His 


Ser Leu 


Tyr 


Leu 


Tyr 


Lys 




155 








160 


Ser Glu 


Glu Glu 


Gin 


Pro 


He 


Ser 


170 








175 




Ser Tyr 


Ser Glu 


Thr 


Lys 


Arg 


Lys 


185 






190 






Asp Cys 


Glu Cys 


Leu 


Phe 


Gin Ala 






205 








Trp He 


Lys Thr 


He 


Gin 


Glu 


Ser 




220 










Gly Val 


Thr Asn Arg 


Asp 


Leu 


He 




235 








240 


Asn Leu 


Met Ser 


Lys 


Ala 


Glu 


Gin 


250 








255 




Leu Ser 


He Arg Gin 


Thr 


Leu 


Leu 


265 






270 






Gin Ser 


Pro His 


Ser 


Pro 


Lys 


Glu 






285 








Lys Asp Asp Thr 


Ser 


Pro 


Pro 


Lys 




300 










He Pro 


Ser He 


Met 


Arg 


Lys 


Thr 




315 








320 


Gly Thr 


Phe Gly val 


Arg 


Leu 


Asp 


330 








335 




Arg Tyr 


He Pro 


Leu 


He 


Val 


Asp 


345 






350 






Arg Gly Leu Glu Tyr 


Thr Gly 


He 






365 








Ala He 


Ser ser 


Met 


Gin 


Glu 


Glu 




380 










Asp He Gin Asp Asp 


Lys 


Trp Arg 




395 








400 


Leu Lys 


Ser Phe 


Phe 


Arg 


Lys 


Leu 


410 








415 




Lys Tyr Ala Asp Phe 


He 


Glu 


Ala 


425 






430 






Arg Leu 


Lys Thr 


Leu 


Lys 


Arg 


Leu 






445 








Tyr Glu 


Thr Leu 


Lys 


Phe 


Leu 


Ser 




460 










Asn Ser 


Glu Lys 


Asn 


Lys 


Met 


Glu 




475 








480 


Gly Pro 


Thr Leu 


Val 


Arg 


Thr 


Ser 


490 








495 




Thr His 


Met Pro Asp 


Gin 


Tyr Lys 
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500 505 510 

He Val Glu Thr Leu He Gin His His Asp Trp Phe Phe Thr Glu Glu 

51S 520 525 

Gly Ala Glu Glu Pro Leu Thr Thr Val Gin Glu Glu Ser Thr Val Asp 

530 535 540 

Ser Gin Pro Val Pro Asn lie Asp His Leu Leu Thr Asn He Gly Arg 
545 550 555 560 

Thr Gly Val Ser Pro Gly Asp Val Ser Asp Ser Ala Thr Ser Asp Ser 

565 570 575 

Thr Lys Ser Lys Gly Ser Trp Gly Ser Gly Lys Asp Gin Tyr Ser Arg 

580 585 590 

Glu Leu Leu Val Ser Ser He Phe Ala Ala Ala Ser Arg Lys Arg Lys 

595 600 605 

Lys Pro Lys Glu Lys Ala Gin Pro Ser Ser Ser Glu Asp Glu Leu Asp 

610 615 620 

Asn Val Phe Phe Lys Lys Glu Asn Val Glu Gin Cys His Asn Asp Thr 
625 630 635 640 

Lys Glu Glu Ser Lys Lys Glu Ser Glu Thr Leu Gly Arg Lys Gin Lys 

645 650 655 

He He He Ala Lys Glu Asn Ser Thr Arg Lys Asp Pro Ser Thr Thr 

660 665 670 

Lys Asp Glu Lys He Ser Leu Gly Lys Glu Ser Thr Pro Ser Glu Glu 

675 660 685 

Pro Ser Pro Pro His Asn Ser Lys His Asn Lys Ser Pro Thr Leu Ser 

690 695 700 

Cys Arg Phe Ala He Leu Lys Glu Ser Pro Arg Ser Leu Leu Ala Gin 
70S 710 715 720 

Lys Ser Ser His Leu Glu Glu Thr Gly Ser Asp Ser Gly Thr Leu Leu 

725 730 735 

Ser Thr Ser Ser Gin Ala Ser Leu Ala Arg Phe Ser Met Lys Lys Ser 

740 745 750 

Thr Ser Pro Glu Thr Lys His Ser Glu Phe Leu Ala Asn Val Ser Thr 

755 760 765 

He Thr Ser Asp Tyr Ser Thr Thr Ser Ser Ala Thr Tyr Leu Thr Ser 

770 775 780 

Leu Asp Ser Ser Arg Leu Ser Pro Glu Val Gin Ser Val Ala Glu Ser 
785 790 795 800 

Lys Gly Asp Glu Ala Asp Asp Glu Arg Ser Glu Leu He Ser Glu Gly 

805 810 815 

Arg Pro Val Glu Thr Asp Ser Gly Asn Glu Phe Pro He Phe Pro Thr 

820 825 830 

Ala Leu Thr Ser Glu Arg Leu Phe Arg Gly Glu Leu Gin Lys Val Thr 

835 840 845 

Lys Ser Ser Arg Arg Asn Ser Glu 
850 855 



<210> 2849 

<211> 380 

<212> DNA 

<213> Homo sapiens 



<400> 2849 

gcgcgcgtgg agagggcgcg ggagttggca ttcggtggtc ctggcagtta gctgagcacg 
60 
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ccctctgagc cgctcggtgg 
120 

caggagagag aagaaacagg 
180 

cctaaggcgg caaagggggc 
24 0 

aaacccgagg aagacaagaa 
300 

caggaccata aggagccatc 
360 

ggcacgaagg aggggtgtcg 
380 



acaccaggca ctctagtagg 
ccagctgtga gaagccaagg 
caagccagag ccagcaccag 
ggacggtaag gagccatcgg 
ggacaaacct caaaaggcgg 



cctggcctac ccagaaacag 
acaccgagtc ggtcatggca 
ctccacctcc acccggggcc 
acaaacctca aaaggcggtg 
tgcagcccaa gcacgaagtg 



c210> 2850 
<211> 76 
<212> PRT 

<213> Homo sapiens 



<400> 2850 
Glu Ala Lys Asp 
1 

Ala Lys Pro Glu 
20 

Glu Glu Asp Lys 
35 

Ala Val Gin Asp 
50 

Gin Pro Lys His 
65 



Thr Glu Ser Val 

5 

Pro Ala Pro Ala 

Lys Asp Gly Lys 
40 

His Lys Glu Pro 
55 

Glu Val Gly Thr 
70 



Met Ala Pro Lys 
10 

Pro Pro Pro Pro 
25 

Glu Pro Ser Asp 

Ser Asp Lys Pro 
60 

Lys Glu Gly Cys 
75 



Ala Ala Lys Gly 
15 

Gly Ala Lys Pro 
30 

Lys Pro Gin Lys 
45 

Gin Lys Ala Val 



<210> 2851 

<211> 2459 

<212> DNA 

<213> Homo sapiens 



<400> 2851 

nntgatcaga gttcgactct tgcccaacac 
60 

ccatttcata gagatttgct ccgatatgcc 
120 

tatggaaaat atgaaggact aacaaagaat 
180 

agagaaatca aagatttctt tgaagttgca 
240 

agcaagaagt ttggtcttca tggaagttcg 
300 

aataagctca gtgttcagag ttcagggaat 
360 

atgggaaaca tgtctgcctc tgatctcgat 
420 

tttgaacagg tactaagtga actggagccc 
480 

aaacttttca aactacagca acatcaaagt 
540 



tctgttgaac tgactttacc caatcatcat 
aagctgatgg agtggctaaa gagtacagat 
tacatggatt atttatcccg actatatgaa 
aagatcaaga tgactggcac aactaaagaa 
gggaaattaa ctggatctac ttctagtcta 
cgcagatctc agtcatcttc cctgttggat 
gttgctgaca ggaccaaatt tgataagatc 
ctatgtctgg cagaacagga cttcataagt 
gtgcctggaa ctatgaaatt ttaagactga 
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gcaggctttt gctatatcaa tactagtcaa 
600 

gaataatttt tgcaggctga agcagaggac 
660 

aattgtggca caccactgcc tgtttcatct 
720 

aaaatatttc gctgcattga gccagagctg 
780 

gatagcttta actctcttta tatgttagtc 
840 

aatgtggacc ctgcttcttt cctaagtact 
900 

aggaactttg acaaatgcat tagtaaccaa 
960 

aaaaagagta aagttggaat tcttccattt 
1020 

gcagaatcaa tcttcaaaaa tgctgagcgt 
1080 

cttatcagag gagtatttgt taatgtggag 
1140 

agggatgtgg ttatgatgga aaactttcac 
1200 

atctcatgtc tagaagcaga aaaaaaagaa 
1260 

tcttatgtca tttactcttt aggacaacct 
1320 

gttgaagctc gcgtggcaca gggcataagg 
1380 

aacaaacaag aacttcgtaa agtcattaag 
1440 

ctagataacc tctacaagaa agttgataaa 
1500 

gtggtgtggc actccatgca agatgaattt 
1560 

atagctcgct gttatcctgg atctggtgtt 
1620 

gattattgtt ccagcattgc acagtcccac 
1680 

aatgaagcat ttgagtataa cagacactat 
1740 

ccagacttaa aattttatgt attattaaat 
1800 

atatttaaat gcaaaattac caacctatat 
1860 

ctaacttaag cattcatgtc accataaaat 
1920 

aaattttcct ttattgccta gctgcttgtg 
1980 

tggagttctt cagctttcac tacttctctg 
2040 

ctgtacaaaa ttgttttttt cacactaaca 
2100 

atgatcattt gtgaacttag atttttgagg 
2160 



attgttggtc 


ttttattatg 


taaagtgcct 


ctggatggag gaacattatc 


acggcaacat 


gagaaagata 


tgatccgcca 


gatgatgatt 


aacaacctaa 


ttgcattagg 


agacaaaatt 


aaaatgagtc 


atcatgtgtg 


gactgcacaa 


acattgggaa 


atgttttggt 


gactgtcaaa 


ataaggcaaa 


tggaagaagt 


aaagatctca 


gttgctgaat 


ttgaagaatt 


tgctggactt 


cgtggagacc 


tggataaagc 


atacaccaaa 


aaagtagcaa 


atgaaagcca 


gaagaccccc 


catatttttg 


caactctttc 


tcgattgaaa 


gccaaacaaa 


aatacacaga 


tcaccttcag 


cttgaaaaac 


taaatcattt 


ctttgaaggt 


gaggaggaag 


taagttacca 


acttgcattt 


gagtaccctg gaaaggaagt 


aaaaaaaggt 


catttatgtg 


aagaagagaa 


cttacttcag 


atacgccagt 


ataagcactt 


tgaaggtttg 


acaatggaat 


tcactattca 


ggacattctg 


taaaccttgt 


gaaagaagaa 


aagataactg 


accaaaatac 


caagcaactg 


ttttgagaac 


gttagataaa 


tgggtagtac 


catactacaa 


agcagtttta 


tttgccctat 


aggttgcata 


gcctttagca 


tttctcaatg 


actggatggg 


tttgagtggt 


tgtcctatga 


gcaatgcatt 


ttgcttgcta 


atcatgtaac 


tactaaaata 


aatgtgtata 


tggagaagag 


ggctcatgtg 


attatgtgac 


tagtaataaa 


tgtgaaataa 
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attttcaaaa aagttgacat ttgaaaaaaa aattagtaac caaataaggc aaatggaaga 
2220 

agtaaagatc tcaaaaaaga gtaaagttgg aattcttcca tttgttgctg aatttgaaga 
2260 

atttgctgga cttgcagaat caatcttcaa aaatgctgag cgtcgtggag acctggataa 
2340 

agcatacacc aaacttatca gaggagtatt tgtcaatgtg gagaaagtag caaatgaaag 
2400 

ccagaagacc cccagggatg tggttatgat ggaaaacttt caccatattt ttgcaactc 
2459 

<210> 2852 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 2852 

Met lie Arg Gin Met Met lie Lys He Phe Arg Cys He Glu Pro Glu 

15 10 IS 

Leu Asn Asn Leu lie Ala Leu Gly Asp Lys He Asp Ser Phe Asn Ser 

20 25 30 

Leu Tyr Met Leu Val Lys Met Ser His His Val Trp Thr Ala Gin Asn 

35 40 45 

Val Asp Pro Ala Ser Phe Leu Ser Thr Thr Leu Gly Asn Val Leu Val 

50 55 60 

Thr Val Lys Arg Asn Phe Asp Lys Cys He Ser Asn Gin He Arg Gin 
65 70 75 80 

Met Glu Glu Val Lys He Ser Lys Lys Ser Lys Val Gly He Leu Pro 

85 90 95 

Phe Val Ala Glu Phe Glu Glu Phe Ala Gly Leu Ala Glu Ser He Phe 

100 105 110 

Lys Asn Ala Glu Arg Arg Gly Asp Leu Asp Lys Ala Tyr Thr Lys Leu 

115 120 125 

He Arg Gly Val Phe Val Asn Val Glu Lys Val Ala Asn Glu Ser Gin 

130 135 140 

Lys Thr Pro Arg Asp Val Val Met Met Glu Asn Phe His His He Phe 
145 150 155 160 

Ala Thr Leu Ser Arg Leu Lys He Ser Cys Leu Glu Ala Glu Lys Lys 

165 170 175 

Glu Ala Lys Gin Lys Tyr Thr Asp His Leu Gin Ser Tyr Val He Tyr 

180 185 190 

Ser Leu Gly Gin Pro Leu Glu Lys Leu Asn His Phe Phe Glu Gly Val 

195 200 205 

Glu Ala Arg Val Ala Gin Gly He Arg Glu Glu Glu Val Ser Tyr Gin 

210 215 220 

Leu Ala Phe Asn Lys Gin Glu Leu Arg Lys Val He Lys Glu Tyr Pro 
225 230 235 240 

Gly Lys Glu Val Lys Lys Gly Leu Asp Asn Leu Tyr Lys Lys Val Asp 

245 250 255 

Lys His Leu Cys Glu Glu Glu Asn Leu Leu Gin Val Val Trp His Ser 

260 265 270 

Met Gin Asp Glu Phe He Arg Gin Tyr Lys His Phe Glu Gly Leu He 

275 280 285 

Ala Arg Cys Tyr Pro Gly Ser Gly Val Thr Met Glu Phe Thr He Gin 
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290 295 
Asp He Leu Asp Tyr Cys Ser Ser He Ala Gin 
305 310 315 



300 

Ser His 



<210> 2853 

<211> 4993 

<212> DNA 

<213> Homo sapiens 

<400> 2853 

cgcggacgag accggggctg tggtgcggag agaggctgag acggagaaga ggagaggcag 
60 

agagggcgcg gggaccgtca gcagcacctt agctacaatc gttcagctat tctcggaaga 
120 

gagaagggag agggaggagg ccggggcggg agtgggggct gtcaccctcg gaccccggcg 
180 

tgagaggggc cgtgcggccg gacgtcctcg gggtgggccc ccagtcggtg gccgaagacc 
240 

tacagctcag gcccctgggt cccaaatttc caggctttgc .ccctcctcct ttctcagata 
300 

cccgggtaac agtcctcata gtccagatat ccgggactcg ggtcccaacc tctctaaacc 
360 

tgggtctctg tttcatagat tttcaaatat caggttcagg cccctgcgtg caccagtatc 

420 

cggggttcat tccccgggcg tttcaaatat cggattcagt ctccatcccg ttcagatatt 
480 

cggggttcag accccacaat cagaaatccg gaattcggca gctgtcgccc tcgacgaggg 
540 

ggaggactgg accgcgaggt cagattaggt tgtcaccccc tcccctccag gggaggcttc 
600 

ccgggcccgc ccctcaggaa gggcgaaagc cgaggaagag gtggcaaggg gaaaggtctc 
660 

cttgcccctc tccctgcttg gcagagccgc tggaggaccc caggcggaag cggaggcgct 
720 

ggggcaccat agtgacccct accaggccag gccccactct cagggccccc aggggccacc 
780 

atgccagctg ggggccgggc cgggagcctg aaggacccag atgtggctga gctcttcttc 
640 

aaggatgacc cagaaaagct cttctctgac ctccgggaaa ttggccatgg cagctttgga 
900 

gccgtatact ttgcccggga tgtccggaat agtgaggtgg tggccatcaa gaagatgtcc 
960 

tacagtggga agcagtccaa tgagaaatgg caagacatca tcaaggaggt gcggttctta 
1020 

cagaagctcc ggcatcccaa caccattcag taccggggct gttacctgag ggagcacacg 
1080 

gcttggctgg taatggagta ttgcctgggc tcagcttctg accttctaga agtgcacaag 
1140 

aaaccccttc aggaggtaga gatcgcagct gtgacccatg gggcgcttca gggcctggca 
1200 

tatctgcact cccacaacat gatccatagg gatgtgaagg ctggaaacat cctgctgtca 
1260 

gagccagggt tagtgaagct aggggacttt ggttctgcgt ccatcatggc acctgccaac 
1320 
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tccttcgtgg gcaccccata ctggatggca 
1380 

cagtacgatg gcaaagtgga cgtctggtcc 
1440 

cggaaaccac cgctctttaa catgaatgcg 
1S00 

gaatcccccg tgctccagtc aggacactgg 
1560 

tgtcttcaga aaatccctca agacagacca 
1620 

gtgctccggg agcggccacc cacagtcatc 
1680 

gtgcgggagc tggacaacct gcagtaccgc 
1740 

cccaacggcc ctggtgccga ggccccagag 
1800 

cgggccggga ctctgaccag cctcgagagt 
1860 

gcctccagcc agagcagctc cgtcaacagc 
1920 

gaggaggagg aggaggaaga ggaggaggag 
1980 

atgatgcagg agggggagca cacagtcacc 
2040 

ggctctgaca acctatatga tgacccctac 
2100 

ccgcctgcag ccccagctcc cacttccacc 
2160 

cgtaaccgag accactttgc caccatccga 
2220 

gagcatgagc aggactctgc gctgcgggag 
2280 

cagcaccaga agcagctgct ggccctggag 
2340 

agtgcacggc tgcagcggga gcttgaggcg 
2400 

aagctggccc ggcggcacca ggccataggt 
2460 

gagcggaagt tccagcagca catccttggg 
2520 

gaggcacaga agcggaccta caaacttcgc 
2580 

aaccccagca ctcccaagcg ggagaaggcc 
2640 

cagcagtgcc aggcggagga ggaagcaggg 
2700 

ctgcagtgtc gccagtacaa gcgcaagatg 
2760 

ctgctgcggg aggacctgaa caagaagcag 
2820 

cttcggcagc acgaggccac gcgggagctg 
2680 

acgcgggctg agctcacccg cctgcagcac 
2940 



cccgaggtga tcctggccat ggatgagggg 
ttggggataa cctgcatcga gctggctgaa 
atgagtgcct tataccacat tgcacagaac 
tctgagtact tccggaattt tgtcgactcc 
acctcagagg ttctcctgaa gcaccgcttt 
atggacctga tccagaggac caaggatgcc 
aagatgaaga agatcctgtt ccaagaggca 
gaggaagagg aggccgagcc ctacatgcac 
agccactcag tgcccagcat gtccatcagc 
ctagcagatg cctcagacaa cgaggaagag 
gaagaaggcc ctgaagcccg ggagatggcc 
tctcacagct ccattatcca ccggctgccg 
cagccagaga taacccccag ccctctccag 
acctcttccg cccgccgccg ggcctactgc 
accgcctccc tggtcagccg tcagatccag 
cagctgagcg gctataagcg gatgcgacga 
tcacggctga ggggtgaacg ggaggagcac 
cagcgggctg gctttggggc agaggcagaa 
gagaaggagg cacgagctgc ccaggccgag 
cagcagaaga aggagctggc tgccctgctg 
aaggaacagc tgaaggagga gctccaggag 
gagtggctgc tgcggcagaa ggagcagctc 
ctgctgcggc ggcagcgcca gtactttgag 
ttgctggctc ggcacagcct ggaccaggac 
acccagaagg acttggagtg tgcactgctg 
gagctgcggc agctccaggc cgtgcagcgc 
cagacggagc tgggcaacca gctggagtac 
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aacaagcggc gtgagcaaga gttgcggcag aagcatgcgg cccaggttcg ccagcagccc 
3000 

aagagcctca aagtacgtgc aggccagcgc cccccgggcc ttccactccc cattcctggg 
3060 

gctctgggcc cacccaacac aggcacccct atagaacagc agccctgctc acctggccag 
3120 

gaggcagtcc tggaccaaag aatgcttggc gaggaggagg aagcagttgg agagagaagg 
3180 

attctgggaa aggaaggggc cactttggag cccaagcagc agaggattct gggggaagaa 

3240 

tcaggagccc ctagtcccag tccacaaaaa catgggagcc tggttgatga ggaagtttgg 
3300 

ggtctgcctg aggagataga ggagcttagg gtgccctccc ttgtacccca ggagaggagc 
3360 

attgttggcc aggaggaggc tgggacgtgg agcttgtggg ggaaggagga tgagagtctt 
3420 

ctggatgagg agtttgagct tggctgggtc cagggcccag cactgactcc cgtccctgag 
3480 

gaggaggaag aagaggaaga gggggctccg attgggaccc ctagggatcc tggagatggt 
3540 

tgtccttccc ccgacatccc tcctgaaccc cctccaacac acctgaggcc ctgccctgcc 
3600 

agccagctcc ctggactcct gtcccatggc ctcctggccg gcctctcctt tgcagtgggg 
3660 

tcctcctctg gcctcctgcc cctcctgctg ctgctgctgc ttccattgct ggcagcccag 
3720 

ggtgggggtg gcctgcaggc agcgctgctg gcccttgagg tggggctggt gggtctgggg 
3780 

gcctcctacc tgctcctttg tacagccctg cacctgccct ccagtctttt cctactcctg 
3840 

gcccagggta ccgcactggg ggccgtcctg ggcctgagct ggcgccgagg cctcatgggt 
3900 

gttcccctgg gccttggagc tgcctggctc ttagcttggc caggcctagc tctacctctg 
3960 

gtggctatgg cagcgggggg cagatgggtg cggcagcagg gcccccgggt gcgccggggc 
4020 

atatctcgac tctggttgcg ggttctgctg cgcctgtcac ccatggcctt ccgggccctg 
4080 

cagggctgtg gggctgtggg ggaccggggt ctgtttgcac tgtaccccaa aaccaacaag 
4140 

gatggcttcc gcagccgcct gcccgtccct gggccccggc ggcgtaatcc ccgcaccacc 
4200 

caacacccat tagctctgtt ggcaagggtc tgggtcctgt gcaagggctg gaactggcgt 
4260 

ctggcacggg ccagccaggg tttagcatcc cacttgccce cgtgggccat ccacacactg 
4320 

gccagctggg gcctgcttcg gggtgaacgg cccacccgaa tcccccggct actaccacgc 
4360 

agccagcgcc agctagggcc ccctgcctcc caccagccac tgccagggac tctagccggg 
4440 

cggaggtcac gcacccgcca gtcccgggcc ctgcccccct ggaggtagct gactccagcc 
4500 

cttccagccc aaatctagag catcgagcac tttatctccc acgactcagt gaagtttctc 
4560 
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cagtccctag tcctctcttt tcacccacct tcctcagttt gctcacttac cccaggccca 
4620 

gcccttcgga cctctagaca ggcagcctcc tcagctgtgg agtccagcag tcactctgtg 
4680 

ttctcctggc gctcctcccc taagttattg ctgttcgccc gctgtgtgtg ctcatcctca 
4740 

ccctcattga ctcaggcctg gggccagggg tggtggaggg tgggaagagt catgtttttt 
4800 

ttctcctctt tgattttgtt tttctgtctc ccttccaacc tgtccccttc cccccaccaa 
4860 

aaaaagaaaa agacaaacac aaataaaata tctgagcgga actgtgaaaa aaaaaaaaaa 
4920 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
4980 

aaaaaaaaaa aaa 
4993 

<210> 2854 

<211> 1235 

<212> PRT 

<213> Homo sapiens 



<400> 2854 



Met 


Pro 


Ala 


Gly 


Gly 


Arg 


Ala 


Gly 


Ser 


Leu 


Lys Asp 


Pro 


Asp Val 


Ala 


1 








5 










10 








IS 




Glu 


Leu 


Phe 


Phe 


Lys 


Asp 


Asp 


Pro 


Glu 


Lys 


Leu Phe 


Ser 


Asp 


Leu 


Arg 








20 










25 








30 






Glu 


He 


Gly 


His 


Gly 


Ser 


Phe 


Gly 


Ala 


Val 


Tyr Phe 


Ala 


Arg Asp 


Val 






35 










40 








45 








Arg Asn 


Ser 


Glu 


Val 


Val 


Ala 


He 


Lys 


Lys 


Met Ser 


Tyr 


Ser Gly 


Lys 




50 










55 








60 










Gin 


Ser 


Asn 


Glu 


Lys 


Trp 


Gin 


Asp 


He 


He 


Lys Glu 


Val 


Arg 


Phe 


Leu 


65 










70 










75 








80 


Gin 


Lys 


Leu 


Arg 


His 


Pro 


Asn 


Thr 


He 


Gin 


Tyr Arg 


Gly 


Cys 


Tyr 


Leu 










85 










90 








95 




Arg 


Glu 


His 


Thr 


Ala 


Trp 


Leu 


val 


Met 


Glu 


Tyr Cys 


Leu 


Gly Ser 


Ala 








100 










105 








110 






Ser Asp 


Leu 


Leu 


Glu 


Val 


His 


Lys 


Lys 


Pro 


Leu Gin 


Glu 


Val 


Glu 


He 






115 










120 








125 








Ala 


Ala 


Val 


Thr 


His 


Gly 


Ala 


Leu 


Gin Gly 


Leu Ala 


Tyr 


Leu 


His 


Ser 




130 










135 








140 










His 


Asn 


Met 


He 


His 


Arg 


Asp 


Val 


Lys 


Ala 


Gly Asn 


He 


Leu 


Leu 


Ser 


145 










150 






• 




155 








160 


Glu 


Pro 


Gly 


Leu 


Val 


Lys 


Leu 


Gly 


Asp 


Phe 


Gly Ser 


Ala 


Ser 


He 


Met 










165 










170 








175 




Ala 


Pro 


Ala 


Asn 


Ser 


Phe 


val 


Gly 


Thr 


Pro 


Tyr Trp 


Met 


Ala 


Pro 


Glu 








180 










IBS 








190 






Val 


He 


Leu 


Ala 


Met 


Asp 


Glu 


Gly 


Gin 


Tyr 


Asp Gly 


Lys 


Val Asp 


Val 






195 










200 








205 








Trp 


Ser 


Leu 


Gly 


He 


Thr 


Cys 


He 


Glu 


Leu 


Ala Glu 


Arg 


Lys 


Pro 


Pro 




210 










215 








220 










Leu 


Phe 


Asn 


Met 


Asn 


Ala 


Met 


Ser 


Ala 


Leu 


Tyr His 


He 


Ala 


Gin 


Asn 


225 










230 










235 








240 


Glu 


Ser 


Pro 


Val 


Leu 


Gin 


Ser 


Gly 


His 


Trp 


Ser Glu 


Tyr 


Phe 


Arg 


Asn 
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245 250 255 

Phe Val Asp Ser Cys Leu Gin Lys lie Pro Gin Asp Arg Pro Thr Ser 

260 265 270 

Glu Val Leu Leu Lys His Arg Phe Val Leu Arg Glu Arg Pro Pro Thr 

275 280 285 

Val lie Met Asp Leu lie Gin Arg Thr Lys Asp Ala Val Arg Glu Leu 

290 295 300 

Asp Asn Leu Gin Tyr Arg Lys Met Lys Lys lie Leu Phe Gin Glu Ala 
305 310 315 320 

Pro Asn Gly Pro Gly Ala Glu Ala Pro Glu Glu Glu Glu Glu Ala Glu 

325 330 335 

Pro Tyr Met His Arg Ala Gly Thr Leu Thr Ser Leu Glu Ser Ser His 

340 345 350 

Ser Val Pro Ser Met Ser lie Ser Ala Ser Ser Gin Ser Ser Ser Val 

3SS 360 365 

Asn Ser Leu Ala Asp Ala Ser Asp Asn Glu Glu Glu Glu Glu Glu Glu 

370 375 380 

Glu Glu Glu Glu Glu Glu Glu Glu Gly Pro Glu Ala Arg Glu Met Ala 
385 390 395 400 

Met Met Gin Glu Gly Glu His Thr Val Thr Ser His Ser Ser He lie 

405 410 415 

His Arg Leu Pro Gly Ser Asp Asn Leu Tyr Asp Asp Pro Tyr Gin Pro 

420 425 430 

Glu He Thr Pro Ser Pro Leu Gin Pro Pro Ala Ala Pro Ala Pro Thr 

435 440 445 

Ser Thr Thr Ser Ser Ala Arg Arg Arg Ala Tyr Cys Arg Asn Arg Asp 

450 455 460 

His Phe Ala Thr lie Arg Thr Ala Ser Leu Val Ser Arg Gin He Gin 
465 470 475 480 

Glu His Glu Gin Asp Ser Ala Leu Arg Glu Gin Leu Ser Gly Tyr Lys 

485 490 495 

Arg Met Arg Arg Gin His Gin Lys Gin Leu Leu Ala Leu Glu Ser Arg 

500 505 510 

Leu Arg Gly Glu Arg Glu Glu His Ser Ala Arg Leu Gin Arg Glu Leu 

515 520 525 

Glu Ala Gin Arg Ala Gly Phe Gly Ala Glu Ala Glu Lys Leu Ala Arg 

530 535 540 

Arg His Gin Ala He Gly Glu Lys Glu Ala Arg Ala Ala Gin Ala Glu 
545 550 555 560 

Glu Arg Lys Phe Gin Gin His He Leu Gly Gin Gin Lys Lys Glu Leu 

565 570 575 

Ala Ala Leu Leu Glu Ala Gin Lys Arg Thr Tyr Lys Leu Arg Lys Glu 

580 585 590 

Gin Leu Lys Glu Glu Leu Gin Glu Asn Pro Ser Thr Pro Lys Arg Glu 

595 600 605 

Lys Ala Glu Trp Leu Leu Arg Gin Lys Glu Gin Leu Gin Gin Cys Gin 

610 615 620 

Ala Glu Glu Glu Ala Gly Leu Leu Arg Arg Gin Arg Gin Tyr Phe Glu 
625 630 635 640 

Leu Gin Cys Arg Gin Tyr Lys Arg Lys Met Leu Leu Ala Arg His Ser 

645 650 655 

Leu Asp Gin Asp Leu Leu Arg Glu Asp Leu Asn Lys Lys Gin Thr Gin 

660 665 670 

Lys Asp Leu Glu Cys Ala Leu Leu Leu Arg Gin His Glu Ala Thr Arg 
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675 680 685 



Glu Leu 


Glu 


Leu Arg Gin Leu 


Gin 


Ala 


Val Gin Arg Thr 


Arg 


Ala 


Glu 


690 




695 






700 








Leu Thr 


Arg 


Leu Gin His Gin 


Thr 


Glu 


Leu Gly Asn Gin 


Leu 


Glu 


Tyr 


705 




710 






715 






720 


Asn Lys 


Arg 


Arg Glu Gin Glu 


Leu 


Arg 


Gin Lys His Ala 


Ala 


Gin 


Val 






725 






730 




735 




Arg Gin 


Gin 


Pro Lys Ser Leu 


Lys 


Val 


Arg Ala Gly Gin 


Arg 


Pro 


Pro 






740 




745 




750 






Gly Leu 


Pro 


Leu Pro He Pro 


Gly 


Ala 


Leu Gly Pro Pro 


Asn 


Thr 


Gly 




755 




760 




765 








Thr Pro 


He 


Glu Gin Gin Pro 


Cys 


Ser 


Pro Gly Gin Glu 


Ala 


Val 


Leu 


770 




775 






780 








Asp Gin 


Arg 


Met Leu Gly Glu 


Glu 


Glu 


Glu Ala Val Gly 


Glu Arg 


Arg 


785 




790 






795 






800 


lie Leu 


Gly 


Lys Glu Gly Ala 


Thr 


Leu 


Glu Pro Lys Gin 


Gin Arg 


lie 






805 






810 




815 




Leu Gly 


Glu 


Glu Ser Gly Ala 


Pro 


Ser 


Pro Ser Pro Gin 


Lys 


His 


Gly 






820 




825 




830 






Ser Leu 


Val 


Asp Glu Glu Val 


Trp 


Gly 


Leu Pro Glu Glu 


He 


Glu 


Glu 




835 




840 




845 








Leu Arg 


Val 


Pro Ser Leu Val 


Pro 


Gin 


Glu Arg Ser He 


Val 


Gly 


Gin 


850 




855 






860 








Glu Glu 


Ala 


Gly Thr Trp Ser 


Leu 


Trp 


Gly Lys Glu Asp 


Glu 


Ser 


Leu 


865 




870 






875 






880 


Leu Asp 


Glu 


Glu Phe Glu Leu 


Gly 


Trp 


Val Gin Gly Pro 


Ala 


Leu 


Thr 






885 






890 




895 




Pro Val 


Pro 


Glu Glu Glu Glu 


Glu 


Glu 


Glu Glu Gly Ala 


Pro 


He 


Gly 






900 




905 




910 






Thr Pro 


Arg 


Asp Pro Gly Asp 


Gly 


Cys 


Pro Ser Pro Asp 


He 


Pro 


Pro 




915 




920 




925 








Glu Pro 


Pro 


Pro Thr His Leu 


Arg 


Pro 


Cys Pro Ala Ser 


Gin 


Leu 


Pro 


930 




935 






940 








Gly Leu 


Leu 


Ser His Gly Leu 


Leu 


Ala 


Gly Leu Ser Phe 


Ala 


Val 


Gly 


945 




950 






955 






960 


Ser Ser 


Ser 


Gly Leu Leu Pro 


Leu 


Leu 


Leu Leu Leu Leu 


Leu 


Pro 


Leu 






965 






970 




975 




Leu Ala 


Ala 


Gin Gly Gly Gly 


Gly 


Leu 


Gin Ala Ala Leu 


Leu 


Ala 


Leu 






980 




985 




990 






Glu Val 


Gly 


Leu Val Gly Leu 


Gly 


Ala 


Ser Tyr Leu Leu 


Leu Cys 


Thr 




995 




1000 


1005 






Ala Leu 


His 


Leu Pro Ser Ser 


Leu 


Phe 


Leu Leu Leu Ala Gin Gly 


Thr 


1010 


1015 




1020 








Ala Leu Gly 


Ala Val Leu Gly Leu Ser 


Trp Arg Arg Gly Leu Met 


Gly 


1025 




1030 






1035 






104C 


Val Pro 


Leu 


Gly Leu Gly Ala Ala Trp 


Leu Leu Ala Trp Pro Gly 


Leu 






1045 






1050 




1055 


Ala Leu 


Pro 


Leu Val Ala Met 


Ala 


Ala 


Gly Gly Arg Trp Val Arg Gin 






1060 




1065 


1070 




Gin Gly Pro 


Arg Val Arg Arg Gly 


He 


Ser Arg Leu Trp 


Leu Arg Val 




1075 


1080 


1085 






Leu Leu 


Arg 


Leu Ser Pro Met 


Ala 


Phe 


Arg Ala Leu Gin Gly Cys 


Gly 


1090 


1095 




1100 








Ala Val 


Gly Asp Arg Gly Leu 


Phe 


Ala 


Leu Tyr Pro Lys 


Thr 


Asn 


Lys 
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1105 1110 1115 1120 

Asp Gly Phe Arg Ser Arg Leu Pro Val Pro Gly Pro Arg Arg Arg Asn 

1125 1130 1135 

Pro Arg Thr Thr Gin His Pro Leu Ala Leu Leu Ala Arg Val Trp Val 

1140 1145 1150 

Leu Cys Lys Gly Trp Asn Trp Arg Leu Ala Arg Ala Ser Gin Gly Leu 

1155 1160 1165 

Ala Ser His Leu Pro Pro Trp Ala He His Thr Leu Ala Ser Trp Gly 

1170 1175 1180 

Leu Leu Arg Gly Glu Arg Pro Thr Arg He Pro Arg Leu Leu Pro Arg 
1185 1190 H95 1200 

Ser Gin Arg Gin Leu Gly Pro Pro Ala Ser His Gin Pro Leu Pro Gly 

1205 1210 1215 

Thr Leu Ala Gly Arg Arg Ser Arg Thr Arg Gin Ser Arg Ala Leu Pro 
1220 1225 1230 

Pro Trp Arg 
1235 

<210> 2855 
<211> 1676 
<212> DNA 

<213> Homo sapiens 
<400> 2855 

ctgaccacat ctcccaactt catggtgctg atcgccacct ccgtggagac ctcagccgcc 
60 

agtggcagcc ccgagggagc tagaatgacc acagttcaga ccatcacagg cagtgatccc 
120 

gaggaagcca tctttgacac cctttgcacc gatgacagct ctgaagaggc aaagacactc 
180 

acaatggaca tattgacatt ggctcacacc tccacagaag ctaagggcct gtcctcagag 
240 

agcagcgcct cttccgacgg cccccatcca gtcatcaccc cgtcacgggc ctcagagagc 
300 

agcgcctctt ccgacggccc ccatccagtc atcaccccgt cacgggcctc agagagcagc 
360 

gcctcttccg acggccccca tccagtcatc accccgtcat ggtccccggg atctgatgtc 
420 

actctcctcg ctgaagccct ggtgactgtc acaaacatcg aggttattaa ttgcagcatc 
480 

acagaaatag aaacaacgac ttccagcatc cctggggcct cagacacaga tctcatcccc 
540 

acggaagggg tgaaggcctc gtccagctcc gatccaccag ctctgcctga ctccnnactg 
600 

aagcaaaacc acacatcact gaggtcanca gcctctgccg agaccctgtc cacagccggc 
660 

accacagagt cagctgcacc tgatgccacg gttgggaccc cactccccac taacagcacc 
720 

atagaaagag aagtgacagc acc'cagggcc acgaccctca gtggagctct ggtcacagtt 
780 

agcaggaatc ccctggaaga aacctcagcc ctctctgttg agacaccaag ttacgtcaaa 
840 

gtctcaggag cagctccggt ctccatagag gctgggtcag cagtgggcaa aacaacttcc 
900 
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tttgctggga gctctgcttc 
960 

ccttcagaga caccgaccat 
1020 

cctcttcctt ctgtccctcc 
1060 

gccaagatca caacctcagc 
1140 

gctcggacga ggccgaccac 
1200 

ggctgagtgt ggcttccccg 
1260 

agcagctcca ccgggaactc 
1320 

tcaggagagg ctaacggaca 
1380 

gctgccccta gcctgggccc 
1440 

cccagaaggt tcccatgaag 
1500 

gaccctcgct cacatccacc 
1560 

gtgtccttgg actcaccttg 
1620 

catctgtgtg cttccatcct 
1676 



ctcctacagc ccctcggaag 
ggacatcgca accaaggggc 
gactacaacc aacagcagcc 
gaagaccacg atgaagcccc 
agacgtgagt gcaggtgaaa 
gaagacctca ctgaccccag 
cacgcccacg cgcctcactt 
tcagctgcag ccaggcatgt 
ccaccgacag actgcagctg 
ggcagcatgt ccaagcccct 
ggagtgtatg tgtggggagg 
gcacatgttc tgtgtttcag 
gcattaaaat tcactcagtg 



ccgccctcaa gaacttcacc 
ccttccccac cagcagggac 
gagggacgaa cagcacctta 
caacagccac gcccacgact 
atggaggttc ctcctcctgc 
agtggcagaa aggctgatgc 
ccaggtctcc ttactgcgtg 
cccgtatgcc aaaagagggt 
cgttactgtg ctgagaggta 
gaccccagat gtggcaacag 
ggcttcacct gttcccagag 
taaagagaga cctgatcacc 
tggcccagaa aaaaaa 



<210> 2856 

<211> 401 

<212> PRT 

<213> Homo sapiens 



<400> 2856 
Leu Thr Thr Ser 
1 

Thr Ser Ala Ala 
20 

Gin Thr lie Thr 
35 

Cys Thr Asp Asp 
50 

Leu Thr Leu Ala 
65 

Ser Ser Ala Ser 

Ala Ser Glu Ser 
100 

Pro Ser Arg Ala 
115 

Val He Thr Pro 
130 

Glu Ala Leu Val 
145 

Thr Glu He Glu 



Pro Asn Phe Met 
5 

Ser Gly Ser Pro 

Gly Ser Asp Pro 
40 

Ser Ser Glu Glu 
55 

His Thr Ser Thr 
70 

Ser Asp Gly Pro 
85 

Ser Ala Ser Ser 

Ser Glu Ser Ser 
120 

Ser Trp Ser Pro 
135 

Thr Val Thr Asn 
150 

Thr Thr Thr Ser 



Val Leu He Ala 
10 

Glu Gly Ala Arg 
25 

Glu Glu Ala He 

Ala Lys Thr Leu 
60 

Glu Ala Lys Gly 
75 

His Pro Val He 
90 

Asp Gly Pro His 
105 

Ala Ser Ser Asp 

Gly Ser Asp Val 
140 

He Glu Val He 
155 

Ser He Pro Gly 



Thr Ser val Glu 
15 

Met Thr Thr Val 
30 

Phe Asp Thr Leu 
45 

Thr Met Asp He 

Leu Ser Ser Glu 
80 

Thr Pro Ser Arg 
9S 

Pro Val He Thr 
110 

Gly Pro His Pro 
125 

Thr Leu Leu Ala 

Asn Cys Ser He 
160 

Ala Ser Asp Thr 
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165 






170 










175 




Asp 


Leu 


He 


Pro 


Thr 


Glu 


Gly Val Lys Ala 


Ser 


Ser 


Thr 


Ser 


Asp 


Pro 








180 








185 








190 






Pro 


Ala 


Leu 


Pro 


Asp 


Ser 


Xaa 


Leu Lys Gin 


Asn 


His 


Thr 


Ser 


Leu 


Arg 






195 










200 






205 








Ser 


Xaa 


Ala 


Ser 


Ala 


Glu 


Thr 


Leu Ser Thr 


Ala 


Gly 


Thr 


Thr 


Glu 


Ser 




210 










215 






220 










Ala 


Ala 


Pro 


Asp 


Ala 


Thr 


Val Gly Thr Pro 


Leu 


Pro 


Thr 


Asn 


Ser 


Thr 


225 










230 






235 










240 


He 


Glu 


Arg 


Glu 


Val 


Thr 


Ala 


Pro Arg Ala 


Thr 


Thr 


Leu 


Ser 


Gly 


Ala 










245 






250 










255 




Leu 


Val 


Thr 


Val 


Ser 


Arg 


Asn 


Pro Leu Glu 


Glu 


Thr 


Ser 


Ala 


Leu 


Ser 








260 








265 








270 






val 


Glu 


Thr 


Pro 


Ser 


Tyr 


Val 


Lys Val Ser 


Gly 


Ala 


Ala 


Pro 


Val 


Ser 






275 










280 






285 








He 


Glu 


Ala 


Gly 


Ser 


Ala 


Val 


Gly Lys Thr 


Thr 


Ser 


Phe 


Ala 


Gly 


Ser 




290 










295 






300 










Ser 


Ala 


Ser 


Ser 


Tyr 


Ser 


Pro 


Ser Glu Ala 


Ala 


Leu 


Lys 


Asn 


Phe 


Thr 


305 










310 






315 










320 


Pro 


Ser 


Glu 


Thr 


Pro 


Thr 


Met Asp He Ala 


Thr 


Lys 


Gly 


Pro 


Phe 


Pro 










325 






330 










335 




Thr 


Ser 


Arg 


Asp 


Pro 


Leu 


Pro 


Ser Val Pro 


Pro 


Thr 


Thr 


Thr 


Asn 


Ser 








340 








345 








350 






Ser 


Arg 


Gly 


Thr 


Asn 


Ser 


Thr 


Leu Ala Lys 


He 


Thr 


Thr 


Ser 


Ala 


Lys 






355 










360 






365 








Thr 


Thr 


Met 


Lys 


Pro 


Pro 


Thr 


Ala Thr Pro 


Thr 


Thr 


Ala 


Arg 


Thr 


Arg 




370 










375 






380 










Pro 


Thr 


Thr 


Asp 


Val 


Ser 


Ala Gly Glu Asn 


Gly 


Gly 


Ser 


Ser 


Ser 


Cys 


365 










390 






395 










400 



Gly 



<210> 2857 

<211> 1668 

<212> DNA 

<213> Homo sapiens 

<400> 2857 

ctggttggga gttggtaggg 
60 

ggctgggcgg gaggaggtga 
120 

aggctagcca gagggtaatt 
180 

ggcgcagggg actggaagag 
240 

agccctgcgg aggtgcctct 
300 

gaagcagaag ccgtagaatc 
360 

agcactctgg gcgaaaattg 
420 

attttgaata tgatgcagag 
480 



tcgcaccggg acagcccgga 
ctcgggtttc tgtgtaaact 
acacaggtgt aggccggcgg 
ttggctgcgc ccaggcacca 
gtttccagag gcgtttttgt 
agcggcgagc ctgttgaaag 
gatgtgaaaa tgaagccaga 
gagttcttgg tctctttggc 



agagttcgtt tggggctggg 
tggccgcggt tgccgcagga 
ggcgggcgga gggctcggga 
ggtggaagaa tttccatacc 
acgaagggca ttttgaaagc 
aacccacagg tgcatttcac 
ccgagatact ctggatgaat 
cttgctgata acagaaggac 
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gaacacctga 
540 

cttgttaccc 
600 

ccagacgaac 
660 

aaatgatgct 
720 

atctaaatga 
780 

cagttcctcg 
840 

gctcatttgt 
900 

cacgaaatat 
960 

agactccaat 
1020 

tcagtggtca 
1080 

actaatattg 
1140 

cataacccaa 
1200 

caaacttgga 
1260 

tatactgcag 
1320 

gggacatctc 
1380 

acatcagtga 
1440 

agtttctggc 
1500 

caagaaatca 
1560 

gtttctggac 
1620 

gtttcacaag 
1668 



atgttctgta 
agtaactacc 
taggtctgag 
actaccagac 
tcctgcgatt 
acagaatggt 
gtttttttct 
tctctacaga 
tgagcatgtg 
atccctggcc 
gcctttatga 
atgaagcaga 
ccatggcacc 
ctgtcaaaaa 
aagccaatat 
gaactttaaa 
agtcagctgg 
ttgcaagaat 
gtccatttaa 
aaaatgagaa 



aaaggtcgaa 
aaacatgaat 
gtcacattgt 
tgctgctaca 
aagcaagatg 
gaccgattta 
cagttaagtg 
atcagtgctg 
tttcctgttc 
caaacaatct 
gaaaagaatt 
acaatgtggt 
tgaaagtgtg 
tatcaaacta 
tctaggcttt 
atcattttca 
tgagactaac 
tgctcaacat 
tactcaagag 
cgtggggaaa 



cagaaagctt 
gtagtgacaa 
tgtggaagaa 
gcgatgatgg 
cattattatt 
ttgaagagaa 
catggctgag 
ctgatgtaga 
ccaatgtttc 
aattatccag 
caacaacata 
acaaacagtt 
ttacatgcaa 
tatccaggca 
agtggtatag 
atggttgatt 
cctttaatag 
ttgattcatt 
tctagttcac 
aggtaaagaa 



tcattgccct 
gctggcccag 
taaccttcca 
gcccaccaca 
agaaagatgg 
gacgcttctg 
tgtttctcat 
cctacagtgg 
tcacaatgtt 
ttttgacgtg 
aacttaaaac 
cacagcgtct 
aaagtggccc 
ctggcagtaa 
gtgatataaa 
ccagtatctc 
gctctttaat 
gtgatccaag- 
tccattcaaa 
gctttctc 



ccagcacagt 
tgccgccaag 
atcatggtgg 
gagggaatcg 
atcttggagc 
ttggctgtcc 
ggtgctattc 
aatttttcac 
gccttgaaag 
cagtattcac 
tcatcagcac 
gtgtagcaaa 
aagtccagaa 
atctgaccat 
atcacaagaa 
taaccgccag 
tcaggagcgg 
cacttcacat 
acttttccgg 



<210> 2858 

<211> 220 

c212> PRT 

<213> Homo sapiens 



<400> 2858 
Met Lys Pro Asp 
1 

Glu Glu Phe Leu 
20 

Pro Glu Cys Ser 
35 

Ala Gin Ser Cys 



Arg Asp Thr Leu 
5 

Val Ser Leu Ala 

Val Lys Gly Arg 
40 

Tyr Pro Val Thr 



Asp Glu Tyr Phe 
10 

Leu Leu lie Thr 
25 

Thr Glu Ser Phe 
Thr Lys His Glu 



Glu Tyr Asp Ala 
IS 

Glu Gly Arg Thr 
30 

His Cys Pro Pro 
45 

Cys Ser Asp Lys 
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50 55 60 

Leu Ala Gin Cys Arg Gin Ala Arg Arg Thr Arg Ser Glu Val Thr Leu 
65 70 75 80 

Leu Trp Lys Asn Asn Leu Pro lie Met Val Glu Met Met Leu Leu Pro 

85 90 95 

Asp Cys Cys Tyr Ser Asp Asp Gly Pro Thr Thr Glu Gly lie Asp Leu 

100 105 110 

Asn Asp Pro Ala He Lys Gin Asp Ala Leu Leu Leu Glu Arg Trp He 

115 120 125 

Leu Glu Pro Val Pro Arg Gin Asn Gly Asp Arg Phe He Glu Glu Lys 

130 135 140 

Thr Leu Leu Leu Ala Val Arg Ser Phe Val Phe Phe Ser Gin Leu Ser 
145 150 155 160 

Ala Trp Leu Ser Val Ser His Gly Ala He Pro Arg Asn He Leu Tyr 

165 170 175 

Arg He Ser Ala Ala Asp Val Asp Leu Gin Trp Asn Phe Ser Gin Thr 

180 185 190 

Pro He Glu His Val Phe Pro Val Pro Asn Val Ser His Asn Val Ala 

195 200 205 

Leu Lys Val Ser Gly Gin Ser Leu Ala Gin Thr He 
210 215 220 

<210> 2859 

<211> 1029 

<212> DNA 

<213> Homo sapiens 

<400> 2859 

ntgcagaagg aaattgcact cgtctcctcc gcgcccccgg gacccaacac aatgcaccag 
60 

ccgcctgagt ccaccgccgc ggccgccgcc gctgcagaca ttagcgctag gaagatggcg 
120 

cacccggcaa tgttccctcg aaggggcagc ggtagtggca gcgcctctgc tctcaatgca 
180 

gcaggtaccg gcgtcggtag taatgccaca tcttccgagg attttccgcc tccgtcgctg 
240 

cttcagccgc cgccccctgc agcatcttct acgtcgggac cacagcctcc gcctccacaa 
300 

agcctgaacc tcctttcgca ggctcagctg caggcacagc ctcttgcgcc aggcggaact 
360 

caaatgaaaa agaaaagtgg cttccagata actagcgtta ctcctgctca gatctccgct 
420 

agtatcagct ctaacaacag tatagcagag gacactgaga gctatgatga tctggatgaa 
480 

tctcacacgg aagatctctc ttcttcggag atccttgatg tgtcactttc cagggctact 
540 

gacttagggg agcccgaacg cagctcctca gaagagaccc taaataactt ccaggaagcc 
600 

gagacacctg gggcagtctc tcccaaccag ccccaccttc ctcagcctca tttgcctcac 
660 

cttccacaac agaatgttgt gatcaatggg aatgctcatc cacaccacct ccatcaccac 
720 

catcagattc atcatgggca ccacctccaa catggtcacc accatccatc tcatgttgct 
780 
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gtggccagtg catccattac tggtgggcca ccctcaagcc cagtatctag aaaactctct 
840 

acaactggaa gctctgacag tatcacacca gttgcaccaa cttctgctgt atcatccagt 
900 

ggttcacctg catctgtaat gactaatatg cgtgctccaa gtactacagg tggaataggt 
960 

ataaattctg ttactggcac tagtacagta aataatgtta acattactgc tgtgggtagt 
1020 

tttaattcc 

1029 

<210> 2860 
<211> 343 
<212> PRT 

<213> Homo sapiens 



<400> 2860 



Xaa 


Gin 


Lys 


Glu 


He 


Ala 


Leu 


Val 


Ser 


Ser 


Ala 


Pro 


Pro 


Gly 


Pro 


Asn 


1 








5 










10 










15 




Thr 


Met 


His 


Gin 


Pro 


Pro 


Glu 


Ser 


Thr 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 








20 










25 










30 






Asp 


He 


Ser 


Ala 


Arg 


Lys 


Met 


Ala 


His 


Pro 


Ala 


Met 


Phe 


Pro 


Arg 


Arg 






35 










40 










45 








Gly 


Ser 


Gly 


Ser 


Gly 


Ser 


Ala 


Ser 


Ala 


Leu 


Asn 


Ala 


Ala 


Gly 


Thr 


Gly 




50 










55 










60 










Val 


Gly 


Ser 


Asn 


Ala 


Thr 


Ser 


Ser 


Glu 


Asp 


Phe 


Pro 


Pro 


Pro 


Ser 


Leu 


65 










70 










75 










80 


Leu 


Gin 


Pro 


Pro 


Pro 


Pro 


Ala 


Ala 


Ser 


Ser 


Thr 


Ser 


Gly 


Pro 


Gin 


Pro 










85 










90 










95 




Pro 


Pro 


Pro 


Gin 


Ser 


Leu 


Asn 


Leu 


Leu 


Ser 


Gin 


Ala 


Gin 


Leu 


Gin 


Ala 








100 










10S 










110 






Gin 


Pro 


Leu 


Ala 


Pro 


Gly Gly Thr Gin 


Met 


Lys 


Lys 


Lys 


Ser 


Gly 


Phe 






115 










120 










125 








Gin 


He 


Thr 


Ser 


Val 


Thr 


Pro 


Ala 


Gin 


He 


Ser 


Ala 


Ser 


lie 


Ser 


Ser 




130 










135 










140 










Asn 


Asn 


Ser 


He 


Ala 


Glu Asp Thr Glu 


Ser 


Tyr 


Asp 


Asp 


Leu 


Asp 


Glu 


145 










150 










155 










160 


Ser 


His 


Thr 


Glu 


Asp 


Leu 


Ser 


Ser 


Ser 


Glu 


He 


Leu 


Asp 


Val 


Ser 


Leu 










165 










170 










175 




Ser 


Arg 


Ala 


Thr 


Asp 


Leu Gly Glu 


Pro 


Glu 


Arg 


Ser 


Ser 


Ser 


Glu 


Glu 








180 










185 










190 






Thr 


Leu 


Asn 


Asn 


Phe 


Gin 


Glu 


Ala 


Glu 


Thr 


Pro 


Gly 


Ala 


val 


Ser 


Pro 






195 










200 










205 








Asn 


Gin 


Pro 


His 


Leu 


Pro 


Gin 


Pro 


His 


Leu 


Pro 


His 


Leu 


Pro 


Gin 


Gin 




210 










215 










220 










Asn 


Val 


val 


He 


Asn 


Gly Asn Ala His 


Pro 


His 


His 


Leu 


His 


His 


His 


225 










230 










235 










240 


His 


Gin 


He 


His 


His 


Gly His His 


Leu 


Gin 


His 


Gly 


His 


His 


His 


Pro 










245 










250 










255 




Ser 


His 


Val 


Ala 


Val 


Ala 


Ser 


Ala 


Ser 


He 


Thr 


Gly 


Gly 


Pro 


Pro 


Ser 








260 










265 










270 






Ser 


Pro 


val 


Ser 


Arg 


Lys 


Leu 


Ser 


Thr 


Thr 


Gly 


Ser 


Ser 


Asp 


Ser 


He 






275 










280 










285 








Thr 


Pro 


Val 


Ala 


Pro 


Thr 


Ser 


Ala 


Val 


Ser 


Ser 


Ser 


Gly 


Ser 


Pro 


Ala 
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290 295 300 

Ser Val Met Thr Asn Met Arg Ala Pro Ser Thr Thr Gly Gly lie Gly 
305 310 315 320 

He Asn Ser Val Thr Gly Thr Ser Thr Val Asn Asn Val Asn He Thr 

325 330 335 

Ala Val Gly Ser Phe Asn Ser 
340 

<210> 2861 
<211> 756 
<212> DNA 

<213> Homo sapiens 
<400> 2861 

gctagctcta gctctgcacc agcccaagaa accatctgcc tcgacgactc actagatgaa 
60 

gacctttctt tccattcacc ttcactggat cttgtttctg aagctttagc ggttatcaac 
120 

aatgggaaca agggccctcc agttggctca aggataagca tgccaaccac aaagcctcgt 
180 

ccaggactga gagaagaaaa attagcaagt atcatgagta agctgccact agctactccc 
240 

aaaaaactag attctactca gactacacat tcttcaagtc ttattgctgg tcacacaggg 
300 

ccagtaccaa agaaacccca ggatttagct catactggca tctcttcagg ccttattgct 
360 

ggttcttcca ttcagaaccc taaagtttct ttagaacctt tgccagccag gctacttcaa 
420 

caaggacttc agaggtcaag ccagattcac acttcttcct cttcacagac ccatgtctcc 
480 

tcttcttccc aagcccaaat tgctgcctct tctcatgctc tgggaacatc cgaggcccaa 
540 

gatgcttctt cgttaacaca agtaacaaag gtgcaccagc attcagctgt ccagcagaac 
600 

tatgtgtctc cattacaggc caccatcagt aaatcccaga ccaaccccgt cgtgaagtta 
660 

agtaataatc cccaactctc ctgttcctcc tcacttatta agacttcaga taagccactt 
720 

atgtaccgcc ttcccttatc tacccccttc acgcgt 
756 

<210> 2862 
<211> 252 
<212> PRT 

c213> Homo sapiens 
<400> 2862 

Ala Ser Ser Ser Ser Ala Pro Ala Gin Glu Thr He Cys Leu Asp Asp 

IS 10 15 

Ser Leu Asp Glu Asp Leu Ser Phe His Ser Pro Ser Leu Asp Leu Val 

20 25 30 

Ser Glu Ala Leu Ala Val He Asn Asn Gly Asn Lys Gly Pro Pro Val 

35 40 45 

Gly Ser Arg He Ser Met Pro Thr Thr Lys Pro Arg Pro Gly Leu Arg 
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50 55 60 

Glu Glu Lys Leu Ala Ser lie Met Ser Lys Leu Pro Leu Ala Thr Pro 
65 70 75 80 

Lys Lys Leu Asp Ser Thr Gin Thr Thr His Ser Ser Ser Leu He Ala 

85 90 95 

Gly His Thr Gly Pro Val Pro Lys Lys Pro Gin Asp Leu Ala His Thr 

100 105 HO 

Gly He Ser Ser Gly Leu He Ala Gly Ser Ser He Gin Asn Pro Lys 

115 120 125 

Val Ser Leu Glu Pro Leu Pro Ala Arg Leu Leu Gin Gin Gly Leu Gin 

130 135 140 

Arg Ser Ser Gin lie His Thr Ser Ser Ser Ser Gin Thr His Val Ser 
145 150 155 160 

Ser Ser Ser Gin Ala Gin He Ala Ala Ser Ser His Ala Leu Gly Thr 

165 170 175 

Ser Glu Ala Gin Asp Ala Ser Ser Leu Thr Gin Val Thr Lys Val His 

180 1B5 190 

Gin His Ser Ala Val Gin Gin Asn Tyr Val Ser Pro Leu Gin Ala Thr 

195 200 205 

He Ser Lys Ser Gin Thr Asn Pro Val Val Lys Leu Ser Asn Asn Pro 

210 215 220 

Gin Leu Ser Cys Ser Ser Ser Leu He Lys Thr Ser Asp Lys Pro Leu 
225 230 235 240 

Met Tyr Arg Leu Pro Leu Ser Thr Pro Phe Thr Arg 

245 250 

<210> 2863 
<211> 711 
<212> DNA 

<213> Homo sapiens 



<400> 2863 
naccgacgtc 
60 

gcgccgagcg 
120 

gccgtgcccg 
180 

gcaccaactc 
240 

actgcatgtt 
300 

cgactgagat 
360 

tggcagtaca 
420 

ccacaagtca 
480 

ggcaaaaatg 
540 

attgaggacc 
600 

tttgatggcc 
660 



gaatatccat 
gtggcgtcgt 
gaatcccagt 
aactgttttt 
actgccacca 
acacacctca 
cccaaggaag 
atagcatcct 
tcagttctat 
ggagaagtgc 
atgcaggttg 



gcagcgcgct 
tgtcgccccc 
cagaagttcc 
tcctctcatc 
caaacatctc 
tccagcatat 
gagatatgct 
taaagctaat 
ccttggattt 
agcaacctgc 
tgcttgttcc 



ccgggagctg 
tcctcgtcgg 
agcctgccac 
cgtaactgtg 
tgttgttcct 
gctacctttt 
tccacaccac 
gaatacagtt 
gacagcaatc 
ttgcagacca 
caggcagtca 



cacggngctg 
gaagaatcgt 
tgttctctga 
aactgagcag 
catcgtacat 
gcaggccaaa 
agaaatttta 
tcaaagtgcc 
agctgcctgc 
gagggatgct 
gtgaaagact 



cgtggaaaga 
ttggtctcct 
tgccatgcca 
gatctatggc 
tcctcagagt 
ggagaactgg 
cctcacacct 
agaatttgac 
aaatgcaccc 
tttgggggtt 
cttttattat 



2100 
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attgctgtct ctttgttacc ccatgagact ttgctagaga ttgaaaatgc a 
711 

<210> 2864 
<211> 237 
<212> PRT 

<213> Homo sapiens 



<400> 2864 



Xaa Arg 


Arg Arg 


He 


Ser 


Met 


Gin Arg 


Ala 


Pro Gly Ala 


Ala 


Arg 


Xaa 


1 






5 








10 






15 




Cys Val 


Glu Arg 


Ala 


Pro 


Ser 


Gly Gly 


Val 


Val Val Ala 


Pro 


Ser 


Ser 






20 








25 






30 






Ser Gly 


Arg 


He 


Val 


Trp 


Ser 


Pro Ala 


val 


Pro Gly He 


Pro 


Val 


Arg 




35 










40 




45 








Ser Ser 


Ser 


Leu 


Pro 


Leu 


Phe 


Ser Asp 


Ala 


Met Pro Ala 


Pro 


Thr 


Gin 


50 










55 






60 








Leu Phe 


Phe 


Pro 


Leu 


He 


Arg 


Asn Cys 


Glu 


Leu Ser Arg 


He 


Tyr 


Gly 


65 








70 








75 






80 


Thr Ala 


Cys Tyr Cys 


His 


His 


Lys His 


Leu 


Cys Cys Ser 


Ser 


Ser 


Tyr 








85 








90 






95 




lie Pro 


Gin 


Ser 


Arg 


Leu 


Arg 


Tyr Thr 


Pro 


His Pro Ala 


Tyr 


Ala 


Thr 






100 








105 






110 






Phe Cys 


Arg 


Pro 


Lys 


Glu 


Asn 


Trp Trp 


Gin 


Tyr Thr Gin 


Gly 


Arg 


Arg 




115 










120 




125 








Tyr Ala 


Ser 


Thr 


Pro 


Gin 


Lys 


Phe Tyr 


Leu 


Thr Pro Pro 


Gin 


Val 


Asn 


130 










135 






140 








Ser lie 


Leu 


Lys 


Ala 


Asn 


Glu 


Tyr Ser 


Phe 


Lys Val Pro 


Glu 


Phe 


Asp 


145 








150 








155 






160 


Gly Lys 


Asn 


Val 


Ser 


Ser 


He 


Leu Gly 


Phe 


Asp Ser Asn 


Gin 


Leu 


Pro 








165 








170 






175 




Ala Asn 


Ala 


Pro 


He 


Glu 


Asp 


Arg Arg 


Ser 


Ala Ala Thr 


Cys 


Leu 


Gin 






180 








185 






190 






Thr Arg 


Gly Met 


Leu 


Leu 


Gly 


Val Phe 


Asp 


Gly His Ala 


Gly 


Cys 


Ala 




195 










200 




205 








Cys Ser 


Gin 


Ala 


Val 


Ser 


Glu 


Arg Leu 


Phe 


Tyr Tyr He 


Ala 


Val 


Ser 


210 










215 






220 








Leu Leu 


Pro 


His 


Glu 


Thr 


Leu 


Leu Glu 


He 


Glu Asn Ala 








225 








230 








235 









<210> 2865 

<211> 585 

<212> DNA 

<213> Homo sapiens 

<400> 2865 

nggatccttc caaggtatcc aggtaaccgc cacagtttgg aatagagatg ttaggagaga 
60 

agaagtagta gaagacaaag acagttcttt aaattcttga gaagtatgag ctctgtgtat 
120 

ctgcagtgta aagttttgat atgtgatagc agtgaccacc agtctcgctg caatcaaggt 
180 

tgtgtctcca gaagcaaacg agacatttct tcatataaat ggaaaacaga ttccatcata 
240 
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ggacccattc gtctgaaaag ggatcgaagt gcaagtggca attcaggatt tcagcatgaa 
300 

acacatgcgg aagaaactcc aaaccagcct ttcaacagtg tgcatctgtt ttccttcatg 
360 

gttctagctc tgaatgtggt gactgtagcg acaatcacag tgaggcattt tgtaaatcaa 

420 

cgggcagact acaaatacca gaagctgcag aactattaac taacaggtcc aaccctaagt 
480 

gagacatgtt tctccaggat gccaaaggaa atgctacctc gtggctacac atattatgaa 
540 

taaatgagga agggcctgaa agtggcacac aggcctgcaa aaaaa 
585 

<210> 2866 
<21I> 134 
<212> PRT 

<213> Homo sapiens 
<400> 2866 



Glu 


Arg 


Arg 


Ser 


Ser 


Arg Arg 


Gin 


Arg 


Gin 


Phe 


Phe 


Lys 


Phe 


Leu 


Arg 


1 








5 










10 










15 




Ser 


Met 


Ser 


Ser 


val 


Tyr 


Leu 


Gin 


Cys 


Lys 


val 


Leu 


He 


Cys 


Asp 


Ser 








20 










25 










30 






Ser 


Asp 


His 


Gin 


Ser 


Arg 


Cys 


Asn 


Gin 


Gly 


Cys 


val 


Ser 


Arg 


Ser 


Lys 






35 










40 










45 








Arg 


Asp 


He 


Ser 


Ser 


Tyr 


Lys 


Trp 


Lys 


Thr 


Asp 


Ser 


He 


He 


Gly 


Pro 




50 










55 










60 










He 


Arg 


Leu 


Lys 


Arg 


Asp 


Arg 


Ser 


Ala 


Ser 


Gly Asn 


Ser 


Gly 


Phe 


Gin 


65 










70 










7S 










80 


His 


Glu 


Thr 


His 


Ala 


Glu 


Glu 


Thr 


Pro 


Asn 


Gin 


Pro 


Phe 


Asn 


Ser 


Val 










85 










90 










95 




His 


Leu 


Phe 


Ser 


Phe 


Met 


Val 


Leu 


Ala 


Leu 


Asn 


Val 


Val 


Thr 


Val 


Ala 








100 










105 










110 






Thr 


He 


Thr 


Val 


Arg 


His 


Phe 


Val 


Asn 


Gin 


Arg 


Ala 


Asp 


Tyr 


Lys 


Tyr 






115 










120 










125 








Gin 


Lys 


Leu 


Gin 


Asn 


Tyr 























130 



<210> 2867 
<211> 444 
<212> DNA 

<213> Homo sapiens 
<400> 2867 

atgctgttca gcctcaagta cctgggcatg acgctagtgg agcagcccaa gggtgaggag 
60 

ctgtcggccg ccgccatcaa gaggatcgtg gctacagcta aggccagtgg gaagaagctg 
120 

cagaaggtga ctctgaaggt gtcgccacgg ggaattatcc ttcatccagg ccatcatcca 
180 

gctcccagac aacactgctg ccactcaagg cttgtggccg cggcacctcg tccatgttgg 
240 

tggtgttggc gctgaccgtg gacagcgggg ccttagccgt ctcctctaag tccagcaggt 
300 
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tcccagtggc gaccaagctc ttcaaggggg gggtgcagtc ttggcgggcc cccaggacgt 
360 

cccctccctc ttggctggct ttgtccctct tctctttctc ttccttggac acctgccaaa 
420 

actcaaaggc gactttgaag gcct 
444 

<210> 2868 
<2ll> 84 
<212> PRT 

<213> Homo sapiens 
<400> 2868 

Met Leu Phe Ser Leu Lys Tyr Leu Gly Met Thr Leu Val Glu Gin Pro 

15 10 15 

Lys Gly Glu Glu Leu Ser Ala Ala Ala lie Lys Arg He Val Ala Thr 

20 25 30 

Ala Lys Ala Ser Gly Lys Lys Leu Gin Lys Val Thr Leu Lys Val Ser 

35 40 45 

Pro Arg Gly He lie Leu His Pro Gly His His Pro Ala Pro Arg Gin 

50 5S 60 « 

His Cys Cys His Ser Arg Leu Val Ala Ala Ala Pro Arg Pro Cys Trp 
65 70 75 80 

Trp Cys Trp Arg 



<210> 2869 
<211> 5811 
<212> DNA 

<213> Homo sapiens 
<400> 2869 

ntcacatcac catgacaacc ccctgccctt tctccattcc tacagcccaa ctatggaaac 
60 

cagcaatatg gaccaaacag ccagttcccc acccagccag gccagtaccc tacccccaac 
120 

cccccaaggc cactcacctc ccccaactac ccaggacaaa ggatgcccag ccaacccagc 
180 

tccggacagt acccaccccc cacagtcaac atggggcagt attacaagcc agaacagttt 
240 

aatggacaaa ataacacgtt ctcgggaagc agctacagta actacagcca agggaatgtc 
300 

aacaggcctc ccaggccggt tcctgtggca aattaccccc actcacctgt tccagggaac 
360 

cccacacccc ccatgacccc tgggagcagc atccctccat acctgtcccc cagccaagac 
420 

gtcaaaccac ccttcccgcc tgacatcaag ccaaatatga gcgctctgcc accaccccca 
480 

gccaaccaca atgacgagct gcggctcaca ttccctgtgc gggatggcgt ggtgctggag 
540 

cccttccgcc tggagcacaa cctggctgta agcaaccatg tgttccagct gcgagactca 
600 

gtctacaaga ccctgataat gaggcctgac ctggagctgc aattcaagtg ctaccaccac 
660 
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gaggaccggc agatgaacac 
720 

ccgctcacca tcgagcgcgg 
780 

gtgtgccagc caggccgcaa 
840 

ctcttcgtgc tgcagctagt 
900 

aagaagcgcc tcctgcccgc 
960 

gtggctgcct cctcgggcaa 
1020 

atcaaggtgt ctctgaagtg 
1080 

cacgattgca agcatgtgca 
1140 

agagggacct ggaggtgtcc 
1200 

gatcagtaca tgtggggaat 
1260 

atcgatccca cgtgcagctg 
1320 

gaccctgatg gcatcccctc 
1380 

cccaatgtca tggagatgat 
1440 

cctcccccag ggggcaccaa 
1500 

catggcaact ttgacttccc 
1560 

cacgggcccc cccagctctc 
1620 

aaacccctca gccaccccat 
1680 

cacccctcca tacaacaagg 
1740 

ttacatcaca gtggggctcc 
1800 

gccgctccca gcagccatcc 
1860 

ggtcaggccg gagcgcaggg 
1920 

gaactcacaa atcctgacga 
1980 

agtaacgatg acctcctgtc 
2040 

ccctccacac tctgcatcct 
2100 

gccctcagac cgccccgcac 
2160 

cagccctctc agaacagagg 
2220 

gtctggagcc cacgtcccac 
2280 



caactggccc gccccggtgc 
cgacaacaag acctcccaca 
caccatccag atcaccgtca 
gcaccggccc tccgtccgct 
agagcactgt atcacgaaaa 
cacgaccctc aacggggagg 
ccccatcaca ttccggcgca 
gtgctttgat ctggagtcat 
tgtgtgcaat aaaaccgctc 
cctgaatgcc atccaacact 
gcggccggtg cccatcaagt 
caagcggttc aagaccatga 
cgcagccctg ggccccggcc 
ctccaacgac tacagcagcc 
ccacgggaac cctggaggga 
ccaccccccg gacatgccca 
gcaggaaact atgccacacg 
tttgcacgta ccacacccca 
tcctcctcct ccttcccagc 
acacagcgac ctgaccttta 
agcgtccgac atgccggagc 
gctcctgtct tatctggacc 
tctatttgag aacaactgag 
accccaccta cccaacacac 
cagagccacg ggctgtgggg 
ggtagggagg gtgcaccagt 
ccccacaccc ttggcttggg 



aggtcagcgt gaacgccacg 
agcccctgca cctgaagcac 
cggcctgctg ctgctcccac 
ctgtgctgca aggactcctc 
tcaagcggaa tttcagcagc 
atggggtgga gcagacggcc 
tccagctgcc tgctcgagga 
acctgcagct gaattgcgag 
tgctggaggg cctggaggtg 
ccgagtttga agaggtcacc 
cggactcaca catcaaggaC 
gccccagcca gatgatcatg 
cgtcccccta tcccctcccg 
aaggcaacaa ctaccaaggc 
catccatgaa tgacttcatg 
acaacatggc cgccctcgag 
ctggcagctc tgaccagccc 
gcagccagtc agggcctcca 
ctccccggca gccgccacag 
acccctcctc agccttagag 
cttcgctgga tctccttccc 
cccccgacct gccgagcaat 
ggccacccgg tcggggccat 
ttttccacct gggagcctgt 
cggggagccc tcccccgctg 
gcaccaggaa ggctgtgtgg 
cccatgccca gcgcaggcct 
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gaagaccacc ctcccgagag gaaccagccc 
2340 

cggtccctcc gcgtgtgccg attccagatg 
2400 

tcctagactg taaccctgcc tccctgcttc 
2460 

gagcctgaga aggcccccgg gccccagcat 
2520 

ttggtggcag tgagaccagc ccacccacca 
2580 

ggaaagacaa cgtctctcgg gggccagggg 
2640 

agatacccca taaacacact cagaaagcag 
2700 

ggggtctgcc attcctgctt ggggactggt 
2760 

aggacgtccc tgaggctcca cctccaagct 
2820 

gagcaggtgt acacccaacc aaagtgattg 
2880 

cctgtcagaa gcaaacagga gcggcaactt 
2940 

aacagcaaca atttaaagct atgaagtcac 
3000 

caagcaaacc atttctctcc gtctgttctg 
3060 

tccaagactt ccgtgggaca cccacttccc 
3X20 

ggcaagggca gtgcgtggaa aggccgggga 
3180 

gtctgtccag cccctccctc tgtccctgtg 
3240 

catggacatg tgcaccagta tgtacctgca 
3300 

gcctgcccca gacactgccc ttggctgcca 
3360 

caatctcacc caaactcctg ctcactcaag 
3420 

ctttgctcca tctggcttac cactctccag 
3480 

tttgtttcag gctggtctgt gccccgtgag 
3540 

ccgtcactgg ggtcccatct gtaaattctt 
3600 

tttcctgctc tcccgtccgc tgtgggtggt 
3660 

aaggtggccc cagctgttga ctcccagcca 
3720 

gaaagctgcc attgccccgg ccccttttct 
3780 

atagcgtgtt gttcagtatg caaatcaatt 
3840 

gtgaatattt tagtatcgtc tttgataata 
3900 



ggtaagaggg cacacgctga tgcggcttcc 
accttccagt gtccccaagg ttcttccatc 
ctggtccaga gcctccctcc agtgactgtg 
gggccccgag ccttggagga gcactggcag 
ccacccacca cagaaaagca caaacctctg 
tcatcggttt gacccctgac ctataagcca 
agaaaaagga caagagtctg tgtttgagag 
ggggaagagg gccaggacat cttctgagcc 
cagacagggc ccaggcttgg ggaacagaga 
tgcccttggt tggggggcgc gggcatataa 
ctaactttgc tccaagccac tctcttttta 
ctggagaaaa ggaacgttgc tcttggacag 
tttttctcct agtccctctc ctgccacctc 
tctgtcctag ttctctctgt ccaatcagat 
ggtgcagaaa ccagagccca gggcaatggt 
ctccaagctg cccccggctg cagcccaggc 
ggcatggggg ggaggggggc gtgtttctgg 
gcctaccctg cctgcactcc tccaccatca 
caaaagcagc ctctggcctt ccctccaccg 
ggcctcctgg ggagcctgtc ctgtgttcac 
ccacatggcc tagggtgatg ccaggttgtc 
tgcgcccttc ccggctgctg cctggggccc 
ccccagcact cctctgtggg ttttaccgga 
ctgtcccaga cggcacaagg ttttctgtag 
tcctttgtcc cgttgtcgag gttttttcaa 
attttaagaa tcgcttttgt aaatatcttt 
ttcaacattt tcatgacctg gttatagcct 
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ttgctggtgt ttttaaaata 
3960 

acaaaaacaa aaaaagcaac 
4020 

ggctgtgctg ggagttggaa 
4080 

tggcagggac aagccaacgc 

4140 

ggcaagtggc cacgccctgt 
4200 

atgccttcct taggagttct 
4260 

ttcattctgg ttcttatcag 
4320 

ccagtgcgga gagtcgagat 
4380 

ctctgggctc agcacctgag 

4440 

caagctcggc ccagagcttc 
4500 

tgcagtctgg agacaagctc 
4560 

gtgcagaggc atccggggcg 
4620 

cccataaaca gagatggtcc 
4680 

tacttggagc cataagtaac 
4740 

caagcatcca cccggcccac 
4800 

ccagcaggca ggcgggaagg 
4860 

ctttatccat gtatcatgtt 
4920 

tctccctaat ggaagccctg 
4980 

ggcctgaccc gtccacacag 
5040 

atgtaaatga gaaatagaga 
5100 

gtttttattt tgcgaaacaa 
5160 

aaaactagat cctgttggtt 
5220 

tgtaatatac tctgaccctg 
5280 

tgtactattt agcttcagtg 
5340 

aataatgaaa agaaacgggg 
5400 

atttttgata tcatgatcac 
5460 

cagcctgaag taactcccac 
5520 



cctggactca atgacaaaga 
cagggctatt cgtacagttg 
gaccgggcag cccgctattt 
caggtagcat gtggccaccc 
gtcagaccat ctgggaatta 
tgcttcttgc gttgatactt 
ggtgtgtcca cactctgctc 
gctccctgca gcccaggccc 
gcgggtttcc tgggtcccct 
ccttccggct ggctctgaac 
ttccggagtg ctctgggagc 
ggagcaagcc ccaggttgtg 
tgaactctgg agagatcctt 
ctcagcaaaa acgaggcctc 
aggcatgttt ctgccgccac 
gccaagtaca ggcaatcacc 
ccgtgtagcc attttatttt 
atcccccaga gagctacagg 
ggccgtgtca acagcagcga 
cgtgtcaaca gatgcattca 
aacaaaacaa aaaaaaaagc 
atagcat.ttg tgagttctcc 
agtggaaagg ggtttttgtt 
tactagtcct gccacctgtg 
atttcagaag aaaattgtaa 
aggtgattca cacgtacaca 
agaaaccatc atcgtctttg 

2106 



ccgagtcttc ttttttttaa 
aaggggtgaa cagaatgggc 
agagccatcc ctcagtcagc 
ttgcccagtg tctgtggcct 
agctccagac agacttacag 
tgccccagaa aggcctggga 
acaggtggat ccacggcttt 
cgggcacctc ctgcaaccat 
ctccagcaag cctccaccag 
cgtgcgtggt gcctacagcc 
caggccaggg tgtgagggag 
acaggtgcag gtagacaacg 
ccctgatcct ttcggacgac 
tgcaagccac ttttccatgc 
tccgcaagat ggacagggag 
cccatcttct tggtttgaag 
ttaagaaact gctaatactt 
tctgctcccg acgggcctcg 
ctcaagggac gtgtgtacat 
tttctcttgg aatgtgtatt 
ttggaactcc atcacgtgga 
acgtctgtct ctctcgctca 
ctgtttttat tttacctaca 
tatctttagg gtgctatgga 
ccaaattcat actttgtata 
cataaacaca cccaccagtg 
tacatcgtat gtacaatgca 
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atcatttcat actttaaact ggtcaaaaaa ctaattgtga tttctagtct tgcaaagctg 
5580 

tatgtagtta gatgatgtga caacctctaa tatttatcta ataaatatgt attcagatga 
5640 

aacctgtata ttaggtgttc atgtggttat tttgtattta aagatcaaat tatttgacta 
5700 

ttgctagaca tttctatact ctgttgtaac actgaggtat ctcatttgcc catgttaatt 
5760 

tttttctaaa taaattgaca aaaacaaaaa aaaaaaaaaa aagggcggcc g 
5811 

<:210> 2870 
<211> 258 
<212> PRT 

<213> Homo sapiens 
<400> 2870 

Glu Phe Glu Glu Val Thr lie Asp Pro Thr Cys Ser Trp Arg Pro Val 

15 10 15 

Pro lie Lys Ser Asp Leu His lie Lys Asp Asp Pro Asp Gly lie Pro 

20 2S 30 

Ser Lys Arg Phe Lys Thr Met Ser Pro Ser Gin Met lie Met Pro Asn 

35 40 45 

Val Met Glu Met lie Ala Ala Leu Gly Pro Gly Pro Ser Pro Tyr Pro 

50 55 60 

Leu Pro Pro Pro Pro Gly Gly Thr Asn Ser Asn Asp Tyr Ser Ser Gin 
65 70 75 80 

Gly Asn Asn Tyr Gin Gly His Gly Asn Phe Asp Phe Pro His Gly Asn 

85 90 95 

Pro Gly Gly Thr Ser Met Asn Asp Phe Met His Gly Pro Pro Gin Leu 

100 105 110 

Ser His Pro Pro Asp Met Pro Asn Asn Met Ala Ala Leu Glu Lys Pro 

115 120 125 

Leu Ser His Pro Met Gin Glu Thr Met Pro His Ala Gly Ser Ser Asp 

130 135 140 

Gin Pro His Pro Ser He Gin Gin Gly Leu His Val Pro His Pro Ser 
145 150 155 160 

Ser Gin Ser Gly Pro Pro Leu His His Ser Gly Ala Pro Pro Pro Pro 

165 170 175 

Pro Ser Gin Pro Pro Arg Gin Pro Pro Gin Ala Ala Pro Ser Ser His 

180 185 190 

Pro His Ser Asp Leu Thr Phe Asn Pro Ser Ser Ala Leu Glu Gly Gin 

195 200 205 

Ala Gly Ala Gin Gly Ala Ser Asp Met Pro Glu Pro Ser Leu Asp Leu 

210 215 . 220 

Leu Pro Glu Leu Thr Asn Pro Asp Glu Leu Leu Ser Tyr Leu Asp Pro 
225 230 235 240 

Pro Asp Leu Pro Ser Asn Ser Asn Asp Asp Leu Leu Ser Leu Phe Glu 

245 250 255 

Asn Asn 



<210> 2871 
<211> 786 
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<212> DNA 

<213> Homo sapiens 

<400> 2871 

ggtaccatga cccgttgcag ccatcagcag tctccctatc agcttctgtt tggggaaccc 
60 

tacatctttg aagaacttct gggcttgaag atccgcatct ctccagatgc ctttttccag 
120 

attaacactg ctggtgcaga gatgctgtat tggactgtag gggagctgac tggagtgaac 
180 

tctgacacca tccttcttga catctgctgt ggaactggtg tgattggcct ccctctggct 
240 

cagcatacat ctcgggtcct tgggattgaa ttgttggagc aggcagtgga ggatgcaaga 
300ccttcaatgg catcaccaac tctgaatttc atactggtca agcagagaag 360 
attttgccag ggctgctaaa gtcaaaggaa gatggacagt caattgttgc tgtggtgaac 
420 

ccagcccgtg ccggactgcg taaggatgaa cagctatttt gatgttccca gtattgtcca 
480 

tcaactttgg ttcttctttt ccacaccatg ctacgggtgc tcccagtggg ctggctctga 
540 

acctgtttcc cctctatttc taatcaatcc tgagttctgg tcagttggaa gtttgtgata 
600 

acagagacca tggtagttaa ttatactaat agcaaggtgt ttcttccttc agattacaag 
660 

gtgattcaag ccattcgaaa cttcagggcc atccacacgc tagtttttgt ttcctgcaag 
720 

ctccatggtg aatccactag gaatgtcatt gagctgtgct gtcctccaga ccctgccctg 
780 

gcgcgc 
786 



<210> 2872 
<211> 153 
<212> PRT 

<213> Homo sapiens 



<400> 2872 






Gly Thr 


Met 


Thr 


Arg 


1 






5 


Phe Gly 


Glu 


Pro 


Tyr 






20 




lie Ser 


Pro 


Asp 


Ala 




35 






Leu Tyr 


Trp 


Thr 


Val 


50 








Leu Leu 


Asp 


He 


Cys 


65 








Gin His 


Thr 


Ser 


Arg 








85 


Glu Asp 


Ala 


Arg 


Trp 






100 




Phe His 


Thr 


Gly 


Gin 




115 






Lys Glu 


Asp 


Gly 


Gin 



Cys Ser His Gin Gin 

10 

He Phe Glu Glu Leu 
25 

Phe Phe Gin He Asn 
40 

Gly Glu Leu Thr Gly 
55 

Cys Gly Thr Gly Val 
70 

Val Leu Gly He Glu 

90 

Thr Ala Ala Phe Asn 
105 

Ala Glu Lys He Leu 
120 

Ser lie Val Ala Val 



Ser Pro Tyr Gin Leu Leu 

15 

Leu Gly Leu Lys He Arg 
30 

Thr Ala Gly Ala Glu Met 
45 

Val Asn Ser Asp Thr He 
60 

lie Gly Leu Pro Leu Ala 
75 80 
Leu Leu Glu Gin Ala Val 

95 

Gly He Thr Asn Ser Glu 
110 

Pro Gly Leu Leu Lys Ser 
125 

Val Asn Pro Ala Arg Ala 
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130 135 140 

Gly Leu Arg Lys Asp Glu Gin Leu Phe 
145 150 

<210> 2873 

<211> 1187 

<212> DNA 

<213> Homo sapiens 

<400> 2873 

ncggactgga tcggccagag ttactccgag gtgatgagcc tcaacgagca ctccatgcag 
60 

gcgctgtcct ggcgcaagct ctacttgagc cgcgccaagc ttaaagcctc cagccggacc 
120 

tcggctctgc tctccggctt cgccatggtg gcaatggtgg aggtgcagct ggacgctgac 
180 

cacgactacc caccggggct gctcatcgcc ttcagtgcct gcaccacagt gctggtggct 
240 

gggcacctgt ttgcgctcat gatcagcacc tgcatcctgc ccaacatcga ggcggtgagc 
300 

aactgcacaa tctcaactcg gaaggagtcc ccccatgagc gcatgcaccg ccacatcgag 
360 

ctggcctggg ccttctccac cgtcatcggc acgctgctct tcctagctga ggtggtgctg 
420 

ctctgctggg tcaagttctt gcccctcaag aagcagccag gccagccaag gcccaccagc 
480 

aagccccccg ccagtggcgc agcagccaac gtcagcacca gcggcatcac cccgggccag 
540 

gcagctgcca tcgcctcgac caccatcatg gtgcccttcg gcctgatctt tatcgtcttc 
600 

gccgtccact tctaccgctc actggttagc cataagactg accgacagtt ccaggagctc 
660 

aacgagctgg cggagtttgc ccgcttacag gaccagctgg accacagagg ggaccacccc 
720 

ctgacgcccg gcagccacta tgcctaggcc catgtggtct gggcccttcc agtgctttgg 
780 

ccttacgccc ttccccttga ccttgtcctg ccccagcctc acggacagcc tgcgcagggg 
840 

gctgggcttc agcaaggggc agagcgtgga gggaagagga tttttataag agaaatttct 
900 

gcactttgaa actgtcctct aagagaataa gcatttcctg ttcttccagc tccaggtcca 
960 

cctcctgttg ggaggcggtg gggggccaaa gtggggccac acactcgctg tgtcccctct 
1020 

cctcccctgt gccagtgcca cctgggtgcc tcctcctgtc ctgtccgtct caacctccct 
1080 

cccgtccagc attgagtgtg tacatgtgtg tgtgacacat aaatatactc ataaggacac 
1140 

ctccaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1187 

<210> 2874 
<211> 248 
<212> PRT 
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<213> Homo sapiens 



<400> 2874 
Xaa Asp Trp He 
1 

His Ser Met Gin 
20 

Lys Leu Lys Ala 
35 

Met Val Ala Met 
50 

Pro Gly Leu Leu 
65 

Gly His Leu Phe 

Glu Ala Val Ser 
100 

Glu Arg Met His 
115 

lie Gly Thr Leu 
130 

Lys Phe Leu Pro 
145 

Lys Pro Pro Ala 

Thr Pro Gly Gin 
180 

Phe Gly Leu He 
195 

Val Ser His Lys 
210 

Glu Phe Ala Arg 
225 

Leu Thr Pro Gly 



Gly Gin Ser 
5 

Ala Leu Ser 

Ser Ser Arg 

val Glu Val 
55 

He Ala Phe 
70 

Ala Leu Met 
85 

Asn Cys Thr 

Arg His He 

Leu Phe Leu 
135 

Leu Lys Lys 

150 
Ser Gly Ala 
165 

Ala Ala Ala 

Phe He Val 

Thr Asp Arg 
215 

Leu Gin Asp 

230 
Ser His Tyr 
245 



Tyr Ser 

Trp Arg 

25 
Thr Ser 
40 

Gin Leu 

Ser Ala 

He Ser 

He Ser 
105 
Glu Leu 
120 

Ala Glu 

Gin Pro 

Ala Ala 

He Ala 
185 
Phe Ala 
200 

Gin Phe 
Gin Leu 
Ala 



Glu Val 
10 

Lys Leu 

Ala Leu 

Asp Ala 

Cys Thr 

75 
Thr Cys 
90 

Thr Arg 

Ala Trp 

Val Val 

Gly Gin 
155 
Asn Val 
170 

Ser Thr 

Val His 

Gin Glu 

Asp His 
235 



Met Ser 

Tyr Leu 

Leu Ser 

45 
Asp His 
60 

Thr Val 

He Leu 

Lys Glu 

Ala Phe 
125 
Leu Leu 
140 

Pro Arg 

Ser Thr 

Thr He 

Phe Tyr 
205 
Leu Asn 
220 

Arg Gly 



Leu Asn Glu 
15 

Ser Arg Ala 
30 

Gly Phe Ala 

Asp Tyr Pro 

Leu Val Ala 
80 

Pro Asn He 
95 

Ser Pro His 
110 

Ser Thr Val 

Cys Trp Val 

Pro Thr Ser 
160 

Ser Gly He 

175 
Met Val Pro 
190 

Arg Ser Leu 

Glu Leu Ala 

Asp His Pro 
240 



<210> 2875 

c211> 593 

<212> DNA 

<213> Homo sapiens 



<400> 2875 
nntccagcct 
60 

aaggcctgcg 
120 

tctgaagatg 
180 

caaggctttg 
240 

ttttcatata 
300 

ccaatggata 
360 



ctctccgacc 
aggtctcaaa 
aaacattctc 
gttttacatt 
aggatgaaga 
ccatatttgt 



gcgtcggact 
aaataaagat 
ctggccaggt 
aagacatttt 
aaatggaaac 
taagcaagtt 



ggtctgtctg 
ggaaaagaac 
cccaaaacag 
attgtttatc 
agaggaggaa 
aaagaaggag 



agggagatgg 
aaagtgaaac 
ttacgttgaa 
ccccagagtc 
aacaaagaaa 
gacctgcttt 



tgacaagctc 
tgtatcactg 
aagaacatct 
tgcaattcaa 
ccgcttggaa 
tgaagctgga 
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ttatgtacag gtgaccgaat 
420 

tcccaagcaa ttgctttaat 
480 

aaagatgaag acattctcca 
540 

gtcatgaatg ttcggaaaat 
593 



tataaaagtc aatggagaaa 
tcaaaacagt gatacaacat 
agtggtaagt tttatttatt 
acttttgaga tggaagtatt 



gtgttattgg caaaacctac 
tggaacttag tgttatgcca 
catatatgag ctgttttaca 
aaagatggaa etc 



<210> 2876 

<211> 193 

<212> PRT 

<213> Homo sapiens 



<400> 2876 
Xaa Pro Ala Ser 
1 

Gly Asp Lys Leu 
20 

Glu Gin Ser Glu 
35 

Pro Gly Pro Lys 
50 

Phe Thr Leu Arg 
65 

Phe Ser Tyr Lys 

Asn Arg Leu Glu 
100 

Gly Gly Pro Ala 
115 

Lys Val Asn Gly 
130 

Ala Leu lie Gin 
145 

Lys Asp Glu Asp 

Ser Cys Phe Thr 
180 

Tyr 



Leu Arg Pro Arg 
5 

Lys Ala Cys Glu 

Thr Val Ser Leu 
40 

Thr Val Thr Leu 
55 

His Phe lie Val 
70 

Asp Glu Glu Asn 
85 

Pro Met Asp Thr 

Phe Glu Ala Gly 
120 

Glu Ser Val He 
135 

Asn Ser Asp Thr 
150 

He Leu Gin Val 
165 

Val Met Asn Val 



Arg 


Thr 


Gly Leu 




10 




Val 


Ser 


Lys Asn 


25 






Ser 


Glu 


Asp Glu 


Lys 


Arg 


Thr Ser 






60 


Tyr 


Pro 


Pro Glu 






75 


Gly 


Asn 


Arg Gly 




90 




He 


Phe 


Val Lys 


105 






Leu 


Cys 


Thr Gly 


Gly 


Lys 


Thr Tyr 






140 


Thr 


Leu 


Glu Leu 






155 


Val 


Ser 


Phe He 




170 




Arg 


Lys 


He Phe 



185 



Ser Glu Gly Asp 
15 

Lys Asp Gly Lys 
30 

Thr Phe Ser Trp 
45 

Gin Gly Phe Gly 

Ser Ala He Gin 
80 

Gly Lys Gin Arg 
95 

Gin Val Lys Glu 
110 

Asp Arg lie He 
125 

Ser Gin Val He 

Ser Val Met Pro 
160 

Tyr Ser Tyr Met 
175 

Leu Arg Trp Lys 
190 



<210> 2877 

<211> 1921 

<212> DNA 

<213> Homo sapiens 

<400> 2877 

ngctgatget gccgtgcggt acttgtcatg gagctggcac tgcggcgctc tcccgtcccg 
60 

cggtggttgc tgctgctgcc getgetgetg ggcctgaacg caggagctgt cattgactgg 
120 

cccacagagg agggcaagga agtatgggat tatgtgacgg teegcaagga tgcctacatg 
180 
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ttctggtggc tctattatgc caccactcct gcaagaactt cagaactgcc cctggtcatg 
240 

tggcttcagg gcggtccagg cggttctagc actggatttg gaaactttga ggaaattggg 
300 

ccccttgaca gtgatctcaa accacggaaa accacctggc tccaggctgc cagtctccta 
360 

tttgtggata atcccgtggg cactgggttc agttatgtga atggtagtgg tgcctatgcc 
420 

aaggacctgg ctatggtggc ttcagacatg atggttctcc tgaagacctt cttcagttgc 
480 

cacaaagaat tccagacagt tccattctac attttctcag agtcctatgg aggaaaaatg 
540 

gcagctggca ttggtctaga gctttataag gccattcagc gagggaccat caagtgcaac 
600 

tttgcggggg ttgccttggg tgattcctgg atctcccctg ttgattcggt gctctcctgg 
660 

ggaccttacc tgtacagcat gtctcttctc gaagacaaag gtctggcaga ggtgtctaag 
720 

gttgcagagc aagtactgaa tgccgtaaat aaggggctct acagagaggc cacagagctg 
780 

tgggggaaag cagaaatgat cattgaacag aacacagatg gggtgaactt ctataacatc 
840 

ttaactaaaa gcactcccac gtctacaatg gagtcgagtc tagaattcac acagagccac 
900 

ctagtttgtc tctgtcagcg ccacgtgaga cacctacaac gagacgcctt aagccagctc 
960 

atgaatggcc ccatcagaaa gaagctcaaa attattcctg aggatcaatc ctggggaggc 
1020 

caggctacca acgtctttgt gaacatggag gaggacttca tgaagccagt catcgacatt 
1080 

gtggatacgt tgctggaggc aggggtcaat gtgactgtgt ataatgggca gctggatctc 
1140 

attgcggaca ccataggtca ggaggcctgg gtgcggaaac tgaagtggcc agaactgtcc 
1200 

agattcaatc agctgaagtg gaaggccctg tacagtgacc ctaaatcttt ggaaacatct 
1260 

gcttttgtca agtcctacaa gaaccttgct ttctactgga ttctgaaagc tggtcatatg 
1320 

gttccttctg accaagggga catggctctg aagatgatga gactggtgac tcagcaagaa 
1380 

taggatggat ggggctggag atgagctggt ttggccttgg ggcacagagc tgagctgagg 
1440 

ccgctgaagc tgtaggaagc gccattcttc cctgtatcta actggggctg tgatcaagaa 
1500 

ggttctgacc agcttctgca gaggataaaa tcattgtctc tggaggcaat ttggaaatta 
1560 

tttctgcttc ttaaaaaaac ctaagatttt ttaaaaaatt gatttgtttt gatcaaaata 
1620 

aaggatgata atagatatta ttttttctta tgacagaagc aaatgatgtg atttatagaa 
1680 

aaactgggaa atacaggtac ccaaagagta aatcaacatc tgtatacccc cttcccaggg 
1740 

gtaagcactg ttaccaattt agcatatgtc cttgcagaat ttttttttct atatatacat 
1800 
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"atatattttt taccaaaatg aatcattact ctatgttgtt ttactatttg tttgacatat 
1860 

cagtatatct gaaacacctt ttcatgtcaa taaatgttct tctctaacat ttaaaaaaaa 

1920 

a 

1921 

<210> 2878 

<211> 451 

<212> PRT 

<213> Homo sapiens 

<400> 2878 

Met Glu Leu Ala Leu Arg Arg Ser Pro Val Pro Arg Trp Leu Leu Leu 

15 10 15 

Leu Pro Leu Leu Leu Gly Leu Asn Ala Gly Ala Val lie Asp Trp Pro 

20 25 30 

Thr Glu Glu Gly Lys Glu Val Trp Asp Tyr Val Thr Val Arg Lys Asp 

35 40 45 

Ala Tyr Met Phe Trp Trp Leu Tyr Tyr Ala Thr Thr Pro Ala Arg Thr 

50 55 60 

Ser Glu Leu Pro Leu val Met Trp Leu Gin Gly Gly Pro Gly Gly Ser 
65 70 75 80 

Ser Thr Gly Phe Gly Asn Phe Glu Glu lie Gly Pro Leu Asp Ser Asp 

85 90 95 

Leu Lys Pro Arg Lys Thr Thr Trp Leu Gin Ala Ala Ser Leu Leu Phe 

100 105 110 

Val Asp Asn Pro Val Gly Thr Gly Phe Ser Tyr Val Asn Gly Ser Gly 

115 120 125 

Ala Tyr Ala Lys Asp Leu Ala Met Val Ala Ser Asp Met Met Val Leu 

130 135 140 

Leu Lys Thr Phe Phe Ser Cys His Lys Glu Phe Gin Thr Val Pro Phe 
145 150 155 160 

Tyr lie Phe Ser Glu Ser Tyr Gly Gly Lys Met Ala Ala Gly He Gly 

165 170 175 

Leu Glu Leu Tyr Lys Ala He Gin Arg Gly Thr He Lys Cys Asn Phe 

180 185 190 

Ala Gly Val Ala Leu Gly Asp Ser Trp He Ser Pro Val Asp Ser Val 

195 200 205 

Leu Ser Trp Gly Pro Tyr Leu Tyr Ser Met Ser Leu Leu Glu Asp Lys 

210 215 220 

Gly Leu Ala Glu Val Ser Lys Val Ala Glu Gin Val Leu Asn Ala Val 
225 230 235 240 

Asn Lys Gly Leu Tyr Arg Glu Ala Thr Glu Leu Trp Gly Lys Ala Glu 

245 250 255 

Met He He Glu Gin Asn Thr Asp Gly Val Asn Phe Tyr Asn He Leu 

260 265 270 

Thr Lys Ser Thr Pro Thr Ser Thr Met Glu Ser Ser Leu Glu Phe Thr 

275 280 285 

Gin Ser His Leu Val Cys Leu Cys Gin Arg His Val Arg His Leu Gin 

290 295 300 

Arg Asp Ala Leu Ser Gin Leu Met Asn Gly Pro He Arg Lys Lys Leu 
305 310 315 320 

Lys He He Pro Glu Asp Gin Ser Trp Gly Gly Gin Ala Thr Asn Val 
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325 




330 








Phe Val 


Asn 


Met 


Glu 


Glu 


Asp Phe Met Lys 


Pro 


Val 


lie Asp lie vai 






340 






345 






ten 


Asp Thr 


Leu 


Leu 


Glu 


Ala 


Gly Val Asn Val 


Thr 


Val 


Tyr Asn Gly Gin 


355 








360 






365 


Leu Asp 


Leu 


lie 


Val 


Asp 


Thr He Gly Gin Glu Ala 


Trp Val Arg Lys 


370 










375 




380 




Leu Lys 


Trp 


Pro 


Glu 


Leu 


Ser Arg Phe Asn 


Gin 


Leu 


Lys Trp Lys Ala 


385 






390 




395 




400 


Leu Tyr 


Ser 


Asp 


Pro 


Lys 


Ser Leu Glu Thr 


Ser 


Ala 


Phe Val Lys Ser 






405 




410 






415 


Tyr Lys 


Asn 


Leu 


Ala 


Phe 


Tyr Trp He Leu 


Lys 


Ala 


Gly His Met Val 




420 






425 






430 


Pro Ser 


Asp 


Gin 


Gly Asp 


Met Ala Leu Lys 


Met 


Met 


Arg Leu Val Thr 




435 








440 






445 


Gin Gin 


Glu 
















450 



















<210> 2879 
<211> 1352 
<212> DNA 

<213> Homo sapiens 
<400> 2879 

nacgcgtgtt cacactgaga cgggcgcacg ggcctcccct cctggggcca ggcctccccc 
60 

gcagcctgct gggtcctgag ccctgggagg agggggccgc acatcaagca ggcgccatcc 
120 

cagtggaacc ccgaccgcga aggcttcctc cctcggcccc caggcgcttc ctgaggctcc 
180 

gagtcagccc ggcccaggct ggggacggcc ccgtgtcccg ggatgggacc aggatgctgg 
240 

cctgcgggtg gctggaccct ggctcccggg gaggggctca ccgtgttctc tcttgcctct 
300 

agatgccagc ctggcggtct cattcagcca gccaatcatg tattgccagc ctcattcggg 
360 

aattctgatt ggtacttggt cacaggctcc tctcttacct gcacccctgg gcccgcacgt 
420 

ggcgagcggc caccccggct tggcctgccg accccgggag tgccagttnn tgacaagtat 
480 

gcgcccaagc tggacagccc ctacttccga cattccagcg tgagtttctt cccgtccttc 

540 

cctcctgcca tcccgggact gcccaccctg ctcccacacc ccggcccctt cgggtccctg 
600 

cagggcgctt ttcagcctaa gacttcaagc cccattgagg tggcccgccg ggctggtgcg 
660 

gttcacacac tcctgcagaa agcgcctggg gtgtctgacc cgtaccgggc ggtggtcaag 
720 

aagccgggga ggtggtgtgc cgtgcacgtg cagatcgcct ggcagatcta ccgtcaccag 
780 

cagaagataa aggagatgca gctggacccc cacaagctgg aggtgggtgc aaagctggac 
840 

ctgttcggca gaccccctgc cccgggcgtg tttgcaggct tccactaccc acaggacctg 
900 
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gcccggcccc tcttccccag cacaggtgcc gcccatcctg cctccaaccc atttggaccc 
960 

tcagcccatc ctggcagctt cctgcccact ggccccctga cagacccttt cagcagaccg 
1020 

agcacctttg ggggcctggg cagcctgagc agccacgcct ttgggggcct gggcagccat 
1080 

gcactggctc ccggtggcag catctttgcc cccaaggagg gctcctccgt gctcggcctg 
1140 

cccagccccc atgaggcctg gagccgactg caccgggccc cgccatcctt cccggctccg 
1200 

cccccgtggc ccaagtccgt ggacgcggag cgggtgtcag ccctgaccaa ccatgaccga 
1260 

gagccggtca atggcaagga ggagcaggaa cgggacctcc tggagaagac gcgcctgctg 
1320 

agccgggcct cgcccgccac ccccgctggc ca 
1352 

<210> 2880 

<211> 376 

<212> PRT 

<213> Homo sapiens 



<400> 2880 



Met 


Gly 


Pro 


Gly 


Cys 


Trp 


Pro 


Ala 


Gly 


Gly Trp Thr 


Leu 


Ala 


Pro Gly 


1 








5 










10 






15 


Glu 


Gly 


Leu 


Thr 


Val 


Phe 


Ser 


Leu 


Ala 


Ser Arg Cys 


Gin 


Pro 


Gly Gly 








20 










25 






30 




Leu 


He 


Gin 


Pro 


Ala 


Asn 


His 


Val 


Leu 


Pro Ala Ser 


Phe Gly 


Asn Ser 






35 










40 






45 






Asp 


Trp 


Tyr 


Leu 


Val 


Thr 


Gly 


Ser 


Ser 


Leu Thr Cys 


Thr 


Pro 


Gly Pro 




50 










55 






60 








Ala 


Arg 


Gly 


Glu 


Arg 


Pro 


Pro 


Arg 


Leu 


Gly Leu Pro 


Thr 


Pro 


Gly Val 


65 










70 








75 






80 


Pro 


val 


Xaa 


Asp 


Lys 


Tyr 


Ala 


Pro 


Lys 


Leu Asp Ser 


Pro 


Tyr 


Phe Arg 










85 










90 






9S 


His 


Ser 


Ser 


val 


Ser 


Phe 


Phe 


Pro 


Ser 


Phe Pro Pro 


Ala 


He 


Pro Gly 








100 










105 






110 




Leu 


Pro 


Thr 


Leu 


Leu 


Pro 


His 


Pro 


Gly 


Pro Phe Gly 


Ser 


Leu 


Gin Gly 






115 










120 






12S 






Ala 


Phe 


Gin 


Pro 


Lys 


Thr 


Ser 


Ser 


Pro 


He Glu Val 


Ala Arg 


Arg Ala 




130 










135 






140 








Gly 


Ala 


Val 


His 


Thr 


Leu 


Leu 


Gin 


Lys 


Ala Pro Gly 


val 


Ser 


Asp Pro 


145 










150 








155 






160 


Tyr 


Arg 


Ala 


Val 


Val 


Lys 


Lys 


Pro 


Gly 


Arg Trp Cys 


Ala 


Val 


His Val 










165 










170 






175 


Gin 


He 


Ala 


Trp 


Gin 


He 


Tyr 


Arg 


His 


Gin Gin Lys 


He 


Lys 


Glu Met 








180 










185 






190 




Gin 


Leu 


Asp 


Pro 


His 


Lys 


Leu 


Glu 


Val 


Gly Ala Lys 


Leu Asp 


Leu Phe 






195 










200 






205 






Gly 


Arg 


Pro 


Pro 


Ala 


Pro 


Gly 


Val 


Phe 


Ala Gly Phe 


His 


Tyr 


Pro Gin 




210 










215 






220 








Asp 


Leu 


Ala 


Arg 


Pro 


Leu 


Phe 


Pro 


Ser 


Thr Gly Ala 


Ala 


His 


Pro Ala 


225 










230 








235 






240 


Ser 


Asn 


Pro 


Phe 


Gly 


Pro 


Ser 


Ala 


His 


Pro Gly Ser 


Phe 


Leu 


Pro Thr 
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245 250 


255 




Gly 


Pro 


Leu 


Thr 


Asp Pro Phe Ser Arg Pro Ser Thr Phe 


Gly Gly 


Leu 






260 


265 


270 




Gly 


Ser 


Leu 


Ser 


Ser His Ala Phe Gly Gly Leu Gly Ser 


His Ala 


Leu 






275 




280 285 






Ala 


Pro 


Gly 


Gly 


Ser lie Phe Ala Pro Lys Glu Gly Ser 


Ser val 


Leu 




290 






295 300 






Gly 


Leu 


Pro 


Ser 


Pro His Glu Ala Trp Ser Arg Leu His 


Arg Ala 


Pro 


305 








310 315 




320 


Pro 


Ser 


Phe 


Pro 


Ala Pro Pro Pro Trp Pro Lys Ser Val 


Asp Ala 


Glu 










325 330 


335 




Arg 


Val 


Ser 


Ala 


Leu Thr Asn His Asp Arg Glu Pro Val 


Asn Gly 


Lys 








340 


345 


350 




Glu 


Glu 


Gin 


Glu 


Arg Asp Leu Leu Glu Lys Thr Arg Leu 


Leu Ser 


Arg 






355 




360 365 






Ala 


Ser 


Pro 


Ala 


Thr Pro Ala Gly 








370 






375 







<210> 2881 

<211> 3021 

<212> DNA 

<213> Homo sapiens 



<400> 2881 
cctagggagg 
60 

gaaaccgacc 
120 

cttcttggga 
180 

gtcctgaggc 
240 

gtgtgccact 
300 

taccatcgat 
360 

aactgtggca 
420 

accactaagt 
480 

cccctcctcc 
540 

gccgggggtg 
600 

aatgacatcc 
660 

gatgtcaccg 
720 

attaacatca 
780 

tcctgcactc 
B40 

atccaactta 
900 



ccaggcaaga 
aagatgctgg 
ccttgccctg 
acgtgtttgc 
tgtggaggga 
acctgatgaa 
tagaaaagga 
gctctccgag 
ccgaggctga 
tcaacatctg 
agcgactgct 
agaccctgta 
gcaataggat 
aggccacaaa 
cacatgaaca 



agcagaggac 
ggacgtgggt 
ccaggaagca 
cttcctcccg 
gatcatcagt 
tgaagagcaa 
gtcagacctg 
tgtggatccc 
ggcgtgtgtg 
ggccctggtg 
cttctgcctc 
ctgcatagcc 
tcactacaac 
agttaaagag 
acagctgatt 



agtacgtctc 
cctgatccca 
ctgagccaca 
gtggaagacc 
gacccgctgt 
gctgtcagca 
tgtgtgctga 
gagagggtgc 
cggcaacacc 
gcggctgtgg 
cggagaccca 
gtgcttctct 
attttctatt 
gagccatctg 
ctgaatcaca 



ggctctctgc 
ttcctgactc 
tttgcagcct 
tctattggaa 
tcattccttg 
aagtggacgg 
acctcatacg 
tgtggagtct 
tccccgacct 
tgctcctctc 
gctccacggt 
acgccatgag 
gcctatatct 
tctggccagg 
agatggaacc 



ggagtctggt 
atactatggg 
gcctagtgag 
cctgagcttg 
gaagaagctg 
catcctgtct 
atacacagcc 
gagggaccac 
ctacgctgct 
cagcagtgtg 
gaccatgcca 
ggagaagggg 
tcaggagaat 
caagaaaacc 
tctccaggtg 
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gtgaaaatta 
960 

aagtggtctc 
1020 

gaacgcgtct 
1080 

atagggcgga 
1140 

gtcaactccg 
1200 

actctagaaa 
1260 

tggtgtaaga 
1320 

gtccttgaag 
1380 

gcgcaccaga 
1440 

gcctcttttg 
1500 

atagtcctgt 
1560 

accttccggg 
1620 

acgcagagtt 
1680 

tgcaagagag 
1740 

gacgcaaagg 
1800 

gtacgggtga 
1860 

tttggattgg 
1920 

aaacaaaacc 
1980 

agtggcttca 
2040 

gttgttgaaa 
2100 

atagaagatt 
2160 

gagttcgaca 
2220 

ctgccccagc 
2280 

tatgttgcag 
2340 

ttgactttgg 
2400 

ggcgtggtgc 
2460 

accatgaaga 
2520 



tggcctttgc 
agagcaggtc 
tccccagcaa 
agtaccagtc 
tccttgctga 
acttctttgc 
acagccaagg 
cgagccgcct 
tgactcatga 
acgccatctt 
ctcagccatg 
gtgcggtcaa 
ttcggtttgg 
tcaggaaaaa 
ggcaagtggc 
cggaagggga 
acagaatcat 
tcgtcattaa 
agaggtatgt 
agtataacat 
tggactttgc 
ctgtgcatgt 
ttccgcactt 
taactcgagc 
ctggggagta 
gctgctgcgt 
agctgcccat 



cggcactggg 
tctgtatgtg 
cgtcatctgc 
aaagaagaag 
agggaagggt 
ctcggctgac 
acagagagtc 
ctgggataac 
cggctacttg 
tgtggatgag 
tgggaaaatc 
cgccctgttc 
tgtggaaata 
gactttggtt 
cttgttgtcc 
attcccttca 
tgacatttgg 
agacaaattt 
gaccgctgcc 
caggattcca 
agagtacatt 
tttggatgat 
cagagttgag 
caagaagcgt 
cttcttgcaa 
gggacagtgc 
cacctatagc 



aagacctcaa 
acattcaaca 
aaaaccttcc 
ttgaatctct 
ggattcataa 
gaagagctga 
atggttgagc 
atgcggaagc 
aaactctggc 
gcccaggact 
tttgtagggg 
acagtgcccc 
gcttatgtgg 
ggaggaaacc 
cggaccaacg 
aggatacatt 
atccttcttc 
atcagaagat 
gaggacaagg 
gagctggtgc 
ctgggcactg 
tttgtgaaag 
tcattttctg 
ctcatcatga 
gcagagctga 
aacaatgcca 
aacaggaagg 



cgctggtcaa 
agagcatcgc 
actccatggc 
tcaagttaac 
gagccaagct 
ccattgatca 
agagtgaaaa 
tgggggagtg 
agctgagcaa 
gcacaccagc 
acccgcacca 
acacccacgt 
gagctactat 
atcagagtgg 
ccaacgtgtt 
tgattggggg 
agccagagga 
gggtgcacaa 
agcttgaagc 
aaaggataga 
tgcacaaagc 
tgccttgtgc 
aggatgaatg 
ccaaatcatc 
caagcaacgt 
tccctgttga 
aaaacaaggg 



gtatgcagag 
aaagcaggcc 
ctacgggcac 
acccttcatg 
tgtgtgtaag 
cgtgcctatt 
actgaatggt 
cacagaagag 
gccttcgctg 
tatcatgaac 
gcagatctat 
cttctatctc 
cttggatgtt 
cattagaggt 
tgatgaggcc 
gattaaatca 
agaacggagg 
agaaggcttt 
caagatcgca 
aaaatgccat 
caaaggcctg 
ccggcataac 
gaatttactg 
ggaaaacatt 
cttaaaaaca 
caccgtcctt 
gggctacctc 
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tgccactcct gtgcggagca gcgcatcggg cccctggcgt tcctgacagc ctccccggag 
2SB0 

caggtgcgcg ccatggagcg cactgtggag aacatcgtac tgccccggca tgaggccctg 
2640 

ctcttcctcg tcttctgagg acaaggcgca cgttctccgc agtgcagagc agcttgccga 
2700 

ggaccccgcg tgaagaaagc cagcgagggg ggcttctgct ccctgagact ctgggttcac 
2760 

ccacagcact ttctgaggaa gaggacacca gcccaagctg gacctgccat ttctccactc 
2620 

cctacagaca gccagtctcc acttgcctcc cctctggatg tatctggtca gggaagtggg 
2860 

ggatgttctt ttgataaaaa aaaaaaaaaa ttttatgtat ttaaactttt attacaagat 
2940 

ttcaattaaa caggcaccat agcactggca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
3000 

aaaaaaaaaa aaaaaaaaaa a 
3021 

<210> 2882 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 2882 

Gly Gin Gly Ala Arg Ser Pro Gin Cys Arg Ala Ala Cys Arg Gly Pro 

1 5 10 IS 

Arg Val Lys Lys Ala Ser Glu Gly Gly Phe Cys Ser Leu Arg Leu Trp 

20 25 30 

Val His Pro Gin His Phe Leu Arg Lys Arg Thr Pro Ala Gin Ala Gly 

35 40 45 

Pro Ala lie Ser Pro Leu Pro Thr Asp Ser Gin Ser Pro Leu Ala Ser 

50 55 60 

Pro Leu Asp Val Ser Gly Gin Gly Ser Gly Gly Cys Ser Phe Asp Lys 
65 70 75 80 

Lys Lys Lys Lys Phe Tyr Val Phe Lys Leu Leu Leu Gin Asp Phe Asn 

85 90 95 

<210> 2883 

<211> 516 

<212> DNA 

<213> Homo sapiens 

<400> 2883 

gagaaggagg acaggggtga gtactccccc gcacttgccc tgcccagcct ccggggctgc 
60 

taccacgagg ggccggctgg tggtgcggcg gcggcaccga gcagtgtgga cacgtacccg 
120 

tacgggctgc ccacacctcc tgaaatgtct cccctggacg tgctggagcc ggagcagacc 
180 

ttcttctcct ccccctgcca ggaggagcat ggccatcccc gccgcatccc ccacctgcca 
240 

gggcacccgt actcaccgga gtacgcccca agccctctcc actgtagcca ccccctgggc 
300 
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tccctggccc ttggccagtc ccccggcgtc tccatgatgt cccctgtacc cggctgtccc 
360 

ccatctcctg cctattactc cccggccacc taccacccac tccactccaa cctccaagcc 
420 

cacctgggcc agctttcccc gcctcctgag caccctggct tcgacgccct ggatcaactg 
480 

aaccagggtg aactcctggg ggacatggat cgcaat 
516 

<210> 2884 
<211> 172 
<212> PRT 

<2l3> Homo sapiens 



<400> 2684 



Glu 


Lys 


Glu 


Asp 


Arg 


Gly 


Glu 


Tyr 


Ser 


Pro 


Ala 


Leu 


Ala 


Leu 


Pro 


Ser 


1 








5 










10 










15 




Leu 


Arg 


Gly 


Cys 


Tyr 


His 


Glu 


Gly 


Pro 


Ala 


Gly Gly 


Ala 


Ala 


Ala 


Ala 








20 










25 










30 






Pro 


Ser 


Ser 


Val 


Asp 


Thr 


Tyr 


Pro 


Tyr 


Gly 


Leu 


Pro 


Thr 


Pro 


Pro 


Glu 






35 










40 










45 








Met 


Ser 


Pro 


Leu 


Asp 


Val 


Leu 


Glu 


Pro 


Glu 


Gin 


Thr 


Phe 


Phe 


Ser 


Ser 




50 










55 










60 










Pro 


Cys 


Gin 


Glu 


Glu 


His 


Gly 


His 


Pro 


Arg 


Arg 


lie 


Pro 


His 


Leu 


Pro 


65 










70 










75 










80 


Gly 


His 


Pro 


Tyr 


Ser 


Pro 


Glu 


Tyr 


Ala 


Pro 


Ser 


Pro 


Leu 


His 


Cys 


Ser 










85 










90 










95 




His 


Pro 


Leu 


Gly 


Ser 


Leu 


Ala 


Leu 


Gly 


Gin 


Ser 


Pro 


Gly 


Val 


Ser 


Met 








100 










105 










110 






Met 


Ser 


Pro 


val 


Pro 


Gly 


Cys 


Pro 


Pro 


Ser 


Pro 


Ala 


Tyr 


Tyr 


Ser 


Pro 






115 










120 










125 








Ala 


Thr 


Tyr 


His 


Pro 


Leu 


His 


Ser 


Asn 


Leu 


Gin 


Ala 


His 


Leu 


Gly 


Gin 




130 










135 










140 










Leu 


Ser 


Pro 


Pro 


Pro 


Glu 


His 


Pro 


Gly 


Phe 


Asp 


Ala 


Leu 


Asp 


Gin 


Leu 


145 










150 










155 










160 


Asn 


Gin 


Gly 


Glu 


Leu 


Leu 


Gly 


Asp 


Met 


Asp 


Arg Asn 











165 170 



<210> 2885 

<211> 807 

<212> DNA 

<213> Homo sapiens 

<400> 2885 

aagcttcagg gcattgggca tttcangaat accattcgag aaatgttttc tcagttcgca 
60 

gagtttgatg atgaactgga tagcatggct ccagtgggga gagatgcaga aacattgcaa 
120 

aagcaaaagg aaactataaa agcctttcta aagaaactag aagccctcat agcaagcaat 
180 

gacaatgcca ataaaacctg caagatgatg ttagccacag aagaaacctc tcctgacctt 
240 

gttggaatca aaagggactt ggaggcctta agcaaacaat gcaacaagtt actggaccga 
300 
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gcccaagcca gagaagagca ggttgaaggg acaattaagc gccttgaaga attttacagc 
360 

aaattgaaag aattttctat tctgctccag aaagccgaag aacatgaaga gtcacaaggt 
420 

cctgttggta tggaaacgga gacaattaat cagcagctta acatgttcaa ggtattccag 
480 

aaagaagaga ttgaaccctt gcaaggtaaa cagcaagatg taaactggtt aggtcaaggc 
540 

cttattcaga gtgctgccaa aagcactagc actcagggct tggagcatga cctggatgat 
600 

gtcaatgcac ggtggaagac tctcaataag aaggtggctc agcgagcagc ccagctgcag 
660 

gaggccttgc tgcactgtgg gaggttccag gatgccctgg agtccctgct cagctggatg 
720 

gtggacactg aggagcttgt ggccaatcag aagcccccgt cggctgagtt caaagtggta 
780 

aaggacaaga tacaagaaca aaagctt 
807 

<210> 2886 

<211> 269 

<212> PRT 

<213> Homo sapiens 



<400> 2886 



Lys 


Leu 


Gin Gly He 


Gly His 


Phe 


Xaa 


Asn 


Thr He Arg 


Glu 


Met 


Phe 


1 




5 










10 






15 




Ser 


Gin 


Phe Ala Glu 


Phe 


Asp 


Asp 


Glu 


Leu 


Asp Ser Met 


Ala 


Pro 


val 






20 








2S 






30 






Gly 


Arg 


Asp Ala Glu Thr Leu 


Gin Lys 


Gin 


Lys Glu Thr 


He 


Lys 


Ala 






35 






40 






45 








Phe 


Leu 


Lys Lys Leu 


Glu 


Ala 


Leu 


He 


Ala 


Ser Asn Asp 


Asn 


Ala 


Asn 




50 






55 








60 








Lys 


Thr 


Cys Lys Met 


Met 


Leu 


Ala 


Thr 


Glu 


Glu Thr Ser 


Pro Asp 


Leu 


65 






70 










75 






80 


Val 


Gly 


He Lys Arg Asp Leu 


Glu 


Ala 


Leu 


Ser Lys Gin 


Cys 


Asn 


Lys 






85 










90 






95 




Leu 


Leu 


Asp Arg Ala 


Gin 


Ala 


Arg 


Glu 


Glu 


Gin Val Glu 


Gly 


Thr 


He 






100 








105 






110 






Lys 


Arg 


Leu Glu Glu 


Phe 


Tyr 


Ser 


Lys 


Leu 


Lys Glu Phe 


Ser 


He 


Leu 






115 






120 






125 








Leu 


Gin 


Lys Ala Glu 


Glu 


His 


Glu 


Glu 


Ser 


Gin Gly Pro 


Val 


Gly 


Met 




130 






135 








140 








Glu 


Thr 


Glu Thr lie 


Asn 


Gin 


Gin 


Leu 


Asn 


Met Phe Lys 


Val 


Phe 


Gin 


145 






150 










155 






160 


Lys 


Glu 


Glu He Glu 


Pro 


Leu 


Gin Gly 


Lys 


Gin Gin Asp 


Val 


Asn 


Trp 






165 










170 






175 




Leu 


Gly 


Gin Gly Leu 


He 


Gin 


Ser 


Ala 


Ala 


Lys Ser Thr 


Ser 


Thr 


Gin 






160 








185 






190 






Gly 


Leu 


Glu His Asp 


Leu 


Asp 


Asp 


Val 


Asn 


Ala Arg Trp 


Lys 


Thr 


Leu 






195 






200 






205 








Asn 


Lys 


Lys Val Ala 


Gin 


Arg 


Ala 


Ala 


Gin 


Leu Gin Glu 


Ala 


Leu 


Leu 




210 






215 








220 








His 


Cys 


Gly Arg Phe Gin Asp 


Ala 


Leu 


Glu 


Ser Leu Leu 


Ser 


Trp 


Met 
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225 230 235 240 

Val Asp Thr Glu Glu Leu Val Ala Asn Gin Lys Pro Pro Ser Ala Glu 

245 250 255 

Phe Lys Val Val Lys Asp Lys He Gin Glu Gin Lys Leu 
260 265 

<210> 2887 

<211> 1945 

<212> DNA 

<213> Homo sapiens 

<400> 2887 

nngggggctg tttaaagatg gcggcggagg aacctcagca gcagaagcag gagccgctgg 
60 

gcagcgactc cgaaggtgtt aactgtctgg cctatgatga agccatcatg gctcagcagg 
120 

accgaattca gcaagagatt gctgtgcaga accctcCggt gtcagagcgg ctggagctct 
160 

cggtcctata caaggagtat gctgaagatg acaacatcta tcaacagaag atcaaggacc 
240 

tccacaaaaa gtactcgtac atccgcaaga ccaggcctga cggcaactgt ttctatcggg 
300 

ctttcggatt ctcccacttg gaggcactgc tggatgacag caaggagttg cagcggtgag 
360 

aagggtgggc actgggcacc gaggcaggtg ggtgtctacc tcctccccgg gcgagtagga 
420 

tgtgtctcga gtagggtgtc tccctccttc ccgggcgatg ggctggactc tggccttgcc 
480 

aggcggggca gtgctgtctc ggccctggcg tctgggctgg tcgaggagcc catgctgggc 
540 

ccgcctttcc atcccacccc caggttcaag gctgtgtctg ccaagagcaa ggaagacctg 
600 

gtgtcccagg gcttcactga attcacaatt gaggatttcc acaacacgtt catggacctg 
660 

attgagcagg tggagaagca gacctctgtc gccgacctgc tggcctcctt caatgaccag 
720 

agcacctccg actaccttgt ggtctacctg cggctgctca cctcgggcta cctgcagcgc 
780 

gagagcaagt tcttcgagca cttcatcgag ggtggacgga ctgtcaagga gttctgccag 
840 

caggaggtgg agcccatgtg caaggagagc gaccacatcc acatcattgc gctggcccag 
900 

gccctcagcg tgtccatcca ggtggagtac atggaccgcg gcgagggcgg caccaccaat 
960 

ccgcacatct tccctgaggg ctccgagccc aaggtctacc ttctctaccg gcctggacac 
1020 

tacgatatcc tctacaaata gggctggctc cagcccgctg ctgccctgct gcccccctct 
1080 

gccaggcgct agacatgtac agaggttttt ctgtggttgt aaatggtcct atttcacccc 
1140 

cttcttcctg tcacatgacc cccccccatg ttttattaaa gggggtgctg gtggtgagcc 
1200 

gtgtgtgcgt gtccctgctc tgctgcccgc ctggctgctc tgtctgctgc cccctccccc 
1260 
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caggtgggtc 
1320 

tgaggggcca 
1380 

ttagctggct 
1440 

ccagggccac 
1500 

ccccagaccc 
1560 

a ggggccttt 

1620 

ggtgcccggg 
1680 

gtcctcaggt 
1740 

cctgtgcctg 
1800 

ttgccttcac 
1860 

tgagctcctt 
1920 

aaaaaaaaaa 
1945 



cccctgcttt 
ggcctcttgg 
caggggcttc 
ccacacttca 
cagcttcctg 
gtgaggctgg 
cagtgccacc 
ctaggcaggg 
ccttgcaccc 
ctcttttctt 
gggggcaggc 
aaaaaaaaaa 



tcacctatct 
aggcccctcc 
tatgggatcc 
tctgctccct 
ccctccaccg 
acccggctca 
ctggtggggg 
ctgccggttc 
cctctgcttg 
ccccgccccc 
cctcaataaa 
aaaaa 



actcctgagc 
tgcttcgttg 
tggaagttcc 
cataggcccc 
ggagtctgca 
gggcaggtgg 
agggcagcct 
tccacctccc 
ggccacggtg 
tgcacattcg 
tgtgaactgc 



ttccccaaca 
ggttctgctt 
ttagggactt 
acctccacgt 
tggttgggag 
aggagctggg 
tcaaacgtgt 
catccgcccc 
tctctgcatt 
gggtctcagc 
tgctgccaaa 



ggagcaggtt 
ccttcccttc 
gcccagggtc 
cccggctggg 
tcctgggtgg 
cctcccacag 
ggggtctaca 
aggccccctg 
gcctgccttt 
ccccaggctg 
aaaaaaaaaa 



<210> 2888 

<211> 315 

<212> PRT 

<213> Homo sapiens 



<400> 2888 

Met Met Lys Pro Ser Trp Leu Ser Arg Thr Glu Phe Ser Lys Arg Leu 

15 10 15 

Leu Cys Arg Thr Leu Trp Cys Gin Ser Gly Trp Ser Ser Arg Ser Tyr 

20 25 30 

Thr Arg Ser Met Leu Lys Met Thr Thr Ser lie Asn Arg Arg Ser Arg 

35 40 45 

Thr Ser Thr Lys Ser Thr Arg Thr Ser Ala Arg Pro Gly Leu Thr Ala 

SO 55 60 

Thr Val Ser lie Gly Leu Ser Asp Ser Pro Thr Trp Arg His Cys Trp 
65 70 75 80 

Met Thr Ala Arg Ser Cys Ser Gly Glu Lys Gly Gly His Trp Ala Pro 

85 90 95 

Arg Gin Val Gly Val Tyr Leu Leu Pro Gly Arg Val Gly Cys Val Ser 

100 105 110 

Ser Arg Val Ser Pro Ser Phe Pro Gly Asp Gly Leu Asp Ser Gly Leu 

115 120 125 

Ala Arg Arg Gly Ser Ala Val Ser Ala Leu Ala Ser Gly Leu Val Glu 

130 135 140 

Glu Pro Met Leu Gly Pro Pro Phe His Pro Thr Pro Arg Phe Lys Ala 
145 150 155 160 

Val Ser Ala Lys Ser Lys Glu Asp Leu val Ser Gin Gly Phe Thr Glu 

165 170 175 

Phe Thr He Glu Asp Phe His Asn Thr Phe Met Asp Leu He Glu Gin 
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180 

Val Glu Lys Gin 
195 

Gin Ser Thr Ser 
210 

Gly Tyr Leu Gin 
22S 

Gly Arg Thr Val 

Lys Glu Ser Asp 
260 

Val Ser He Gin 
275 

Asn Pro His He 
290 

Tyr Arg Pro Gly 
305 



Thr Ser Val Ala 
200 

Asp Tyr Leu Val 
215 

Arg Glu Ser Lys 
230 

Lys Glu Phe Cys 
245 

His He His He 

Val Glu Tyr Met 
280 

Phe Pro Glu Gly 
295 

His Tyr Asp He 
310 



185 

Asp Leu Leu Ala 

Val Tyr Leu Arg 
220 

Phe Phe Glu His 
235 

Gin Gin Glu Val 
250 

He Ala Leu Ala 
265 

Asp Arg Gly Glu 

Ser Glu Pro Lys 
300 

Leu Tyr Lys 
315 



190 

Ser Phe Asn Asp 
205 

Leu Leu Thr Ser 

Phe He Glu Gly 
240 

Glu Pro Met Cys 
255 

Gin Ala Leu Ser 
270 

Gly Gly Thr Thr 
285 

Val Tyr Leu Leu 



<210> 2889 

<211> 614 

<212> DNA 

<213> Homo sapiens 



c400> 2889 
gtgcacctcc 
60 

gtgnccgaag 
120 

ccggaggtgc 
180 

aagatgccca 
240 

ccaggcgagg 
300 

gaggtggatg 
360 

gacctgccag 
420 

gagcgggcgg 
480 

tctgttgaaa 
540 

atgatagaga 
600 

ggaccaaagg 
614 



ccgaggtgca 
ttcccgacgt 
agctaaaggc 
agatgaccat 
cgggtgctga 
gtgaggctca 
gagcacttgg 
agggccccga 
ttgtcacccc 
caaaagtcaa 
tggc 



gctgccgaaa 
gcatcttccg 
caccaaggca 
gcccaagcta 
ggtctcaggg 
tgtgggtgtc 
cctgcagggg 
ggtggcagca 
acagctgccc 
gccctcttcc 



gtgtcagaga 
aagncaccag 
gaacaggcag 
gggagggcag 
aagctggtaa 
ccctctctca 
caggtcccag 
ggggtcaggg 
gccgtggaaa 
aagttctcct 



ttcggctgcc 
aggtgaagct 
aagggatgga 
agtccccatc 
cacttccctg 
ctctgccttc 
ccgctaaaat 
aagtgggctt 
ttgaggaagg 
tacctaagtt 



ggaaatgcaa 
gcccagggct 
atttggcttc 
acgtggcaag 
tctgcagcca 
agtggagcta 
gggcaaggga 
ccgagtgccc 
gcggctggag 
tggactctcg 



«210> 2890 

<211> 204 

<212> PRT 

<213> Homo sapiens 



<400> 2890 

Val His Leu Pro Glu Val Gin Leu Pro Lys Val Ser Glu He Arg Leu 
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1 


p 


10 




15 




Pro Glu Met Gin 


val xaa Glu vai pro 


Asp 


Val 


His Leu Pro Lys 


Xaa 


20 








30 




Pro Glu Val Lys 


Leu Pro Arg Ala pro 


Glu 


Val 


Gin Leu Lys Ala 


Thr 


35 


4 0 






45 




Lys Ala Glu Gin 


Ala Glu Gly Met Glu 


Phe Gly 


Phe Lys Met Pro 


Lys 


50 


55 






60 




Met Thr Met Pro 


Lys Leu Gly Arg Ala 


Glu 


Ser 


Pro Ser Arg Gly Lys 


65 


70 




75 




80 


Pro Gly Glu Ala 


Gly Ala Glu Val Ser 


Gly Lys 


Leu Val Thr Leu 


Pro 




85 


90 




95 




Cys Leu Gin Pro 


Glu Val Asp Gly Glu 


Ala 


His 


Val Gly Val Pro 


Ser 


100 


105 






110 




Leu Thr Leu Pro 


Ser Val Glu Leu Asp 


Leu 


Pro 


Gly Ala Leu Gly Leu 


115 


120 






125 




Gin Gly Gin Val 


Pro Ala Ala Lys Met 


Gly Lys 


Gly Glu Arg Ala Glu 


130 


135 






140 




Gly Pro Glu Val 


Ala Ala Gly Val Arg 


Glu 


Val 


Gly Phe Arg Val 


Pro 


145 


150 




155 




160 


Ser val Glu He 


Val Thr Pro Gin Leu 


Pro 


Ala 


Val Glu He Glu 


Glu 




165 


170 




175 




Gly Arg Leu Glu 


Met He Glu Thr Lys 


Val 


Lys 


Pro Ser Ser Lys 


Phe 


180 


185 






190 




Ser Leu Pro Lys 


Phe Gly Leu Ser Gly 


Pro 


Lys 


Val 




195 


200 











<210> 2891 

<211> 565 

<212> DNA 

<213> Homo sapiens 

<400> 2891 

tttttttttt tttttttttt tttttttttt tttttttttc ccatgctccc actggtttat 
60 

ttcaacccca aatattttcc aacagaagta gaaaacaggg catattaaac aaacaacaaa 
120 

ccaaccaacc aacaaaacta aaagtgatac tgacacagtt caggtgataa gcaggaaaat 
180 

gggattatca gacaccggct ctttggcaca cactgcgaag tcagcccctc tgcccagtct 
240 

ggaaaagcaa cggcgtaagt caatgtgatg aagaggtcca gcctctcgtc gggaacttgg 
300 

ccgcaaaatg ggtaatgctt ttctgtagga tgtggagtgt agctggtgtt gcaatggtgt 
360 

tttgctcagg gctcggcaca gacgtcctcc ggccttccac tgcgatgttg ctctttggtc 
420 

tcttaacaac atggggacga ggtgggcgca cctttccaaa gtggactgtg atttggccgc 
480 

cgttcttctc ggagcttggg gttccttgcc ctccaccagt ggggacggtg cagtctttgg 
540 

cagctgctct tctggggtgg gggcc 
565 

<210> 2892 
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<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 2892 

Met Leu Leu Arg Asp Gin Arg Ala Thr Ser Gin Trp Lys Ala Gly Gly 

15 10 15 

Arg Leu Cys Arg Ala Leu Ser Lys Thr Pro Leu Gin His Gin Leu His 

20 25 30 

Ser Thr Ser Tyr Arg Lys Ala Leu Pro He Leu Arg Pro Ser Ser Arg 

3S 40 45 

Arg Glu Ala Gly Pro Leu His His He Asp Leu Arg Arg Cys Phe Ser 

50 5S 60 

Arg Leu Gly Arg Gly Ala Asp Phe Ala Val Cys Ala Lys Glu Pro Val 
6S 70 75 80 . 

Ser Asp Asn Pro He Phe Leu Leu He Thr 

8S 90 

<210> 2893 

<211> 2270 

<212> DNA 

<213> Homo sapiens 

<400> 2893 

cacaactctt cacccattcc ctgccccctt ctggatacgc tgcctgttct ttctgtgcct 
60 

agccctgtcc aagctctatg agacctctct ctgcctgcag tctgtttctg ctgtacctcc 
120 

tcaattctgg cctgtgctct tctagggaga ctagatgtat gcaccaccca gaaactgcca 
180 

gtagggagca ccctacaggc atgacttggc agctaggcca tgtttatttc ccttggtggg 
240 

gcacccgaca ggcagagttt attccctcag cttgggggtg gcagtggtgg tggtagtgct 
300 

aggggttact gcaggcaggt ttctgtttct ttgcatcccg ggactggctt gttctcacct 
360 

ttttgttctg tccctctctg gtgtatttac tttctctctt tttgcattgt tctcagcctt 
420 

ccatctgcat ctcttcatct ctgcctctct tgcctgcatt tcctcaatct tgattgtccc 
480 

tgcctcttcc tctgccattc cctctcttcc ccctcagtct gtggctctgc ctccctgtct 
540 

cactctccct ataactggcc tctccctgcc cagaccttcc tggacgagct gcatgagaca 
600 

gggcagctgc actctatgtc cacctggatg gagctatatc cagcagtcag cactgatgtc 
660 

cgctttgcca acatgctggg ccagccgggc tccacccctc tggacttatt caagttctat 
720 

gtggaggagt tgaaggcacg attccatgat gaaaagaaga tcattaagga catccttaag 
780 

gaccggggct tctgcgtgga ggtgaacacg gcctttgagg acttcgccca cgtcataagc 
840 

tttgacaaga gggctgccgc actggacgca ggcaacatca agctgacctt caatagtctg 
900 
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ctggagaaag cagaggcacg ggagagggag cgggagaagg aggaggcacg caggatgcgg 
960 

cgcagggaag ctgcctttcg aagcatgctg aggcaggctg tgcctgctct ggagctaggc 
1020 

actgcctggg aagaggtccg tgagcgtttt gtgtgtgact cagcctttga gcagatcacc 
1080 

ctggagtcgg agcggatccg gctcttccgg gagttcctac aggtgctgga gactgaatgc 
1140 

cagcacctcc acaccaaagg ccgaaagcat ggcaggaaag gcaagaagca ccatcacaag 
1200 

cgttcccact caccctcagg ctctgagtca gaagaagagg agctgccccc accatctctc 
1260 

cggcccccca agcggaggag gcggaacccc tcagagtcag gctctgagcc ctcttcctca 
1320 

cttgattcag ttgaaagtgg gggtgctgcc cttggaggac ggggctcccc ttcctcccat 
1380 

cttcttggag cagatcatgg ccttcggaaa gccaagaaac caaaaaagaa aactaagaag 
1440 

agaagacaca agtcgaatag tcctgagagt gagacagacc ctgaggagaa agctggcaag 
1500 

gagagcgatg agaaagaaca agaacaggac aaggacaggg agctccaaca ggcagagctc 
1560 

cctaaccgtt ccccaggctt tggaatcaag aaggagaaga caggctggga cacgtcagaa 
1620 

agtgagctga gtgagggtga gctggagagg cggcggcgga cactcctaca gcagctggat 
1680 

gatcaccagt gacccaatga gctgttctct gcctcgggtc tgtgtgaggc catggctcct 
1740 

gggccaccct caccgtctgc ctcagacttc ttccttagtc tggtctgtgt ccactttttc 
1800 

taaagtaacc ccacccccag cacaccattg ttggcacctc tcaaggttgc tcttggtgtt 
1860 

caagggtccc ctactccctg gactagtgca gtccttgccc tcagccccag accagagatg 
1920 

ggtggtatat gccatgtggg gtgggtgatg ccagtagata aaagtgtgag agaaggggtc 
1980 

tccagggaag agtcacaggc tgttggacgc agcctgggtg gcagagggca gggtcatcac 
2040 

cctctagcat cagtgcctgc tcctgcctgc cctggccctg aggctccacc acttcttcct 
2100 

ccacccagga cctaatgtac gtgtgttttg ttttttgttt tttaaataac aatatttata 
2160 

acatgaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2220 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaag 
2270 

<210> 2894 
<211> 490 
<212> PRT 

<213> Homo sapiens 
<400> 2894 

Met Phe lie Ser Leu Gly Gly Ala Pro Asp Arg Gin Ser Leu Phe Pro 
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1 

Gin Leu Gly Gly 
20 

Gin Val Ser Val 
35 

Cys Ser Val Pro 
50 

Leu Ser Leu Pro 
65 

Phe Leu Asn Leu 

Ser Pro Ser Val 
100 

Trp Pro Leu Pro 
115 

Gin Leu His Ser 
130 

Thr Asp Val Arg 
145 

Leu Asp Leu Phe 

Asp Glu Lys Lys 
180 

Val Glu Val Asn 
195 

Asp Lys Arg Ala 
210 

Asn Ser Leu Leu 
225 

Glu Glu Ala Arg 

Leu Arg Gin Ala 
260 

Val Arg Glu Arg 
275 

Glu Ser Glu Arg 
290 

Thr Glu Cys Gin 
305 

Gly Lys Lys His 

Ser Glu Glu Glu 
340 

Arg Arg Arg Asn 
355 

Asp Ser Val Glu 
370 

Ser Ser His Leu 
385 

Pro Lys Lys Lys 

Ser Glu Thr Asp 
420 

Glu Gin Glu Gin 



5 

Gly Ser Gly Gly 



e a v 

ber 


Leu 


His Pro 






40 


Leu 


Trp 


Cys He 






55 


Ser 


Ala 


Ser Leu 




70 




Asp 


Cys 


Pro Cys 


85 






Cys 


Gly Ser Ala 


Ala 


Gin 


Thr Phe 






120 


Met 


Ser Thr Trp 






135 


Phe 


Ala 


Asn Met 




150 




Lys 


Phe 


Tyr Val 


165 






He 


He 


Lys Asp 


Thr 


Ala 


Phe Glu 






200 


Ala 


Ala 


Leu Asp 






215 


Glu 


Lys 


Ala Glu 




230 




Arg 


Met 


Arg Arg 


245 






Val 


Pro 


Ala Leu 


pne 


Val 


Cys Asp 






280 


He 


Arg 


Leu Phe 






295 


HIS 


Leu 


His Thr 




310 




His 


His 


Lys Arg 


325 






Glu 


Leu 


Pro Pro 


Pro 


Ser 


Glu Ser 






360 


Ser 


Gly Gly Ala 






375 


Leu 


Gly Ala Asp 




390 




Thr 


Lys 


Lys Arg 


405 






Pro 


Glu 


Glu Lys 


ASp 


Lys 


Asp Arg 



10 

Gly Ser Ala Arg 
25 

Gly Thr Gly Leu 

Tyr Phe Leu Ser 
60 

His Leu Cys Leu 
75 

Leu Phe Leu Cys 
90 

Ser Leu Ser His 
105 

Leu Asp Glu Leu 

Met Glu Leu Tyr 
140 

Leu Gly Gin Pro 
155 

Glu Glu Leu Lys 
170 

He Leu Lys Asp 
185 

Asp Phe Ala His 

Ala Gly Asn He 
220 

Ala Arg Glu Arg 
235 

Arg Glu Ala Ala 
250 

Glu Leu Gly Thr 
265 

Ser Ala Phe Glu 

Arg Glu Phe Leu 
300 

Lys Gly Arg Lys 
315 

Ser His Ser Pro 
330 

Pro Ser Leu Arg 
345 

Gly Ser Glu Pro 

Ala Leu Gly Gly 
380 

His Gly Leu Arg 
395 

Arg His Lys Ser 
410 

Ala Gly Lys Glu 
425 

Glu Leu Gin Gin 
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filw T\t~r Cva 




30 




Phe Ser Pro 


Phe 






rile Lys 11c 


Val 


i»er v_ys Lieu 


HIS 




an 
O \J 


his ser Leu 


ser 






Ser Pro Tyr 


Asn 


110 




His Glu Thr 


Gly 


125 




Pro Ala Val 


Ser 


Gly Ser Thr 


Pro 




160 


Ala Arg Phe 


His 


175 




Arg Gly Phe 


Cys 


190 




Val He Ser 


Phe 


205 




Lys Leu Thr 


Phe 


Glu Arg Glu 


Lys 




o a n 
240 


Phe Arg Ser 


Met 


255 




Ala Trp Glu 


GlU 


270 




Gin He Thr 


Leu 


Z O D 




oin vai L<eu 


ulu 


mis tjiy Arg 


T % us 

Liya 




jaw 


Ser Gly Ser 


Glu 


335 




Pro Pro Lys 


Arg 


350 




Ser Ser Ser 


Leu 


365 




Arg Gly Ser 


Pro 


Lys Ala Lys 


Lys 




400 


Asn Ser Pro 


Glu 


415 




Ser Asp Glu 


Lys 


430 





Ala Glu Leu Pro 
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435 440 445 

Asn Arg Ser Pro Gly Phe Gly lie Lys Lys Glu Lys Thr Gly Trp Asp 

450 455 460 

Thr Ser Glu Ser Glu Leu Ser Glu Gly Glu Leu Glu Arg Arg Arg Arg 
465 470 475 480 

Thr Leu Leu Gin Gin Leu Asp Asp His Gin 

485 490 

<210> 2895 
<211> 697 
<212> DNA 

<213> Homo sapiens 



<400> 2895 

nntctagatg taactgctat cgttgtcttt tctctcaagt gccgagagag aagcgctaac 
60 

ttctgctcca gcatcatctc cagcttctgg ccctgtttgg agatccagtg gtccactccg 
120 

tgcaggcggt agcacgtctc cagcatcaac ctgaagtccg ccacgaactc ggtgatgccc 
180 

ccgtactggc cgctggcgaa cttctcttcc atctgcagca gacacatgcc ctgtccgggc 
240 

tgctgcggga aggcgcgacc gccccggccc ccgctgcgcg gcccttctgc cacctcctcc 
300 

tgccgcggtg gcaacgcccc ccaagggctg cagaaagggg gcggtgaggc cccggtgctt 
360 

ctcctgcagg aactcgccca ggatgcggta gcccctgctg tagctcgtag gtcagctcct 
420 

gctccttgca gcaaccgcct ccgatcccca tcgcctccat ctcttcctcc tgatcgtccg 
480 

cgtcctccag cgaggaggca ctccttccgt gggccggccc tgaggtctgg gccgccgctg 
54 0 

ccacctcctc ctcgtcgtcc tctccttcgg ccgccggtgg cggccgctct tcctccccag 
600 

ccggctccat cgctcccggc gtcccgggca cactcatgcc ccggcaggcc taggctgggc 
660 

ggtgtggaac agccgctcga ggtgctgggg gacgcgt 
697 

<210> 2896 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 2896 

Met Pro Pro Tyr Trp Pro Leu Ala Asn Phe Ser Ser lie Cys Ser Arg 

15 10 15 

His Met Pro Cys Pro Gly Cys Cys Gly Lys Ala Arg Pro Pro Arg Pro 

20 25 30 

Pro Leu Arg Gly Pro Ser Ala Thr Ser Ser Cys Arg Gly Gly Asn Ala 

35 40 45 

Pro Gin Gly Leu Gin Lys Gly Gly Gly Glu Ala Pro Val Leu Leu Leu 

50 55 60 

Gin Glu Leu Ala Gin Asp Ala Val Ala Pro Ala Val Ala Arg Arg Ser 
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65 70 75 80 

Ala Pro Ala Pro Cys Ser Asn Arg Leu Arg Ser Pro Ser Pro Pro Ser 

85 90 95 

Leu Pro Pro Asp Arg Pro Arg Pro Pro Ala Arg Arg His Ser Phe Arg 

100 105 110 

Gly Pro Ala Leu Arg Ser Gly Pro Pro Leu Pro Pro Pro Pro Arg Arg 

115 120 125 

Pro Leu Leu Arg Pro Pro Val Ala Ala Ala Leu Pro Pro Gin Pro Ala 

130 135 140 

Pro Ser Leu Pro Ala Ser Arg Ala His Ser Cys Pro Gly Arg Pro Arg 
145 150 155 160 

Leu Gly Gly Val Glu Gin Pro Leu Glu Val Leu Gly Asp Ala 

165 170 

<210> 2897 

<211> 3184 

<212> DNA 

<213> Homo sapiens 

<400> 2897 

tttttttttt tttttttttt tttttttttt tttttttttt tttttgtagt tataatgttt 
60 

aatatggaat agatatttca tatctatatt tggaaaacac ataataggga aataactgcc 
120 

ctataattgt atgagaagaa taaaaacagt tcctttagaa ttcttattgt tttctctatt 
180 

ctttttcagg ctaagacaat gcatagcttt tggttgatac aggtaaccct ggttaccact 
240 

aaagggtgat ccccttcaga taataaaccc atttaactcc agtctcactc ccttcaccag 
300 

gagggcagct cacagtcagc ttggtggtga tgggggtttt gctgccagat gggtttcctt 
360 

caaaggagac tgtgatgttg ttgatcttct tgggccgcac agactctcca gcgcgaatgg 
420 

tgaaggctgg gttatccacg atgatggaga aggtcaccat gtgatagaag acattcttga 
480 

aggggatgat tatgctgtac ccggctcgga tcgagaaggg accttggggc ttgggaggca 
540 

gagccattcc aaagaggggg atgatatact ctccacctgc gagcgatgat aggatcagga 
600 

tgcccttggt ctcacccagg tggctgggct cgaataagac ttccacactg gcttcagtgc 
660 

ctccctggcc tcctggggct gcattaatga gtttttctgc gtggaagtct gtacagtcgg 
720 

tcctgcagta gtattctgtc ctctgccgtg tgtaattgat gaacttcaca aggatgattt 
780 

ggctgctgcc aaggacagtc tggaagtgaa caggcttttc cggaagtgct ggcgtggctt 
840 

tcagatagag ctcatattgg tagtaaccca agtcagtgtt gtgcaaagtt agtcttccga 
900 

aggtttctcc agctttcagg ggctgaaatt caaatgagaa cgtgccctcg gagttggcag 
960 

gcaccacaaa ctgggagggc agggcgatgt cgggcatccg gcattccgtg gagaaggtca 
1020 
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ccgagtaggg cagagggttc tccaacttga 
1080 

tcaccatctc gatggttttg atgatgcctg 
1140 

acaagaactc atttgtcacc tcgtttcgga 
1200 

tgtgggaaaa gaagttcagc ttgtagtctt 
1260 

caaggccctt catagtgatg cttaggtccg 
1320 

cccggaatct ctggggcttg ttcagccagt 
1380 

tcttacatgg cacttcacga tagatattgg 
1440 

gcagagcata cagccagccg gtcccatctg 
1500 

tgcggttctc caagttcatg gtgcggggcc 
1560 

ggtgggcctc cagggtgatg aactcaggcc 
1620 

gcagattcca ggtctggttg gtgcggtttg 
1680 

gcacctggca cgtgaaattc actacctctt 
1740 

acagggttag actcagagga ctgcctccct 
1800 

tctcctttcc cacctcggtg ggatggtagg 
1860 

taatatagcc ttcttctggg ctaatggaga 
1920 

taaaccttgc acccacatcg cctgtgttca 
1980 

gatacaccac gggtccaaag ggaatatgtt 
2040 

agcagccgct aaggaggaag agggggcgca 
2100 

cagagaaggg agggacacgc ttcttcgggg 
2160 

tgggcttcag tgtgatgttg tggaagggcg 
2220 

ctggaattgt gaacagaatg gactgattaa 
2280 

tggaaactgt tcttttcaca acctgccctg 
2340 

tggctggatc taggactaaa atcttcattt 
2400 

gttgtgagag cccattgatt tcaaagggaa 
2460 

gataaaaagt tattggaatc tccaatgtgt 
2520 

tcacctcgag gtgagtggtg ttggtgtaca 
2580 

tgttggtaat taccagggtt tgtttgtatg 
2640 



tggaggctga cgcaacttgc cggactgggg 
aagggatgac cctgaaactc acattgtagt 
agatcacctt tgcagcgtac gttccctcct 
tcttagagcc agacagtaca tcaatgtaat 
gcttctctgg tttcagtatt tccacgatga 
tggtgattgg cagaagctca gtgtaggggg 
ctacagcttt ggggagctca gaagtcccat 
ggagggggaa gaagagggtg ccctggtgct 
tgtaggtgat ctcatagggc ttgttttgct 
cctcccagtg ctcgccctca aagatggggt 
acagcaggat ggtctgcgtg tgcttggagc 
ttaccgcagg tggtcccacg cagactccag 
ggatgtagca gagaatgttt ttacaaaggc 
tcacttcaaa agaaacctcc atgcctgagg 
aatgaggctc aaattttttg atgtcccatt 
acatgaggat gcgacgcgtg gcttgcgtct 
cctggtccag tgagatctcc agggcctggc 
ggagccccat gcattccatg aacacttcct 
caaagatgac ttccagttta cagacttctt 
ccagggtgag gaccttgggt tcctggagtt 
atgtgagctg ggccaggctg ttgttcatga 
gtaggacagc tcccaacttc acaatcctgt 
cggtaccctt ccctttgatt tcgactgttt 
tgagttcttg atagttgata ctttctcgag 
ttcctggctt taccacatca acacgggagt 
gacaatctat gctcataggt gtttcttcct 
ggggcatccc agcttgatag ataaagcagg 
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tcccaaagtt gtagctggtg aaggagaaat ggatagccgg gctcacagca cagcctgaga 
2700 

tgttgcacat aaatgttgga ccatggctga tcttgattat gagttccagg tctgtcaaga 
2760 

cacacttctt taatggttga aaagacaggg tggcatgtac actctgtcct acatccacag 
2820 

tgctgtcgat gggtgaaaat tccaagtact gcagcaaggt tttggagcca cacagctgtg 
2880 

cctggaagct gaaggtgaac tttccagtgt tgataaagtt gaattcacac tggacacatt 
2940 

catttaactc cacctcatag aagttgatga tgttagtctg gttgggagtc aacagagtga 
3000 

tggagcctgt cctgtccttg cacttgatct ccacattcat agtgtagccc tcggccttga 
3060 

catttaatgt cacagggtgg actttctttt ccacattgca gatcaaatta aagttcacat 
3120 

ctccttcctg ctttggtgtg aagaaaatat caattgggaa cctggacagt ggtgggatcc 

3180 

agcc 

3184 

<210> 2898 

<211> 933 

<212> PRT 

<213> Homo sapiens 

<400> 2898 

Met Asn Val Glu lie Lys Cys Lys Asp Arg Thr Gly Ser lie Thr Leu 

15 10 15 

Leu Thr Pro Asn Gin Thr Asn He He Asn Phe Tyr Glu Val Glu Leu 

20 25 30 

Asn Glu Cys Val Gin Cys Glu Phe Asn Phe lie Asn Thr Gly Lys Phe 

35 40 45 

Thr Phe Ser Phe Gin Ala Gin Leu Cys Gly Ser Lys Thr Leu Leu Gin 

50 55 60 

Tyr Leu Glu Phe Ser Pro He Asp Ser Thr Val Asp Val Gly Gin Ser 
65 70 75 80 

Val His Ala Thr Leu Ser Phe Gin Pro Leu Lys Lys Cys Val Leu Thr 

85 90 95 

Asp Leu Glu Leu He He Lys He Ser His Gly Pro Thr Phe Met Cys 

100 105 110 

Asn He Ser Gly Cys Ala Val Ser Pro Ala He His Phe Ser Phe Thr 

115 120 125 

Ser Tyr Asn Phe Gly Thr Cys Phe He Tyr Gin Ala Gly Met Pro Pro 

130 135 140 

Tyr Lys Gin Thr Leu Val He Thr Asn Lys Glu Glu Thr Pro Met Ser. 
145 150 155 160 

He Asp Cys Leu Tyr Thr Asn Thr Thr His Leu Glu Val Asn Ser Arg 

165 170 175 

Val Asp Val Val Lys Pro Gly Asn Thr Leu Glu He Pro He Thr Phe 

180 185 190 

Tyr Pro Arg Glu Ser He Asn Tyr Gin Glu Leu He Pro Phe Glu He 

195 200 205 

Asn Gly Leu Ser Gin Gin Thr Val Glu He Lys Gly Lys Gly Thr Glu 
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210 

Met Lys lie Leu 
225 

Ala Val Leu Pro 

Asn Ser Leu Ala 
260 

Pro Glu Leu Gin 
275 

He Thr Leu Lys 
290 

Pro Lys Lys Arg 
305 

Met Gly Leu Leu 

Leu Glu He Ser 
340 

Tyr Gin Thr Gin 
355 

Val Gly Ala Arg 
370 

Ser He Ser Pro 
385 

Phe Glu Val Thr 

Lys Asn He Leu 
420 

Leu Ser Gly Val 
435 

Phe Thr Cys Gin 
450 

Asn Arg Thr Asn 
465 

His Trp Glu Gly 

Lys Pro Tyr Glu 
500 

Arg Lys His Gin 
515 

Trp Leu Tyr Ala 
530 

Asn He Tyr Arg 
545 

Pro He Thr Asn 

Glu He Leu Lys 
580 

Leu Asp Tyr He 
595 

Asn Phe Phe Ser 
610 

Arg Asn Glu Val 
625 

Val He Pro Ser 



215 




Val Leu Asp 


Pro 


230 




Gly Gin Val 


Val 


245 




Gin Leu Thr 


Phe 


Glu Pro Lys 


Val 




280 


Pro Lys Glu 


Val 


295 




Val Pro Pro 


Phe 


310 




Arg Pro Leu 


Phe 


325 




Leu Asp Gin 


Glu 


Ala Thr Arg 


Arg 




360 


Phe Lys Trp 


Asp 


375 




Glu Glu Gly 


Tyr 


390 

^ ^ 




Tyr His Pro 


Thr 


405 




Cys Tyr He 


Gin 


Cys Val Gly 


Pro 




440 


Val Arg Ser 


Lys 


455 




Gin Thr Trp 


Asn 


470 




Pro Glu Phe 


He 


485 




He Thr Tyr 


Arg 


Gly Thr Leu 


Phe 




520 


Leu His Gly 


Thr 


535 




Glu Val Pro 


Cys 


550 




Trp Leu Asn 


Lys 


565 




Pro Glu Lys 


Pro 



Asp Val Leu Ser 
600 

His Lys Glu Gly 
615 

Thr Asn Glu Phe 
630 

Gly He He Lys 



220 

Ala Asn Arg He 
235 

Lys Arg Thr Val 
250 

Asn Gin Ser He 
265 

Leu Thr Leu Ala 

Cys Lys Leu Glu 
300 

Ser Glu Glu Val 
315 

Leu Leu Ser Gly 
330 

His He Pro Phe 
345 

He Leu Met Leu 

He Lys Lys Phe 
380 

He Thr Ser Gly 
395 

Glu Val Gly Lys 
410 

Gly Gly Ser Pro 
425 

Pro Ala Val Lys 

His Thr Gin Thr 
460 

Leu His Pro He 
475 

Thr Leu Glu Ala 
490 

Pro Arg Thr Met 
505 

Phe Pro Leu Pro 

Ser Glu Leu Pro 
540 

Lys Thr Pro Tyr 
555 

Pro Gin Arg Phe 
570 

Asp Leu Ser He 
585 

Gly Ser Lys Lys 

Thr Tyr Ala Ala 
620 

Leu Tyr Tyr Asn 
635 

Thr He Glu Met 



Val Lys Leu Gly 
240 

Ser He Met Asn 
255 

Leu Phe Thr He 
270 

Pro Phe His Asn 
285 

Val He Phe Ala 

Phe Met Glu Cys 
320 

Cys Cys Gin Ala 
335 

Gly Pro Val Val 
350 

Asn Thr Gly Asp 
365 

Glu Pro His Phe 

Met Glu Val Ser 
400 

Glu Ser Leu Cys 
415 

Leu Ser Leu Thr 
430 

Glu Val Val Asn 
445 

He Leu Leu Ser 

Phe Glu Gly Glu 
480 

His Gin Gin Asn 
495 

Asn Leu Glu Asn 
510 

Asp Gly Thr Gly 
525 

Lys Ala Val Ala 

Thr Glu Leu Leu 
560 

Arg Val He Val 
575 

Thr Met Lys Gly 
590 

Asp Tyr Lys Leu 
605 

Lys Val He Phe 

Val Ser Phe Arg 
640 

Val Thr Pro Val 
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645 










650 










655 




Arg 


Gin 


Val 


Ala 


Ser 


Ala 


Ser 


He 


Lys 


Leu 


Glu 


Asn 


Pro 


Leu 


Pro 


Tyr 








660 










665 










670 






Ser 


Val 


Thr 


Phe 


Ser 


Thr 


Glu 


Cys 


Arg 


Met 


Pro 


Asp 


He 


Ala 


Leu 


Pro 






675 










680 










685 








Ser 


Gin 


Phe 


Val 


Val 


Pro 


Ala 


Asn 


Ser 


Glu 


Gly 


Thr 


Phe 


Ser 


Phe 


Glu 




690 










695 










700 










Phe 


Gin 


Pro 


Leu 


Lys 


Ala 


Gly 


Glu 


Thr 


Phe 


Gly 


Arg 


Leu 


Thr 


Leu 


His 


705 










710 










715 










720 


Asn 


Thr 


Asp 


Leu 


Gly 


Tyr 


Tyr 


Gin 


Tyr 


Glu 


Leu 


Tyr 


Leu 


Lys 


Ala 


Thr 










725 










730 










735 




Pro 


Ala 


Leu 


Pro 


Glu 


Lys 


Pro 


Val 


His 


Phe 


Gin 


Thr 


Val 


Leu 


Gly 


Ser 








740 










745 










750 






Ser 


Gin 


He 


lie 


Leu 


Val 


Lys 


Phe 


He 


Asn 


Tyr 


Thr 


Arg 


Gin 


Arg 


Thr 






755 










760 










765 








Glu 


Tyr 


Tyr 


Cys 


Arg 


Thr 


Asp 


Cys 


Thr 


Asp 


Phe 


His 


Ala 


Glu 


Lys 


Leu 




770 










775 










780 










He 


Asn 


Ala 


Ala 


Pro 


Gly 


Gly 


Gin 


Gly 


Gly 


Thr 


Glu 


Ala 


Ser 


Val 


Glu 


785 










790 










795 










BOO 


Val 


Leu 


Phe 


Glu 


Pro 


Ser 


His 


Leu 


Gly 


Glu 


Thr 


Lys 


Gly 


He 


Leu 


He 










805 










810 










815 




Leu 


Ser 


Ser 


Leu 


Ala 


Gly 


Gly 


Glu 


Tyr 


He 


He 


Pro 


Leu 


Phe 


Gly 


Met 








820 










825 










830 






Ala 


Leu 


Pro 


Pro 


Lys 


Pro 


Gin 


Gly 


Pro 


Phe 


Ser 


He 


Arg 


Ala 


Gly 


Tyr 






835 










840 










845 








Ser 


He 


He 


He 


Pro 


Phe 


Lys 


Asn 


Val 


Phe 


Tyr 


His 


Met 


Val 


Thr 


Phe 




850 










855 










860 










Ser 


He 


He 


Val 


Asp 


Asn 


Pro 


Ala 


Phe 


Thr 


He 


Arg 


Ala 


Gly 


Glu 


Ser 


865 










870 










875 










880 


Val 


Arg 


Pro 


Lys 


Lys 


He 


Asn 


Asn 


He 


Thr 


val 


Ser 


Phe 


Glu 


Gly 


Asn 










885 










890 










895 




Pro 


Ser 


Gly 


Ser 


Lys 


Thr 


Pro 


He 


Thr 


Thr 


Lys 


Leu 


Thr 


Val 


Ser 


Cys 








900 










905 










910 






Pro 


Pro 


Gly 


Glu 


Gly 


Ser 


Glu 


Thr 


Gly 


val 


Lys 


Trp 


Val 


Tyr 


Tyr 


Leu 






915 










920 










92 5 








Lys 


Gly 


He 


Thr 


Leu 

























930 



<210> 2899 

<211> 876 

<212> DNA 

<213> Homo sapiens 

<400> 2899 

ngcggctgac gggcccgcgg tctgggcgtg agtgcaggga agtggagtat ttgctgggcc 
60 

gggtaccatg gacgtgggcg aacttctgag ctaccaggag ggtcattgcg aggagcagta 
120 

gagctgcact gccgaatgtc gtagccacta gccacatagg ctgttgattg cttgaaatgt 
180 

gactagtctg aattgagaaa tactcccaac aggggcacaa aacgtccccg ggatgatgag 
240 

gaagaagaac tgaagacacg ccgcaagcaa actggtactc gagaacgcgg ccgctatcgg 
300 



2133 



WO 00/58473 



PCT/USOO/08621 



gaagaagaaa tgactgtggt ggaggaagcg gatgacgaca aaaaaaggct gctgcagatt 
360 

attgacagag atggggaaga ggaagaggaa gaggaggagc cattggatga aagctcagtg 
420 

aagaaaatga tcctcacatt tgaaaagaga tcatataaaa accaagaatt gcggattaag 
480 

tttccagaca atccagagaa gttcatggaa tccgagctgg acctaaatga catcattcag 
540 

gagatgcacg tggtggccac catgccagac ctgtaccacc ttctggtgga gctgaatgct 
600 

gtacagtcgc ttctcggctt gctcggacac gataatacag atgtgtccat agctgtggtc 
660 

gatttgcttc aggaattaac agatatagac accctccatg agagtgaaga gggagcagaa 
720 

gtgctcatcg atgctctggt ggatgggcag gtggtagcac tgctggtaca gaatctggag 
780 

cgcctggacg agtctgtgaa agaggaggca gatggcgtcc acaacactct ggctattgtg 
840 

gaaaacatgg ctgagttccg gcctgagatg tgtaca 
876 

<210> 2900 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 2900 

Met Thr Val Val Glu Glu Ala Asp Asp Asp Lys Lys Arg Leu Leu Gin 

15 10 15 

lie lie Asp Arg Asp Gly Glu Glu Glu Glu Glu Glu Glu Glu Pro Leu 

20 25 30 

Asp Glu Ser Ser Val Lys Lys Met lie Leu Thr Phe Glu Lys Arg Ser 

35 40 45 

Tyr Lys Asn Gin Glu Leu Arg lie Lys Phe Pro Asp Asn Pro Glu Lys 

50 55 60 

Phe Met Glu Ser Glu Leu Asp Leu Asn Asp lie lie Gin Glu Met His 
65 70 75 80 

Val Val Ala Thr Met Pro Asp Leu Tyr His Leu Leu Val Glu Leu Asn 

65 90 95 

Ala Val Gin Ser Leu Leu Gly Leu Leu Gly His Asp Asn Thr Asp Val 

100 105 110 

Ser lie Ala Val Val Asp Leu Leu Gin Glu Leu Thr Asp He Asp Thr 

115 120 125 

Leu His Glu Ser Glu Glu Gly Ala Glu Val Leu He Asp Ala Leu Val 

130 135 140 

Asp Gly Gin Val Val Ala Leu Leu Val Gin Asn Leu Glu Arg Leu Asp 
145 150 155 160 

Glu Ser Val Lys Glu Glu Ala Asp Gly Val His Asn Thr Leu Ala He 

165 170 175 

Val Glu Asn Met Ala Glu Phe Arg Pro Glu Met Cys Thr 
180 185 

<210> 2901 
<211> 756 
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<212> DNA 

<213> Homo sapiens 



<400> 2901 
acgcgtcgga 
60 

ccgcccgtcc 
120 

ctggaccctc 
180 

aaagccaagc 
240 

ctctttggcc 
300 

gaccccctga 
360 

ctcctgctgc 

420 

gcctccaagg 
480 

tgtcctggac 
540 

ggggaggacc 
600 

gtgaaggggg 
660 

agaactttgt 
720 

agaataatta 
756 



gaggggcttt 
agagcctgaa 
tgggcattat 
cctcgccccg 
cgggcaggaa 
agctatttga 
cggccgcctg 
aactgttcag 
agagccaagg 
ccaggcctgt 
ctgaggggga 
gtgcacaacc 
aattatataa 



cgactttttt 
gggcgaggat 
gcgctccaag 
gctcaccatc 
gctgtctcca 
tgatcctgac 
tgagagtgga 
gtaccacctg 
gcccggctca 
gaaaagtaga 
ggnaantcgc 
agtctttctt 
ttgccagggc 



gagaagcaag 
gctgaggaat 
aagcccaaga 
tttgacgagg 
caggacccct 
ctcggcgggg 
gggcccacac 
cccccagcgg 
ttgcccagtc 
agcctgtggg 
ccagggctgc 
ttcacaatca 
aaaaaa 



accaagtggc 
ccttggagga 
aacatcccaa 
aggtggaccc 
cggaggacgt 
ccatccccct 
ccagcctcag 
cgcttggcca 
tcagccccag 
tgcacattgg 
tcagctagtt 
tattttaaca 



agaagagggt 
ggaggaggcg 
agtggccgtg 
tgatgagggg 
gtcatccatg 
gggtgactcc 
ccacagggac 
gctctgagag 
cctcctctga 
gtgagaggcg 
ccagaaagag 
gtttatgtaa 



<210> 2902 

c211> 158 

<212> PRT 

<213> Homo sapiens 



<400> 2902 



Thr 


Arg 


Arg 


Arg 


Gly 


Ala 


Phe 


Asp 


Phe 


Phe Glu Lys Gin Asp Gin Val 


1 








5 










10 15 


Ala 


Glu 


Glu 


Gly 


Pro 


Pro 


Val 


Gin 


Ser 


Leu Lys Gly Glu Asp Ala Glu 








20 










25 


30 


Glu 


Ser 


Leu 


Glu 


Glu 


Glu 


Glu 


Ala 


Leu 


Asp Pro Leu Gly He Met Arg 






35 










40 




45 


Ser 


Lys 


Lys 


Pro 


Lys 


Lys 


His 


Pro 


Lys 


val Ala val Lys Ala Lys Pro 




50 










55 






60 


Ser 


Pro 


Arg 


Leu 


Thr 


He 


Phe 


Asp 


Glu 


Glu Val Asp Pro Asp Glu Gly 


65 










70 








75 80 


Leu 


Phe 


Gly 


Pro 


Gly 


Arg 


Lys 


Leu 


Ser 


Pro Gin Asp Pro Ser Glu Asp 










85 










90 95 


Val 


Ser 


Ser 


Met 


Asp 


Pro 


Leu 


Lys 


Leu 


Phe Asp Asp Pro Asp Leu Gly 








100 










105 


110 


Gly 


Ala 


He 


Pro 


Leu 


Gly 


Asp 


Ser 


Leu 


Leu Leu Pro Ala Ala Cys Glu 






115 










120 




125 


Ser 


Gly 


Gly 


Pro 


Thr 


Pro 


Ser 


Leu 


Ser 


His Arg Asp Ala Ser Lys Glu 
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130 135 140 

Leu Phe Arg Tyr His Leu Ser Pro Ala Ala Leu Gly Gin Leu 
145 150 155 

<210> 2903 

c211> 542 

<212> DMA 

<213> Homo sapiens 

<400> 2903 

aagcttatgt tctctcttta tccaaggctt cgacacctcg gactggggaa ggagggaatc 
60 

accacctatt tctctgggaa ttgtaccatg gaagatgcca aattggccca ggactttctg 
120 

gactcacaga acctcagtgc ctacaacacc cggctcttca aagaggtcga tggagaaggg 
180 

aagccctact acgaggtgcg gctggcttct gtgcttggct cagagccttc cctggactct 
240 

gaggtgactt ccaagctgaa gagctatgaa ttccggggaa gccctttcca ggtgacccgg 
300 

ggggactacg cgcccatcct ccagaaggtg gtggagcagc tggagaaagc caaggcctat 
360 

gcagccaaca gccaccaggg gcagatgctg gcccagtata tagagagctt cacccagggc 
420 

tccatcgagg cccacaagag gggctcccgc ttctggatcc aggacaaagg cccccatcgt 
480 

ggagaggtga ggcgccagct ccaccccacc tgccccctcc tgcctgcccc tccttcacgc 
540 

gt 

542 

<210> 2904 
<211> 180 
<212> PRT 

<213> Homo sapiens 



<400> 2904 



Lys 


Leu 


Met 


Phe 


Ser 


Leu 


Tyr 


Pro 


Arg 


Leu 


Arg His 


Leu 


Gly 


Leu 


Gly 


1 








5 










10 








IS 




Lys 


Glu 


Gly 


He 


Thr 


Thr 


Tyr 


Phe 


Ser 


Gly 


Asn Cys 


Thr 


Met 


Glu 


Asp 








20 










25 








30 






Ala 


Lys 


Leu 


Ala 


Gin 


Asp 


Phe 


Leu 


Asp 


Ser 


Gin Asn 


Leu 


Ser 


Ala 


Tyr 






35 










40 








45 








Asn 


Thr 


Arg 


Leu 


Phe 


Lys 


Glu 


Val 


Asp 


Gly 


Glu Gly 


Lys 


Pro 


Tyr 


Tyr 




50 










55 








60 










Glu 


Val 


Arg 


Leu 


Ala 


Ser 


Val 


Leu 


Gly 


Ser 


Glu Pro 


Ser 


Leu 


Asp 


Ser 


65 










70 










75 








80 


Glu 


Val 


Thr 


Ser 


Lys 


Leu 


Lys 


Ser 


Tyr 


Glu 


Phe Arg 


Gly 


Ser 


Pro 


Phe 










85 










90 








95 




Gin 


Val 


Thr 


Arg 


Gly 


Asp 


Tyr 


Ala 


Pro 


He 


Leu Gin 


Lys 


Val 


Val 


Glu 








100 










105 








110 






Gin 


Leu 


Glu 


Lys 


Ala 


Lys 


Ala 


Tyr 


Ala 


Ala 


Asn Ser 


His 


Gin 


Gly 


Gin 






115 










120 








125 








Met 


Leu 


Ala 


Gin 


Tyr 


He 


Glu 


Ser 


Phe 


Thr 


Gin Gly 


Ser 


He 


Glu 


Ala 



2136 



WO 00/58473 



PCT/USOO/08621 



130 135 140 

His Lys Arg Gly Ser Arg Phe Trp lie Gin Asp Lys Gly Pro His Arg 
145 150 155 160 

Gly Glu Val Arg Arg Gin Leu His Pro Thr Cys Pro Leu Leu Pro Ala 

165 170 175 

Pro Pro Ser Arg 
180 

<210> 2905 
<211> 814 
<212> DNA 

<213> Homo sapiens 
<400> 2905 

ttttcatatc ccagttttgt ttatttggga acatttactc ttgtggataa cagaatacca 
60 

gtcacaagat ccttcttctg tattacaaat tctgccactt tgtttcagaa ctgggtatca 
120 

ggattcctcc tctgcccagg tttctgctgt ccccccaaaa gaaagacatg tagctgggca 
180 

tggtggtaca catctgtggt cccagttact caggaggctg aggcaggagg attgcttgag 
240 

cccaggtgtt caaggttgca gtgggctgtg aatgctctac ttcactccag cctgagcaac 
300 

agagcaagac cccggccctc ttctcgactt tctatccctc ctcctcaaca ccctttcctt 
360 

ctggaaatgg gcttcggggt ggttaaccaa gcccagggaa acttgcgtgg cccagcatct 
420 

tccgtccgct gcaggaggag cacacgcccc cggcccgggt cagcaagacg cgagaaagcg 
480 

gccacgccgg gcgtccggga gctgaggctg gagggcgcct ggcaggcagg gcggggccca 
540 

ggcggcggga gtgcttatga ccggcgctgg ggggaacttc tggacgtcaa ggggccacta 
600 

taaagcggca cagtcttgag ccttcgctct tcacctaagt cagtgagcgc ccttcgcaaa 
660 

gcctctgtgg aggtaaccat tgggggttcg cctccaaatc caggaatgca cctcaaaaat 
720 

gctcctacac cgtaagaccg tgtccttcaa tgcaaagggg actgtgcggc gaggcaccga 
780 

caagccgtag ccctgagacc actcaaagcc tgca 
814 

c210> 2906 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 2906 

Phe Ser Tyr Pro Ser Phe Val Tyr Leu Gly Thr Phe Thr Leu Val Asp 

15 10 15 

Asn Arg lie Pro Val Thr Arg Ser Phe Phe Cys lie Thr Asn Ser Ala 

20 25 30 

Thr Leu Phe Gin Asn Trp Val Ser Gly Phe Leu Leu Cys Pro Gly Phe 
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35 40 






45 


Cys 


Cys 


Pro Pro Lys Arg Lys Thr Cys 


Ser 


Trp 


Ala Trp Trp Tyr Thr 




50 


55 






60 


Ser 


Val 


Val Pro Val Thr Gin Glu Ala 


Glu 


Ala 


Gly Gly Leu Leu Glu 


65 




70 




75 


80 


Pro 


Arg 


Cys Ser Arg Leu Gin Trp Ala 


val 


Asn 


Ala Leu Leu His Ser 






85 


90 




95 


Ser 


Leu 


Ser Asn Arg Ala Arg Pro Arg 


Pro 


Ser 


Ser Arg Leu Ser lie 






100 105 






110 


Pro 


Pro 


Pro Gin His Pro Phe Leu Leu 


Glu 


Met 


Gly Phe Gly Val Val 






115 120 






125 


Asn 


Gin 


Ala Gin Gly Asn Leu Arg Gly 


Pro 


Ala 


Ser Ser Val Arg Cys 




130 


135 






140 


Arg 


Arg 


Ser Thr Arg Pro Arg Pro Gly Ser Ala 


Arg Arg Glu Lys Ala 


145 




150 




155 


160 


Ala 


Thr 


Pro Gly Val Arg Glu Leu Arg 


Leu 


Glu 


Gly Ala Trp Gin Ala 






165 


170 




17S 


Gly 


Arg 


Gly Pro Gly Gly Gly Ser Ala Tyr Asp 


Arg Arg Trp Gly Glu 






180 185 






190 


Leu 


Leu 


Asp Val Lys Gly Pro Leu 









195 200 



<210> 2907 
<211> 379 
<212> DNA 
<213> Homo 

<400> 2907 
ntgagaccct 
60 

atcagcaggc 
120 

aaacagcatc 
180 

caaaggcaaa 
240 

tcattacact 
300 

gacgacagag 
360 

cctggccgat 
379 



sapiens 

gtctcaaagt 
tgtgatctgc 
ttcacttttc 
ggaattcttc 
gggaccagct 
cagatgatgg 
gccaccggt 



aaaaaattct 
cgaaactcat 
ccaggctgct 
ccttaatgtt 
ttaagcttcc 
cacgacgccc 



gaaaaatgct 
gacagcgagc 
ttccaatttc 
ggacggtcct 
ctgttcaacg 
tcaaaaccca 



atgaccgtga 
ctcaatggct 
caacactgtc 
gagactgctc 
cggagagctc 
gacaggcctt 



gtgaccggcc 
gggtcttaag 
cccaagatta 
caccctgggc 
cacagcccag 
cttggcttgc 



<210> 2908 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 2908 

Met Thr Val Ser Asp Arg Pro Ser Ala Gly Cys Asp Leu Pro Lys Leu 

15 10 15 

Met Thr Ala Ser Leu Asn Gly Trp Val Leu Arg Asn Ser He Phe Thr 

20 25 30 

Phe Pro Arg Leu Leu Ser Asn Phe Gin His Cys Pro Gin Asp Tyr Lys 
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35 40 
Gly Lys Gly lie Leu Pro Leu Met 

50 55 
Pro Trp Ala His Tyr Thr Gly Thr 
65 70 
Arg Arg Ala Pro Gin Pro Arg Thr 

85 

Pro Gin Asn Pro Asp Arg Pro Ser 
100 

Gly 



45 

Leu Asp Gly Pro Glu Thr Ala Pro 
60 

Ser Phe Lys Leu Pro Cys Ser Thr 

75 80 
Thr Glu Gin Met Met Ala Arg Arg 

90 95 
Trp Leu Ala Leu Ala Asp Ala Thr 
105 110 



<210> 2909 
<211> 2420 
<212> DNA 

c213> Homo sapiens 
<400> 2909 

tttttttttt tttaatttat aaaatatcct ttatttattc taaggaacag tcaagcagta 
60 

gctttaaaaa aaaaaaaaaa gacacatttt ttgaaagata ttcttagtgt tgtgacctgg 
120 

cattgggccc ctgtgagcgg gacggtggct gagaccgcct gctgtggctt tgcgagttct 
180 

ctgcactcac tggcaggggt ttggtgggaa acggggaagc tttggcatgg ttctgtccag 
240 

ttgcttataa tcaagaataa tgagttttga ggtttacaaa gagcagaagt aacatttata 
300 

cggctggcat ttgacaaaag attgctgata atatactcat tccaggaagt gtaaaaatgc 
360 

tttaaaggaa tgataatttg tacttactgt ttatggggac tagatatatt agaattatag 
420 

catcattatg gggacatagt gtttccctat aaattcagaa attctctggt tgatgtaaaa 
480 

tcatacttcc tggttttact taattagtaa agaaataaat aaattagagt aacatttagt 
540 

caggtagagt tactcctttt tccccttctt tattaataaa ttttattttt agcacaatca 
600 

tttacccaaa aagagagttt gagaatgttc gagaatctct accactcggt aaccatgctg 
660 

gctgttatat cagaaaaatc cataaacata cacagcagcg agctgttttc acaagacttc 
720 

ctgctaataa acacaacact ttctcctcca ctcagatggg agcctcagat gccaaaacgc 
780 

agatgtgcca actaactata ggctcgttgc taagcagaga aacctatcaa gtttgtccag 
840 

caaattcgat tgtacagtgg gatggcgtct gctctgcggc cttggacagg gagccactgg 
900 

tctgtgctgc tgtcccctga ggcaggtcga agctggtggc ccttagaggg caggtaaaat 
960 

ggttctcatg ggttagaaca taagggcttt gagaaaaaat gcaaaaggtc tcattgaaat 
1020 

tggaggccta tgtgaatctg tttacatgga ggcatactga gatctcgttc tgtgcttagg 
1080 
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tgaactgcag gcctcacgct ggctgcatga cttggtgccc cctggctggc tgagccactg 
1140 

cctgccacct tctcatacca ttacgtgggg gtctaaagag gacaccatcc ccaaccaaag 
1200 

aatagtgaga gagaaaatcc caaacatttg agacagggtt caaaagcacc cagacgcctt 
1260 

ctgtctcttt cccagttccc atctggctag ggactgtgaa tcagaattca gaatctgtgc 
1320 

tgccctgagg ggacaggcac ccaaatgcaa taaataacac caagctcagg acccagccac 
1380 

tgaccttcct ccaccactgc tgcgggttat tcctcgatgg gaactgaagg atccaaggga 
1440 

ggaatccgtt ccgcccccaa acctccctgc acaacatcga atgcgggagt ctggctgctg 
1500 

cttctgcaca ggacagagcc tccagtcttt tgcttgagag catcatttat ggcatggact 
1560 

gggaacgcaa tgtgttcaca caaatgcacg acaattgtac atcagcatct ctacaatatt 
1620 

aaaggagtca tatacaagtc tacagccatt gtacacagga tggtgatggc tggggagccc 
1680 

cgcccaccag tcctctgcag tttctccacc ggagaacact tggggagctg tcacaaggcc 
1740 

agggggggtc catctttggg cctgtcgtgg ggcaggcagc aggtctgcaa ggactcctca 
1800 

gggccagtcc tcactggaat caggggtcaa gagcgccagg tctgcctgtg tctgggtctc 
1860 

atcggcaggc tagtgtaaca acgtgaacta aaactgtgca tattcgcatg agaaaactgg 
1920 

agctggggat ggctccctga gctggggacc tagaagacgc tgctgacaga tgggcccctt 
1980 

catggtgggg cccattcctg aggtaacgtg cagccctgag gctggtccga acgggaggag 
2040 

acttctccag cagcccaggt gccagtccac acagacagga ctggaagccc ctgggcagca 
2100 

ggtcaggtga cccggggagt gcagcctgag cccccaacgg cagcaaacgt gaaggtctca 
2160 

ggtggttaca gaatcactca gccctcaggc ccccaccact ctcctcccag cagccctgca 
2220 

gcacacatcc ctgcatctgt cccgagagcc ccagccctgc aggcatctgg gcctgaatgc 
2280 

caggcagctg gtccaccctg cagccatgct gcacgtctga ctgagaactg agcaccagat 
2340 

aaagaagcat tggtccttgt cagcctctct gacttttgca gttagggctg catccattta 
2400 

aatatgtaga aaaatagcca 
2420 

<210> 2910 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 2910 

Met Gly Thr Glu Gly Ser Lys Gly Gly He Arg Ser Ala Pro Lys Pro 
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15 10 15 



Pro Cys Thr Thr 


Ser Asn Ala 


Gly Val 


Trp 


Leu Leu Leu Leu His Arg 


20 






25 




30 


Thr Glu Pro Pro 


Val Phe Cys 


Leu 


Arg 


Ala 


Ser Phe Met Ala Trp Thr 


35 




40 






45 


Gly Asn Ala Met 


Cys Ser His 


Lys 


Cys 


Thr 


Thr lie Val His Gin His 


50 


55 








60 


Leu Tyr Asn lie 


Lys Gly Val 


lie 


Tyr 


Lys 


Ser Thr Ala lie Val His 


65 


70 








75 80 


Arg Met Val Met 


Ala Gly Glu 


Pro 


Arg 


Pro 


Pro Val Leu Cys Ser Phe 




85 






90 


95 


Ser Thr Gly Glu 


His Leu Gly 


Ser 


Cys 


His 


Lys Ala Arg Gly Gly Pro 


100 






105 




110 


Ser Leu Gly Leu 


Ser Trp Gly 


Arg 


Gin 


Gin 


Val Cys Lys Asp Ser Ser 


115 




120 






125 


Gly Pro Val Leu 


Thr Gly lie 


Arg Gly 


Gin 


Glu Arg Gin Val Cys Leu 


130 


135 








140 


Cys Leu Gly Leu 


lie Gly Arg 


Leu 


Val 






145 


150 











<210> 2911 

<211> 1327 

<212> DNA 

<213> Homo sapiens 

<400> 2911 

nngcaaggcg gcacgtcctg ctccccctgg tgaagaagct gccctgggct tgtcgtccta 
60 

gggtctccag acatgtctga ggtgaagagc cggaagaagt cggggcccaa gggagcccct 
120 

gctgcggagc ccgggaagcg gagcgagggc gggaagaccc ccgtggcccg gagcagcgga 
180 

ggcgggggct gggcagaccc ccgaacgtgc ctgagcctgc tgtcgctggg gacgtgcctg 
240 

ggcctggcct ggtttgtatt tcagcagtca gaaaaatttg caaaggtgga aaaccaatac 
300 

cagctactga aactagaaac caatgaattc caacaacttc aaagtaaaat cagtttaatt 
360 

tcagaaaagt ggcagaaatc tgaagctatc atggaacaat tgaagtcttt tcaaataatt 
420 

gctcatctaa agcgtctaca ggaagaaatt aatgaggtaa aaacttggtc caataggata 
480 

actgaaaaac aggatatact gaacaacagt ctgacgacgc tttctcaaga cattacaaaa 
540 

gtagaccaaa gtacaacttc catggcaaaa gatgttggtc tcaagattac aagtgtaaaa 
600 

acagatatac gacggatttc aggtttagta actgatgtaa tatcattgac agattctgtg 
660 

caagaactag aaaataaaat agagaaagta gaaaaaaata cagtaaaaaa tataggtgat 
720 

cttctttcaa gcagtattga tcgaacagca acgctccgaa agacagcatc tgaaaattca 
780 

caaagaatta actctgttaa gaagacgcta accgaactaa agagtgactt cgacaaacat 
840 
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acagatagat ttctaagctt agaaggtgac agagccaaag ttctgaagac agtgactttt 
900 

gcaaatgatc taaaaccaaa ggtgtataat ctaaagaagg acttttcccg tttagaacca 
960 

ttagtaaatg atttaacact acgcattggg agattggtta ccgacttact acaaagagag 
1020 

aaagaaattg ctttcttaag tgaaaaaata tctaatttaa caatagtcca agctgagatt 
1080 

aaggatatta aagatgaaat agcacacatt tcagatatga attagtttga cattattgag 
1140 

attagactaa ggtaattttt ttaatgggac ctctcatgag aagactggta aatcaaaaat 
1200 

aatgatattt tggagcaaaa gtcattttat atttaatcct attttgtaca gtaaaaataa 
1260 

aactttaaaa caggttgatt ttccaaaata aatatgctaa aacctatttt tgcaacttta 

1320 

aaaaaaa 

1327 

<210> 2912 
<211> 350 
<212> PRT 

<213> Homo sapiens 



<400> 2912 



Met 


Ser 


Glu 


Val 


Lys 


Ser 


Arg 


Lys 


Lys 


Ser 


Gly 


Pro 


Lys 


Gly 


Ala 


Pro 


1 








5 










10 










15 




Ala 


Ala 


Glu 


Pro 


Gly 


Lys 


Arg 


Ser 


Glu 


Gly 


Gly 


Lys 


Thr 


Pro 


Val 


Ala 








20 










25 










30 






Arg 


Ser 


Ser 


Gly 


Gly 


Gly 


Gly 


Trp 


Ala 


Asp 


Pro 


Arg 


Thr 


Cys 


Leu 


Ser 






35 










40 










45 








Leu 


Leu 


Ser 


Leu 


Gly 


Thr 


Cys 


Leu 


Gly 


Leu 


Ala 


Trp 


Phe 


Val 


Phe 


Gin 




50 










55 










60 










Gin 


Ser 


Glu 


Lys 


Phe 


Ala 


Lys 


Val 


Glu 


Asn 


Gin 


Tyr 


Gin 


Leu 


Leu 


Lys 


65 










70 










75 










80 


Leu 


Glu 


Thr 


Asn 


Glu 


Phe 


Gin 


Gin 


Leu 


Gin 


Ser 


Lys 


He 


Ser 


Leu 


He 










85 










90 










95 




Ser 


Glu 


Lys 


Trp 


Gin 


Lys 


Ser 


Glu 


Ala 


He 


Met 


Glu 


Gin 


Leu 


Lys 


Ser 








100 










105 










110 






Phe 


Gin 


lie 


He 


Ala 


His 


Leu 


Lys 


Arg 


Leu 


Gin 


Glu 


Glu 


He 


Asn 


Glu 






115 










120 










125 








Val 


Lys 


Thr 


Trp 


Ser 


Asn 


Arg 


He 


Thr 


Glu 


Lys 


Gin 


Asp 


He 


Leu 


Asn 




130 










135 










140 










Asn 


Ser 


Leu 


Thr 


Thr 


Leu 


Ser 


Gin 


Asp 


He 


Thr 


Lys 


Val 


Asp 


Gin 


Ser 


145 










150 










155 










160 


Thr 


Thr 


Ser 


Met 


Ala 


Lys 


Asp 


Val 


Gly 


Leu 


Lys 


He 


Thr 


Ser 


Val 


Lys 










165 










170 










175 




Thr 


Asp 


lie 


Arg 


Arg 


He 


Ser 


Gly 


Leu 


val 


Thr 


Asp 


Val 


He 


Ser 


Leu 








180 










185 










190 






Thr 


Asp 


Ser 


Val 


Gin 


Glu 


Leu 


Glu 


Asn 


Lys 


He 


Glu 


Lys 


Val 


Glu 


Lys 






195 










200 










205 








Asn 


Thr 


Val 


Lys 


Asn 


lie 


Gly 


Asp 


Leu 


Leu 


Ser 


Ser 


Ser 


He 


Asp 


Arg 




210 










215 










220 










Thr 


Ala 


Thr 


Leu 


Arg 


Lys 


Thr 


Ala 


Ser 


Glu 


Asn 


Ser 


Gin 


Arg 


He 


Asn 
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225 

Ser Val Lys Lys 

Thr Asp Arg Phe 
260 

Thr Val Thr Phe 
275 

Lys Asp Phe Ser 
290 

He Gly Arg Leu 
305 

Phe Leu Ser Glu 

Lys Asp He Lys 
340 



230 

Thr Leu Thr Glu 
245 

Leu Ser Leu Glu 

Ala Asn Asp Leu 
280 

Arg Leu Glu Pro 
295 

Val Thr Asp Leu 
310 

Lys He Ser Asn 
325 

Asp Glu He Ala 



235 

Leu Lys Ser Asp 
250 

Gly Asp Arg Ala 
265 

Lys Pro Lys Val 

Leu Val Asn Asp 
300 

Leu Gin Arg Glu 
315 

Leu Thr He Val 
330 

His He Ser Asp 
345 



240 

Phe Asp Lys His 
255 

Lys Val Leu Lys 
270 

Tyr Asn Leu Lys 
285 

Leu Thr Leu Arg 

Lys Glu He Ala 
320 

Gin Ala Glu He 
335 

Met Asn 
350 



<210> 2913 

<211> 361 

<212> DNA 

<213> Homo sapiens 



<400> 2913 
gtcatccagg 
60 

atccagcaac 
120 

cggcgcatgg 
180 

gcttggctcc 
240 

aaaaccatcg 
300 

cttctcagac 
360 

9 

361 



gcatcgtgaa 
tgaggaccaa 
acgtcttcac 
ggtccatcct 
agggcctccc 
gaggacccac 



cgaagtgcgc 
catccagctt 
tgaggctgag 
gactgccatt 
gtgtccatct 
tgctgccccc 



cagtccatgc 
cctgcctgcc 
ttgagggtga 
cctaatgatg 
ctttgatatc 
tgccatgggt 



agctgatgct 
tccgtgtcat 
agtttcttca 
atccctattt 
atcacccagt 
gagcacactg 



gagccagctg 
tggctacctg 
ggcccgagat 
ccatattaca 
accgggccat 
ggatgagagt 



c210> 2914 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 2914 

Met Ala Gly Gly Ser Ser Gly Ser Ser Ser Glu Lys Met Ala Arg Tyr 

IS 10 15 

Trp Val Met He Ser Lys Arg Trp Thr Arg Glu Ala Leu Asp Gly Phe 

20 25 30 

Cys Asn Met Glu He Gly He He He Arg Asn Gly Ser Gin Asp Gly 

35 40 45 

Pro Glu Pro Ser He Ser Gly Leu Lys Lys Leu His Pro Gin Leu Ser 

50 55 60 

Leu Ser Glu Asp Val His Ala Pro Gin Val Ala Asn Asp Thr Glu Ala 
65 70 75 80 

Gly Arg Lys Leu Asp Val Gly Pro Gin Leu Leu Asp Gin Leu Ala Gin 
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85 90 95 

His Gin Leu His Gly Leu Ala His Phe Val His Asp Ala Leu Asp Asp 
LOO 105 HO 

<210> 2915 

<211> 1782 

<212> DNA 

<213> Homo sapiens 

<400> 2915 

caagaggatc accttaaaca cttaagaacc ctcgaaaaaa cattagaaaa aatggagaga 
60 

caaaaaaggc agcagcaggc agcacagata agactgatcc aagaggtgga actcaaagct 
120 

tcagctgccg atagagaaat atacttactt agaacttccc ttcatcgaga aagagaacaa 
180 

gcgcaacaac ttcatcaact tcttgcattg aaagaacagg aacacaggaa ggaacttgaa 
240 

acaagggagt cttttactga tgctgacttc caggatgcct tagctaaaga aatagccaaa 
300 

gaagagaaaa agcatgagca aatgataaaa gaataccaag agaaaattga cgtgttaagc 
360 

cagcagtata tggatttaga aaatgaattc cgtattgctt taactgttga agccagaaga 
420 

tttcaagatg ttaaagatgg ttttgaaaat gttgcaactg agttagcaaa gagcaaacat 
480 

gctcttattt gggctcaacg aaaagaaaat gagtcttcct ctttaattaa agatctgacc 
540 

tgtatggtaa aggaacaaaa aacaaaactg gcagaagttt ctaaattgaa acaagaaaca 
600 

gcagcaaatt tacagaatca aatcaacacc cttgaaattt taattgaaga tgacaagcag 
660 

aagagtattc aaatagaact tctcaagcac gaaaaagtcc agcttacttc tgagctagca 
720 

gccaaggaat cactaatatt tggtttaagg acagaaagaa aagtatgggg acatgagctg 
780 

gcacaacaag gatcttctct agcccaaaat cgtggaaaat tggaggctca aattgagagt 
840 

ttatctagag agaatgaatg tctgcgaaag acaaatgaaa gtgatagtga tgcattaaga 
900 

ataaagtgca aaatcataga cgaccaaact gaaactatta gaaaattaaa agattgttta 
960 

caagaaaaag atgaacacat caaaagatta caagaaaaga tcacagaaat agaaaaatgc 
1020 

actcaagaac aacttgatga aaaatcttca caactggatg aggtacttga gaagttggaa 
1080 

aggcacaatg aaagaaaaga aaaaccaaaa caacagttga aaggaaagga agtagaactt 
1140 

gaagaaatca gaaaagctta cagtacactg aatcggaagt ggcatgataa aggagaactt 
1200 

ctatgtcatc ttgaaacaca agtaaaagaa gtgaaagaaa aatttgaaaa caaggaaaag 
1260 

aaacttaaag cggaaagaga caaaagtatt gaactacaaa agaatgcaat ggaaaaactt 
1320 



2144 



WO 00/58473 



PCT/USOO/08621 



catagtatgg atgatgcctt taaaagacaa gttgatgcaa ttgttgaagc tcatcaagct 
1380 

gaaatagcac agctggccaa tgaaaagcag aagtgtattg attctgcaaa tttaaaggtc 
1440 

catcaaattg aaaaagaaat gcgtgaactt ttggaagaaa catgcaagaa caaaaaaaca 
I500aaattaagca acttgctttt gctttaaatg aaattcagca agatatgtga 1560 
tggttctgag aatgaattta attgaaatag accagcagac ctattgtaaa aatgattaaa 
1620 

tattgtaata gtagtaactg ctatgacttt gaaatgtctc tttctataca tttcattatg 
1680 

aatatatttt taaagacttt tgatcaagta tttattaatt gtataggttt tttataataa 
1740 

attgttgaca attttgtcta ttagaaaaaa ctaaaaaaaa aa 
1782 

<210> 2916 

<211> 519 

<212> PRT 

<213> Homo sapiens 



<400> 2916 



Gin 


Glu 


Asp 


His 


Leu 


Lys 


His 


Leu 


Arg 


Thr 


Leu 


Glu 


Lys 


Thr 


Leu 


Glu 


l 








5 










10 










15 




Lys 


Met 


Glu 


Arg 


Gin 


Lys 


Arg 


Gin 


Gin 


Gin 


Ala 


Ala 


Gin 


lie 


Arg 


Leu 








20 










25 










30 






He 


Gin 


Glu 


Val 


Glu 


Leu 


Lys 


Ala 


Ser 


Ala 


Ala 


Asp 


Arg 


Glu 


He 


Tyr 






35 










40 










45 








Leu 


Leu 


Arg 


Thr 


Ser 


Leu 


His 


Arg 


Glu 


Arg 


Glu 


Gin 


Ala 


Gin 


Gin 


Leu 




50 










55 










60 










His 


Gin 


Leu 


Leu 


Ala 


Leu 


Lys 


Glu 


Gin 


Glu 


His 


Arg 


Lys 


Glu 


Leu 


Glu 


65 










70 










75 










80 


Thr 


Arg 


Glu 


Phe 


Phe 


Thr 


Asp 


Ala 


Asp 


Phe 


Gin 


Asp 


Ala 


Leu 


Ala 


Lys 










85 










90 










95 




Glu 


He 


Ala 


Lys 


Glu 


Glu 


Lys 


Lys 


His 


Glu 


Gin 


Met 


lie 


Lys 


Glu 


Tyr 








100 










105 










110 






Gin 


Glu 


Lys 


He 


Asp 


Val 


Leu 


Ser 


Gin 


Gin 


Tyr 


Met 


Asp 


Leu 


Glu 


Asn 






115 










120 










125 








Glu 


Phe 


Arg 


lie 


Ala 


Leu 


Thr 


Val 


Glu 


Ala 


Arg 


Arg 


Phe 


Gin 


Asp 


val 




130 










135 










140 










Lys 


Asp 


Gly 


Phe 


Glu 


Asn 


Val 


Ala 


Thr 


Glu 


Leu 


Ala 


Lys 


Ser 


Lys 


His 


145 










150 










155 










160 


Ala 


Leu 


He 


Trp 


Ala 


Gin 


Arg 


Lys 


Glu 


Asn 


Glu 


Ser 


Ser 


Ser 


Leu 


He 










165 










170 










175 




Lys 


Asp 


Leu 


Thr 


Cys 


Met 


Val 


Lys 


Glu 


Gin 


Lys 


Thr 


Lys 


Leu 


Ala 


Glu 








180 










185 










190 






Val 


Ser 


Lys 


Leu 


Lys 


Gin 


Glu 


Thr 


Ala 


Ala 


Asn 


Leu 


Gin 


Asn 


Gin 


lie 






195 










200 










205 








Asn 


Thr 


Leu 


Glu 


lie 


Leu 


lie 


Glu 


Asp 


Asp 


Lys 


Gin 


Lys 


Ser 


lie 


Gin 




210 










215 










220 










He 


Glu 


Leu 


Leu 


Lys 


His 


Glu 


Lys 


Val 


Gin 


Leu 


lie 


Ser 


Glu 


Leu 


Ala 


225 










230 










235 










240 


Ala 


Lys 


Glu 


Ser 


Leu 


lie 


Phe 


Gly 


Leu 


Arg 


Thr 


Glu 


Arg 


Lys 


Val 


Trp 










245 










250 










255 




Gly 


His 


Glu 


Leu 


Ala 


Gin 


Gin 


Gly 


Ser 


Ser 


Leu 


Ala 


Gin 


Asn 


Arg 


Gly 
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260 265 270 

Lys Leu Glu Ala Gin lie Glu Ser Leu Ser Arg Glu Asn Glu Cys Leu 

275 280 285 

Arg Lys Thr Asn Glu Ser Asp Ser Asp Ala Leu Arg He Lys Cys Lys 

290 295 300 

He He Asp Asp Gin Thr Glu Thr He Arg Lys Leu Lys Asp Cys Leu 
305 310 315 320 

Gin Glu Lys Asp Glu His He Lys Arg Leu Gin Glu Lys He Thr Glu 

325 330 335 

He Glu Lys Cys Thr Gin Glu Gin Leu Asp Glu Lys Ser Ser Gin Leu 

340 345 350 

Asp Glu Val Leu Glu Lys Leu Glu Arg His Asn Glu Arg Lys Glu Lys 

355 360 365 

Leu Lys Gin Gin Leu Lys Gly Lys Glu Val Glu Leu Glu Glu He Arg 

370 375 380 

Lys Ala Tyr Ser Thr Leu Asn Arg Lys Trp His Asp Lys Gly Glu Leu 
385 390 395 400 

Leu Cys His Leu Glu Thr Gin Val Lys Glu Val Lys Glu Lys Phe Glu 

405 410 415 

Asn Lys Glu Lys Lys Leu Lys Ala Glu Arg Asp Lys Ser He Glu Leu 

420 425 430 

Gin Lys Asn Ala Met Glu Lys Leu His Ser Met Asp Asp Ala Phe Lys 

435 440 445 

Arg Gin Val Asp Ala He Val Glu Ala His Gin Ala Glu He Ala Gin 

450 455 460 

Leu Ala Asn Glu Lys Gin Lys Cys He Asp Ser Ala Asn Leu Lys Val 
465 470 475 480 

His Gin He Glu Lys Glu Met Arg Glu Leu Leu Glu Glu Thr Cys Lys 

485 490 495 

Asn Lys Lys Thr Met Glu Ala Lys He Lys Gin Leu Ala Phe Ala Leu 

500 505 510 

Asn Glu He Gin Gin Asp Met 
515 

<210> 2917 

<211> 2636 

<212> DNA 

<213> Homo sapiens 

<400> 2917 

ncctgcgtgt gccaccgctg gttccagccg gccatcccct cctggctgca gaagacgtac 
60 

aacgaggccc tggcgcgggt gcagcggnct gtgcagatgg atgagctggt gcccctgggt 
120 

gaactgacca agcacagcac atcagcggtg gatctatcca ctngctttgc ccagatcagc 
180 

cacactgccc ggcagctgga ctggccagac ccagaggagg ccttcatgat taccgtcaag 
240 

tttgtggagg acacctgtcg cctggccctg gtgtactgca gccttataaa ggcccgggcc 
300 

cgcgagctct cttcaggcca gaaggaccaa ggccaggcag ccaacatgct gtgtgtggtg 
360 

gtgaatgaca tggagcagct gcggctggtg atcggcaagt tgcccgccca gctggcatgg 
420 
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gaggccctgg agcagcgggt aggggccgtg ctggagcagg ggcagctgca gaacacgctg 
480 

catgcccagc tgcagagcgc gctggccggg ctgggccatg agatccgcac tggcgtccgc 
S40 

accctggccg agcagttgga ggtgggcatc gccaagcaca tccagaaact ggtgggcgtc 
600 

agggagtctg tcctgcctga ggatgccatt ctgcccctga tgaagttcct ggaggtggag 
660 

ctttgctaca tgaacaccaa cttggtgcag gagaacttca gcagcctcct gaccctgctc 
720 

tggacccaca cactcacagt gctggtggag gcggccgcct cccagcgcag ctcatccctg 
780 

gcttccaaca ggctgaagat tgccctgcag aacctggaga tctgcttcca cgctgagggc 
840 

tgtggcctgc cacccaaggc cctgcacact gccaccttcc aggctctgca gagggacctg 
900 

gagctgcagg cggcctccag ccgggaactc atccggaagt acttctgcag ccgaatccag 
960 

cagcaggcag aaaccacctc tgaggagctg ggggctgtga cagtcaaggc ctcctaccgc 
1020 

gcctctgagc agaagctgcg tgtggagctg ctcagcgcct ccagcctgct gcccctggac 
1080 

tccaatggct ccagcgaccc ctttgtccag ctgaccttgg agcccaggca tgagttccct 
1140 

gagctggccg cccgggagac ccagaagcac aagaaggacc ttcacccatt gtttgatgag 
1200 

acctttgaat tcctggtgcc tgctgagccg tgccgcaagg ctggggcatg cctcctgctc 
1260 

accgtgctgg actacgacac gctgggggcc gacgacctgg aaggcgaggc cttcctgccg 
1320 

ctgcgtgagg tgcccgggct gagtggctct gaggagcctg gtgaggtgcc tcagacccgc 
1380 

ctgcccctca cgtaccccgc acccaacggg gacccaatcc tgcagctgct ggagggccgg 
1440 

aagggtgacc gagaagccca ggtctttgtg aggctgcggc ggcaccgggc caagcaggcc 
1S00 

tcccagcatg ccttgcggcc ggcaccgtag ccgtagaggt ttgcggtggg gctgggtccc 
1560 

cggtggggac ttgcaagggc cttcctgtag ggtctggggc ttccccgcca catcgcggcc 
1620 

ctccagcctg gcctaacact tggggagccc cagcatgcgg agtgcccaga gtgcagacct 
1680 

cccctgcctc ccatggtgat gggggctcag cagcgacatc tctactcccg cctccctgcc 
1740 

tccagccctg gctgcaatgt ctctaccaca tcccagcacc agggggagca aaccctgccc 
1800 

ctgcccgcct ctcagaaaag ctgctgtggt gggcagggga ttgggccatc tgtctcctgg 
i860 

ccctggccca tctgcctcct ggccttcctg ttccagccac tggggtgggg gccaggttca 
1920 

ctgggaccag ggctacaggc acagagcctc ctggaaaagg gagaggggac cctgccaaag 
1980 

atgaggctcc agctgccctg gggggagggt ggtggccatt actagagggg gcctgggtcc 
2040 
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tctccccagg ggctgccagc atccaggcca ggaagcctgg agccaagaac cttctggctc 
2100 

tgagggagca agagctggca ggcggcaggg ctggcacaga cagacggaag cagaaaggac 
2160 

agtttggctg ctgtgtctgt gcgcacgccc cctccccgga cagcacctgc cacctagaaa 
2220 

ctttcttagc aaaaaaatta ataaaaacaa atccattgtc ctcttaaaat atcctttggc 
2280 

ctacagtggg gcctggaatg cgagccaggc cgggtagctt cctcctccag ccctcagggg 
2340 

actttgagta ccgccacctt ggggtagcta caaagcaggg gggtaggtgt ggaaataact 
2400 

gaggcagagg cagggctagg gtgatttttg gccgtgggct ttgaataaat tgctttacca 
2460 

ggcataccag ttcctgtggt gacacccagg acagggaccc gttcctcggg ggagcacagt 
2520 

gagcaggggc ctccccaggg tgcaggttga ggcctgaggg ctgctcttga gacagtaggg 
2S80 

cgtagaggaa ctgggtcctt cccctccctg gggggtcaaa acctgagcct gggctg 
2636 

<210> 2918 

<211> 509 

<212> PRT 

<213> Homo sapiens 



<400> 2918 



Xaa 


Cys 


Val 


Cys 


His 


Arg 


Trp 


Phe 


Gin 


Pro 


Ala 


He 


Pro 


Ser 


Trp 


Leu 


1 








5 










10 










15 




Gin 


Lys 


Thr 


Tyr 


Asn 


Glu 


Ala 


Leu 


Ala 


Arg 


Val 


Gin 


Arg 


Xaa 


Val 


Gin 








20 










25 










30 






Met 


Asp 


Glu 


Leu 


Val 


Pro 


Leu 


Gly 


Glu 


Leu 


Thr 


Lys 


His 


Ser 


Thr 


Ser 






35 










40 










45 








Ala 


val 


Asp 


Leu 


Ser 


Thr 


Xaa 


Phe 


Ala 


Gin 


He 


Ser 


His 


Thr 


Ala 


Arg 




50 










55 










60 










Gin 


Leu 


Asp 


Trp 


Pro 


Asp 


Pro 


Glu 


Glu 


Ala 


Phe 


Met 


He 


Thr 


Val 


Lys 


65 










70 










75 










80 


Phe 


Val 


Glu 


Asp 


Thr 


Cys 


Arg 


Leu 


Ala 


Leu 


val 


Tyr 


Cys 


Ser 


Leu 


He 










85 










90 










95 




Lys 


Ala 


Arg 


Ala 


Arg 


Glu 


Leu 


Ser 


Ser 


Gly 


Gin 


Lys 


Asp 


Gin 


Gly 


Gin 








100 










105 










110 






Ala 


Ala 


Asn 


Met 


Leu 


Cys 


Val 


Val 


Val 


Asn 


Asp 


Met 


Glu 


Gin 


Leu 


Arg 






115 










120 










125 








Leu 


Val 


He 


Gly 


Lys 


Leu 


Pro 


Ala 


Gin 


Leu 


Ala 


Trp 


Glu 


Ala 


Leu 


Glu 




130 










135 










140 










Gin 


Arg 


Val 


Gly 


Ala 


Val 


Leu 


Glu 


Gin 


Gly 


Gin 


Leu 


Gin 


Asn 


Thr 


Leu 


145 










150 










155 










160 


His 


Ala 


Gin 


Leu 


Gin 


Ser 


Ala 


Leu 


Ala 


Gly 


Leu 


Gly 


His 


Glu 


He 


Arg 










165 










170 










175 




Thr 


Gly 


Val 


Arg 


Thr 


Leu 


Ala 


Glu 


Gin 


Leu 


Glu 


val 


Gly 


He 


Ala 


Lys 








180 










185 










190 






His 


He 


Gin 


Lys 


Leu 


val 


Gly 


Val 


Arg 


Glu 


Ser 


Val 


Leu 


Pro 


Glu 


Asp 






195 










200 










205 








Ala 


He 


Leu 


Pro 


Leu 


Met 


Lys 


Phe 


Leu 


Glu 


val 


Glu 


Leu 


Cys 


Tyr 


Met 
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210 










215 


Asn 


Thr 


Asn 


Leu 


Val 


Gin 


Glu Asn 


225 










230 




Trp 


Thr 


His 


Thr 


Leu 


Thr 


Val Leu 










245 






Ser 


Ser 


Ser 


Leu 


Ala 


Ser 


Asn Arg 








260 








Glu 


lie 


Cys 


Phe 


His Ala Glu Gly 






275 








280 


His 


Thr 


Ala 


Thr 


Phe 


Gin 


Ala Leu 




290 










295 


Ala 


Ser 


Ser 


Arg 


Glu 


Leu 


lie Arg 


305 










310 




Gin 


Gin 


Ala 


Glu 


Thr 


Thr 


Ser Glu 










325 






Ala 


Ser 


Tyr 


Arg Ala Ser Glu Gin 








340 








Ala 


Ser 


Ser 


Leu 


Leu 


Pro 


Leu Asp 






355 








360 


Val 


Gin 


Leu 


Thr 


Leu 


Glu 


Pro Arg 




370 










375 


Arg 


Glu 


Thr 


Gin Lys 


His 


Lys Lys 


385 










390 




Thr 


Phe 


Glu 


Phe 


Leu 


Val 


Pro Ala 










405 






Cys 


Leu 


Leu 


Leu 


Thr 


Val 


Leu Asp 








420 








Leu 


Glu 


Gly 


Glu 


Ala 


Phe 


Leu Pro 






435 








440 


Gly 


Ser 


Glu 


Glu Pro Gly Glu Val 




450 










455 


Tyr 


Pro 


Ala 


Pro Asn Gly Asp Pro 


465 










470 




Lys 


Gly 


Asp 


Arg Glu Ala Gin Val 










485 






Ala 


Lys 


Gin 


Ala 


Ser 


Gin 


His Ala 



500 



220 



Phe 


Ser 


Ser 


Leu 


Leu 


Thr 


Leu 


Leu 






235 










240 


Val 


Glu 


Ala 


Ala 


Ala 


Ser 


Gin 


Arg 




250 










255 




Leu 


Lys 


He 


Ala 


Leu 


Gin 


Asn 


Leu 


265 










270 






Cys 


Gly Leu 


Pro 


Pro 


Lys 


Ala 


Leu 










285 








Gin Arg Asp 


Leu 


Glu 


Leu 


Gin 


Ala 








300 










Lys 


Tyr 


Phe 


Cys 


Ser 


Arg 


He 


Gin 






315 










320 


Glu 


Leu Gly 


Ala 


Val 


Thr 


Val 


Lys 




330 










335 




Lys 


Leu Arg 


Val 


Glu 


Leu 


Leu 


Ser 


345 










350 






Ser Asn Gly 


Ser 


Ser 


Asp 


Pro 


Phe 










365 








His 


Glu 


Phe 


Pro 


Glu 


Leu 


Ala 


Ala 








380 










Asp 


Leu 


His 


Pro 


Leu 


Phe 


Asp 


Glu 






395 










400 


Glu 


Pro 


Cys 


Arg 


Lys 


Ala 


Gly 


Ala 




410 










415 




Tyr 


Asp 


Thr 


Leu 


Gly 


Ala 


Asp 


Asp 


425 










430 






Leu 


Arg 


Glu 


val 


Pro 


Gly 


Leu 


Ser 










445 








Pro 


Gin 


Thr 


Arg 


Leu 


Pro 


Leu 


Thr 








460 










He 


Leu 


Gin 


Leu 


Leu 


Glu 


Gly 


Arg 






475 










480 


Phe 


Val 


Arg 


Leu 


Arg 


Arg 


His 


Arg 




490 










495 




Leu Arg 


Pro 


Ala 


Pro 









505 



<210> 2919 

<211> 455 

<212> DNA 

<213> Homo sapiens 



<400> 2919 
ggatcctcct 
60 

tttccacagt 
120 

aggactagct 
180 

gctggctggc 
240 

aggacatcct 
300 



gctcactgtt 
cttctacgct 
ttggagacgg 
tcaggatggc 
ggagcgcgtc 



taaggagggg 
catcaggggc 

r 

gcgttggtca 
tttacctatg 
attcccagca 



acagagtagc 
agcgccgccc 
agcagcaggg 
tggctccttg 
gcctggttgc 



tccagggtgg 
ggcacagctg 
agaggagttt 
agagatcatt 
cacagcactc 



gagctccacg 
gagaataata 
ggacacacaa 
gagaagacta 
tgtggctcgg 
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gcaagatggt tagtgagaag gctggacacc tgccgggcca gacctgagtg cacagcctct 
360 

gtggagccac cttcctcttt ttcccactca aaacaacgga tggcaagcac ctggaaggca 
420 

gcccaagcca tggtggccac cttctgcttc ttggt 
455 

<210> 2920 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 2920 



Met 


Ala 


Trp 


Ala 


Ala 


Phe 


Gin 


Val 


Leu 


Ala 


lie Arg 


Cys 


Phe 


Glu 


Trp 


1 








5 










10 








IS 




Glu 


Lys 


Glu 


Glu 


Gly Gly 


Ser 


Thr 


Glu 


Ala 


Val His 


Ser 


Gly 


Leu 


Ala 








20 










25 








30 






Arg 


Gin 


Val 
35 


Ser 


Ser 


Leu 


Leu 


Thr 
40 


Asn 


His 


Leu Ala 


Arg 
45 


Ala 


Thr 


Glu 


Cys 


Cys 


Gly 


Asn 


Gin Ala 


Ala 


Gly 


Asn 


Asp 


Ala Leu 


Gin 


Asp 


Val 


Leu 




50 










55 








60 










Ser 


Leu 


Leu 


Asn 


Asp 


Leu 


Ser 


Arg 


Ser 


His 


He Gly 


Lys 


Ala 


He 


Leu 


65 










70 










75 








eo 


Ser 


Gin 


Pro 


Ala 


Cys 
85 


Val 


Ser 


Lys 


Leu 


Leu 
90 


Ser Leu 


Leu 


Leu 


Asp 
95 


Gin 


Arg 


Pro 


Ser 


Pro 
100 


Lys 


Leu 


Val 


Leu 


He 
105 


He 


Leu Gin 


Leu 


Cys 
110 


Arg 


Ala 


Ala 


Leu 


Pro 
115 


Leu 


Met 


Ser 


val 


Glu 
120 


Asp 


Cy3 


Gly Asn 


Val 
125 


Glu 


Leu 


Pro 


Pro 


Trp 
130 


Ser 


Tyr 


Ser 


Val 


Pro 
135 


Ser 


Leu 


Asn 


Ser Glu 
140 


Gin 


Glu 


Asp 





<210> 2921 

<2ii> less 

<212> DNA 

<213> Homo sapiens 
<400> 2921 

gggcccggag cggggccttg gaggcccagc ccgcgcggcg acgtctccgc gtggcgtcac 
60 

ggcaccgact gacggccacc caccatggcc gcagaccagc gcccgaaggc cgacacgctg 
120 

gccctgaggc aacggctcat cagctcttcc tgcagactct tttttcccga ggatcctgtt 
180 

aagattgtcc gggcccaagg gcagtacatg tacgatgaac agggggcaga atacatcgat 
240 

tgcatcagca atgtggcgca cgttgggcac tgccaccctc tcgtggtcca agcagcacat 
300 

gagcagaacc aggtgctcaa caccaacagc cggtacctgc atgacaacat cgtggactat 
360 

gcgcagaggc tgtcagagac cctgccggag cagctctgtg tgttctattt cctgaattct 
420 

gggtcagaag ccaatgacct ggccctgagg ctggctcgcc actacacggg acaccaggac 
480 
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gtggtggtat tagatcatgc gtatcacggc cacctgagct ccctgattga catcagtccc 
540 

tacaagttcc gcaacctgga tggccagaag gagtgggtcc acgtggcacc tctcccagac 
600 

acctaccggg gcccctaccg gnngaggacc accccaaccc agctatggnc ctatgccaac 
660 

gaggtgaaac gtgtggtcag cagtgcacag gagaagggca ggaagattgc agccttcttc 
720 

gctgagtctc tgcccagtgt gggagggcag atcattcccc ctgctggcta cttctcccaa 
780 

gtggcagagc acatccgcaa ggccggaggg gtctttgttg cagatgagat ccaggttggc 
840 

tttggccggg taggcaagca cttctgggcc ttccagctcc agggaaaaga cttcgtccct 
900 

gacatcgtca ccatgggcaa gtccattggc aacggccacc ctgttgcctg cgtggccgca 
960 

acccagcctg tggcgagggc atttgaagcc accggcgttg agtacttcaa cacgtttggg 
1020 

ggcagcccag tgtcctgcgc tgtggggctg gccgtcctga atgtcttgga gaaggagcag 
1080 

ctccaggatc atgccaccag tgtaggcagc ttcctgatgc agctcctctg gcagcaaaaa 
1140 

atcagacatc ccatcgtcgg ggatgtcagg ggtgttgggc tcttcattgg tgtggatctg 
1200 

atcaaagatg aggccacaag gacaccagca actgaagagg canntgtcta cttggtatca 
1260 

aggctgaagg agaactacgt tttgctgagc actgatggcc ctgggaggaa catcctgaag 
1320 

cttaagcccc caatgtgctt cagcctggac aatgcacggc aggtggtggc aaagctggat 
1380 

gccattctga ctgacatgga agagaaggtg agaagttgtg aaacgctgag gctccagccc 
1440 

taagccagcc ctgctctgcc taagtgtact ccagaagaaa ctcatctcat ccaaatacac 
1500 

gctattgaga aggcgagcct gacctccctc ttacagataa agtcagcttt cagaggctca 
1560 

gggtgggggg gcctgcccga ggccataatg ctacccaccc cctcctccta accactggtc 
1620 

tgttggaata acccagatgt ctgcatcccc tcaagtcagt caatttcctt tctgtccact 
1680 

gggggtggaa tggggtaggg tgggacactt taaagtgctc ctgcttaaat aaattagacc 
1740 

agaccagtgt atttctaaag aaaatcctga catgcacacc cattaaaaat agtacatttt 
1800 

acagtgtccc agtcatactt ttaattggca aattaaaata atgcaatctg aaaaa 
1855 

<210> 2922 
<211> 452 
<212> PRT 

<213> Homo sapiens 
<400> 2922 

Met Ala Ala Asp Gin Arg Pro Lys Ala Asp Thr Leu Ala Leu Arg Gin 
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1 






5 








10 


15 


Arg Leu 


He 


Ser 


Ser 


Ser Cys 


Arg 


Leu Phe 


Phe Pro Glu Asp Pro Val 






20 










25 


30 


Lys lie 


Val Arg Ala 


Gin Gly Gin Tyr Met 


Tyr Asp Glu Gin Gly Ala 




35 










40 




45 


Glu Tyr 


He 


Asp 


Cys 


He 


Ser 


Asn 


Val Ala 


His Val Gly His Cys His 


50 










55 






60 


Pro Leu 


Val 


val 


Gin 


Ala 


Ala 


His 


Glu Gin 


Asn Gin Val Leu Asn Thr 


65 








70 








75 80 


Asn Ser 


Arg Tyr 


Leu 


His 


Asp 


Asn 


He Val 


Asp Tyr Ala Gin Arg Leu 








85 








90 


95 


Ser Glu 


Thr 


Leu 


Pro 


Glu 


Gin 


Leu 


Cys Val 


Phe Tyr Phe Leu Asn Ser 






100 










105 


110 


Gly Ser 


Glu 


Ala 


Asn 


Asp 


Leu 


Ala 


Leu Arg 


Leu Ala Arg His Tyr Thr 




115 










120 




125 


Gly His 


Gin Asp Val 


Val 


Val 


Leu Asp His 


Ala Tyr His Gly His Leu 


130 










135 






'l40 


Ser Ser 


Leu 


He Asp 


He 


Ser 


Pro Tyr Lys 


Phe Arg Asn Leu Asp Gly 


145 








150 








155 160 


Gin Lys 


Glu Trp val 


His 


Val 


Ala 


Pro Leu 


Pro Asp Thr Tyr Arg Gly 








165 








170 


175 


Pro Tyr 


Arg Xaa Arg 


Thr 


Thr 


Pro 


Thr Gin 


Leu Trp Xaa Tyr Ala Asn 






180 










185 


190 


Glu Val 


Lys 


Arg 


Val 


Val 


Ser 


Ser 


Ala Gin 


Glu Lys Gly Arg Lys He 




195 










200 




205 


Ala Ala 


Phe 


Phe 


Ala 


Glu 


Ser 


Leu 


Pro Ser 


Val Gly Gly Gin lie lie 


210 










215 






220 


Pro Pro 


Ala Gly Tyr 


Phe 


Ser 


Gin 


Val Ala 


Glu His He Arg Lys Ala 


225 








230 








235 240 


Gly Gly 


Val 


Phe 


Val 


Ala 


Asp 


Glu 


He Gin 


Val Gly Phe Gly Arg Val 








245 








250 


255 


Gly Lys 


His 


Phe 


Trp 


Ala 


Phe 


Gin 


Leu Gin 


Gly Lys Asp Phe Val Pro 






260 










265 


270 


Asp He 


val 


Thr 


Met 


Gly Lys 


Ser 


He Gly 


Asn Gly His Pro Val Ala 




275 










280 




285 


Cys Val 


Ala 


Ala 


Thr 


Gin Pro Val Ala Arg 


Ala Phe Glu Ala Thr Gly 


290 










295 






300 


Val Glu 


Tyr 


Phe 


Asn 


Thr 


Phe Gly Gly Ser 


Pro Val Ser Cys Ala Val 


305 








310 








315 320 


Gly Leu 


Ala 


Val 


Leu 


Asn 


Val 


Leu 


Glu Lys 


Glu Gin Leu Gin Asp His 








325 








330 


335 


Ala Thr 


Ser 


val 


Gly 


Ser 


Phe 


Leu 


Met Gin 


Leu Leu Trp Gin Gin Lys 






340 










345 


350 


He Arg 


His 


Pro 


He 


Val Gly Asp Val Arg 


Gly Val Gly Leu Phe He 




355 










360 




365 


Gly Val 


Asp 


Leu 


He 


Lys 


Asp 


Glu 


Ala Thr 


Arg Thr Pro Ala Thr Glu 


370 










375 






380 


Glu Ala 


Xaa 


Val 


Tyr 


Leu 


Val 


Ser Arg Leu 


Lys Glu Asn Tyr Val Leu 


385 








390 








395 400 


Leu Ser 


Thr Asp Gly 


Pro Gly Arg Asn He 


Leu Lys Phe Lys Pro Pro 








405 








410 


415 


Met Cys 


Phe 


Ser 


Leu 


Asp Asn Ala Arg Gin 


Val Val Ala Lys Leu Asp 






420 










425 


430 


Ala He 


Leu Thr Asp 


Met 


Glu Glu Lys Val 


Arg Ser Cys Glu Thr Leu 
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435 440 445 

Arg Leu Gin Pro 
450 

<210> 2923 

<211> 572 

<212> DNA 

<213> Homo sapiens 

<400> 2923 

gcccctccag gagtcacaga tgaggccccc gcagagactg gtgattggtg accctgtcat 
60 

gtacaggagg gaccctgaaa atgtccttaa agcctcctcc atgtaagaaa ctggcaggcc 
120 

tggagcccct cccccgtggg accaccctcc ttccagcaaa atgccggcca agctcaagga 
180 

gaaacagcgt ttattgtgga ggggagctgg gcggggctca gcctcggaga actggcagta 
240 

cagccgcccc agcctcggct ccacccatag ccggaacggg atctccagga tggcagagaa 
300 

gccttcagcc agcgttgggg cctcgaactg cttcctggca gtggtgggaa cagtgaggga 
360 

cagcctggat catgtggccc agccagtgcc cctgccccct gctatcccca acagtacctg 
420 

tagccataca tgaccatgtc tgacacgggg atatgagagg agtccgtcat ctctcgaaac 
480 

cggttgttgt ggcgcgcctg ctccagagtg gcggtgaaga ggaagcagcg gcaggggacg 
540 

cccgcggctc gggcacactg gacgtacctg gc 
572 

<210> 2924 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 2924 

Met Ser Leu Lys Pro Pro Pro Cys Lys Lys Leu Ala Gly Leu Glu Pro 

15 10 15 

Leu Pro Arg Gly Thr Thr Leu Leu Pro Ala Lys Cys Arg Pro Ser Ser 

20 25 30 

Arg Arg Asn Ser Val Tyr Cys Gly Gly Glu Leu Gly Gly Ala Gin Pro 

35 40 45 

Arg Arg Thr Gly Ser Thr Ala Ala Pro Ala Ser Ala Pro Pro lie Ala 

50 55 60 

Gly Thr Gly Ser Pro Gly Trp Gin Arg Ser Leu Gin Pro Ala Leu Gly 
65 70 75 80 

Pro Arg Thr Ala Ser Trp Gin Trp Trp Glu Gin 

85 90 

<210> 2925 

<211> 1999 

<212> DNA 

<213> Homo sapiens 



2153 



WO 00/58473 



PCT/USOO/08621 



<40O> 2925 

ngcgcgccag gggggggctg 
60 

ggagctgcta ggatggagca 
120 

gctgccgaca gcactgagga 

ieo 

gataatgacg cagccgcgag 
240 

gatgtgtccg aggtggagaa 
300 

aaagttcgct ggaaaggcta 
360 

gaggactgta aagaagtgct 
420 

gcagtcagga aggatattca 
480 

gatagcgatc agcaaagtga 
540 

ctgaggcaga gagaagagaa 
600 

aagctaaaag acaagtccaa 
660 

ttaaggacaa agaaaagaat 
720 

aaaaaagatg aagtaaaaga 
780 

gacttaaaga cgaaaacaag 
840 

tttgtcgaat cccaggtgga 
900 

gatgacaatg aagggctaca 
960 

agagagagag cagggcagga 
1020 

gccatgagtg ctgaggagga 
1080 

aaggctgagg acaccagaga 
1140 

aaaactgtgc ctaaaaagca 
1200 

aagctgatgc ctgtatctgc 
1260 

ggcctctggt ccacggactc 
1320 

gaaaaatatc agaaaaggca 
1380 

ggattaaaga cacttaagga 
1440 

gaaaaaaatg atgtttctga 
1500 

accatagacg atcacaaaac 
1560 



ctggggtgtt tgtcgcagcg 
ggtcgcggag ggagcaaggg 
gttggccgaa gtcgaagaag 
aggagcggag gcctttggcg 
gatcctggac atgaagaccg 
tacatcggat gatgatacct 
tcttgaattt aggaagaaaa 
gagactatcc ttaaataacg 
gacaaaagaa gatacttccc 
aagcccagat gatctgaaaa 
accagacctg gagagctcct 
ttctgaagcc aaagaagaac 
aacaaaagaa ttaaagaaag 
agaagacccc aaagaaaata 
atctgaatca agtgtactta 
ttccgacagc agagaagaga 
catggggctg gagcatggct 
taccgatgtc agaggcagga 
gaacaggaag ctagagaaca 
gaggaatcaa gacagaagca 
ccaaacgcca aagggccgga 
agccgaggag gacaaagaaa 
tgattctgac aaggaagaaa 
aatcagaaat gcatttgatt 
gaataatcgg aaaagggaag 
caaggaaaac aaacagtcac 



ggttttcctc ggcggtttgc 
tgaccgcagt ccctgtgtca 
gagttggagt agtgggcgaa 
acagtgagga ggacggagag 
aggggggtaa agttctttac 
gggagcccga gattcacctg 
ttgcagagaa caaagccaaa 
acatatttga ggcgaactct 
caaagaagaa aaagaaaaaa 
agaaaaaagc aaaggccggg 
tggaaagttt agtttttgat 
taaaggagtc caaaaagccc 
ttaaaaaggg tgaaataaga 
gaaaaacaaa aaaagaaaaa 
atgattctcc ctttccagag 
aacaaaacac taagagtgca 
ttgagaagcc cctagacagt 
ggaaaaagaa gaccccgaga 
agaacgcttt cttagagaag 
aaagtgctgc agagttagag 
ggttgagcgg ggaagagaga 
ccaaaagaaa tgaatccaaa 
aaggcagaaa agagccaaaa 
tatttaaatt aactccagaa 
aaataccact ggactttaaa 
ttaaagaaag gagaaacacc 



2154 



WO 00/58473 



PCT/US00/08621 



agagacgaaa cggatacttg ggcatacatt gctgcagaag gtgatcagga ggttttagac 
1620 

agcgtgtgcc aagcagatga gaattcaggt gagtttggaa tcattttgta gaatttttca 
1680 

aggtagtgca ccatattatt ttactgtact cttctctgta tttctgatct caacgatcaa 
1740 

aaaataatgg agtcgaagag tttatttgga tctcctgaat aaataacatt ttatattgaa 
1800 

gacgggtcat tctgtgactt ctcaatggat caaacaattt ttctgagttc ctataatgtt 
1860 

ctcagcacgt atagaaatta aaagatttct gattttctac cttacctact cttacctggc 
1920 

agccccattt tatatcttac tatttaatag atttctttca ggaaattatc aaatataaac 
1980 

ttatttgtat tttaccctt 
1999 

<210> 2926 
<211> 305 
<212> PRT 

<213> Homo sapiens 



<400> 2926 



Lys Lys 


Val 


Lys 


Lys 


Gly Glu 


lie 


Arg 


Asp 


Leu Lys 


Thr 


Lys Thr 


Arg 


1 






5 








10 






15 




Glu Asp 


Pro 


Lys 


Glu 


Asn Arg 


Lys 


Thr 


Lys 


Lys Glu 


Lys 


Phe Val 


Glu 






20 








25 








30 




Ser Gin 


Val 


Glu 


Ser 


Glu Ser 


Ser 


Val 


Leu 


Asn Asp 


Ser 


Pro Phe 


Pro 




35 








40 








45 






Glu Asp 


Asp 


Asn 


Glu 


Gly Leu 


His 


Ser 


Asp 


Ser Arg 


Glu 


Glu Lys 


Gin 


50 








55 








60 








Asn Thr 


Lys 


Ser 


Ala 


Arg Glu 


Arg 


Ala 


Gly 


Gin Asp 


Met 


Gly Leu 


Glu 


65 








70 








75 






80 


His Gly 


Phe 


Glu 


Lys 


Pro Leu 


Asp 


Ser 


Ala 


Met Ser 


Ala 


Glu Glu 


Asp 








85 








90 






95 




Thr Asp 


Val 


Arg 


Gly 


Arg Arg 


Lys 


Lys 


Lys 


Thr Pro 


Arg 


Lys Ala 


Glu 






100 








105 








110 




Asp Thr 


Arg 


Glu 


Asn 


Arg Lys 


Leu 


Glu 


Asn 


Lys Asn 


Ala 


Phe Leu 


Glu 




115 








120 








125 






Lys Lys 


Thr 


Val 


Pro 


Lys Lys 


Gin 


Arg 


Asn 


Gin Asp 


Arg 


Ser Lys 


Ser 


130 








135 








140 








Ala Ala 


Glu 


Leu 


Glu 


Lys Leu 


Met 


Pro 


Val 


Ser Ala 


Gin 


Thr Pro 


Lys 


145 








150 








155 






160 


Gly Arg 


Arg 


Leu 


Ser 


Gly Glu 


Glu 


Arg 


Gly 


Leu Trp 


Ser 


Thr Asp 


Ser 








165 








170 






175 




Ala Glu 


Glu 


Asp 


Lys 


Glu Thr 


Lys 


Arg 


Asn 


Glu Ser 


Lys 


Glu Lys 


Tyr 






180 








185 








190 




Gin Lys 


Arg 


His 


Asp 


Ser Asp 


Lys 


Glu 


Glu 


Lys Gly 


Arg 


Lys Glu 


Pro 




195 








200 








205 






Lys Gly 


Leu 


Lys 


Thr 


Leu Lys 


Glu 


He 


Arg 


Asn Ala 


Phe 


Asp Leu 


Phe 


210 








215 








220 








Lys Leu 


Thr 


Pro 


Glu 


Glu Lys 


Asn 


Asp 


Val 


Ser Glu 


Asn 


Asn Arg 


Lys 


225 








230 








235 






240 


Arg Glu 


Glu 


lie 


Pro 


Leu Asp 


Phe 


Lys 


Thr 


I-le Asp 


Asp 


His Lys 


Thr 
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24S 250 255 

Lys Glu Asn Lys Gin Ser Leu Lys Glu Arg Arg Asn Thr Arg Asp Glu 

260 265 270 

Thr Asp Thr Trp Ala Tyr lie Ala Ala Glu Gly Asp Gin Glu Val Leu 

275 280 285 

Asp Ser Val Cys Gin Ala Asp Glu Asn Ser Gly Glu Phe Gly lie lie 
290 295 300 

Leu 
305 

<210> 2927 

<211> 1084 

<212> DNA 

<213> Homo sapiens 

<400> 2927 

nnctcgagtt tcgctgggct acggagcaca aaggtccggg cgggccattc gggatgtcgt 
60 

aggcggccct gggatgtgag gggcctgcgg gatctgtccc tgaggcctgc cactttttct 
120 

ggtgttaact gtctggccca tgatgaagcc atcatggctc agcaggaccg aattcagcaa 
180 

gagattgctg tgcagaaccc tccggtgcca gagcggctgg agctctcggt cctatacaag 
240 

gagtatgctg aagatgacaa catctatcaa cagaagatca aggacctcca caaaaagtac 
300 

tcgtacatcc gcaagaccag gcctgacggc aactgtttct atcgggcttt cggattctcc 
360 

cacttggagg cactgctgga tgacagcaag gagttgcagc ggttcaaggc tgtgtctgcc 
420 

aagagcaagg aagacctggt gtcccagggc ttcactgaat tcacaattga ggatttccac 
480 

aacacgttca tggacctgat tgagcaggtg gagaagcaga cctctgtcgc cgacctgctg 
540 

gcctccttca atgaccagag cacctccgac taccttgtgg tctacctgcg gctgctcacc 
600 

tcgggctacc tgcagcgcga gagcaagttc ttcgagcact tcatcgaggg tggacggact 
660 

gtcaaggagt tctgccagca ggaggtggag cccatgtgca aggagagcga ccacatccac 
720 

atcattgcgc tggcccaggc cctcagcgtg tccatccagg tggagtacat ggaccgcggc 
780 

gagggcggca ccaccaatcc gcacatcttc cctgagggct ccgagcccaa ggtctacctt 
840 

ctctaccggc ctggacacta cgatatcctc tacaaatagg gctggctcca gcccgctgct 
900 

gccctgctgc ccccctctgc caggcgctag acatgtacag aggtttttct gtggttgtaa 
960 

atggtcctat ttcaccccct tcttcctgtc acatgacccc cccccatgtt ttattaaagg 
1020 

999t9Ctggt ggtgaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1080 

aaaa 

1084 
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<210> 2928 

<211> 292 

<212> PRT 

<213> Homo sapiens 

<400> 2928 

Xaa Ser Ser Phe Ala Gly Leu Arg Ser Thr Lys Val Arg Ala Gly His 

15 10 15 

Ser Gly Cys Arg Arg Arg Pro Trp Asp Val Arg Gly Leu Arg Asp Leu 

20 25 30 

Ser Leu Arg Pro Ala Thr Phe Ser Gly Val Asn Cys Leu Ala Tyr Asp 

35 40 45 

Glu Ala He Met Ala Gin Gin Asp Arg He Gin Gin Glu He Ala Val 

50 55 60 

Gin Asn Pro Leu Val Ser Glu Arg Leu Glu Leu Ser Val Leu Tyr Lys 
65 70 75 80 

Glu Tyr Ala Glu Asp Asp Asn He Tyr Gin Gin Lys He Lys Asp Leu 

85 90 95 

His Lys Lys Tyr Ser Tyr He Arg Lys Thr Arg Pro Asp Gly Asn Cys 

100 105 HO 

Phe Tyr Arg Ala Phe Gly Phe Ser His Leu Glu Ala Leu Leu Asp Asp 

115 120 125 

Ser Lys Glu Leu Gin Arg Phe Lys Ala val Ser Ala Lys Ser Lys Glu 

130 135 140 

Asp Leu Val Ser Gin Gly Phe Thr Glu Phe Thr He Glu Asp Phe His 
145 150 155 160 

Asn Thr Phe Met Asp Leu He Glu Gin Val Glu Lys Gin Thr Ser Val 

165 170 175 

Ala Asp Leu Leu Ala Ser Phe Asn Asp Gin Ser Thr Ser Asp Tyr Leu 

180 185 190 

Val Val Tyr Leu Arg Leu Leu Thr Ser Gly Tyr Leu Gin Arg Glu Ser 

195 200 205 

Lys Phe Phe Glu His Phe He Glu Gly Gly Arg Thr Val Lys Glu Phe 

210 215 220 

Cys Gin Gin Glu Val Glu Pro Met Cys Lys Glu Ser Asp His He His 
225 230 235 240 

He He Ala Leu Ala Gin Ala Leu Ser Val Ser He Gin Val Glu Tyr 

245 250 255 

Met Asp Arg Gly Glu Gly Gly Thr Thr Asn Pro His He Phe Pro Glu 

260 265 270 

Gly Ser Glu Pro Lys Val Tyr Leu Leu Tyr Arg Pro Gly His Tyr Asp 

275 280 285 

He Leu Tyr Lys 
290 

<210> 2929 

<211> 4920 

<212> DNA 

<213> Homo sapiens 

<400> 2929 

cggcgcccgc gggctgggag ccggggcccg caggtggaag cgcacccggg aggcgggccg 
60 
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gccggggctg gagcggctcg ggcgggctct 
120 

ggaaggcgcg cgtcccgccc tgacccgccg 
180 

ctgggagctg gagcccgcgc agcgccccgc 
240 

caggacgccc cagccaggag aaaaccaaaa 
300 

aaatatactg atgtctcttc agctgctgat 
360 

cagaaagaaa acatgataga taaagacgtt 
420 

atcaaatcta ctactgttca tggcagtaaa 
480 

gcacagtatc acttaaatcc atcaagttac 
540 

cacattaaat ttaagccaaa cacaccaata 
600 

aagccaaaaa tgttggataa gaaaaaacct 
660 

gtagtgatta attttaagaa aacacagaag 
720 

cttcaagagc ttgcccctat tatatgtagc 
780 

ttgttgaaag attatcaatc gcaggagcct 
840 

ggactaagag aattatatgc gatggatgtc 
900 

ctagatatta tgaaggagaa agaaaataaa 
960 

aaaaagcgag accaaactgc aagtgcccct 
1020 

acttttacaa ggtccaatac catttccaaa 
1080 

gcacccaaga agaggcgggc tccactgccc 
1140 

gaccttgcac acatccagga gaggcctgct 
1200 

gagacagata agagtccctg tgaagcagga 
1260 

agcatgtctg cagggaattc atctttgaga 
1320 

tccaaaatac ccccgcatca aagtgatgaa 
1380 

gatggagttc ctccagacag tgcttcagaa 
1440 

gaaacctttc accctgggct ttccagtcag 
1500 

gaaacctctg tctttgagtg ccctgggaca 
1560 

ggaataagct ctgattatag ccttgaagag 
1620 

cctaaagttg aagctgaaaa tatttctccg 
1680 



tgacgctcag ccagcttcgc tccggcctcg 
gcctctccca ccccagcagt gacgcgccgc 
agggcgatgg acggccgaac cccgcgcccg 
gccaaggcac cacttcctcc agctgagacc 
tctgtagaat ccactgcttt catcatggaa 
gaactctcag tggtcctacc tggggatatt 
cctatgatgg acttgttgat actcctttgt 
acaatcgatc tgttgtcagc tgaacagaac 
ggaatgttgg aggtagagaa ggtaatttta 
acacccataa taccagagaa aactgtgaga 
accatagtga gagtgagtcc acatgcatcg 
aaatgtgagt ttgatccgtt gcatacacta 
cttgacttga caaaatctct taatgacctg 
aacagagagt cctgccaaat atcacaaaac 
gggtttttca gtttttttca acgcagtaag 
gcaacccctc tagtaaataa gcaccgccca 
ccatatattt ccaacaccct gccgtcggat 
ccgatgccag catctcagag tgtcccccaa 
tcttgtatag tgaaatccat gagcgtggat 
agagtgaggg caggttcact gcagctcagc 
aggacaaagc gaaaagcacc ttccccaccc 
aatagtcgtg tgactgcctt acagccagta 
gcaaactctc ctgaggagct atccagccca 
gagcagcgca ctgcgcccaa actgatggag 
cctgaggcag ccataacatc attgacatct 
atagatgaaa aggaagaact gagtgaagtg 
aagtcacaag atattccttt tgtatctact 
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gatataataa atacactgaa aaatgatcct 
1740 

ttctcacaaa actccatgga agaaaaacaa 
1800 

cacagtgtag tatatgatac aagcaatgga 
I860 

aagtcgttgg gcccaaacca agagaatgtt 
1920 

acagaagaca atatgaaaaa tggagtgaag 
1980 

aaaaataaca acattgatat ggaagttgag 
2040 

gatactgcta taagttacaa ggaaaaccat 
2100 

ctgaatcaac ccagtgcaga aaagacaaaa 
2160 

aacagttttg atgggaaaca ccaagatcat 
2220 

gtgcaaactt caaataacaa catatcaact 
2280 

gtaaatacct caagggaatt caggagtcaa 
2340 

cttaccgtaa aagatccaat ttgtgcacat 
2400 

aggattgaca aaaattccac tgcttcttac 
2460 

tacaatccca agccaaaacc ttcaaatgaa 
2520 

atgactactt ataaaatagt gcctcccaaa 
2580 

gaaaccatag agtataaaga tgatcaggac 
2640 

gagaatgtga aagaaactgc catccaaaca 
2700 

gagccactgc caaaccttaa accgaagcct 
2760 

tctgtgagct cacctgatga tgccatggtt 
2820 

agagacactg gcacagctcc tcttgcacca 
2880 

tcaaaattta aatctcgggc ttcaaatgcc 
2940 

atgcagaaga gagtatcggg tcactatgtg 
3000 

gcccctaatc ctgctccaaa agaactgaca 
3060 

tctccggagc agactctttc tcccttaagt 
3120 

gttgaaaaaa ctgatgatga tgCcatcggt 
3180 

atagctccaa aacctgtgac aattcctgct 
3240 

ttgaaaactt ttggtgcccc acgaccatac 
3300 



gactcagccc ttggcaatgg tagtggagag 
gaaactaaaa gcacagatgg acaagaacca 
aagaaggcag ttgacagtat aagaaacttg 
caaaatgaaa taattgccta tccagagaac 
aaaacagaaa tcaatgtaga aggtgttgcc 
agaccatcaa actctgaggc acatgaaact 
ctagcagctt catcagtacc agatcaaaaa 
gatgcagcaa ttcagacaac cccttcttgt 
aatttatctg actccaaagt tgaagaatgt 
caacactcat gcttaagttc acaagattct 
ggcaccctaa ttatacattc agaagatccg 
ggtaatgatg atcttttgcc tcctgtagat 
ctaaagaatt acccacttta tagacaggac 
attacacgag agtatatacc caaaattggc 
tccttggaaa tatcgaaaga ctggcaatca 
atgcatgctt tagggaaaaa gcacactcat 
gaagattctg ctatttctga aagcccagaa 
aacctgagaa cagagcatca agtgcccagt 
agtcctctga aacctgctcc caaaatgaca 
aatttggaag aaataaacaa tattttggaa 
caggccaaac ccagctcttt ttttttgcag 
acatctgcag ctgccaagag tgtccatgct 
aataaagagg cagaaaggga tatgctgcct 
aaaatgcctc actctgttcc acaacccctt 
caggctcctg ctgaagcctc ccctcctccc 
agccaggtat ccacacaaaa tctgaagact 
tcaagttctg gtccttcacc gtttgctctt 
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gctgtagtga aaaggtcaca gtctttcagt 
3360 

gcattggtcc aacctccagc caacacagag 
3420 

gtggacatcc cacagcttgg tgtgtctgat 
3480 

aattcccaaa taccaactcc aactgatggc 
3540 

ttaacattcc aaagctctga cccagaacag 
3600 

tcgggagagg ctgctgccaa attgaaaagg 
3660 

aatggaaggt caagactcag ccattccatg 
3720 

ttaccctgcc acaccactgc acttcacttc 
3780 

attttggcaa atgtatattc agatgtacac 
3840 

tgtgttgtgg cttttaatgc cagaagaaaa 
3900 

tttgatcttt tttttgcctt aagagttgaa 
3960 

taaatgattt tcatttttta caaatgaaaa 
4020 

gcacattctc tacaatggtg acttagacaa 
4080 

atgacataca actaggacaa acatagatat 
4140 

aatatttata agttatatga aagcctgttt 
4200 

gataccaaat aagtatattc agttcaataa 
4260 

aagacttgcc ttgtgtattc tttatgtaat 
4320 

catagtattt taatatttta ttaacatgga 
4380 

attctacaat aattttaaat attttctgta 
4440 

cacattttat gtgccagaag ccttaaacat 
4500 

agttatttca catttgatat gtagagagga 
4560 

actttaaaga ctatttggaa gttccagaaa 
4620 

atagtcatta tatagttcag atgctaatat 
4680 

ctaaaactgt taagcaaaac aatgcccatt 
4740 

gcctgttggt gttctgtccc tactttaaga 
4800 

gttcaaacaa gatgatatta aatttgtttt 
4860 

gggatttttt tttcaattta ataaaagcaa 
4920 



aaagagcgca ccgagtcacc tagtgccagt 
gaagggaaga ctcattctgt aaataaattt 
aaggaaaata actctgcaca taatgaacag 
ccatcattca ctgttatgag acaaagttct 
atgcgacaga gtttgctgac tgcaatccgt 
gttaccattc catcaaatac aatatctgtg 
tcccctgatg cccaggacgg ccattaaatg 
cacttcagac caacttcata ctaatggaac 
taatatatta tctattaaaa tattagaatt 
gttaccagaa tttataattt atagtaattt 
tatgctgctt tagaacttta aaacaaggtg 
ataattcctt tgtattgatt tcacttacca 
aagtataaga ttcatagact ttatatttgt 
gacatttgct gcctcagtgt agcaattgga 
tgggctgaaa gaattattta gaaaactagt 
ttattttcaa tgatgaatca cttagtgtga 
tacaaatcac tgtcaatttt atgggaagct 
actcttgttt ttttaatctt tagaacttaa 
tataattatg acattgtcac acagaaatta 
ctttctgtga aaatgctgat atattgtgac 
ataggggtta gtttatgttt atattgaaaa 
ttctggtttt aattcaagta aaatgataaa 
tctaagtaat aacatatatc tacattgaag 
tgtcggctta cagctcttcc ggagtctaga 
atttaattgc tcacttattc tgaaagcttt 
cactaaaact actgggatat ctgcctcttg 
gttgtatatt tggggtgctt tttaaaatat 
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<210> 2930 

<2Z1> 1166 

<212> PRT 

<213> Homo sapiens 



<400> 2930 



Met 


Asp 


Gly 


Arg 


Thr 


Pro Arg Pro Gin Asp Ala 


Pro Ala Arg Arg 


Lys 


l 








5 






10 










15 




Pro 


Lys 


Ala 


Lys 


Ala 


Pro Leu Pro 


Pro 


Ala 


Glu 


Thr 


Lys 


Tyr 


Thr 


Asp 








20 






25 










30 






Val 


Ser 


Ser 


Ala 


Ala 


Asp Ser Val 


Glu 


Ser 


Thr 


Ala 


Phe 


He 


Met 


Glu 






35 






40 










45 








Gin 


Lys 


Glu 


Asn 


Met 


He Asp Lys 


Asp 


Val 


Glu 


Leu 


Ser 


Val 


Val 


Leu 




SO 








55 








60 










Pro 


Gly 


Asp 


He 


He 


Lys Ser Thr 


Thr 


Val 


His Gly Ser Lys 


Pro 


Met 


65 










70 






75 










80 


Met 


Asp 


Leu 


Leu 


He 


Phe Leu Cys Ala Gin Tyr His 


Leu 


Asn 


Pro 


Ser 










85 






90 










95 




Ser 


Tyr 


Thr 


He 


Asp 


Leu Leu Ser 


Ala 


Glu 


Gin 


Asn 


His 


He 


Lys 


Phe 








100 






105 










110 






Lys 


Pro 


Asn 


Thr 


Pro 


He Gly Met 


Leu 


Glu 


Val 


Glu 


Lys 


Val 


He 


Leu 






115 






120 










125 








Lys 


Pro 


Lys 


Met 


Leu 


Asp Lys Lys 


Lys 


Pro 


Thr 


Pro 


He 


He 


Pro 


Glu 




130 








135 








140 










Lys 


Thr 


Val 


Arg 


Val 


Val He Asn 


Phe 


Lys 


Lys 


Thr 


Gin 


Lys 


Thr 


He 


145 










150 






155 










160 


val 


Arg 


Val 


Ser 


Pro 


His Ala Ser 


Leu 


Gin 


Glu 


Leu 


Ala 


Pro 


He 


He 










165 






170 










175 




Cys 


Ser 


Lys 


Cys 


Glu 


Phe Asp Pro 


Leu 


His 


Thr 


Leu 


Leu 


Leu Lys 


Asp 








180 






185 










190 






Tyr 


Gin 


Ser 


Gin 


Glu 


Pro Leu Asp 


Leu 


Thr 


Lys 


Ser Leu Asn Asp 


Leu 






195 






200 










205 








Gly 


Leu 


Arg 


Glu 


Leu 


Tyr Ala Met Asp Val Asn Arg Glu Ser Cys 


Gin 




210 








215 








220 










lie 


Ser 


Gin 


Asn 


Leu 


Asp He Met Lys Glu Lys Glu Asn Lys Gly 


Phe 


225 










230 






235 










240 


Phe 


Ser 


Phe 


Phe 


Gin 


Arg Ser Lys 


Lys 


Lys Arg Asp Gin Thr Ala 


Ser 










245 






250 










255 




Ala 


Pro 


Ala 


Thr 


Pro 


Leu Val Asn 


Lys 


His 


Arg 


Pro 


Thr 


Phe 


Thr 


Arg 








260 






265 










270 






Ser 


Asn 


Thr 


He 


Ser 


Lys Pro Tyr 


He 


Ser 


Asn 


Thr 


Leu 


Pro 


Ser 


Asp 






275 






280 










285 








Ala 


Pro 


Lys 


Lys 


Arg 


Arg Ala Pro 


Leu 


Pro 


Pro 


Met 


Pro 


Ala 


Ser 


Gin 




290 








295 








300 










Ser 


Val 


Pro 


Gin 


Asp 


Leu Ala His 


He 


Gin 


Glu 


Arg 


Pro 


Ala 


Ser 


Cys 


305 










310 






315 










320 


He 


Val 


Lys 


Ser 


Met 


Ser Val Asp Glu Thr Asp Lys Ser Pro Cys 


Glu 










325 






330 










335 




Ala 


Gly 


Arg 


Val 


Arg 


Ala Gly Ser Leu Gin Leu Ser 


Ser 


Met 


Ser 


Ala 








340 






345 










350 






Gly 


Asn 


Ser 


Ser 


Leu 


Arg Arg Thr Lys 


Arg 


Lys 


Ala 


Pro 


Ser 


Pro 


Pro 






355 






360 










365 








Ser 


Lys 


lie 


Pro 


Pro 


His Gin Ser Asp 


Glu 


Asn 


Ser Arg Val 


Thr 


Ala 
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370 375 380 



Leu Gin 


Pro 


Val 


Asp Gly val 


Pro 


Pro 


Asp 


Ser 


Ala 


Ser 


Glu 


Ala 


Asn 


385 








390 










395 










400 


Ser Pro 


Glu 


Glu 


Leu 


Ser 


Ser 


Pro 


Glu 


Thr 


Phe 


His 


Pro 


Gly 


Leu 


Ser 








405 










410 










415 




Ser Gin 


Glu 


Gin 


Cys 


Thr 


Ala 


Pro 


Lys 


Leu 


Met 


Glu 


Glu 


Thr 


Ser 


Val 






420 










425 










430 






Phe Glu 


Cys 


Pro 


Gly Thr 


Pro 


Glu 


Ala 


Ala 


He 


Thr 


Ser 


Leu 


Thr 


Ser 




435 










440 










445 








Gly lie 


Ser 


Ser 


Asp 


Tyr 


Ser 


Leu 


Glu 


Glu 


He 


Asp 


Glu 


Lys 


Glu 


Glu 


450 










455 










460 










Leu Ser 


Glu 


val 


Pro 


Lys 


Val 


Glu 


Ala 


Glu 


Asn 


He 


Ser 


Pro 


Lys 


Ser 


465 








470 










475 










480 


Gin Asp 


He 


Pro 


Phe 


Val 


Ser 


Thr 


Asp 


He 


He 


Asn 


Thr 


Leu 


Lys 


Asn 








485 










490 










495 




Asp Pro 


Asp 


Ser 


Ala 


Leu Gly 


Asn 


Gly 


Ser 


Gly 


Glu 


Phe 


Ser 


Gin 


Asn 






500 










505 










510 






Ser Met 


Glu 


Glu 


Lys 


Gin 


Glu 


Thr 


Lys 


Ser 


Thr 


Asp 


Gly 


Gin 


Glu 


Pro 




515 










520 










525 








His Ser 


Val 


Val 


Tyr Asp Thr 


Ser 


Asn 


Gly 


Lys 


Lys 


Val 


Val 


Asp 


Ser 


530 










535 










540 










lie Arg 


Asn 


Leu 


Lys 


Ser 


Leu 


Gly 


Pro 


Asn 


Gin 


Glu 


Asn 


Val 


Gin 


Asn 


545 








550 










555 










560 


Glu He 


He 


Val 


Tyr 


Pro 


Glu 


Asn 


Thr 


Glu 


Asp 


Asn 


Met 


Lys 


Asn 


Gly 








565 










570 










575 




Val Lys 


Lys 


Thr 


Glu 


He 


Asn 


Val 


Glu 


Gly 


Val 


Ala 


Lys 


Asn 


Asn 


Asn 






580 










585 










590 






He Asp 


Met 


Glu 


Val 


Glu Arg 


Pro 


Ser 


Asn 


Ser 


Glu 


Ala 


His 


Glu 


Thr 




595 










600 










605 








Asp Thr 


Ala 


He 


Ser 


Tyr 


Lys 


Glu 


Asn 


His 


Leu 


Ala 


Ala 


Ser 


Ser 


Val 


610 










615 










620 










Pro Asp 


Gin 


Lys 


Leu 


Asn 


Gin 


Pro 


Ser 


Ala 


Glu 


Lys 


Thr 


Lys 


Asp 


Ala 


625 








630 










635 










640 


Ala He 


Gin 


Thr 


Thr 


Pro 


Ser 


Cys 


Asn 


Ser 


Phe 


Asp 


Gly 


Lys 


His 


Gin 








645 










650 










655 




Asp His 


Asn 


Leu 


Ser Asp 


Ser 


Lys 


Val 


Glu 


Glu 


Cys 


Val 


Gin 


Thr 


Ser 






660 










665 










670 






Asn Asn 


Asn 


He 


Ser 


Thr 


Gin 


His 


Ser 


Cys 


Leu 


Ser 


Ser 


Gin 


Asp 


Ser 




675 










680 










685 








Val Asn 


Thr 


Ser 


Arg 


Glu 


Phe 


Arg 


Ser 


Gin 


Gly 


Thr 


Leu 


He 


He 


His 


690 










695 










700 










Ser Glu 


Asp 


Pro 


Leu 


Thr 


Val 


Lys 


Asp 


Pro 


He 


Cys 


Ala 


His 


Gly 


Asn 


705 








710 










715 










720 


Asp Asp 


Leu 


Leu 


Pro 


Pro 


Val 


Asp 


Arg 


lie 


Asp 


Lys 


Asn 


Ser 


Thr 


Ala 








725 










730 










735 




Ser Tyr 


Leu 


Lys 


Asn Tyr 


Pro 


Leu 


Tyr 


Arg 


Gin 


Asp 


Tyr 


Asn 


Pro 


Lys 






740 










745 










750 






Pro Lys 


Pro 


Ser 


Asn 


Glu 


He 


Thr 


Arg 


Glu 


Tyr 


He 


Pro 


Lys 


He 


Gly 




755 










760 










765 








Met Thr 


Thr 


Tyr 


Lys 


He 


Val 


Pro 


Pro 


Lys 


Ser 


Leu 


Glu 


He 


Ser 


Lys 


770 










775 










780 










Asp Trp 


Gin 


Ser 


Glu 


Thr 


He 


Glu 


Tyr 


Lys 


Asp 


Asp 


Gin 


Asp 


Met 


His 


785 








790 










795 










800 


Ala Leu 


Gly 


Lys 


Lys 


His 


Thr 


His 


Glu 


Asn 


Val 


Lys 


Glu 


Thr 


Ala 


He 
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805 










810 










815 




Gin Thr 


Glu 


Asp 


Ser 


Ala 


He 


Ser 


Glu 


Ser 


Pro 


Glu 


Glu 


Pro 


Leu 


Pro 






820 










825 










830 






Asn Leu 


Lys 


Pro 


Lys 


Pro 


Asn 


Leu 


Arg 


Thr 


Glu 


His 


Gin 


Val 


Pro 


Ser 




835 










840 










845 








Ser Val 


Ser 


Ser 


Pro 


Asp 


Asp 


Ala 


Met 


Val 


Ser 


Pro 


Leu 


Lys 


Pro 


Ala 


850 










855 










860 










Pro Lys 


Met 


Thr 


Arg 


Asp 


Thr 


Gly 


Thr 


Ala 


Pro 


Phe 


Ala 


Pro 


Asn 


Leu 


865 








870 










875 










880 


Glu Glu 


He 


Asn 


Asn 


He 


Leu 


Glu 


Ser 


Lys 


Phe 


Lys 


Ser 


Arg 


Ala 


Ser 








885 










890 










895 




Asn Ala 


Gin 


Ala 


Lys 


Pro 


Ser 


Ser 


Phe 


Phe 


Leu 


Gin 


Met 


Gin 


Lys 


Arg 






900 










905 










910 






Val Ser 


Gly 


His 


Tyr 


val 


Thr 


Ser 


Ala 


Ala 


Ala 


Lys 


Ser 


Val 


His 


Ala 




915 










920 










925 








Ala Pro 


Asn 


Pro 


Ala 


Pro 


Lys 


Glu 


Leu 


Thr 


Asn 


Lys 


Glu 


Ala 


Glu 


Arg 


930 










935 










940 










Asp Met 


Leu 


Pro 


Ser 


Pro 


Glu 


Gin 


Thr 


Leu 


Ser 


Pro 


Leu 


Ser 


Lys 


Met 


945 








950 










955 










960 


Pro His 


Ser 


Val 


Pro 


Gin 


Pro 


Leu 


Val 


Glu 


Lys 


Thr 


Asp 


Asp 


Asp 


Val 








965 










970 










975 




He Gly 


Gin 


Ala 


Pro 


Ala 


Glu 


Ala 


Ser 


Pro 


Pro 


Pro 


He 


Ala 


Pro 


Lys 






980 










985 










990 






Pro Val 


Thr 


He 


Pro 


Ala 


Ser 


Gin 


Val 


Ser 


Thr 


Gin 


Asn 


Leu 


Lys 


Thr 




995 










1000 








1005 






Leu Lys 


Thr 


Phe 


Gly 


Ala 


Pro 


Arg 


Pro 


Tyr 


Ser 


Ser 


Ser Gly 


Pro 


Ser 


1010 








1015 








1020 








Pro Phe 


Ala 


Leu 


Ala 


Val 


val 


Lys 


Arg 


Ser 


Gin 


Ser 


Phe 


Ser 


Lys 


Glu 


1025 








1030 








1035 








104 


Arg Thr 


Glu 


Ser 


Pro 


Ser 


Ala 


Ser 


Ala 


Leu 


Val 


Gin 


Pro 


Pro 


Ala 


Asn 








1045 








1050 








1055 


Thr Glu 


Glu 


Gly 


Lys 


Thr 


His 


Ser 


Val 


Asn 


Lys 


Phe 


Val 


Asp 


He 


Pro 






1060 








1065 








1070 




Gin Leu Gly 


Val 


Ser Asp 


Lys 


Glu 


Asn 


Asn 


Ser 


Ala 


His 


Asn 


Glu 


Gin 




1075 








1080 








1085 






Asn Ser Gin He Pro Thr Pro Thr Asp Gly Pro Ser Phe Thr Val 


Met 


1090 








1095 








1100 








Arg Gin 


Ser 


Ser 


Leu 


Thr 


Phe 


Gin 


Ser 


Ser Asp 


Pro 


Glu 


Gin 


Met 


Arg 


1105 








1110 








1115 








112' 


Gin Ser 


Leu 


Leu 


Thr 


Ala 


He Arg Ser Gly Glu Ala Ala Ala Lys 


Leu 








1125 








1130 








1135 


Lys Arg 


Val 


Thr 


He 


Pro 


Ser 


Asn 


Thr 


He 


Ser Val Asn Gly Arg 


Ser 



1140 1145 1150 



Arg Leu Ser His Ser Met Ser Pro Asp Ala Gin Asp Gly His 
1155 1160 1165 

<210> 2931 

<211> 625 

<212> DNA 

<213> Homo sapiens 

<400> 2931 

ttactttcca cattgtctgc cctccatgga acacctgtct ctcctggtga tggaagcaac 
60 
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ccaatgtcca 
120 

ttagagatct 
180 

gtgttcttag 
240 

ctgttatttt 
300 

ggtgggggat 

360 

agccaggcca 
420 

ttccatggag 
480 

aagcagcagt 
S40 

tgcagaagct 
600 

cacagtgcac 
625 



ctttgctcct 
tcgaagccat 
gttcactctg 
tgtgctgagc 
ctagaactgg 
aaggagcaaa 
ggcagacaat 
ctctgctgat 
gtgcaaagag 
agtcccttca 



ttggcccggc 
attttctcca 
atgagttgcc 
tgaatgtttc 
gcttccctcg 
gtggacattg 
gtggaaagta 
aaaccagact 
agggcccaga 
cgcgt 



tcactcttct 
gatgttttgg 
atgaaatcaa 
ctacttgttg 
gggctgcctc 
ggttgcttcc 
acaagaaaaa 
cagtactgac 
agttgtgcag 



ccttaccctg 
gatgaggaga 
accaatctaa 
atctattagg 
caggagagaa 
atcaccagga 
aaggctagca 
tcatcatgtc 
aaatagcacc 



agatgtgctg 
cacaacaaca 
actgtcatct 
ctccagatgc 
gatatgtgtg 
gagacaggtg 
ctagattctg 
cccaggaacc 
agggtgcctg 



<210> 2932 

<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 2932 








Met Cys Glu 


Pro 


Gly Gin Arg 


Ser 


1 




5 




Ser Pro Gly 


Glu 


Thr Gly Val 


Pro 




20 






Asn Lys Lys 


Lys 


Arg Leu Ala 


Leu 


35 






40 


Asp Lys Pro 


Asp 


Ser Val Leu 


Thr 


SO 




55 




Lys Leu Cys 


Lys 


Glu Arg Ala Gin 


65 




70 




val Pro Ala 


Gin 


Cys Thr Val 


Pro 



85 



Lys Val Asp lie Gly Leu Leu Pro 

10 15 
Trp Arg Ala Asp Asn Val Glu Ser 
25 30 
Asp Ser Glu Ala Ala Val Ser Ala 

45 

His His Val Pro Arg Asn Leu Gin 
60 

Lys Leu Cys Arg Asn Ser Thr Arg 
75 80 

Ser Arg 
90 



<210> 2933 

<211> 688 

c212> DNA 

<213> Homo sapiens 

<400> 2933 

caattgcgcc aagaacttaa aacagtgaaa 
60 

gatgaggaaa ggatggtaca gagctctcct 
120 

cgagaaagtc aagaaacgac tagagaactt 
180 

gaaagaaata atgctacact gcaagcagag 
240 



aaaaattatg aagctctcaa acagagacaa 
ccaatatctg gtgaagacaa caaatgggag 
ctgaaagtta aagacagatt aattgaagta 
aagcaagcgt tgaaaactca actgaagcaa 
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cttgagacac agaacaataa tttgcaggct cagattcttg cacttcagag gcagacagtg 
300 

tcattacaag aacagaatac cactcttcaa acacagaatg ccaagcttca ggttgaaaat 
360 

tccaccctta attcccaaag tacctcactc atgaaccaga atgcccaact cctaatccag 
420 

cagtcttcct tagaaaatga aaatgaatct gtaatcaaag agcgagaaga cctaaaatct 
490 

ctctatgatt ctctgatcaa agatcatgaa aagctggaac ttcttcatga acgtcaggct 
540 

tcagagtatg aatctcttat ctctaaacat ggaactctga agtctgccca caaaaatctt 
600 

gaggtggaac atagagacct tgaagaccgt tacaatcagt tattaaaaca gaaaggacag 
660 

ttggaagatt tggaaaaaat gctcaaag 
688 

<210> 2934 
<211> 229 
<212> PRT 

<213> Homo sapiens 
<400> 2934 



Gin 


Leu 


Arg 


Gin 


Glu 


Leu 


Lys 


Thr 


Val 


Lys Lys 


Asn 


Tyr 


Glu 


Ala Leu 


1 








5 










10 








15 


Lys 


Gin 


Arg 


Gin 


Asp 


Glu 


Glu 


Arg 


Met 


Val Gin 


Ser 


Ser 


Pro 


Pro He 








20 










25 








30 




Ser 


Gly 


Glu 


Asp 


Asn 


Lys Trp Glu Arg Glu Ser Gin 


Glu 


Thr Thr Arg 






35 










40 








45 






Glu 


Leu 


Leu 


Lys 


Val 


Lys 


Asp 


Arg 


Leu 


He Glu 


Val 


Glu 


Arg 


Asn Asn 




50 










55 








60 








Ala 


Thr 


Leu 


Gin 


Ala 


Glu 


Lys 


Gin 


Ala 


Leu Lys 


Thr 


Gin 


Leu 


Lys Gin 


65 










70 








75 








80 


Leu 


Glu 


Thr 


Gin 


Asn 


Asn 


Asn 


Leu 


Gin 


Ala Gin 


He 


Leu 


Ala 


Leu Gin 










85 










90 








95 


Arg 


Gin 


Thr 


Val 


Ser 


Leu 


Gin 


Glu 


Gin 


Asn Thr 


Thr 


Leu 


Gin 


Thr Gin 








100 










105 








110 




Asn 


Ala 


Lys 


Leu 


Gin 


Val 


Glu 


Asn 


Ser 


Thr Leu 


Asn 


Ser 


Gin 


Ser Thr 






115 










120 








125 






Ser 


Leu 


Met 


Asn 


Gin 


Asn 


Ala 


Gin 


Leu 


Leu He 


Gin 


Gin 


Ser 


Ser Leu 




130 










135 








140 








Glu 


Asn 


Glu 


Asn 


Glu 


Ser 


Val 


He 


Lys 


Glu Arg 


Glu 


Asp 


Leu 


Lys Ser 


145 










150 








155 








160 


Leu 


Tyr 


Asp 


Ser 


Leu 


He 


Lys 


Asp 


His 


Glu Lys 


Leu 


Glu 


Leu 


Leu His 










165 










170 








175 


Glu 


Arg 


Gin 


Ala 


Ser 


Glu 


Tyr 


Glu 


Ser 


Leu He 


Ser 


Lys 


His 


Gly Thr 








180 










185 








190 




Leu 


Lys 


Ser 


Ala 


His 


Lys 


Asn 


Leu 


Glu Val Glu 


His 


Arg Asp 


Leu Glu 






195 










200 








205 






Asp 


Arg 


Tyr 


Asn 


Gin 


Leu Leu Lys Gin Lys Gly Gin 


Leu Glu Asp Leu 




210 










215 








220 








Glu 


Lys 


Met 


Leu 


Lys 





















225 
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<210> 2935 
<211> 1200 
<212> DNA 

<213> Homo sapiens 
<400> 2935 

ngacacaata gggcattcaa gtcactgggg aaatatggcc tcttttcctg gaccatttta 
60 

tttgaaggta tgggggaacg aaaaaaatac tattatggag tgcagtgcac agtttgcatg 
120 

aactctaaaa gataaagcaa gaaatgtcaa gtaggttttg cacattgggc tgctttaggc 
180 

tgtgccctct gattcttctg gtgtactcat gatactctcc cttggtgccc tccaggctga 
240 

cgcagccatt tacgttcaga gtgaaatggg ctgtgtggct gggattggga aaggccttgt 
300 

taaagctggg agaggtttgg tcatggtgac aggggacctg aaggcccagc tcctcttccc 
360 

tcttgccaat acagggacaa gttaaagaag aagaagaaag taaaggtaaa gatggaaaag 
420 

aaatccacgc cctctagggg ctcatcatcc aagtcgtcct caaggcagct aagcgagagc 
480 

ttcaagagca aagagtttgt gtctagtgat gagagctctt cgggagagaa caagagcaaa 
540 

aagaagagga ggaggagcga ggactctgaa gaagaagaac tagccagtac tccccccagc 
600 

tcagaggact cagcgtcagg atccgatgag tagaaacgga ggaaggttct ctttgcgctt 
660 

gccttctcac accccccgga agtcagcagg gaaacgcaga gaactcctat gaaccaccaa 
720 

aaggctgtaa atgatgaaac atgcaaagct agccacataa caccaagtgt ctttccttca 
780 

gcctctctcg gtaaagcatc atctcgaaag ccatttggga tcctttctcc aaatgttctg 
840 

tgcagtatga gtgggaagag tcctgtagag agcagcttga atgttaaaac caaaaagaat 
900 

gcaccatctg caacgatcca ccagggcgaa gaagaaggac cacttgatat ctgggctgtt 
960 

gtgaaacctg gaaataccaa ggaaaaaatt gcattctttg catcccacca gtgtagtaac 
1020 

aggataggat ctatgaaaat aaaaagttcc tgggatattg atgggagagc tactaagaga 
1080 

aggaaaaaat caggggatct taaaaaagcc aaggtacagg tggaaaggat gagggaggtt 
1140 

aacagcaggt gctaccaacc tgagcctttt gcatgtggca ttgagcactg ttctgtgcac 
1200 

<210> 2936 
<211> 109 
<212> PRT 

<213» Homo sapiens 
<400> 2936 

Ser Trp Glu Arg Phe Gly His Gly Asp Arg Giy Pro Glu Gly Pro Ala 
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1 5 
Pro Leu Pro Ser Cys Gin 
20 

Val Lys Val Lys Met Glu 
35 

Ser Lys Ser Ser Ser Arg 
50 

Phe Val Ser Ser Asp Glu 
65 70 
Lys Arg Arg Arg Ser Glu 

85 

Pro Pro Ser Ser Glu Asp 
100 

<210> 2937 
<211> 749 
<212> DNA 

<213> Homo sapiens 
<400> 2937 

nngaattcca gtgaaagtgg gagccttgaa gtcgtagaca gcagcgggga aatcattcac 
60 

cgagtcaaaa agctgacatg tcgggtaaaa attaaagaag caacggggct gcccttaaac 
120 

ctctcaaatt ttgtcttctg tcaatacaca ttctgggacc agtgtgagtc tacggtggct 
180 

gccccggtgg tggaccccga ggtgccttca ccacagtcca aggatgccca gtacacagtg 
240 

accttctccc actgtaagga ctatgtggtg aatgtaacag aagaatttct ggagttcatt 
300 

tcagatggag cactggccat tgaagtatgg ggccaccggt gtgctggaaa tggcagctcc 
360 

atctgggagg tcgattctct tcatgctaag acaagaacac tgcatgacag gtggaatgaa 
420 

gtaacgcgaa gaatagaaat gtggatctcc atattagaat tgaatgagtt aggagagtat 
480 

gctgcagtgg aacttcatca ggcaaaagat gtcaacacag gaggcatctt tcaacttaga 
540 

cagggtcatt cccgtagagt acaagtcacg gtgaaacctg tgcagcattc agggacactg 
600 

ccacttatgg ttgaagccat cctgtcagta tccatcggct gtgtaactgc caggtccacc 
660 

aaactccaaa gagggctgga cagttaccag agagatgatg aggatggtga tgatatggat 
720 

agttatcagg aagaagactt aaactgcag 
749 

<210> 2938 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 2938 

Xaa Asn Ser Ser Glu Ser Gly Ser Leu Glu Val Val Asp Ser Ser Gly 



10 

Tyr Arg Asp Lys Leu 
2S 

Lys Lys Ser Thr Pro 
40 

Gin Leu Ser Glu Ser 
55 

Ser Ser Ser Gly Glu 

75 

Asp Ser Glu Glu Glu 
90 

Ser Ala Ser Gly Ser 
105 



15 

Lys Lys Lys Lys Lys 
30 

Ser Arg Gly Ser Ser 
45 

Phe Lys Ser Lys Glu 
60 

Asn Lys Ser Lys Lys 

80 

Glu Leu Ala Ser Thr 
95 

Asp Glu 
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1 




5 








10 




15 


Glu 


He 


He His Arg Val 


Lys 


Lys 


Leu Thr Cys 


Arg Val Lys He Lys 






20 






25 






30 


GlU 


Ala 


Thr Gly Leu Pro 


Leu 


Asn 


Leu 


Ser 


Asn 


Phe Val Phe Cys Gin 






35 




40 








45 


Tyr Thr 


Phe Trp Asp Gin 


Cys 


GlU 


Ser 


Thr 


val 


Ala Ala Pro Val Val 




50 




55 










60 


Asp 


Pro 


Glu val Pro ser 


Pro 


Gin 


Ser 


Lys 


Asp 


Ala Gin Tyr Thr Val 


65 




70 










75 


80 


Thr 


Phe 


Ser His Cys Lys 


Asp 


Tyr 


Val 


Val 


Asn 


Val Thr Glu Glu Phe 






85 








90 




95 


Leu 


Glu 


Phe He Ser Asp 


Gly Ala 


Leu 


Ala 


He 


Glu Val Trp Gly His 






100 






105 






110 


Arg 


Cys 


Ala Gly Asn Gly 


Ser 


Ser 


He 


Trp 


Glu 


Val Asp Ser Leu His 






115 




120 








125 


Ala 


Lys 


Thr Arg Thr Leu 


His 


Asp Arg Trp Asn 


Glu Val Thr Arg Arg 




130 




135 










140 


He 


Glu 


Met Trp He Ser 


He 


Leu 


Glu 


Leu 


Asn 


Glu Leu Gly Glu Tyr 


145 




150 










155 


160 


Ala 


Ala 


Val Glu Leu His 


Gin 


Ala 


Lys Asp 


Val 


Asn Thr Gly Gly He 






165 








170 




175 


Phe 


Gin 


Leu Arg Gin Gly 


His 


Ser 


Arg Arg 


Val 


Gin Val Thr Val Lys 






180 






185 






190 


Pro 


Val 


Gin His Ser Gly 


Thr 


Leu 


Pro 


Leu 


Met 


Val Glu Ala He Leu 






195 




200 








205 


Ser 


val 


Ser He Gly Cys 


val 


Thr 


Ala 


Arg 


Ser 


Thr Lys Leu Gin Arg 




210 




215 










220 


Gly 


Leu 


Asp Ser Tyr Gin 


Arg 


Asp 


Asp 


Glu 


Asp 


Gly Asp Asp Met Asp 


225 




230 










235 


240 


Ser 


Tyr 


Gin Glu Glu Asp 


Leu 


Asn 


Cys 









245 



<210> 2939 

<211> 2405 

<212> DNA 

<213> Homo sapiens 

<400> 2939 

nncgtacgtc tccccactac cggttcccac cactgattct gggggcgaag gaaggagcca 
60 

gagtgcaatt gcagatccag accccagagt cagaaggagt gagaaccctg acccctaatc 
120 

ccactgcatc cagccaatag gagcccagcc accatggcgg agctgcagga ggtgcagatc 
160 

acagaggaga agccactgtt gccaggacag acgcctgagg cggccaagac tcactctgtg 
240 

gagacaccat acggctctgt cactttcact gtctatggca cccccaaacc caaacgccca 
300 

gcgatcctta cctaccacga tgtgggactc aactataaat cttgcttcca gccactgttt 
360 

cagttcgagg acatgcagga aatcattcag aactttgtgc gggttcatgt ggatgcccct 
420 

ggaatggaag agggagcccc tgtgttccct ttgggatatc agtacccatc tctggaccag 
480 
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cttgcagaca tgatcccttg cgtcctgcag 
540 

ggtgttggag ccggagccta catcctggcg 
600 

gaaggtcctg tcctcatcaa cattgatccc 
660 

cacaagctaa caggcctcac ctcttccatt 
720 

caggaagagc tctctggaaa ttctgagctg 
780 

gcacccaacc tggataacat tgaattgtac 
840 

aactttgagc gtggaggtga tatcaccctc 
900 

caagcacctc atgaagatgc agtggtggaa 
960 

tcgttcccca agatggctga ctccggaggt 
1020 

accgaggcct tcaagtactc cctgcaaggc 
1080 

cgcctgtccc ggtctcgtac agcctctctg 
1140 

tcccgctctc gcaccctgtc ccagagcagc 

1200 

gggcacacca tggaggtctc ctgttgaatg 
1260 

ctcacctccc ccagagctaa cctgggaggt 
1320 

gggaaaaagg gcagatcatg cggggagatg 
1380 

gacctttaac ccgtgattcc ccccagctcc 

1440 

cccagacccc taaattctcc tcctccccca 
1500 

atcctccgcc ctgatctagg tgtctatagc 
1560 

ggtgcctcca tcagactctc cctacttgtc 
1620 

tggggctcca ttcaccaaag ctgaggtggc 
1680 

tatggaccta cgtgaatgtg tgtcaggggg 

1740 

atgtgataga aacatccagt gtaaaaagga 
1800 

gagtgtgggg aaggattggt gctggggcaa 
1860 

ctaactttgg tagctcagtg tgcatctaga 
1920 

tgggctgctt ggggcttggc atagggtgga 
1980 

tagtatgtgt ggagggtgcc ctcccgtctc 
2040 

gaggaatcaa agatcaaggt catctccccg 
2100 



tacctaaatt tctctacaat aattggagtc 
agatatgctc ttaaccaccc ggacactgtt 
aatgccaagg gttggatgga ttgggcagcc 
ccggagatga tccttggaca tcttttcagc 
atacaaaagt acagaaatat cattacacat 

i 

tggaacagct acaacaaccg ccgagacctg 
aggtgtcctg tgatgctggt ggtaggagac 
tgcaactcaa aactggaccc cacccagacc 
cagccccagc tgactcagcc aggcaagctg 
atgggctaca tggcctcatc ctgcatgact 
accagtgcag catccgttga tggcaaccgg 
gagtctggaa ctctttcttc ggggcccccg 
gcccttgttg ccctagagtg ggacccagcc 
gctgaagggg cattgggcca ccgtaagcaa 
accttgatct ttgattgcta ccctaacctt 
tggaagagat gtcctaatat ctcttaggga 
ttttggtgtt aaggtggaga gggcatatgc 
tgaggggtaa gaggttgttg tagttgtcct 
ccatatttgc aaggggaggg gatttggggc 
ttctcattaa ccctttagga ctctgaaggg 
agacttgctg gtgggttagt ggtcctcagg 
agttggaatg ggagttggcg ggcagtgaac 
caggaagggg cctggggccg tttggctgca 
gtgggactgg ggagggagct aagcttgggc 
aagggctacc ctggggctct gaccacactg 
ccacaacttc tgctacaaca ataaactgta 
catgatctgc cctttttccc ttgcttacgg 
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tgaaccaatg tcccttcagc acctcccagg ttagatatgg gggaggtgag ggctgggtcc 
2160 

cactctatgg caacaagggc aattcaacag gagacctcca tggttttcca cgggggcccc 
2220 

gaagaaagat ttccagactc gactgctctg ggaccagggt gtcatgagcg taaaatgggc 
2260 

aagggagagc gggcggaggg ccccgaggtg gcagcagggg tcagggaagt gggcttccga 
2340 

gtgccctctg ttgaaattgt caccccacag ctgcccgccg tggaaattga ggaagggttt 

2400 

ttttt 

2405 

<210> 2940 

<211> 357 

<212> PRT 

<213> Homo sapiens 



<400> 2940 



Met 


Ala 


Glu 


Leu 


Gin 


Glu 


Val 


Gin 


He 


Thr Glu Glu Lys Pro 


Leu Leu 


1 








5 










10 


15 


Pro 


Gly 


Gin 


Thr 


Pro 


Glu 


Ala 


Ala 


Lys 


Thr His Ser Val Glu 


Thr Pro 








20 










25 


30 




Tyr 


Gly 


Ser 


Val 


Thr 


Phe 


Thr 


Val 


Tyr 


Gly Thr Pro Lys Pro 


Lys Arg 






35 










40 




45 




Pro 


Ala 


He 


Leu 


Thr 


Tyr 


His 


Asp 


Val 


Gly Leu Asn Tyr Lys 


Ser Cys 




50 










55 






60 




Phe 


Gin 


Pro 


Leu 


Phe 


Gin 


Phe 


Glu 


Asp 


Met Gin Glu He He 


Gin Asn 


65 










70 








75 


80 


Phe 


Val 


Arg 


Val 


His 


val 


Asp 


Ala 


Pro 


Gly Met Glu Glu Gly Ala Pro 










85 










90 


9S 


Val 


Phe 


Pro 


Leu 


Gly 


Tyr 


Gin 


Tyr 


Pro 


Ser Leu Asp Gin Leu Ala Asp 








100 










105 


110 




Met 


He 


Pro 


Cys 


Val 


Leu 


Gin 


Tyr 


Leu 


Asn Phe Ser Thr He 


He Gly 






115 










120 




125 




Val 


Gly 


Val 


Gly 


Ala 


Gly 


Ala 


Tyr 


He 


Leu Ala Arg Tyr Ala Leu Asn 




130 










135 






140 




His 


Pro 


Asp 


Thr 


val 


Glu 


Gly 


Leu 


Val 


Leu He Asn He Asp 


Pro Asn 


145 










150 








155 


160 


Ala 


Lys 


Gly 


Trp 


Met 


Asp 


Trp 


Ala 


Ala 


His Lys Leu Thr Gly 


Leu Thr 










16 5 










170 


175 


Ser 


Ser 


He 


Pro 


Glu 


Met 


He 


Leu 


Gly 


His Leu Phe Ser Gin 


Glu Glu 








180 










185 


190 




Leu 


Ser 


Gly 


Asn 


Ser 


Glu 


Leu 


He 


Gin 


Lys Tyr Arg Asn He 


He Thr 






195 










200 




205 




His 


Ala 


Pro 


Asn 


Leu 


Asp 


Asn 


He 


Glu 


Leu Tyr Trp Asn Ser 


Tyr Asn 




210 










215 






220 




Asn 


Arg 


Arg 


Asp 


Leu 


Asn 


Phe 


Glu 


Arg 


Gly Gly Asp He Thr 


Leu Arg 


225 










230 








235 


240 


Cys 


Pro 


Val 


Met 


Leu 


Val 


Val 


Gly 


Asp 


Gin Ala Pro His Glu Asp Ala 










245 










250 


255 


Val 


Val 


Glu 


Cys 


Asn 


Ser 


Lys 


Leu 


Asp 


Pro Thr Gin Thr Ser 


Phe Leu 








260 










265 


270 




Lys 


Met 


Ala 


Asp 


Ser 


Gly 


Gly 


Gin 


Pro 


Gin Leu Thr Gin Pro Gly Lys 
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275 280 285 

Leu Thr Glu Ala Phe Lys Tyr Phe Leu Gin Gly Met Gly Tyr Met Ala 

290 295 300 

Ser Ser Cys Met Thr Arg Leu Ser Arg Ser Arg Thr Ala Ser Leu Thr 
305 310 315 320 

Ser Ala Ala Ser Val Asp Gly Asn Arg Ser Arg Ser Arg Thr Leu Ser 

325 330 335 

Gin Ser Ser Glu Ser Gly Thr Leu Ser Ser Gly Pro Pro Gly His Thr 

340 345 350 

Met Glu Val Ser Cys 
355 

<210> 2941 
<211> 847 
<212> DNA 

<213> Homo sapiens 
<400> 2941 

nacgcgttgt cgtctctccg ggccctgggc agccaggatc ttcctctggg cggcaatgcg 
60 

ccctgcatcc tgcagctgga tcttcagcat ctccatgggc gtggtcacga tcacctggca 
120 

ggtgccagcc ccacagcccg ccagcatctc tttaagcagg gtcagctctc ggcccagggg 
180 

ggtgcccagc cctcagtgga ggctccagct gcccctcggc ccacggccac ccagctgacc 
240 

cgcgacctgc tgcggagccg tggcattgcc ggtctctaca agggactcgg ggccacgctg 
300 

ctcagggatg tccccttctc tgtggtgtac ttcccgctct ttgccaacct gaaccagctg 
360 

ggccgcccgg cgtccgagga gaagtcgcct ttctacgtgt ccttcctggc cggctgtgtg 
420 

gctgggagtg ccgccgctgt ggccgtcaac ccctgtgatg tggtgaagac gcggctccag 
480 

tcacttcagc gaggcgtcaa cgaggacacc tactctggga tcctggactg tgccaggaag 
540 

atcctgcggc acgagggccc ctcggccttc ctgaagggcg cctactgccg cgcgctggtc 
600 

atcgcgcccc ttttcggcat cgcacaggtg gtctacttcc tgggcatcgc ggagtccctg 
660 

ctggggctgc tgcaggaccc ccaggcctga gcccagcacc cgctccaccc cagccagctg 
720 

ggcagggccg gtgtggggct ggagccaggc agctagccca ggacggagca agggaagacc 
780 

cctccccagc cctcccgtcg gcaggggcag cagggggcag ggtgcagggt ccacataggt 
840 

ggtgcac 
847 

<210> 2942 
<211> 229 
<212> PRT 

<213> Homo sapiens 
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<400> 2942 
Xaa Ala Leu 
1 

Gly Gly Asn 

Gly Arg Gly 
35 

His Leu Phe 
50 

Ser val Glu 
65 

Arg Asp Leu 

Gly Ala Thr 

Leu Phe Ala 
115 

Ser Pro Phe 

130 
Ala Ala Val 
145 

Ser Leu Gin 

Cys Ala Arg 

Gly Ala Tyr 
195 

Gin Val Val 

210 
Gin Asp Pro 
225 



Ser Ser 
5 

Ala Pro 
20 

His Asp 

Lys Gin 

Ala Pro 

Leu Arg 

85 
Leu Leu 
100 

Asn Leu 

Tyr Val 

Ala Val 

Arg Gly 
165 
Lys lie 
180 

Cys Arg 
Tyr Phe 
Gin Ala 



Leu Arg Ala Leu 

Cys lie Leu Gin 
25 

His Leu Ala Gly 
40 

Gly Gin Leu Ser 
55 

Ala Ala Pro Arg 
70 

Ser Arg Gly He 

Arg Asp Val Pro 
105 

Asn Gin Leu Gly 
120 

Ser Phe Leu Ala 
135 

Asn Pro Cys Asp 
150 

Val Asn Glu Asp 

Leu Arg His Glu 
185 

Ala Leu Val He 
200 

Leu Gly lie Ala 
215 



Gly Ser 
10 

Leu Asp 
Ala Ser 
Ala Gin 

* 

Pro Thr 

75 
Ala Gly 
90 

Phe Ser 

Arg Pro 

Gly Cys 

val Val 
155 
Thr Tyr 
170 

Gly Pro 
Ala Pro 
Glu Ser 



Gin 


Asp 


Leu Pro 


Leu 






15 




Leu 


Gin 


His Leu 


His 






30 




Pro 


Thr 


Ala Arg 


Gin 




45 






Gly 


Gly 


Ala Gin 


Pro 


60 








Ala 


Thr 


Gin Leu 


Thr 








80 


Leu 


Tyr 


Lys Gly 


Leu 






95 




Val 


Val 


Tyr Phe 


Pro 






110 




Ala 


Ser 


Glu Glu 


Lys 




125 






Val 


Ala 


Gly Ser 


Ala 


140 








Lys 


Thr 


Arg Leu 


Gin 








160 


Ser 


Gly 


He Leu 


Asp 






175 




Ser 


Ala 


Phe Leu 


Lys 






190 




Leu 


Phe 


Gly He 


Ala 




205 






Leu 


Leu 


Gly Leu 


Leu 



220 



<210> 2943 

<211> 1501 

<212> DNA 

<213> Homo sapiens 



<400> 2943 
tccggatttt 
60 

agagcctgca 
120 

tctagtgttt 
180 

cccaaggctc 
240 

tccattgaca 
300 

aagaagatga 
360 

aagcaaaaga 
420 

aacgccaatt 
480 



cagccgggtc 
ggggccggaa 
gggtttcttc 
cgccgcccag 
agaagatttc 
gagagggtcc 
ggatgtatga 
ataccatcca 



ttccggggat 
gtcgaggcgg 
gcggctgctc 
cctgactgac 
tcgattggat 
tgcaaagaat 
gcagcagcgg 
gtctttgaag 



ggagagcaaa 
gagtgactct 
aagatgaacc 
tgcattggca 
gctgagctag 
atggtcaagc 
gacaatcttg 
gacaccaaga 



aggacttggc 
gcttccgttt 
gactcttcgg 
cggtggacag 
tgaagtataa 
agaaagcctt 
ccaacagtca 
ccacggttga 



gctctcggag 
ctggttttgc 
gaaagcgaaa 
tagagcagaa 
ggatcagatc 
gcgagtttta 
ttcaacatgg 
tgctatgaaa 
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ctgggagtaa aggaaatgaa gaaggcatac aagcaagtga agatcgacca gattgaggat 
540 

ttacaagacc agctagagga tatgatggaa gatgcaaatg aaatccaaga agcactgagt 
600 

cgcagttatg gcaccccaga actggatgaa gatgatttag aagcagagtt ggatgcacta 
660 

ggtgatgagc ttctggctga tgaagacagt tcttatttgg atgaggcagc atctgcacct 
720 

gcaattccag aaggtgttcc cactgataca aaaaacaagg atggagttct ggtggatgaa 
780 

tttggattgc cacagatccc tgcttcatag atttgcatca ttcaagcata tcttgtaaaa 
840 

caaacacata ttatgggact aggaaatatt tatctttcca aatttgccat aacagattta 
900 

ggtttctttc ctttctttga aggaaagttt aattacattg ctcttttatt ttttccatta 
960 

agagactcat tgcttgggaa atgctttctt cgtactaaaa tttgattcct ttttttctta 
1020 

tgaaaaacga actcagttta aaagtatttt tagctcgtat gacttgtttt cattcattaa 
1080 

taataatttg aaataaaact aaggaaatgg aatcttaaaa gtctatgaca gtgtaactct 
1140 

acagtctcaa aatgacctga taaattgata agacaaagat gagattattg gggctgttca 
1200 

tattatgatt cagaatcatt ttctattgtg gtattatagg ttggttaaag tgatggcctt 
1260 

tttgatgggt tttgttgtgt cttgtgaaca agtcgttact gtgtccatta ttggaatgga 
1320 

attatcacta ctgtatcatg agtgggtatt ttgattctat ggttccctca gtattacatc 
1380 

ttgacttgta atcaattatg aatatttctt gatatttaat gtataggaca tttatttata 

1440 

ctcaataaat atttttcaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1500 

a 

1501 

<210> 2944 

<211> 218 

<212> PRT 

<213> Homo sapiens 

<400> 2944 

Met Asn Arg Leu Phe Gly Lys Ala Lys Pro Lys Ala Pro Pro Pro Ser 

15 10 15 

Leu Thr Asp Cys lie Gly Thr Val Asp Ser Arg Ala Glu Ser lie Asp 

20 25 30 

Lys Lys lie Ser Arg Leu Asp Ala Glu Leu Val Lys Tyr Lys Asp Gin 

35 40 45 

He Lys Lys Met Arg Glu Gly Pro Ala Lys Asn Met Val Lys Gin Lys 

50 55 60 

Ala Leu Arg Val Leu Lys Gin Lys Arg Met Tyr Glu Gin Gin Arg Asp 
65 70 75 80 

Asn Leu Ala Asn Ser His Ser Thr Trp Asn Ala Asn Tyr Thr lie Gin 
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85 




90 




95 




Ser 


Leu 


Lys 


Asp 


Thr 


Lys Thr 


Thr Val Asp Ala 


Met Lys Leu Gly 


Val 








100 






105 




110 




Lys 


Glu 


Met 


Lys 


Lys Ala Tyr 


Lys Gin Val 


Lys 


He Asp Gin He 


Glu 






115 








120 




125 




Asp 


Leu 
130 


Gin 


Asp 


Gin 


Leu Glu 
135 


Asp Met Met 


Glu 


Asp Ala Asn Glu 
140 


He 


Gin 


Glu 


Ala 


Leu 


Ser 


Arg Ser 


Tyr Gly Thr 


Pro 


Glu Leu Asp Glu 


Asp 


145 










ISO 




155 




160 


Asp 


Leu 


Glu 


Ala 


Glu 


Leu Asp 


Ala Leu Gly Asp 


Glu Leu Leu Ala 


Asp 








165 




170 




175 




Glu Asp 


Ser 


Ser 


Tyr 


Leu Asp 


Glu Ala Ala 


Ser 


Ala Pro Ala He 


Pro 








180 






185 




190 




Glu Gly 


val 


Pro 


Thr 


Asp Thr 


Lys Asn Lys 


Asp 


Gly Val Leu Val 


Asp 






195 








200 




205 




Glu 


Phe 
210 


Gly 


Leu 


Pro 


Gin He 
21S 


Pro Ala Ser 









<210> 2945 
<211> 3331 
<212> DNA 

<213> Homo sapiens 
<400> 2945 

nngcggcggt tagctcccag ttcggcctct gaggaaaacg ggcgttcgcc tgcggttggt 
60 

ccgactgtta gcaacatgag cggcctggat ggggtcaaga ggaccactcc cctccaaacc 
120 

cacagcatca ttatttctga ccaagtcccg agcgaccagg acgcacacca gtacctgagg 
180 

ctccgcgacc aaagcgaggc gacacaggtg atggcggagc cgggtgaggg aggctcggag 
240 

accgtcgcgc tcccgcctcc accgccttca gaggaggggg gcgtacccca ggatgccgcg 
300 

ggccgtggcg gtactcccca gatccgagtt gttgggggtc gcggtcatgt ggcgatcaaa 
360 

gccgggcagg aagagggcca gcctcccgcc gaaggcctgg cagccgcttc tgtggtgatg 
420 

gcagccgacc gcagcctgaa aaagggcgtt cagggtggag agaaggccct agaaatctgt 
480 

ggcgcccaga gatccgcgtc tgagctgacg gcgggggcgg aggctgaggc ggaggaggtg 
540 

aagacaggaa agtgcgccac cgtctcagca gccgtggctg agagggagag cgctgaggtg 
600 

gtggtgaagg aaggcctggc ggagaaggag gtaatggagg agcagatgga ggtagaggag 
660 

cagccgccag aaggtgaaga aatagaagtg gcggaggagg atagattgga ggaggaggcg 
720 

agggaggaag aagggccctg gcctttgcat gaggctctcc gcatggaccc tctggaggcc 
780 

atccagctgg aactggacac tgtgaatgct caggccgaca gggccttcca acagctggag 
840 

cacaagtttg ggcggatgcg tcgacactac ctggagcgga ggaactacat cattcagaat 
900 
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atcccgggct tctggatgac 
960 

ggccaagatg cagagatgtt 
1020 

cctagaaccg gctgcaagtt 
1080 

ctgattgtca aggaatatga 
1140 

attatatggc gcagggggca 
1200 

tgcagcttct tcacttggtt 
1260 

attattaaag aggatctgtg 
1320 

cgtagagccc gacgtcgccc 
1380 

cagtctggtt aacatttgcc 
1440 

ctggacctgt gcttgggcat 
1500 

acttttctgc accctgtttc 
1560 

tggtgggtat gcttctccac 
1620 

acgaggtcat ccttcacact 
1680 

tttatctgca ctgcttggac 
1740 

tggatttcta gctttgggag 

ieoo 

acatgccctg tggacagtta 
1860 

cttgttctgt gtgatttatg 
1920 

tgctacctgc cctacattgg 
1980 

ttttttttct tctttttttt 

2040 

gtgcagcggc gcgatctcgg 
2100 

tgcctcagcc tcccgagtag 
2160 

tatactttta gtagagacgg 
2220 

tcgtgatccg ccctccttag 
2280 

tttgtaaaag caaggttttt 
2340 

ggcctgtaaa atagagtgct 
2400 

tcctagccct cttatcaact 
2460 

aggtgcccta agcaggagaa 
2520 



tgcttttcga aaccaccccc 
aaggtacata accaatttag 
caagttcttc tttagaagaa 
ggtaagatcc tccggccgag 
tgaaccccag tccttcattc 
ttcagaccac agccttccag 
gccaaatcca ctgcaatact 
gctaagggag cctgtagaga 
cttgggaata ctcctgcaca 
cagcaatgag tatgccttct 
ctttggatat tcagttctct 
ttccatatga ccttcatgct 
acttgtaagc caagcaaatg 
cctgtttatt cccagggcct 
cctgttccac ctactcagct 
ctggacgtta atgaactcag 
gtacttcatt gctcttcctt 
ctcctgccaa ggtccctctc 
gagacggagg acggagtctt 
ctcactgcaa cctccacctc 
ctgggactac aggcgcgcgc 
ggtttcacca tgctggccag 
cctcccaatc ctctcttaaa 
atttcatttt ggctctgtca 
agagctctta cgcccctccc 
cctagaatag ttaaagagag 
actgaacaaa aggctagagg 



agttgtccgc catgattagg 
aggtgaagga acCcagacac 
acccctactt cagaaacaag 
tggtgtctct ttctactcca 
gcagaaacca agacctcatc 
agtccgacaa aattgctgag 
acctgttgcg tgaaggagtc 
tccccaggcc ctttgggttc 
aggtctccta ccaccttctg 
attgtgcttt gtttttgctg 
caacctcaag attgagacgg 
gttctggaat atcacatgct 
atactgtaga ttgtactgcc 
ctgaactggt tgctgtcact 
ctgcattgag cagtatgggc 
aggagaaaag cagtgagcca 
cacctctagt cactttctat 
tctccctgtt ttcctttttt 
gctctgtcgc ccaggttgga 
ccgggttcaa gcgattctcc 
cgccacgccc ggctaatttt 
gctggtctcg aaccccgatc 
aaagtgatag ctcagaaaca 
ttttcagagg caaagaagtt 
cttcttccca acttcctact 
acacatctag atgggatgaa 
catgggccag gtaaaaattg 
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ggcctagagt gaagactgtg ctgtcgttaa gagctttcga ggaaggagta cttactcccc 
2580 

aatgatgatg aatggaaaaa tacttttcag ggagaattga aggggttaaa gtgttaaata 
2640 

tgttgcctag acaagggttc tttaaagaaa gacagcgcaa ctttgaatgc tttcttactt 
2700 

gttttgtgac ctaatttatg tggaagattg ttatttcatt aggatttagt aaaatttttt 
2760 

tttctgattc taaacttatt gtgaaaattg agctgtacag atattctttt gatttcaatt 
2820 

gggaacattt ggaagaacaa cagtcttact tgcctgtaca atatagagac atatgaatag 
2860 

tcataacagt tttcaacttg ttcttgtttc tgttaaacta tattcctaga aacatagttt 
2940 

gaacaacttg gtctttgtta ggcttgtcaa attgccttca tggaaaaata atctacaaaa 
3000 

gtatggttta attgattgtc ttacatgata attttccctg gtaacaactt agtaagtgat 
3060 

atatcttttt tcctaaattg cttaaatact gcgaaattgc tctgacaaat tggaagtgta 
3120 

ccattggcat atttgtcttc ctttttatgc atgatggtaa aataaaagca tgttgttctg 
3180 

ctagatttct tatttttcac cttacccata aatgtaatgc ttgaatgaag ttgttcatat 
3240 

taattaaaaa ttatggaatc attaaagtcc tttaatccat taaagttctt aatggattaa 
3300 

aatcattaaa gttcttaatg gattaaaatc a 
3331 

<210> 2946 
<211> 463 
<212> PRT 

<213> Homo sapiens 



<400> 2946 



Xaa 


Arg 


Arg Leu 


Ala 


Pro 


Ser 


Ser 


Ala 


Ser Glu Glu Asn Gly Arg Ser 


l 






5 










10 15 


Pro 


Ala 


Val Gly 


Pro 


Thr 


Val 


Ser 


Asn 


Met Ser Gly Leu Asp Gly Val 






20 










25 


30 


Lys 


Arg 


Thr Thr 


Pro 


Leu 


Gin 


Thr 


His 


Ser He He He Ser Asp Gin 






35 








40 




45 


Val 


Pro 


Ser Asp 


Gin 


Asp 


Ala 


His 


Gin 


Tyr Leu Arg Leu Arg Asp Gin 




50 








55 






60 


Ser 


Glu 


Ala Thr 


Gin 


val 


Met 


Ala 


Glu 


Pro Gly Glu Gly Gly Ser Glu 


65 








70 








75 80 


Thr 


Val 


Ala Leu 


Pro 


Pro 


Pro 


Pro 


Pro 


Ser Glu Glu Gly Gly Val Pro 








85 










90 95 


Gin 


Asp 


Ala Ala 


Gly 


Arg 


Gly 


Gly 


Thr 


Pro Gin He Arg Val Val Gly 






100 










105 


110 


Gly 


Arg 


Gly His 


Val 


Ala 


He 


Lys 


Ala 


Gly Gin Glu Glu Gly Gin Pro 






115 








120 




125 


Pro 


Ala 


Glu Gly 


Leu 


Ala 


Ala 


Ala 


Ser 


Val Val Met Ala Ala Asp Arg 




130 








135 






140 


Ser 


Leu 


Lys Lys 


Gly 


Val 


Gin 


Gly 


Gly 


Glu Lys Ala Leu Glu He Cys 
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145 








150 




155 






160 


Gly Ala 


Gin 


Arg 


Ser 


Ala Ser Glu Leu Thr Ala Gly 


Ala 


Glu Ala Glu 






165 




170 








175 


Ala Glu 


Glu 


Val 


Lys 


Thr Gly Lys Cys 


Ala 


Thr 


Val 


Ser 


Ala Ala Val 






180 




185 










190 


Ala Glu 


Arg 


Glu 


Ser 


Ala Glu Val Val 


Val 


Lys 


Glu 


Gly Leu Ala Glu 




195 






200 








205 




Lys Glu 


Val 


Met 


Glu 


Glu Gin Met Glu 


Val 


Glu 


Glu 


Gin 


pro Pro Glu 


210 








215 






220 






Gly Glu 


Glu 


He 


Glu 


Val Ala Glu Glu Asp Arg 


Leu 


Glu 


Glu Glu Ala 


225 








230 




235 






240 


Arg Glu 


Glu 


Glu Gly 


Pro Trp Pro Leu 


His 


Glu Ala 


Leu Arg Met Asp 






245 




250 








255 


Pro Leu 


Glu 


Ala 


He 


Gin Leu Glu Leu Asp Thr Val 


Asn 


Ala Gin Ala 






260 




265 










270 


Asp Arg 


Ala 


Phe 


Gin 


Gin Leu Glu His 


Lys 


Phe Gly 


Arg 


Met Arg Arg 




275 






280 








285 




His Tyr 


Leu 


Glu Arg 


Arg Asn Tyr He 


He 


Gin 


Asn 


He 


Pro Gly Phe 


290 








295 






300 






Trp Met 


Thr 


Ala 


Phe 


Arg Asn His Pro 


Gin 


Leu 


Ser 


Ala 


Met He Arg 


305 








310 




315 






320 


Gly Gin 


Asp 


Ala 


Glu 


Met Leu Arg Tyr 


He 


Thr 


Asn 


Leu 


Glu Val Lys 








325 




330 








335 


Glu Leu 


Arg 


His 


Pro 


Arg Thr Gly Cys 


Lys 


Phe 


Lys 


Phe 


Phe Phe Arg 






340 




345 










350 


Arg Asn 


Pro 


Tyr 


Phe 


Arg Asn Lys Leu 


He 


Val 


Lys 


Glu 


Tyr Glu Val 




355 






360 








365 




Arg Ser 


Ser 


Gly Arg 


Val val Ser Leu 


Ser 


Thr 


Pro 


He 


He Trp Arg 


370 








375 






380 






Arg Gly 


His 


Glu 


Pro 


Gin Ser Phe He Arg Arg Asn 


Gin Asp Leu He 


385 








390 




395 






400 


Cys Ser 


Phe 


Phe 


Thr 


Trp Phe Ser Asp 


His 


Ser 


Leu 


Pro 


Glu Ser Asp 






405 




410 








415 


Lys lie 


Ala 


Glu 


He 


He Lys Glu Asp Leu Trp Pro 


Asn 


Pro Leu Gin 






420 




425 










430 


Tyr Tyr 


Leu 


Leu Arg 


Glu Gly Val Arg Arg Ala Arg 


Arg 


Arg Pro Leu 




435 






440 








445 




Arg Glu 


Pro 


Val 


Glu 


He Pro Arg Pro 


Phe 


Gly Phe 


Gin 


Ser Gly 


450 








455 






460 







<210> 2947 
<211> 997 
<212> DNA 

<213> Homo sapiens 
<400> 2947 

nacgcgtccg ccgccgtgcc cgtcgccatg aaccgcttca gggtgtccaa gttccggcac 
60 

accgaggctc ggccgccccg ccgcgagtcc tggatcagtg acattcgagc aggaaccgcc 
120 

ccttcatgca ggaaccacat caaatcaagc tgcagcttga tcgccttcaa ctccgaccgt 
180 

cctggtgtac tgggcattgt gcctctgcaa ggccaaggag aggacaagcg acgcgtggcc 
240 
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cacctgggct gccattcaga cctagtcacc gacttggact tctcgccctt tgatgacttc 
300 

ctcctggcca caggctcggc tgacaggacg gtaaaactct ggcgactgcc agggcctggc 
360 

caggccctgc cctcagcacc cggggtggtg ctgggccccg aggacctccc agtggaggta 
420 

ctgcagttcc accccacctc tgacggcatt ctggtgagcg cagcaggcac cactgtgaag 
480 

gtctgggacg cagccaagca gcagcccctg acagagctgg cagcccatgg ggacctggtg 
540 

cagagcgccg tctggagccg agatggagcc ctggtgggca cggcgtgcaa ggacaagcag 
600 

ctgcagatct ttgaccccag aacaaagccg cgggcctctc agagcacgca ggcccatgag 
660 

aacagcaggg atagccggct ggcatggatg ggcacctggg agcaccttgt gtctactgga 
720 

ttcaaccaga tgcgtgagcg cgaagtgaag ctgtgggaca cgcggttctt ctccagcgcc 
780 

ctggcctccc tcaccttgga cacctcgctt gggtgtctcg tgcctctgct ggaccctgac 
840 

tctgggctcc tggtcctggc aggaaagggc gagaggcagc tgtactgtta cgaggtggtc 
900 

ccgcagcagc cggcgctgag cccagtgacc cagtgtgtcc tggagagcgt gctgcgtggg 
960 

gctgcccttg tgccccggca ggcgctggcc gtcatga 
997 

<210> 2948 
<211> 332 
<212> PRT 

<213> Homo sapiens 



<400> 2948 



Xaa 


Ala 


Ser 


Ala 


Ala 


val 


Pro 


Val 


Ala 


Met Asn Arg Phe Arg Val 


Ser 


1 








5 










10 




15 




Lys 


Phe 


Arg 


His 


Thr 


Glu 


Ala 


Arg 


Pro 


Pro Arg Arg Glu Ser Trp 


He 








20 










25 




30 






Ser 


Asp 


He 


Arg 


Ala 


Gly 


Thr 


Ala 


Pro 


Ser Cys Arg Asn 


His 


He 


Lys 






35 










40 




45 








Ser 


Ser 


Cys 


Ser 


Leu 


He 


Ala 


Phe 


Asn 


Ser Asp Arg Pro Gly 


Val 


Leu 




50 










55 






60 








Gly 


He 


Val 


Pro 


Leu 


Gin 


Gly 


Gin 


Gly 


Glu Asp Lys Arg 


Arg 


Val 


Ala 


65 










70 








75 






80 


His 


Leu 


Gly 


Cys 


His 


Ser 


Asp 


Leu 


Val 


Thr Asp Leu Asp 


Phe 


Ser 


Pro 










85 










90 




95 




Phe 


Asp 


Asp 


Phe 


Leu 


Leu 


Ala 


Thr 


Gly 


Ser Ala Asp Arg 


Thr 


val 


Lys 








100 










105 




110 






Leu 


Trp 


Arg 


Leu 


Pro 


Gly 


Pro 


Gly 


Gin 


Ala Leu Pro Ser 


Ala 


Pro Gly 






115 










120 




125 








Val 


Val 


Leu 


Gly 


Pro 


Glu 


Asp 


Leu 


Pro 


Val Glu Val Leu 


Gin 


Phe 


His 




130 










135 






140 








Pro 


Thr 


Ser 


Asp 


Gly 


He 


Leu 


Val 


Ser 


Ala Ala Gly Thr Thr Val Lys 


145 










150 








155 






160 


Val 


Trp 


Asp 


Ala 


Ala 


Lys 


Gin 


Gin 


Pro 


Leu Thr Glu Leu 


Ala 


Ala 


His 



2178 



WO 00/58473 



PCT/USOO/08621 



Gly Asp 

Gly Thr 

Lys Pro 
210 
Ser Arg 
225 

Phe Asn 

Phe Ser 

Leu Val 

Lys Gly 
290 
Ala Leu 
305 

Ala Ala 



Leu Val 
180 
Ala Cys 
195 

Arg Ala 

Leu Ala 

Gin Met 

Ser Ala 
260. 
Pro Leu 
275 

Glu Arg 
Ser Pro 
Leu Val 



165 

Gin Ser Ala Val 



Lys Asp 

Ser Gin 

Trp Met 
230 
Arg Glu 
245 

Leu Ala 



Lys Gin 
200 
Ser Thr 
215 

Gly Thr 
Arg Glu 
Ser Leu 



Leu Asp Pro Asp 
280 

Gin Leu Tyr Cys 
295 

Val Thr Gin Cys 
310 

Pro Arg Gin Ala 
325 



170 
Trp Ser Arg 
185 

Leu Gin lie 

Gin Ala His 

Trp Glu His 
235 

Val Lys Leu 

250 
Thr Leu Asp 
265 

Ser Gly Leu 

Tyr Glu Val 

Val Leu Glu 
315 

Leu Ala Val 
330 



Asp Gly Ala 
190 

Phe Asp Pro 

205 
Glu Asn Ser 
220 

Leu Val Ser 

Trp Asp Thr 

Thr Ser Leu 
270 

Leu Val Leu 

285 
Val Pro Gin 
300 

Ser Val Leu 
Met 



175 

Leu Val 

Arg Thr 

Arg Asp 

Thr Gly 
240 
Arg Phe 
255 

Gly Cys 

Ala Gly 

Gin Pro 

Arg Gly 
320 



<210> 2949 

<211> 880 

<212> DNA 

<213> Homo sapiens 



<400> 2949 

actagtatca ctcctcccag tggagccttt 
60 

acattctgaa tcacttgctt gatgattgtt 
120 

ggcactgtgt ggtcttggtc ataggtactt 
180 

acaacagtct tgtgattgaa aatcttactc 
240 

ccaaattcat aaactgtgtt gggctttagg 
300 

atttgaaaaa tccacttctt ttctttatcc 
360 

tcattgggac agtgacttgg caatgtccag 
420 

gacaggaaga ctgagctcgg tgtcagagtg 
480 

cgagttttac ctgaacatga cttcttttga 
540 

agatatttcg gctctgcatc aactatagct 
600 

aagtactggt ttggtgatac attgctgcca 
660 

tttggacttg gacgcaagaa cttcaagagg 
720 

ttgaggtttg gccttttacc ttttggcaat 
780 



tctggggatt tagctgaatc cttgtgagta 
attgggatta gtttccttgg gacatatgct 
tggattttcc catttacttt tttacttcca 
caaattccac cttccacatt gtctttcact 
ttttccacaa ttgtttcagg ggctggacag 
ttttctcgat agcgaattgt ataaaatctg 
tcatggtgtg ggttgatgag gaaaccccag 
ccaaccacca gctgcagagg tttgcgagaa 
cttggaggtg gagcaggtcg cacaactatc 
tctgtgaatt tcccttcagc gggaagaggg 
tatcccagga gaagaccttc aagctttaca 
atggagtcac ttgtggtatt gatgtggact 
ttctgtgcat ttcccagggc tagtgtaata 
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cttccacaga gaagtagaca ccccaaactg gagagcatgt tgcatttgcc acctcgcatg 
840 

gggaatgatg ctggtgggtg cctcgcaacc ctggagctga 
880 

<210> 2950 
<211> 279 
<212> PRT 

<213> Homo sapiens 
<400> 2950 

Met Arg Gly Gly Lys Cys Asn Met Leu Ser Ser Leu Gly Cys Leu Leu 

15 10 15 

Leu Cys Gly Ser He Thr Leu Ala Leu Gly Asn Ala Gin Lys Leu Pro 

20 25 30 

Lys Gly Lys Arg Pro Asn Leu Lys Val His He Asn Thr Thr Ser Asp 

35 40 45 

Ser He Leu Leu Lys Phe Leu Arg Pro Ser Pro Asn Val Lys Leu Glu 

50 55 60 

Gly Leu Leu Leu Gly Tyr Gly Ser Asn Val Ser Pro Asn Gin Tyr Phe 
65 70 75 80 

Pro Leu Pro Ala Glu Gly Lys Phe Thr Glu Ala He Val Asp Ala Glu 

85 90 95 

Pro Lys Tyr Leu He Val Val Arg Pro Ala Pro Pro Pro Ser Gin Lys 

100 105 110 

Lys Ser Cys Ser Gly Lys Thr Arg Ser Arg Lys Pro Leu Gin Leu Val 

115 120 125 

Val Gly Thr Leu Thr Pro Ser Ser Val Phe Leu Ser Trp Gly Phe Leu 

130 135 140 

He Asn Pro His His Asp Trp Thr Leu Pro Ser His Cys Pro Asn Asp 
145 ISO 155 160 

Arg Phe Tyr Thr He Arg Tyr Arg Glu Lys Asp Lys Glu Lys Lys Trp 

165 170 175 

He Phe Gin He Cys Pro Ala Pro Glu Thr He Val Glu Asn Leu Lys 

180 185 190 

Pro Asn Thr Val Tyr Glu Phe Gly Val Lys Asp Asn Val Glu Gly Gly 

195 200 205 

He Trp Ser Lys He Phe Asn His Lys Thr Val Val Gly Ser Lys Lys 

210 215 220 

Val Asn Gly Lys He Gin Ser Thr Tyr Asp Gin Asp His Thr Val Pro 
225 230 235 240 

Ala Tyr Val Pro Arg Lys Leu He Pro He Thr He He Lys Gin Val 

245 250 255 

He Gin Asn Val Thr His* Lys Asp Ser Ala Lys Ser Pro Glu Lys Ala 

260 265 270 

Pro Leu Gly Gly Val He Leu 
275 

<210> 2951 

<211> 3478 

<212> ONA 

<213> Homo sapiens 

<400> 2951 
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aaatgaggct gctgcggacg gcctgaggat 
60 . 

gcactgaggc agcggctgac gctactgtga 
120 

ccccctggcc agccctggcc ccagcctctg 
180 

gagcccagtg aggcagggct gcttggcagc 
240 

aggccatgga caggctgccc cgctgacggc 
300 

agccaagcag gagggaagag gctttcatag 
360 

gcaaggacca tgaggccact gtgcgtgaca 
420 

ggagctgttg caggccagga ggacggtttt 
480 

ttcatttacc taaacaggta caagcgggcg 
540 

ttcattgtgc cccagcagcg ggtcacgggt 
600 

gtgcttctgg agaaccgagt gcataagcag 
660 

aagcagaagc ggcagatcga gacgctgcag 
720 

agcgaggtga agctgctgcg caaggagagc 
780 

tacatgcagc tcctgcacga gatcatccgc 
840 

ctggagaaca ggatcctgaa ccagacagct 
900 

gacctggagc acaagttcca gcacctggct 
960 

gcgcagcttg aggagcactg ccagagggtg 
1020 

ccagcagctc cacctcgggt ctaccaacca 
1080 

tctaccaacg agatccagag tgaccagaac 
1140 

atgcccactc tcaccagcct cccatcttcc 
1200 

tgcctgcagg ccctggagga tggccacgac 
1260 

aacaccaacc gcctcatgca ggtgtggtgc 
1320 

gtcatccaga gacgcctgga tggctctgtt 
1380 

caagggtttg ggaacattga tggcgaatac 
1440 

acgaaccaag gcaactacaa actcctggtg 
1500 

tttgcagaat acgccagttt ccgcctggaa 
1560 

gggcgctacc atggcaatgc gggtgactcc 
1620 



ggaccccaag ccctggacct gccgagcgtg 
gggaaagaag gttgtgagca gccccgcagg 

■ 

ccggagccct ctgtggaggc agagcagtgc 
caccggcctg caactcagga acccctccag 
cagggtgaag catgtgagga gccgccccgg 
attctattca caaagaataa ccaccatttt 
tgctggtggc tcggactgct ggctgccatg 
gagggcactg aggagggctc gccaagagag 
ggcgagtccc aggacaagtg cacctacacc 
gccatctgcg tcaactccaa ggagcctgag 
gagctagagc tgctcaacaa tgagctgctc 
cagctggtgg aggtggacgg cggcattgtg 
cgcaacatga actcgcgggt cacgcagctc 
aagcgggaca acgcgttgga gctctcccag 
gacatgctgc agctggccag caagtacaag 
atgctggccc acaaccaatc agagatcatc 
ccctcggcca ggcccgtccc ccagccaccc 
cccacctaca accgcatcat caaccagatc 
ctgaaggtgc tgccaccccc tctgcccact 
accgacaagc cgtcgggccc atggagagac 
accagctcca tctacctggt gaagccggag 
gaccagagac acgaccccgg gggctggacc 
aacttcttca ggaactggga gacgtacaag 
tggctgggcc tggagaacat ttactggctg 
accatggagg actggtccgg ccgcaaagtc 
cctgagagcg agtattataa gctgcggctg 
tttacatggc acaacggcaa gcagttcacc 
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accctggaca gagatcatga tgtctacaca 
1680 

tggtggtata acgcctgtgc ccactccaac 
1740 

taccggagcc gctaccagga cggagtctac 
1800 

ctcaagaaag tggtgatgat gatccgaccg 
1860 

ccctcctgac ctctcgtggc cattgccagg 
1920 

aaagaacaac tcctcaccag ttcatcctga 
1980 

tttccgaagt cactgcagcg gatgatggaa 
2040 

tactttcctt cacaccagac agcccctcat 
2100 

ctctttcttt aaataaatta agtctctaca 
2160 

atatacatgt gtatgagcct cccttgtgca 
2220 

agatatacat cacatgtgat atatctagat 
2280 

tacacatata ttcagttctc agatgttgaa 
2340 

aaagcatttc attagtgttg tattacttga 
2400 

tcaactgaaa ggatcaccct tggcatctgt 
2460 

gctaatctct cacatagagg ttcccagctt 
2520 

cttcaaaatc cctcccccca cattttcata 
2580 

ccatcaccca cttatccctt catttgacac 
2640 

cctggccact cactgcagtt caaggccccc 
2700 

actccttgcc ttttctgtcg cacagcccct 
2760 

gtaggaaaca ctccgggctc caggtttctg 
2820 

caccggccgt atagataatg tactcgcagt 
2880 

aggtcatttg agtcttcaca caaataataa 
2940 

agaagtcatc agatcaccag agcccccaga 
3000 

ggctgactag agtccgcatc tcatctccaa 
3060 

aaaatgaaaa caggccactt ctcaggagtt 
3120 

tgatgcactg cagcatggtg gctttctgag 
3180 

actcccggga ctattgccaa gaaggggcaa 
3240 



ggaaaccgtg cccactacca gaagggaggc 
ctcaacgggg tctggtaccg cgggggccat 
tgggctgagt tccgaggagg ctcttactca 
aaccccaaca ccttccacta agccagctcc 
agcccaccct ggtcacgctg gccacagcac 
ggctgggagg accgggatgc tggattctgt 
ctgaatcgat acggtgtttt ctgtccctcc 
gtctccagga caggacagga ctacagacaa 
aCaaaaacac aactgcaaag taccttcata 
cgtatgtgta taccacatat atatgcattt 
ccatatatag gtttgcctta gatacctaaa 
gctgtcacca gcagctttgc tcttaggaga 
gtctaagggt agatcacaga ctgtgtggtc 
gtgcctggat tcttccagaa tgtctacaat 
cttaagaacc ccttttggca cctaatcaaa 
cttttcccca ttctcaggac ttttcaccat 
cattcattaa gtgccttctg tgtgtcagtc 
tttccgctct gctgtactcc tcgcctacct 
tctttccagg cgagattcct cagcttctga 
gttgggaagg gaaggccagg ccaaaagctc 
tttgtatctt ccattcatac tttaacctac 
cctatctggc caggagaatt atctcagaac 
tggctacaga ccagagattc cacgctctca 
actacacttc cctggagaac aagtgccaca 
gaataatcag gggtcaccgg accccttggt 
tcctgttggc caccaagtgt cagcctcagc 
gggatgagtc aagaaggtga gacccttccc 
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ggtgggcacg tgggccaggc tgtgtgagat gttggatgtt tggtactgtc catgtctggg 
3300 

tgtgtgccta ttacctcagc atttctcaca aagtgtacca tgtagcatgt tttgtgtata 
3360 

taaaagggag ggttttttta aaaatatatt cccagattat ccttgtaatg acacgaatct 
3420 

gcaataaaag ccatcagtgc tatttggatg tatctacaaa aaaaaaaaaa aaaaaaaa 
3478 

<210> 2952 
<211> 493 
<212> PRT 

<213> Homo sapiens 



<400> 2952 



Met 


Arq 


Pro 


Leu 


Cys 


Val 


Thr 


Cys 


Trp 


Trp 


Leu 


Gly Leu 


Leu 


Ala 


Ala 


1 








5 










10 










15 




Met 


Gly 


Ala 


Val 


Ala 


Gly 


Gin 


Glu 


Asp 


Gly 


Phe Glu Gly Thr Glu 


Glu 








20 










25 










30 






Gly 


Ser 


Pro 


Arq 


Glu 


Phe 


He 


Tyr 


Leu 


Asn 


Arg Tyr Lys Arg Ala 


Gly 






35 










40 










45 








Glu 


Ser 


Gin 


Asp 


Lys 


Cys 


Thr 


Tyr 


Thr 


Phe 


He 


val 


Pro 


Gin 


Gin 


Arg 




50 










55 










60 










Val 


Thr 


Gly 


Ala 


lie 


Cys 


Val 


Asn 


Ser 


Lys 

4 


Glu 


Pro 


Glu 


Val 


Leu 


Leu 


65 










70 










75 










80 


Glu 


Asn 


Arg 


Val 


His 


Lys 


Gin 


Glu 


Leu 


Glu 


Leu 


Leu 


Asn 


Asn 


Glu 


Leu 










85 










90 










95 




Leu 


Lys 


Gin 


Lys 


Arg 


Gin 


He 


Glu 


Thr 


Leu 


Gin 


Gin 


Leu 


Val 


Glu 


Val 








100 










105 










110 






Asp 


Gly 


Gly 


He 


val 


Ser 


Glu 


Val 


Lys 


Leu 


Leu Arg 


Lys 


Glu 


Ser 


Arg 






115 










120 










125 








Asn 


Met 


Asn 


Ser 


Arg 


Val 


Thr 


Gin 


Leu 


Tyr 


Met 


Gin 


Leu 


Leu 


His 


Glu 




130 










135 










140 










He 


He 


Arg 


Lys 


Arg 


Asp 


Asn 


Ala 


Leu 


Glu 


Leu 


Ser 


Gin 


Leu 


Glu 


Asn 


145 










150 










155 










160 


Arg 


He 


Leu 


Asn 


Gin 


Thr 


Ala 


Asp 


Met 


Leu 


Gin 


Leu 


Ala 


Ser 


Lys 


Tyr 










165 










170 










175 




Lys 


Asp 


Leu 


Glu 


His 


Lys 


Phe 


Gin 


His 


Leu 


Ala 


Met 


Leu 


Ala 


His 


Asn 








180 










185 










190 






Gin 


Ser 


Glu 


He 


He 


Ala 


Gin 


Leu 


Glu 


Glu 


His 


Cys 


Gin 


Arg Val 


Pro 






195 










200 










205 








Ser 


Ala 


Arg 


Pro 


Val 


Pro 


Gin 


Pro 


Pro 


Pro 


Ala 


Ala 


Pro 


Pro Arg 


Val 




210 










215 










220 










Tyr 


Gin 


Pro 


Pro 


Thr 


Tyr 


Asn 


Arg 


He 


He 


Asn 


Gin 


He 


Ser 


Thr 


Asn 


225 










230 










235 










240 


Glu 


He 


Gin 


Ser 


Asp 


Gin 


Asn 


Leu 


Lys 


val 


Leu 


Pro 


Pro 


Pro 


Leu 


Pro 










245 










250 










255 




Thr 


Met 


Pro 


Thr 


Leu 


Thr 


Ser 


Leu 


Pro 


Ser 


Ser Thr Asp Lys 


Pro 


Ser 








260 










265 










270 






Gly 


Pro 


Trp 


Arg 


Asp 


Cys 


Leu 


Gin 


Ala 


Leu 


Glu Asp Gly His Asp 


Thr 






275 










280 










265 








Ser 


Ser 


He 


Tyr 


Leu 


val 


Lys 


Pro 


Glu 


Asn 


Thr Asn Arg 


Leu 


Met 


Gin 




290 










295 










300 










Val 


Trp 


Cys 


Asp 


Gin 


Arg 


His 


Asp 


Pro 


Gly 


Gly Trp 


Thr 


Val 


He 


Gin 
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305 








310 






315 


320 


Arg 


Arg 


Leu 


Asp Gly 


Ser 


Val 


Asn Phe Phe 


Arg Asn Trp 


Glu Thr Tyr 








325 






330 




335 


Lys 


Gin 


Gly 


Phe Gly 


Asn 


He 


Asp Gly Glu 


Tyr Trp Leu 


Gly Leu Glu 








340 






345 




350 


Asn 


He 


Tyr 


Trp Leu 


Thr 


Asn 


Gin Gly Asn 


Tyr Lys Leu 


Leu Val Thr 






355 








360 


365 




Met 


Glu 


Asp 


Tip Ser 


Gly 


Arg 


Lys Val Phe 


Ala Glu Tyr 


Ala Ser Phe 




370 








375 




380 




Arg 


Leu 


Glu 


Pro Glu 


Ser 


Glu 


Tyr Tyr Lys 


Leu Arg Leu 


Gly Arg Tyr 


385 








390 






395 


400 


His 


Gly 


Asn 


Ala Gly 


Asp 


Ser 


Phe Thr Trp 


His Asn Gly 


Lys Gin Phe 








405 






410 




415 


Thr 


Thr 


Leu 


Asp Arg 


Asp 


His 


Asp Val Tyr 


Thr Gly Asn 


Cys Ala His 








420 






425 




430 


Tyr 


Gin 


Lys 


Gly Gly 


Trp 


Trp 


Tyr Asn Ala 


Cys Ala His 


Ser Asn Leu 






435 








440 


445 




Asn 


Gly 


Val 


Trp Tyr 


Arg 


Gly 


Gly His Tyr 


Arg Ser Arg 


Tyr Gin Asp 




450 








455 




460 




Gly 


Val 


Tyr 


Trp Ala 


Glu 


Phe 


Arg Gly Gly 


Ser Tyr Ser 


Leu Lys Lys 


465 








470 






475 


480 


Val 


Val 


Met 


Met He 


Arg 


Pro 


Asn Pro Asn 


Thr Phe His 










485 






490 







<210> 2953 
<211> 1377 
<212> DNA 

<213> Homo sapiens 

i 

<400> 2953 

nnggctcagg ctgcgggaaa gcggtgcgcg tgcagcgggg tgggtgccct ggtccgcggg 
60 

cgagctcgag cagccaaccc cgggcgcgtc ggggccatgg acggcctgag gcagcgcgtg 
120 

gagcacttcc tggagcaaag gaacctggtc accgaagtgc tgggggcgct ggaggccaag 
180 

accggggtgg agaagcggta tctggctgca ggagccgtca ctctgctaag cctgtatctg 
240 

ctgttcggct acggagcgtc tctgctgtgc aatctcatcg gatttgtgta ccccgcatat 
300 

gcctcaatca aagctatcga gagcccaagc aaggacgacg acactgtgtg gctcacctac 
360 

tgggtggtgt acgccctgtt tgggctggcc gagttcttca gcgatctact cctgtcctgg 
420 

ttccctttct actacgtggg caagtgcgcc ttcctgttgt tctgcatggc tcccaggccc 
480 

tggaacgggg ctctcatgct gtatcagcgc gtcgtgcgtc cgctgttcct aaggcaccac 
540 

ggggccgtag acagaatcat gaacgacctc agcgggcgag ccctggacgc ggcggccgga 
600 

ataaccagga acgtcaagcc aagccagacc ccgcagccga aggacaagtg aagcagcccc 
660 

ctgagcctca caaggacctc ctggctggtg aggagggggc cgcgccaggc tcccaggcct 
720 
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ccacagagtc ttcagcgcat cccccaacag cagcccctgc cagtccctcg ggtccaggca 
780 

aggccccggg ggtctcctta aatgccacct cgggcaagtc ccagtcccag tcctcggcca 
840 

cccccagctc cggatcccag ggccagctgc cctctggctc tggctgtggc tcccgcctgt 
900 

ccggcagggc ccagggccag cgtcgggcac agggcagctc ccactggtct cggcaacaca 
960 

cccagccgcc tggtacttcc tccagcccct cccagtcagc cctcccgtcc tcggggcccc 
1020 

tgcagccacc caacgtcacc tccagcccgg tctcacccat ggtccagtct cccagcagca 
1080 

gcaacatccc cacgcagccc cccagcaagt cctctggcaa gccggaggac gcagccccca 
1140 

agaccagcgg acagcgccag aaggaatcgt cgaaacagcc tgccagcagc gcctcagtgc 
1200 

ccgagctggt cccctgccat tccgggacct ctctggagta cacttcggag tccaccaccg 
1260 

agatcacctg cagctggcca caccacaggc ccccgtgcct gcagcactac tggtgcctga 
1320 

aacacctggc ctgctaggag gctccaataa agctaacccg gaccagaaaa aaaaaaa 
1377 

<210> 2954 
<211> 181 
<212> PRT 

<213> Homo sapiens 



<400> 2954 



Leu 


Arg 


Gin 


Arg 


Val 


Glu 


His 


Phe 


Leu 


Glu 


Gin 


Arg 


Asn Leu Val 


Thr 


1 








5 










10 






15 




Glu 


Val 


Leu 


Gly 


Ala 


Leu 


Glu 


Ala 


Lys 


Thr 


Gly 


Val 


Glu Lys Arg 


Tyr 








20 










25 








30 




Leu 


Ala 


Ala 


Gly 


Ala 


Val 


Thr 


Leu 


Leu 


Ser 


Leu 


Tyr 


Leu Leu Phe 


Gly 






35 










40 










45 




Tyr 


Gly 


Ala 


Ser 


Leu 


Leu 


Cys 


Asn 


Leu 


He 


Gly 


Phe 


Val Tyr Pro 


Ala 




50 










55 










60 






Tyr 


Ala 


Ser 


He 


Lys 


Ala 


He 


Glu 


Ser 


Pro 


Ser 


Lys 


Asp Asp Asp 


Thr 


65 










70 










75 






80 


Val 


Trp 


Leu 


Thr 


Tyr 


Trp 


val 


Val 


Tyr 


Ala 


Leu 


Phe 


Gly Leu Ala 


Glu 










85 










90 






95 




Phe 


Phe 


Ser 


Asp 


Leu 


Leu 


Leu 


Ser 


Trp 


Phe 


Pro 


Phe 


Tyr Tyr Val 


Gly 








100 










105 








110 




Lys 


Cys 


Ala 


Phe 


Leu 


Leu 


Phe 


Cys 


Met 


Ala 


Pro 


Arg 


Pro Trp Asn 


Gly 






115 










120 










125 




Ala 


Leu 


Met 


Leu 


Tyr 


Gin 


Arg 


Val 


Val 


Arg 


Pro 


Leu 


Phe Leu Arg 


His 




130 










135 










140 






His 


Gly 


Ala 


val 


Asp 


Arg 


He 


Met 


Asn 


Asp 


Leu 


Ser 


Gly Arg Ala 


Leu 


145 










150 










1S5 






160 


Asp 


Ala 


Ala 


Ala 


Gly 


He 


Thr 


Arg 


Asn 


Val 


Lys 


Pro 


Ser Gin Thr 


Pro 










165 










170 






175 




Gin 


Pro 


Lys 


Asp 


Lys 





















180 
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c2l0> 2955 

<211> 295 

<212> DNA 

<213> Homo sapiens 



<400> 2955 
acgcgtgaag 
60 

agatgtgtta 
120 

aaggcatgcc 
180 

caatttccca 
240 

ctccaccatt 
295 



gggtgagaat 
tcacctaact 
ctgcccctgt 
ctataaaggg 
ctcactcatt 



atgttttccc 
gttcacttgt 
ctcactttcc 
catacagtgc 
atagggatta 



tggctcaact 
ttctgtcatg 
ccttattctg 
taccacttcc 
gcaagcaagc 



taccacacct 
tgttttcatg 
gcatatcaac 
tctctcctcc 
cgctgctcaa 



caatgcctac 
tccatttcac 
tcgtatttcc 
aaaatagctt 
gccag 



<210> 2956 

<211> 91 

c212> PRT 

<213> Homo sapiens 



<400> 2956 
Met Phe Ser Leu 
1 

Tyr His Leu Thr 
20 

Ser Gin Gly Met 
35 

lie Asn Ser Tyr 
50 

Pro Leu Pro Leu 
65 

He Gly He Ser 



Ala Gin Leu Thr 
5 

Val His Leu Phe 

Pro Cys Pro Cys 
40 

Phe Pro He Ser 
55 

Ser Ser Lys He 
70 

Lys Gin Ala Ala 
B5 



Thr Pro Gin Cys 
10 

Leu Ser Cys Val 
25 

Leu Thr Phe Pro 

His Tyr Lys Gly 
60 

Ala Ser Pro Pro 
75 

Ala Gin Ala 
90 



Leu Gin Met Cys 
15 

Phe Met Ser He 
30 

Leu Phe Trp His 
45 

His Thr Val Leu 

Phe Ser Leu He 
80 



<210> 2957 

<211> 4724 

<212> DNA 

<213> Homo sapiens 



<400> 2957 
ctgaattgaa 
60 

gtgtggggtg 
120 

tgtgggggaa 
180 

tcctcactta 
240 

ccgggacctc 
300 

actctggaca 
360 



caacagtctt 
ttggatgaag 
gacctgatac 
cagggtaaaa 
gcgtgattct 
aagacgctta 



catccaacac 
actgttgttc 
cgccaggccc 
acggggtctc 
cggaacccga 
ttatcggcga 



tccaaaccag 
aattcagggg 
cgaagccctt 
tgaggtgggc 
ggagaagcgg 
gtgaagagac 



ttggcagggt 
ccggtggggc 
caggagccag 
cctgaccagg 
cgtccggggc 
tgtacagcaa 



aggacccttg 
tgagggtttc 
tcggtggggg 
aaacgctgag 
tatggctgtg 
ttggcggaaa 
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ggagaagatg 
420 

attgtttatg 
480 

actatcatgg 
540 

ttcttgaaac 
600 

acactgctaa 
660 

gccattaaag 
720 

ggagagttca 
780 

atcagtgcag 
840 

aagaaagcag 
900 

gaaatagttg 
960 

gccattgaag 
1020 

cctcctatca 
1080 

aatcatatgc 
1140 

tccaaccttg 
1200 

tttttgctcc 
1260 

gacgtgtata 
1320 

attaccaaaa 
1380 

aatagcaaaa 
1440 

tcagacctga 
1500 

ggtgacacag 
1560 

aaagtgaaga 
1620 

aaagatgagg 
1680 

acaagaaatg 
1740 

caactcaatg 
1800 

aaagctcgca 
1860 ' 
attcgggaaa 
1920 

ggcattgcaa 
1980 



agtatgccaa 
ccaaatcaac 
tcctttgtga 
agattgccaa 
tacgagaaaa 
aaagcaagaa 
tgaagagctg 
ttgtggcata 
ccagcatcac 
atgcagatga 
agaaaaaata 
ttcagagtgg 
actttggggc 
ttcgcacttt 
agcttcaaga 
acgctgtcat 
acctagggtt 
atcaatacaa 
ctaacaagga 
tgcttgtgga 
atgtggggat 
cagaggacct 
aaatgactgc 
aagaagcaaa 
agtctaatgt 
tgaagatcta 
caccgtttca 



cgttgatgcc 
tgccttacag 
tgacaaaatc 
cactaagggc 
gaatgaaagt 
tggcaagaag 
gaatgactgc 
taccatcgct 
ttctgaagtc 
gaaagttcga 
ccttgctggg 
tggcaactat 
tatcacttgt 
gatggttgat 
ggagctgctg 
ggacgtggtt 
tgggatggga 
actgaagaaa 
ggggaaaaag 
tgaggatggc 
tttcctaaag 
tttgggaaga 
agaagagaag 
gaggcgattg 
gtcctataaa 
catcgataag 
cattgccaca 



attgttgtat 
acatggctct 
atctttatgg 
aatgagaatg 
aataagagta 
attggagtgt 
ctcaacaaag 
gtgaaggagg 
ttcaacaaat 
cacagcaaac 
gcagaccctt 
aatctcaagt 
gccatgggta 
ccttctcaag 
aaggaattaa 
aaaaagcaga 
attgaattcc 
ggaatggttt 
cccgaagaga 
ccagctactg 
aatgaagatg 
ggttctcggg 
cgaagagcac 
actgaacaaa 
aacccatctc 
aaatatgaga 
atcaagaata 



cagtgggtgt 
ttggttatga 
ccagcaagaa 
ctaatggagc 
gctttgacaa 
tcagcaaaga 
aaggctttga 
atggggagct 
tcttcaagga 
tggctgagtc 
ctactgtgga 
tcagtgtggt 
ttcgcttcaa 
aagttcaaga 
gacatggtgt 
agccagaact 
gtgaaggctc 
tcagcatcaa 
aaacctatgc 
ttctcacttc 
aggaagaaga 
cagcattact 
atcagaaaga 
agggagaaca 
tgatgcctaa 
ctgtaataat 
taagtatgtc 



tgatgaagaa 
actaactgat 
aaaagtggag 
ccctgccatc 
aatgattgaa 
caaattccct 
caaaatagat 
caacctaatg 
aagagtcatg 
tgtggaaaag 
aatgtgttac 
gagtgacaag 
gtcttactgc 
aaattataac 
gaagatatgt 
gctgaacaaa 
cctagtaatc 
tttaggattc 
cctgttcatt 
tgtgaagaag 
ggaggaggag 
tacagaaaga 
actagcggct 
gcagattcag 
ggaaccgcat 
gcccgtgttt 
cgtggaagga 
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gattatactt acttgcgaat caacttttat 
2040 

ggcaacatct ttcctaaccc tgaagcgact 
2100 

aatattaagg cacccggaga acagacagta 
2160 

attattaaag aagtacagaa acgttataaa 
2220 

ggcattgtaa aacaagactc actggtgatc 
2280 

gatctataca ttcgcccaaa tattgcccaa 
2340 

gtcaatggct tccgcttcac atctgttcga 
2400 

attaagcatg ctttgttcca gccctgtgat 
2460 

ctcaagaatg ccatcatgtt tgggaagaag 
2520 

gtgggagaga taaccacgga cttggggaaa 
2580 

tatgctgagc agatggaacg agaaatgagg 
2640 

attgagaaag tagaggctct aactaaggag 
2700 

ttgggattta acggagctcc ctataggagt 
2760 

ctggtaaatg ctacggaatg gccacctttt 
2820 

cactttgagc gggtccagtt tcacctgaag 
2880 

tacagcaaga aagtgaccat gatcaacgcc 
2940 

gaatggttga attcctgcga cctgaaatac 
3000 

aaaatcatga agaccattgt tgatgaccct 
3060 

ttcctggagc ctgagggtga ggggagtgat 
3120 

gaagatgaga cttttaatcc ttcagaagat 
3180 

gaagattatc catcagaagc agaagagtca 
3240 

gaagagagtg gaaaggactg ggatgaactg 
3300 

agtcgttacg aggaagaaga agaacaaagC 
3360 

gtgcacagtc cgggccgtgg ctctaaccgt 
3420 

aaaaagagga agtaacttct gaactttggc 
3480 

ctgaaaattt tacatgacat agaaactgta 
3540 

ccatttgtgt ttatgggttt agggggccat 
3600 



tgcccaggca 


gtgctctggg 


caggaatgaa 


tttgtcaagg 


aaattacata 


ccgagcatca 


ccagccttga 


accttcagaa 


tgctttccga 


actcgagaag 


ctgaagagaa 


agagaaggag 


aatctaaacc 


ggagtaatcc gaaactgaaa 


aagaggatgc 


aaggctcact 


ggaggcccat 


ggagacaaag 


tggatatttt 


gtacaataat 


ggagaaatga 


ttattgtctt 


gcactttcac 


cggcacacgg 


atgtgcagtt 


ctacacagaa 


catcagcata 


tgcatgaccg 


agatgacctc 


cacaaactga 


aaacagcctt 


taaaaatttc 


gaactggaat 


ttgaagtgcc 


ttttagggac 


acctgcctcc 


ttcagcccac 


tagtagtgcg 


gtggtgacat 


tggatgaggt 


agagctgatc 


aactttgata 


tggtaatcgt 


ctacaaggac 


attcctgtag 


cctctcttga 


ccccatcaag 


acagaaggag 


tacagtccct 


caactggact 


gagggcttct 


tcgaacaagg 


tggctggtct 


gctgaagaag 


gggattcaga 


gtctgaaatt 


gactatgaag 


aggaagagga 


ggacagtgat 


gactattcta 


aggagtcatt 


gggtagtgaa 


gaggaagaag 


cccgaaaagc 


ggaccgagaa 


cgaagtatga 


gccggaagag 


gaaggcatcc 


ggttccagac 


acagctctgc 


accccccaag 


cctgagctcc 


attcttcctc 


cagctaaccc 


tttttccttt 


cgttttcatt 


tgaagttttg 


ttgtgtggac 


caatctactc 


ggggaattcc 



a 
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aggcccacca ggacacgtgc caatggcccc attcagatgg caagggagga ggtgttcttg 
3660 

aagacaggag gaggctcccg ctgttaataa atattgtttc attcttctct cttcctgtca 
3720 

ccttctgcca agacattgat ggcttctgac atcttatttg gtgtctcaaa gctgtatttc 
3780 

caagacagtg gtacaaggtg acccttaatt acccgtatca tggttcttga ccagcacatt 
3840 

caatcctcca acctacccta ctgccatgac cttccgcaca tctctaagtt ttatctttgc 
3900 

aatactcaag gttctcggaa atttgctaat ggttgtgata aaccatacag cttgagccag 
3960 

tgaggcagat tgggctggtg ccttcgtctg agttttcctg ctttcctgcc tcgtgcagat 
4020 

tctgaggtat atctgctgcc ttggaagaca taagaagcag tgatactccc tggctcggtt 
4080 

attttctcca tacaatgcac acatggtaca atgatagaag gcaaaattgc cactgtcttc 
4140 

ttttttttct catatatcta aggaagatat atcaggttgt gcctcatgta ccgcttctag 
4200 

tgaaatgtag aggaaggctc aaaggagtca acatttagat ctggaaggga caagtcatgc 
4260 

cttgggccta gaataccctg atgagaaaag agaagaggaa gggaggccat atctacaaca 
4320 

cagcctctcg gcactgctgc tccttatttt aactttgtct tgcattgtcc tgtatttatc 
4380 

acagtttctg ttgaacagct tttcaagtat ttggggagtt tatcttgcca tcctcccctt 

4440 

ctggttctct gcacccacct gtcccactgc agttccttcc gtgctctgtg actttaagag 
4500 

aagaaggggg gaggggtccc ggattttatg tttgtttgtt ttttctcctt agcagtagga 
4560 

cttgatattt tcaattttgg aagaactaaa agatgaataa actgggtttt ttttgttgtt 
4620 

tgtttttgca aaaaaaaaaa aaaaaaaaaa aaccaaaaaa attaaaaaaa aaaaaaaaaa 
4680 

aaaaaccccc caaggggccc ccccccgaaa aaaaaaaaaa aaaa 
4724 

<210> 2958 
<211> 1047 
<212> PRT 

<213> Homo sapiens 
c400> 2958 

Met Ala Val Thr Leu Asp Lys Asp Ala Tyr Tyr Arg Arg Val Lys Arg 

15 10 15 

Leu Tyr Ser Asn Trp Arg Lys Gly Glu Asp Glu Tyr Ala Asn Val Asp 

20 25 30 

Ala He Val Val Ser Val Gly Val Asp Glu Glu He Val Tyr Ala Lys 

35 40 45 

Ser Thr Ala Leu Gin Thr Trp Leu Phe Gly Tyr Glu Leu Thr Asp Thr 

50 55 60 

He Met Val Phe Cys Asp Asp Lys He He Phe Met Ala Ser Lys Lys 
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65 






70 




75 




80 


Lys Val 


Glu Phe Leu Lys 


Gin He Ala Asn Thr Lys Gly Asn Glu Asn 






85 




90 






95 


Ala 


Asn 


Gly Ala Pro Ala 


He Thr Leu Leu 


He Arg Glu Lys 


Asn Glu 






100 




105 




110 




Ser 


Asn 


Lys Ser Ser 


Phe 


Asp Lys Met He 


Glu Ala 


He Lys 


Glu Ser 






115 




120 




125 




Lys Asn 


Gly Lys Lys 


He 


Gly Val Phe Ser 


Lys Asp 


Lys Phe 


Pro Gly 




130 






135 


140 






Glu 


Phe 


Met Lys Ser 


Trp 


Asn Asp Cys Leu 


Asn Lys 


Glu Gly 


Phe Asp 


145 






150 




155 




160 


Lys 


lie 


Asp He Ser 


Ala 


Val Val Ala Tyr 


Thr He 


Ala Val 


Lys Glu 






165 




170 






175 


Asp Gly 


Glu Leu Asn 


Leu 


Met Lys Lys Ala 


Ala Ser 


He Thr 


Ser Glu 






180 




185 




190 




Val 


Phe 


Asn Lys Phe 


Phe 


Lys Glu Arg Val 


Met Glu 


He Val 


Asp Ala 






195 




200 




205 




Asp Glu 


Lys Val Arg His 


Ser Lys Leu Ala 


Glu Ser 


Val Glu 


Lys Ala 




210 






215 


220 






lie 


Glu 


Glu Lys Lys 


Tyr 


Leu Ala Gly Ala Asp Pro 


Ser Thr 


Val Glu 


225 






230 




235 




240 


Met 


Cys 


Tyr Pro Pro 


He 


He Gin Ser Gly Gly Asn Tyr Asn 


Leu Lys 






245 




250 






255 


Phe 


Ser 


Val val Ser Asp 


Lys Asn His Met 


His Phe Gly Ala 


He Thr 






260 




265 




270 




Cys 


Ala 


Met Gly He 


Arg 


Phe Lys Ser Tyr 


Cys Ser 


Asn Leu 


Val Arg 






275 




280 




285 




Thr 


Leu 


Met Val Asp 


Pro 


Ser Gin Glu Val 


Gin Glu Asn Tyr Asn Phe 




290 






295 


300 






Leu 


Leu 


Gin Leu Gin 


Glu 


Glu Leu Leu Lys Glu Leu Arg His Gly Val 


305 






310 




315 




320 


Lys 


He 


Cys Asp Val 


Tyr 


Asn Ala Val Met Asp Val Val Lys 


Lys Gin 






325 




330 






335 > 


Lys 


Pro 


Glu Leu Leu 


Asn 


Lys He Thr Lys Asn Leu Gly Phe Gly Met 






340 




345 




350 




Gly 


He 


Glu Phe Arg Glu 


Gly Ser Leu Val 


He Asn Ser Lys Asn Gin 






355 




360 




365 




Tyr 


Lys 


Leu Lys Lys 


Gly 


Met Val Phe Ser 


lie Asn 


Leu Gly 


Phe Ser 




370 






375 


380 






Asp 


Leu 


Thr Asn Lys 


Glu 


Gly Lys Lys Pro 


Glu Glu 


Lys Thr 


Tyr Ala 


385 






390 




395 




400 


Leu 


Phe 


He Gly Asp 


Thr 


Val Leu Val Asp Glu Asp Gly Pro 


Ala Thr 






405 




410 






415 


Val 


Leu 


Thr Ser Val 


Lys 


Lys Lys Val Lys 


Asn Val 


Gly He 


Phe Leu 






420 




425 




430 




Lys 


Asn 


Glu Asp Glu Glu 


Glu Glu Glu Glu Glu Lys Asp Glu Ala Glu 






435 




440 




445 




Asp 


Leu 


Leu Gly Arg Gly 


Ser Arg Ala Ala Leu Leu Thr Glu 


Arg Thr 




450 






455 


460 






Arg 


Asn 


Glu Met Thr 


Ala 


Glu Glu Lys Arg Arg Ala His Gin Lys Glu 


46S 






470 




475 




480 


Leu 


Ala 


Ala Gin Leu 


Asn 


Glu Glu Ala Lys 


Arg Arg Leu Thr 


Glu Gin 






485 




490 






495 


Lys Gly 


Glu Gin Gin 


He 


Gin Lys Ala Arg 


Lys Ser 


Asn Val 


Ser Tyr 
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S0O 

Lys Asn Pro Ser Leu Met 
515 

lie Asp Ly3 Lys 



lie Tyr 
530 
He Ala 
545 

Val Glu 

Ser Ala 

Thr Phe 

Gly Glu 
610 
He Lys 
625 

Glu Lys 

Arg Ser 

Gin Lys 

Phe Thr 
690 

Lys His 
705 

His Phe 

Asp Val 

Lys His 

Glu Arg 
770 
Glu Lys 
785 

Phe Arg 

Leu Gin 

Phe Val 

Gin Phe 
850 
Ser Lys 
865 

Pro He 
Val Gin 
Pro Glu 
Gly Glu 



Thr Pro Phe His 
550 

Gly Asp Tyr Thr 
565 

Leu Gly Arg Asn 
580 

Val Lys Glu He 
595 

Gin Thr Val Pro 

Glu Val Gin Lys 
630 

Glu Gly He Val 
645 

Asn Pro Lys Leu 
660 

Arg Met Gin Gly 
675 

Ser Val Arg Gly 

Ala Leu Phe Gin 
710 

His Leu Lys Asn 
725 

Gin Phe Tyr Thr 
740 

Gin His Met His 
755 

Glu Met Arg His 

Val Glu Ala Leu 
790 

Asp Leu Gly Phe 
805 

Pro Thr Ser Ser 
820 

Val Thr Leu Asp 
835 

His Leu Lys Asn 

Lys Val Thr Met 
870 

Lys Glu Tip Leu 
865 

Ser Leu Asn Trp 
900 

Gly Phe Phe Glu 
915 

Gly Ser Asp Ala 



505 

Pro Lys Glu 

520 
Tyr Glu Thr 
535 

He Ala Thr 

Tyr Leu Arg 

Glu Gly Asn 
585 

Thr Tyr Arg 

600 
Ala Leu Asn 
615 

Arg Tyr Lys 

Lys Gin Asp 

Lys Asp Leu 
665 

Ser Leu Glu 

680 
Asp Lys Val 
695 

Pro Cys Asp 

Ala He Met 

Glu val Gly 
745 

Asp Arg Asp 

760 
Lys Leu Lys 
775 

Thr Lys Glu 

Asn Gly Ala 

Ala Leu Val 
825 

Glu Val Glu 

840 
Phe Asp Met 
855 

He Asn Ala 

Asn Ser Cys 

Thr Lys He 
905 

Gin Gly Gly 

920 
Glu Glu Gly 



Pro His He 

Val He Met 
540 

He Lys Asn 

555 

He Asn Phe 
570 

He Phe Pro 

Ala Ser Asn 

Leu Gin Asn 
620 

Thr Arg Glu 

635 
Ser Leu Val 
650 

Tyr He Arg 

Ala His Val 

Asp He Leu 
700 

Gly Glu Met 

715 
Phe Gly Lys 
730 

Glu He Thr 

Asp Leu Tyr 

Thr Ala Phe 
780 

Glu Leu Glu 

795 
Pro Tyr Arg 
810 

Asn Ala Thr 

Leu He His 

val He Val 
860 

He Pro Val 

875 
Asp Leu Lys 
890 

Met Lys Thr 
Trp Ser Phe 
Asp Ser Glu 



510 

Arg Glu Met Lys 
525 

Pro Val Phe Gly 

He Ser Met Ser 
560 

Tyr Cys Pro Gly 
575 

Asn Pro Glu Ala 
590 

He Lys Ala Pro 
605 

Ala Phe Arg lie 

Ala Glu Glu Lys 
640 

He Asn Leu Asn 
655 

Pro Asn He Ala 
670 

Asn Gly Phe Arg 
685 

Tyr Asn Asn He 

He He Val Leu 
720 

Lys Arg His Thr 
735 

Thr Asp Leu Gly 
750 

Ala Glu Gin Met 
765 

Lys Asn Phe He 

Phe Glu Val Pro 
800 

Ser Thr Cys Leu 
815 

Glu Trp Pro Pro 
830 

Phe Glu Arg Val 
845 

Tyr Lys Asp Tyr 

Ala Ser Leu Asp 
680 

Tyr Thr Glu Gly 
695 

He Val Asp Asp 
910 

Leu Glu Pro Glu 
925 

Ser Glu He Glu 
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930 935 540 

Asp Glu Thr Phe Asn Pro Ser Glu Asp Asp Tyr Glu Glu Glu Glu Glu 
945 950 955 960 

Asp Ser Asp Glu Asp Tyr Ser Ser Glu Ala Glu Glu Ser Asp Tyr Ser 

965 970 975 

Lys Glu Ser Leu Gly Ser Glu Glu Glu Ser Gly Lys Asp Trp Asp Glu 

980 985 990 

Leu Glu Glu Glu Ala Arg Lys Ala Asp Arg Glu Ser Arg Tyr Glu Glu 

995 1000 1005 

Glu Glu Glu Gin Ser Arg Ser Met Ser Arg Lys Arg Lys Ala Ser Val 

1010 1015 1020 

His Ser Ser Gly Arg Gly Ser Asn Arg Gly Ser Arg His Ser Ser Ala 
1025 1030 1035 1040 

Pro Pro Lys Lys Lys Arg Lys 

1045 



<210> 2959 

<211> 3323 

<212> DNA 

<213> Homo sapiens 



<400> 2959 
ttcacgtgac 
60 

gggaagttgc 
120 

agtccgccag 
180 

gcccgaacgg 

240 

acctcagagg 
300 

ggcggggaag 
360 

gccgcagtcg 
420 

tatgatcaga 
480 

acatttacct 
540 

gctcttgcaa 
600 

agccaaattg 
660 

cattaccagt 
720 

agtcgagagc 
780 

ctggcacagg 
840 

atcatagcta 
900 

caatacaaag 
960 



cgcggacagc 
cggacccgga 
cccagtacct 
cggcggaggc 
tggacctggc 
agcaggccca 
gtcgtccgct 
tttgttctat 
ggaaggatgc 
gcttaggata 
cagcagaaca 
ttgctagtgg 
cgaccgtgga 
ctcaagaagc 
aattggctaa 
atactctccc 



ttaaggaccc 
acgcaggcgg 
ccctctcctc 
gctgatcatg 
caagccgctg 
gcactgccgc 
ggacaagcac 
tgaacccaaa 
tttcgataaa 
tgaaaagagc 
gaacctggat 
tgccttttta 
catatctcca 
attcttttta 
tcaggctgca 
caaggaggtg 



cgcatcccag 
agcgcaagtc 
ggccctcgta 
gcgacattca 
gtgaagttca 
gcggcggagg 
gagggcgcgc 
ttcccatttt 
ggttcacttt 
tgtgtgttgt 
aatgatgaag 
catattaaag 
gatactgttg 
aaagccacaa 
gattattttg 
ttccctgtct 



tgcgcctgcg 
cgtcagccag 
agctgtccgc 
tctcggtgca 
tccagcagac 
agctcagcaa 
tcgagacgct 
ctgaaaatca 
ttggaggctc 
tcaattgtgc 
gattgaaaat 
agacggtttt 
ggaccctcag 
gagataaaat 
gtgatgcttt 
tggctgcaaa 



ctggagctcc 
tcagtccgcc 
ggtctgtttg 
gctgaaaaag 
ttacccaagc 
gctgcgccgc 
cctgagatat 
gatctgcttg 
tgtaaaactg 
agccttagct 
cgctgctaaa 
atctgcctta 
tcttattatg 
gaaagatgcc 
caaacagtgt 
gcactgtatc 
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atgcaggcca 
1020 

gaagaaattg 
1080 

gatgaatatg 
1140 

aagaaggata 
1200 

attggcaaag 
1260 

actgatctgt 
1320 

cagaggaaag 
1380 

gcaaatgggg 

1440 

actgtacccc 
1500 

actgttgatc 
1S60 

gaggagtcac 
1620 

ttcaaggacc 
1680 

ggaaccaact 
1740 

tgttaccagt 
1800 

gctgccatcc 
1860 

ttaaaatcct 
1920 

gacttgaaat 
1980 

ggtgtgataa 
2040 

acaactaaag 
2100 

tcacatcagg 
2160 

gttttgaaga 
2220 

gaaggcacaa 
2280 

agtgatatag 
2340 

agcattgcca 
2400 

gcaggaggac 
2460 

ccccagcccc 
2S20 

actgctccat 
2580 



atgctgagta 
caaggtcaca 
ttaatgtgaa 
atgacttcat 
ccacacttgt 
ttgagaagat 
ccgatttggt 
tgctagcttc 
agtctatatt 
agctgataaa 
taagattgtt 
ggtggcaaag 
tcagaacagt 
ctcatcgtga 
cttctgctaa 
tattgtcaaa 
ctgtgaattt 
atgaagaagc 
tccaagaatc 
aattttcaaa 
atttagctac 
agttttacaa 
tttttgcacg 
gagaacctag 
atgcaccaac 
cagccaggcc 
ctccagtggg 



ccatcagtct 
gcatgcagca 
ggatttttct 
ttatcatgat 
gaaatctacc 
ggttcccgtg 
taacagatca 
ccttaatctt 
gactaaatcc 
agagctgcct 
ggatgaagaa 
gactccatcc 
tttagataaa 
caccatcgtg 
tccagcaaag 
tcttgatgaa 
Cgacatgaca 
tctttctgtt 
tctaaagaaa 
aatgaaacaa 
tgcatatgac 
tgagttgact 
gaagacagaa 
tgctccttca 
tcctccaact 
tccaccacct 
ggctgggact 



atcctggcaa 
gaactgatta 
gacaaaatca 
cgagttccag 
ccggtcaatg 
ccagtacagc 
attgctcaga 
ccagcagcaa 
agatctgtga 
gagctgctac 
gaagcaactg 
aatgacctgt 
gctgtgcagg 
cttttgtgta 
accatgcagg 
gtaaagaagg 
agcaagtttt 
actgaactag 
caggagggac 
tctaataatg 
aactttgttg 
gaaatcctgg 
agagatgaac 
attcctacac 
ccagcgccaa 
gtgcttccag 
gctgcgccag 



aacagcagaa 
aaacagtggc 
atcgtgccct 
accttaaaga 
tacccatcag 
agtctttggc 
tgagagaagc 
ttgaagatgt 
ttgaacaggg 
aaagaaatag 
ataatgactt 
ataagccttt 
cagatggaca 
agccagagcc 
gcagtgaggt 
aaagagaggg 
tgacagccct 
atcgagtcta 
ttcttaaaaa 
aagctaactt 
aacttgtagc 
tcaggttcca 
tcttaaagga 
ctgcgtatca 
gaaccatgcc 
caaatcgagc 
ctccatcaca 



gaaatttgga 
atctcgctat 
tgctgcagca 
tctagatcct 
tcagaaattt 
tgcctataat 
caccactttg 
gtctggagac 
aggcatccag 
ggaaatatta 
aagagcaaaa 
aagagcagag 
agtgaaagaa 
tgagctgaat 
tgtaaatgtc 
tctggagaat 
ggctcaagat 
tggaggtctt 
tactcaggtc 
aagagaagaa 
taatttgaag 
gaacaaatgc 
cttgcaacaa 
gtccttacca 
gcctactaag 
tccttctgct 
aacgcctggc 
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tcagctcctc ctccacaggc gcagggacca ccctatccca cctatccagg atatcctggg 
2640 

tattgccaaa tgcccatgcc catgggctat aatccttatg cgtatggcca gtataatatg 
2700 

ccatatccac cagtgtatca ccagagtcct ggacaggctc catacccggg accccagcag 
2760 

ccttcatacc ccttccctca gcccccacag cagtcttact atccacagca gtaatatgtc 
2820 

tgctcagcag ctcagctgat tcagatcaga gggaaagaaa taccaaccct gcaataagtg 
2880 

tactaaactc tacgctctgg ttaatgtaat gtactctcct ggactgaatg cagtgtataa 
2940 

tttctgtcta cagctagaag ctgtgcccca gttccacatt tgattacaca tgtgagattt 
3000 

gctgctgttg cagtataaac actaggtata ataggatttg aaattgcatt acagttcata 
3060 

aaaattgaaa atgagaaatt aaacctgcaa gtgaaacatt tgaaacgatt atactttcta 
3120 

cataagacat ggttgggaca tcagatactt acaaagatgg tttaagtatg gatactagag 
3180 

aaaattaagt tttctttctc tttggtttat tgatttggtt taatttccat tatgctattt 
3240 

tgcataatca aggcactgta aatcttataa ttttaaaata aattacttaa gaacaaaaaa 
3300 

aaaaaaaaaa aaaaaaaaaa aaa 
3323 

<210> 2960 
<211> 868 
<212> PRT 

<213> Homo sapiens 
c400> 2960 

Met Ala Thr Phe lie Ser Val Gin Leu Lys Lys Thr Ser Glu Val Asp 

15 10 15 

Leu Ala Lys Pro Leu val Lys Phe He Gin Gin Thr Tyr Pro Ser Gly 

20 25 30 

Gly Glu Glu Gin Ala Gin Tyr Cys Arg Ala Ala Glu Glu Leu Ser Lys 

35 40 45 

Leu Arg Arg Ala Ala Val Gly Arg Pro Leu Asp Lys His Glu Gly Ala 

50 55 60 

Leu Glu Thr Leu Leu Arg Tyr Tyr Asp Gin He Cys Ser lie Glu Pro 
65 70 75 80 

Lys Phe Pro Phe Ser Glu Asn Gin He Cys Leu Thr Phe Thr Trp Lys 

85 90 95 

Asp Ala Phe Asp Lys Gly Ser Leu Phe Gly Gly Ser Val Lys Leu Ala 

100 105 110 

Leu Ala Ser Leu Gly Tyr Glu Lys Ser Cys Val Leu Phe Asn Cys Ala 

115 120 125 

Ala Leu Ala Ser Gin He Ala Ala Glu Gin Asn Leu Asp Asn Asp Glu 

130 135 140 

Gly Leu Lys He Ala Ala Lys His Tyr Gin Phe Ala Ser Gly Ala Phe 
145 ISO 155 160 

Leu His He Lys Glu Thr Val Leu Ser Ala Leu Ser Arg Glu Pro Thr 
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165 








170 


175 


Val 


ASp 


He 


Ser 


Pro 


Asp Thr 


Val Gly 


Thr Leu Ser Leu He 


Met Leu 








ISO 








185 


190 




Ala 


Gin 


Ala 


Gin 


Glu 


Val 


Phe 


Phe Leu 


Lys Ala Thr Arg Asp 


Lys Met 






195 










200 


205 




Lys 


Asp 


Ala 


He 


He 


Ala 


Lys 


Leu Ala 


Asn Gin Ala Ala Asp 


Tyr Phe 




210 










215 




220 




Gly 


Asp 


Ala 


Phe 


Lys 


Gin Cys 


Gin Tyr 


Lys Asp Thr Leu Pro 


Lys Glu 


225 










230 






235 


240 


val 


Phe 


Pro 


Val 


Leu 


Ala 


Ala 


Lys His 


Cys He Met Gin Ala 


Asn Ala 










245 








250 


255 


Glu 


Tyr 


His 


Gin 


Ser 


He 


Leu 


Ala Lys 


Gin Gin Lys Lys Phe 


Gly Glu 








260 








265 


270 




Glu 


He 


Ala 


Arg 


Leu 


Gin 


His 


Ala Ala 


Glu Leu He Lys Thr 


Val Ala 






275 










280 


285 




Ser 


Arg 


Tyr 


Asp 


Glu 


Tyr Val 


Asn Val 


Lys Asp Phe Ser Asp 


Lys He 




290 










295 




300 




Asn 


Arg 


Ala 


Leu 


Ala 


Ala 


Ala 


Lys Lys 


Asp Asn Asp Phe He 


Tyr His 


305 










310 






315 


320 


Asp 


Arg 


Val 


Pro 


Asp 


Leu 


Lys 


Asp Leu 


Asp Pro He Gly Lys 


Ala Thr 










325 








330 


335 


Leu 


Val 


Lys 


Ser 


Thr 


Pro 


Val 


Asn Val 


Pro He Ser Gin Lys 


Phe Thr 








340 








345 


350 




Asp 


Leu 


Phe 


Glu 


Lys 


Met 


Val 


Pro Val 


Ser Val Gin Gin Ser 


Leu Ala 






355 










360 


365 




Ala 


Tyr 


Asn 


Gin 


Arg 


Lys 


Ala 


Asp Leu 


Val Asn Arg Ser He 


Ala Gin 




370 










375 




380 




Met 


Arg 


Glu 


Ala 


Thr 


Thr 


Leu 


Ala Asn 


Gly Val Leu Ala Ser 


Leu Asn 


385 










390 






395 


400 


Leu 


Pro 


Ala 


Ala 


He 


Glu Asp 


Val Ser 


Gly Asp Thr Val Pro 


Gin Ser 










405 








410 


415 


He 


Leu 


Thr 


Lys 


Ser 


Arg 


Ser 


Val He 


Glu Gin Gly Gly He 


Gin Thr 








420 








425 


430 




Val 


Asp 


Gin 


Leu 


He 


Lys 


Glu 


Leu Pro 


Glu Leu Leu Gin Arg 


Asn Arg 






435 










440 


445 




Glu 


He 


Leu 


Glu 


Glu 


Ser 


Leu 


Arg Leu 


Leu Asp Glu Glu Glu 


Ala Thr 




450 










455 




460 




Asp 


Asn 


Asp 


Leu 


Arg 


Ala 


Lys 


Phe Lys 


Asp Arg Trp Gin Arg 


Thr Pro 


465 










470 






475 


480 


Ser 


Asn 


Asp 


Leu 


Tyr 


Lys 


Pro 


Leu Arg 


Ala Glu Gly Thr Asn 


Phe Arg 




• 






485 








490 


495 


Thr 


Val 


Leu 


Asp 


Lys 


Ala 


Val 


Gin Ala 


Asp Gly Gin Val Lys 


Glu Cys 








500 








505 


S10 




Tyr 


Gin 


Ser 


His 


Arg 


Asp Thr 


He Val 


Leu Leu Cys Lys Pro 


Glu Pro 






515 










520 


525 




Glu 


Leu 


Asn 


Ala 


Ala 


He 


Pro 


Ser Ala 


Asn Pro Ala Lys Thr 


Met Gin 




S30 










535 




540 




Gly 


Ser 


Glu 


Val 


Val 


Asn 


Val 


Leu Lys 


Ser Leu Leu Ser Asn 


Leu Asp 


545 










550 






555 


560 


Glu 


val 


Lys 


Lys 


Glu 


Arg 


Glu 


Gly Leu 


Glu Asn Asp Leu Lys 


Ser Val 










565 








570 


575 


Asn 


Phe 


Asp 


Met 


Thr 


Ser 


Lys 


Phe Leu 


Thr Ala Leu Ala Gin 


Asp Gly 








580 








585 


590 




Val 


He 


Asn 


Glu 


Glu 


Ala 


Leu 


Ser Val 


Thr Giu Leu Asp Arg 


Val Tyr 
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59S 600 605 

Gly Gly Leu Thr Thr Lys Val Gin Glu Ser Leu Lys Lys Gin Glu Gly 

610 615 620 

Leu Leu Lys Asn lie Gin Val Ser His Gin Glu Phe Ser Lys Met Lys 
625 630 635 640 

Gin Ser Asn Asn Glu Ala Asn Leu Arg Glu Glu Val Leu Lys Asn Leu 

645 650 655 

Ala Thr Ala Tyr Asp Asn Phe Val Glu Leu Val Ala Asn Leu Lys Glu 

660 665 670 

Gly Thr Lys Phe Tyr Asn Glu Leu Thr Glu lie Leu Val Arg Phe Gin 

675 6B0 685 

Asn Lys Cys Ser Asp lie Val Phe Ala Arg Lys Thr Glu Arg Asp Glu 

690 695 700 

Leu Leu Lys Asp Leu Gin Gin Ser lie Ala Arg Glu Pro Ser Ala Pro 
705 710 715 720 

Ser He Pro Thr Pro Ala Tyr Gin Ser Leu Pro Ala Gly Gly His Ala 

725 730 735 

Pro Thr Pro Pro Thr Pro Ala Pro Arg Thr Met Pro Pro Thr Lys Pro 

740 745 750 

Gin Pro Pro Ala Arg Pro Pro Pro Pro Val Leu Pro Ala Asn Arg Ala 

755 760 765 

Pro Ser Ala Thr Ala Pro Ser Pro Val Gly Ala Gly Thr Ala Ala Pro 

770 775 780 

Ala Pro Ser Gin Thr Pro Gly Ser Ala Pro Pro Pro Gin Ala Gin Gly 
785 790 795 800 

Pro Pro Tyr Pro Thr Tyr Pro Gly Tyr Pro Gly Tyr Cys Gin Met Pro 

805 810 815 

Met Pro Met Gly Tyr Asn Pro Tyr Ala Tyr Gly Gin Tyr Asn Met Pro 

820 825 830 

Tyr Pro Pro Val Tyr His Gin Ser Pro Gly Gin Ala Pro Tyr Pro Gly 

835 840 845 

Pro Gin Gin Pro Ser Tyr Pro Phe Pro Gin Pro Pro Gin Gin Ser Tyr 

850 855 860 

Tyr Pro Gin Gin 
865 

<210> 2961 
<211> 434 
<212> DNA 

<213> Homo sapiens 
<400> 2961 

gccgcggctc cagggaacgg ccgcgcatcg gcgccccggc tgcttctgct ctttctggtt 
60 

ccgctgctgt gggccccggc tgcggtccgg gccggcccag atgaagacct tagcnaccgg 
120 

aacaaagaac cgccggcgcc ggcccagcag ctgcagccgc agcctgtggc tgtgcagggc 
180 

cccgagccgg cccgggtcga ggctaatttt tgtatttttt ttgtagagac aggatttcgc 
240 

catgttgacc agtggtctca agctcctggg ctcaagtaat ccgcccgact cggtctccca 
300 

aagtgctggg attacaggca tgagccaccg tgcctggcca gattttgttt ggctatgcca 
360 
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ccacagtcat ccccagggtc tatacatact atgtttcaac tgtattattt gccatttttg 
420 

gcattagaat gcat 
434 

<210> 2962 
<211> 92 
<212> PRT 

<213> Homo sapiens 



<400> 2962 

Ala Ala Ala Pro Gly Asn Gly Arg Ala Ser Ala Pro Arg Leu Leu Leu 

15 10 15 

Leu Phe Leu Val Pro Leu Leu Trp Ala Pro Ala Ala Val Arg Ala Gly 

20 25 30 

Pro Asp Glu Asp Leu Ser Xaa Arg Asn Lys Glu Pro Pro Ala Pro Ala 

35 40 45 

Gin Gin Leu Gin Pro Gin Pro Val Ala Val Gin Gly Pro Glu Pro Ala 

50 55 60 

Arg Val Glu Ala Asn Phe Cys He Phe Phe Val Glu Thr Gly Phe Arg 
65 70 75 80 

His Val Asp Gin Trp Ser Gin Ala Pro Gly Leu Lys 

85 90 



<210> 2963 

<211> 567 

<212> DNA 

<213> Homo sapiens 



<400> 2963 
nacgcgtgct 
60 

gagggctatg 
120 

acgctcctgc 
180 

tccctagcag 
240 

ccgcccacag 
300 

cgctgccgct 
360 

accctggggg 
420 

gtccatgagt 
480 

ccgcctgaca 
540 

ccccagcggt 
567 



gccccggctg 
tccctcggcg 
tgcttttctt 
ctgcccccac 
caatatgcca 
gccctgcagg 
gccctggaag 

gggtggttgt 

ccccgtttcc 
gtgtccaccc 



gaagaggacc 
cccggtgtta 
gaaccccgag 
agggtgctgg 
gccgccatgc 
atggcggggt 
ggtctggggc 
gaagggagct 
tgcagatgtg 
cgccggt 



agcgggcttc 
ggagggcgac 
caaagcacca 
ggacccaact 
cggaacggag 
gacacttgcc 
acctctttgc 
gtgtgggcag 
gatgaatgca 



ctggggcctg 
tgttccccaa 
ccttgccgca 
gagctggtga 
ggagctgtgt 
agtcaggtga 
atgtcgtggg 
gacccctccc 
gtgataggag 



tggagcaggt 
tcttccagca 
gagcacccac 
ccagcctccc 
ccagcctggc 
ggctggctct 
gttactgatg 
gcaggcatgg 
gggcggctgt 



<210> 2964 
<211> 115 
<212> PRT 
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<213> Homo sapiens 



<400> 2964 



Ala Gly 


Asp 


Gin 


1 






Arg Asn 


Gly 


Gly 






20 


Gly Trp 


Arg 


Gly 




35 




Gly Gly 


Pro 


Gly 


50 






Leu Met 


Val 


His 


65 






Pro Leu 


Pro 


Gin 


Asp Glu 


Cys 


Ser 






100 


Pro Ala 


Gly 






115 





Pro Pro Pro Pro 
5 

Ser Cys Val Gin 

Asp Thr Cys Gin 
40 

Arg Val Trp Gly 
55 

Glu Trp Val Val 
70 

Ala Trp Pro Pro 
85 

Asp Arg Arg Gly 



Thr Ala He Cys 
10 

Pro Gly Arg Cys 
25 

Ser Gly Glu Ala 

Thr Ser Leu His 
60 

Val Lys Gly Ala 
75 

Asp Thr Pro Phe 
90 

Gly Cys Pro Gin 
10S 



Gin Pro Pro Cys 
15 

Arg Cys Pro Ala 
30 

Gly Ser Thr Leu 
45 

Val Val Gly Leu 

Val Trp Ala Gly 
80 

Pro Ala Asp Val 
95 

Arg Cys Val His 
110 



<210> 2965 

<211> 3739 

<212> DNA 

<213> Homo sapiens 



<400> 2965 
acgcgtgggg 
60 

tccagctcag 
120 

ggacgtcgaa 
180 

gttttcgtag 
240 

gacaccattg 
300 

atggatcctg 
360 

caggacctag 
420 

gccctttctt 
460 

gacgctgagc 
540 

agaccggctc 
600 

accagtctta 
660 

tgtggccttt 

720 

gtcaactgag 
780 

cagcatgtct 
840 



cttgtttagg 
cctgggacag 
caattgcata 
agtccttaaa 
cagccggccc 
gaggtgcccg 
gtggcggcgg 
ccgggcacgt 
tacaggaacg 
cagttcaacc 
acttatggcc 
gacaaaaagg 
gaacagtata 
gtcatagagc 



ttggccataa 
ctggttgaac 
gccgttcctg 
ggacgtgccc 
cgccttccgc 
cgaacactgc 
tggtaccggc 
cctttaagga 
gctatgcaat 
agctgtccca 
aacctaaaca 
tactgaaatt 
ggatccgtca 
ctgttgtaga 



gttaagactg 
tggagccggt 
tagctcagcg 
ggaagaaagg 
tcgtgggagt 
ttgtcgcctg 
tgcaatggtg 
ctctacgaaa 
tgttcgacgt 
ggctgagctg 
agccccacct 
tgatgcctat 
ggtgaacatt 
aaattctgga 



gtgccttact 
ctccgcctat 
tctgacttct 
gcaagccatg 
tccggatgtt 
ggcaaccgga 
tccaatcccg 
acagccttcc 
ccaacagttg 
gatgagttgg 
gcggatttta 
ttccaagaag 
tactattatc 
atccttcaag 



ggccaactca 
cccaactgtt 
gtggaaggct 
cacgggattg 
tagcgttacc 
gaggacgaag 
tgcatggctt 
acagaagtca 
ggataggcgg 
ccagtaaggc 
ttcctgcgca 
atgttcctat 
tagaagatga 
gcaagttaat 
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aaaacgccag cggctagcca 
900 

tcgaggaata aacatcacaa 
960 

cacacaggta tttttagaaa 
1020 

tgatccttac actgaactcc 
1080 

tgatcaactc aagcaatttc 
1140 

aggcttactt atttccaaat 
1200 

tggtaactat tttgaaacat 
1260 

ctgctttcat caagggttac 
1320 

agatcgtgga gttgcggagt 
1380 

ttcctgagct acatctgctt 
1440 

atgagctaat ttcatagact 
1500 

aatatgcata catgtaggtt 
1560 

gatgcttcct tgttaaatgt 
1620 

aactctgttc caaccttcct 
1680 

aatccttccc tttctgtact 
1740 

tttgctgctc cttttcctta 
1800 

ctagcatggt cttttaagga 
1860 

ttaaagattg tgtttattcc 
1920 

attgtgttta tattattgct 
1980 

taaataaaaa ttttttctac 
2040 

atatatatat accactatgt 
2100 

tgactaatat tttggatcaa 
2160 

atttaactct ttccagctgc 
2220 

atgaatattt cttttttttc 
2260 

agtctttcca tcgttgatac 
2340 

gattcttgag tcactacttt 
2400 

gatacagaca gcatgtatgg 
2460 



agaatgaccg gggtgaccat 
tttatggcaa aactttccgc 
gccaaggaat tgagttaaat 
gaaaacagcc tcttcgtaag 
tcacctttga caaacaggta 
gtgacctaca tttattggca 
tacagctata attgaactgt 
aggtacagga atgcctacat 
tgttttgtga acctcaccaa 
cccaccttac gtttccaatt 
cctttgtgaa accataaatc 
gtaatgttaa aatgtttaat 
tatattaata ttggagtcca 
aatcctctcc cttgtgagct 
aaagggagaa agaaaaggaa 
gacatttaac cccttttagt 
ttttgttcat atcagtcata 
cacgatttga agaagcctag 
agaagatatg tgttgatggg 
actaattata tataaaccat 
aaagaacttc attgctcttt 
agtgagctct tcttttttgg 
tgacatatag tacataattt 
aatttacccc atctgaaatt 
ataattgcca aagtagccaa 
ggattcttca aaggtccttc 
tgaatgtcgg acctacatca 

2199 



taccattgga aagacctaaa 
gttgttgact gtgaccaatt 
ccaccagaga agatggctct 
tatgtcaccc catcagactt 
agtgacatag gaaccacaat 
aaaggtttgg gtagctgtat 
ttggacacag tactgtcttt 
ctcatatgga gatccaaaga 
acatttaaat ctcaaagcaa 
gacaatttct ttcccttaaa 
gattattagg aaatttcaca 
ttcacagaag ccccactaca 
gaatgttctg agcattttcc 
gatgtgtata agcagattta 
gagatcaccc tcagtgcttc 
tcagaaaatg taaactagca 
tatctgttat tattatgtat 
ccaaaaaaaa aaaaaaaaag 
accaaaaaaa gactggttaa 
attcacatgt acccttatta 
taatttagct tctctttcac 
cacaaactta taatcctatt 
cagatgtxtt agtatgtttg 
acttcatagt ctttccagct 
gttgaactcc ctacttttag 
gattctatgc aatctgggat 
ttcattacta tcttatggat 
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gatacggtgg aaattcgaga ggtccacgaa cggaatgatg ggagagatcc tttcccactc 
2520 

ctaatgaacc gccagcgtgt gcccaaagtt ttggtggaaa atgcaaagaa cttccctcag 
2580 

tgtgtgctag aaatctctga ccaagaagtg ttggaatggt atactgctaa agacttcatt 
2640 

gttgggaagt cactcactat ccttgggaga actttcttca tttatgattg tgatccattt 
2700 

actcgacggt attacaaaga gaagtttgga atcactgatt taccacgtat tgatgtgagc 
2760 

aagcgggaac cacctccagt aaaacaggag ttgcctcctt ataacggttt tggactagtg 
2820 

gaagattctg ctcagaattg ttttgctctc attccaaaag ctccaaaaaa agacgttatt 
2880 

aaaatgctgg tgaatgataa caaggtgctt cgttatttgg ctgtactgga atcccccatc 
2940 

ccagaagaca aagaccgcag atttgtcttc tcttactttc tagctaccga catgatcagt 
3000 

atctttgagc ctcctgttcg caattctggt atcattgggg gcaagtacct tggcaggact 
3060 

aaagttgtta aaccatactc tacagtggac aaccctgtct actatggccc cagtgacttc 
3120 

ttcattggtg ctgtgattga agtgtttggt caccggttca tcatccttga tacagacgag 
3180 

tatgttttga aatacatgga gagcaacgct gcccagtatt caccagaagc actcgcgtca 
3240 

attcagaacc atgtccgaaa gcgagaagcg cctgctccag aagcagaaag caagcaaact 
3300 

gaaaaggatc caggcgtgca ggaattggaa gcattaatag acacaattca gaagcaactg 
3360 

aaagatcact catgcaaaga caacattcgt gaggcatttc aaatttatga caaggaagct 
3420 

tcaggatatg tggacagaga catgttcttt aaaatctgtg aatcgcttaa cgtcccagtg 
3460 

gatgactcct tggttaagga gttactcagg atgtgctctc atggagaagg caaaattaac 
3540 

tactataact ttgttcgtgc tttctcaaac tgacctgctg atgagaaaat gcaagacaat 
3600 

ttttgatact ggaactatgc tttgaaatac accttacact cttcatagag gcatttacag 
3660 

ggttcctgaa gttttatttc tgttttggtt cttatttcac tcctactgaa gtcgaaacta 
3720 

aattggatca aaaaaaaaa 
3739 

<210> 2966 
<211> 386 
<212> PRT 

<213> Homo sapiens 
<400> 2966 

Met Tyr Gly Glu Cys Arg Thr Tyr He He His Tyr Tyr Leu Met Asp 

15 10 15 

Asp Thr Val Glu He Arg Glu Val His Glu Arg Asn Asp Gly Arg Asp 



2200 



WO 00/58473 



PCTAJS00/08621 



20 25 30 



Pro 


Phe 


Pro 


Leu 


Leu 


Met 


Asn Arg Gin Arg Val 


rig ijys val wen val 






35 










40 








GlU 


Asn 


Ala 


Lys Asn 


Phe 


Pro Gin Cys Val Leu 


UlU 1X6 oec Map win 




50 










55 








60 


GlU 


Val 


Leu 


Glu 


Tip 


Tyr 


Thr 


Ala 


Lys Asp Phe 


X16 Val \j-Ly w/ s Oct 


65 










70 








75 


80 


Leu 


Thr 


lie 


Leu Gly Arg 


Thr 


Phe 


Phe 


He Tyr 


Asp Cys Asp pro pne 










85 










90 


95 


Thr 


Arg 


Arg 


Tyr 


Tyr 


Lys 


Glu 


Lys 


Phe 


Gly He 


Thr Asp Leu pro Arg 








100 










105 




m * Ja 

110 


lie 


Asp 


Val 


Ser 


Lys 


Arg 


Glu 


Pro 


Pro 


Pro Val 


Lys Gin Glu Leu pro 






115 










120 






125 


Pro 


Tyr 


Asn 


Gly Phe 


Gly 


Leu 


Val 


Glu 


Asp Ser 


Ala Gin Asn Cys Phe 




130 










135 








140 


Ala 


Leu 


lie 


Pro 


Lys 


Ala 


Pro 


Lys 


Lys 


Asp Val 


He Lys Met Leu Val 


145 










150 








155 


160 


Asn 


Asp 


Asn 


Lys 


val 


Leu 


Arg Tyr 


Leu 


Ala val 


Leu Glu Ser Pro He 










165 










170 


175 


Pro 


Glu 


Asp 


Lys 


Asp Arg 


Arg 


Phe 


Val 


Phe Ser 


Tyr Phe Leu Ala Thr 








ieo 










185 




190 


Asp 


Met 


lie 


Ser 


He 


Phe 


Glu 


Pro 


Pro 


Val Arg 


Asn Ser Gly He He 






195 










200 






205 


Gly 


Gly 


Lys 


Tyr Leu Gly 


Arg 


Thr 


Lys 


Val Val 


Lys Pro Tyr Ser Thr 




210 










215 








220 


Val 


Asp 


Asn 


Pro 


Val 


Tyr 


Tyr Gly Pro Ser Asp 


Phe Phe He Gly Ala 


225 










230 








235 


240 


Val 


lie 


Glu 


Val 


Phe 


Gly 


His 


Arg 


Phe 


He He 


Leu Asp Thr Asp Glu 










245 










250 


255 


Tyr 


Val 


Leu 


Lys 


Tyr 


Met 


Glu 


Ser 


Asn 


Ala Ala 


Gin Tyr Ser Pro Glu 








260 










265 




270 


Ala 


Leu 


Ala 


Ser 


He 


Gin 


Asn 


His 


val 


Arg Lys 


Arg Glu Ala Pro Ala 






275 










280 






285 


Pro 


Glu 


Ala 


Glu 


Ser 


Lys 


Gin Thr Glu Lys Asp 


Pro Gly Val Gin Glu 




290 










295 








300 


Leu 


GlU 


Ala 


Leu 


He 


Asp 


Thr 


He 


Gin 


Lys Gin 


Leu Lys Asp His Ser 


305 










310 








315 


320 


Cys 


Lys 


Asp 


Asn 


lie 


Arg 


Glu 


Ala 


Phe 


Gin He 


Tyr Asp Lys Glu Ala 










325 










330 


335 


Ser 


Gly 


Tyr 


Val 


Asp 


Arg 


Asp Met 


Phe 


Phe Lys 


He Cys Glu Ser Leu 








340 










345 




350 


Asn 


Val 


Pro 


Val 


Asp 


Asp 


Ser 


Leu 


Val 


Lys Glu 


Leu Leu Arg Met Cys 






355 










360 






365 


Ser 


His 


Gly 


Glu Gly Lys 


lie Asn Tyr Tyr Asn 


Phe Val Arg Ala Phe 




370 










375 








380 



Ser Asn 
385 



<210> 2967 

<211> 1103 

<212> DNA 

<213> Homo sapiens 

<400> 2967 
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cctgctctgt agagccggcg 
60 

cccgcaggac cgggccgctg 
120 

cccgactacc ctttggctca 
180 

ggatgagcgg cgggcggcgg 
240 

tcaaagtctc cgtctggagt 
300 

tttttagatg tgatctactg 
360 

ggagttttgc cattacgagg 
420 

gtcctgtacc tctacttcag 
480 

tgggagctca cgaaggaagg 
540 

catcttttac actgccatcc 
600 

cagtccaaag gaccctcttg 
660 

cttggaactt ggaagacccg 
720 

tttctgcaag ggttgtgacc 
780 

ctgaatttat ccatcaccaa 
840 

gccaagtgga gctgtcattt 
900 

tcttcctcga ttctccatcg 
960 

ctgaaacagc atggctgtat 
1020 

agtttccatt gtagaatgtt 
1080 

aaaaaaaaaa aaaaaaaaaa 
1103 



gcaaccgggt agcttggcca 
agcctgcagc cgccccgcgc 
gcccgcgcgc cccaggcccg 
aaggaggagc cgcctcagcc 
aaggtgctgc ggagcggcgg 
gttccgacag atcattgctg 
gttcttggga atagcaggat 
caattaccta cagattgatg 
gtttatgacc tcttttgccn 
attatgactg atggtgtaca 
attacagcac aggaacttga 
tgtttcctgg accgcgaatc 
tgaaactttt taaaaaccac 
ccatttcttc ttggatacca 
aatttgatgc acctctggat 
ggtgtagagt ttttaaacta 
gtgcgtggtc catagcacag 
ttcacatact tgaataaatc 
aaa 



ggttgtgagg aaccgcagcg 
cgtgacctgc gaccctagac 
gcccgggcgg cgcgacggga 
gcagctggcc aacggggccc 
cctgggagga taaggatgaa 
tggtcctggg tgtcatttgg 
tctgcctgat caatgcagga 
aggaagaata tggtggcacg 
ctgttcatgg tcatttggat 
gctcccaagt gctccctatc 
tcgttgggga accccagccc 
agtgtgttgg gcatcagtgt 
ccacctttgg ggaagcattt 
tcaagtaaca gctattattt 
tcagatgaaa cattaaattg 
tcaatggcat ttcaagtctt 
tacatgcagc atctaataag 
aaatctttaa ttgagaaaaa 



c210> 2968 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 2968 

Ala Ala Gly Gly Gly Arg Arg Ser 

1 5 
Gly Pro Ser Lys Ser Pro Ser Gly 
20 

Trp Glu Asp Lys Asp Glu Phe Leu 

35 40 
He lie Ala Val Val Leu Gly Val 

50 55 
Gly Phe Leu Gly He Ala Gly Phe 



Arg Leu Ser Arg Ser Trp Pro Thr 

10 15 
Val Arg Cys Cys Gly Ala Ala Ala 
25 30 
Asp Val He Tyr Trp Phe Arg Gin 

45 

He Trp Gly Val Leu Pro Leu Arg 
60 

Cys Leu He Asn Ala Gly Val Leu 
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65 70 75 80 

Tyr Leu Tyr Phe Ser Asn Tyr Leu Gin lie Asp Glu Glu Glu Tyr Gly 

85 90 95 

Gly Thr Trp Glu Leu Thr Lys Glu Gly Phe Met Thr Ser Phe Ala Xaa 

100 105 110 

Val His Gly His Leu Asp His Leu Leu His Cys His Pro Leu 
115 120 125 



<210> 2969 

<211> 667 

<212> DNA 

<213> Homo sapiens 



<400> 2969 
atcagcgcct 
60 

ctcactcggc 
120 

gggagccctt 
180 

gcccgcaaca 
240 

cactgcgggc 
300 

cgagtgatag 
360 

ctacagaagg 
420 

gccatcaaca 
480 

gccggcgatg 

540 

gagctacgga 
600 

tcacgggcct 
660 

gggggca 
667 



taggggacca 
tcctccagga 
caaaccgaga 
tcaagaacaa 
tgagattgct 
gagaggatgg 
agaatggggc 
accgcgtcac 
gcaatgaggc 
ctaagcttct 
cggctaggag 



gagcaagaag 
ttcgctgggg 
tttcatggag 
ggtggtagtg 
cggctgcaga 
cgctgagggc 
cctgcggctg 
ccagctcatg 
cattggtgcg 
agagagtgaa 
cccctactcc 



gtggtgcacg 
ggcaacagcc 
accctcaaca 
aaccaagaca 
tggagctgat 
tatagtgatc 
cgggtgaaag 
agccaggagg 
ctgatccaga 
gccatgaacg 
ctgggtgctt 



ttccctacag 
agaccatcat 
cactcaaata 
agaccgccag 
ggagtnataa 
tgttccgaga 
ccatgcagga 
ccaacctgct 
actacatccg 
agtccctgcg 
ctccagccgc 



ggactccaag 
gatcgcctgg 
tgccaatcgg 
caaatcaatg 
ggcgggcaag 
gaatgccatg 
ggccatcgat 
gctagccaag 
ggagatcgag 
ccgcagcctc 
cccggccttc 



<210> 2970 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 2970 

lie Ser Ala Leu Gly Asp Gin Ser 

1 5 
Arg Asp Ser Lys Leu Thr Arg Leu 
20 

Ser Gin Thr He Met He Ala Trp 

35 40 
Met Glu Thr Leu Asn Thr Leu Lys 

50 55 
Lys Asn Lys Val Val Val Asn Gin 



Lys Lys Val Val His Val Pro Tyr 

10 15 
Leu Gin Asp Ser Leu Gly Gly Asn 
25 30 
Gly Ser Pro Ser Asn Arg Asp Phe 

45 

Tyr Ala Asn Arg Ala Arg Asn He 
60 

Asp Lys Thr Ala Ser Lys Ser Met 
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65 70 75 80 

His Cys Gly Leu Arg Leu Leu Gly Cys Arg Trp Ser 

85 90 

<210> 2971 

<211> 6015 

<212> DNA 

<213> Homo sapiens 

<400> 2971 

ncccatttcc agctccggag cgggcggctg cgccccgctc gtcgaggagc tgcgctcacc 
60 

tcaggggcgg gcccccgcct gcgttcgcgg cgccagcaga agactgattt ttggaaatat 
120 

gtatttggga gacagtcacg tcctattgaa taccttgtgc tggtgctgcc atcgaaaaat 
180 

ctggttacac tctggggagg actgctacca ctgcagaact gaaccacttc ggccgtgaga 
240 

tgagtgtccg gcctgagcag gcacaccatg aatagataca caacaatcag gcagctcggg 
300 

gatggaacct acggttccgt cctgctggga agaagcattg agtctgggga gctgatcgct 
360 

attaaaaaaa tgaaaagaaa attttattcc tgggaggaat gcatgaacct tcgggaggtt 
420 

aagtctttaa agaagctcaa ccatgccaat gtagtcaaat taaaagaagt tatcagggaa 
480 

aatgatcatc tttattttat cttcgagtac atgaaggaaa atctttacca gctcattaaa 
540 

gagagaaata agttgtttcc tgagtctgct ataaggaata tcatgtatca gatattacaa 
600 

ggactcgcat ttattcacaa acacggcttc tttcatcgag acttaaagcc tgagaacctc 
660 

ctctgcatgg gaccagaact tgtgaaaatt gcagactttg gtttggcccg agaaatacga 
720 

tcaaaacctc catatacaga ttatgtatct accagatggt acagggctcc agaagtactc 
780 

ctgaggtcta ccaactacag ctcccccatt gacgtctggg cggtgggctg catcatggca 
840 

gaagtttaca ccctcaggcc actcttccct ggagccagtg aaattgacac aatattcaaa 
900 

atttgccaag tgctggggac accaaaaaag actgactggc ctgaaggcta tcaactctca 
960 

agtgcaatga acttccgttg gccacagtgt gtacccaata acttaaagac cttgattccc 
1020 

aatgctagca gtgaagcagt ccagctcctg agagacatgc ttcagtggga tcccaagaaa 
1080 

cgaccaacag ctagtcaggc acttcgatat ccttacttcc aagttggaca cccactaggc 
1140 

agcaccacac aaaaccttca ggattcagaa aaaccacaga aaggcatcct ggaaaaggca 
1200 

ggcccacctc cttatattaa gccagtccca cctgcccagc caccagccaa gccacacaca 
1260 

cgaatttctt cacgacagca tcaagccagc cagccccctc tgcatctcac gtacccctac 
1320 
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aaagcagagg tctccaggac agatcaccca 
1380 

ttgcttttcc catccctcca caacaagcat 
1440 

cacaaaaatg gtgagataaa gccaaagagt 
1500 

acaaaggatt cagatgattg ggctgacttg 
1560 

aggattgacc tgaaaaacaa gaaaagacag 
1620 

gctttggacc tgaagccctc tgagcctgtg 
1680 

teatatcagc ggcgagacac gcccaccctg 
1740 

cactctcgat acttgcctgg gatcagtata 
1800 

gaatttattc cacctaatcc atggtctagt 
1860 

atgtcagtaa tcagcaaagt aaattcagtt 
1920 

actggaaact atgtcccttc ctttctgaaa 
1980 

cacctagcac ctattccaga cccttcccct 
2040 

catcctgggc gaccattctt ccacacccag 
2100 

cctccagccg cccagccagt gcatggccgg 
2160 

cgatgactgt ctgccttggt gatgaatctc 
2220 

agctgactgg tgttccacct gcaagatgtg 
2280 

tagttattct tctgaactaa gacatgtcaa 
2340 

ttgatttgaa tgcagtaggc ttttttgtat 
2400 

ttattttctt aaacaacagc attttgtata 
2460 

caactttgta atgaactttt taaaaattaa 
2520 

tctctacaga ttttgaaaaa tgtaataata 
2580 

taaggctatg tgatagaggg ttatttactc 
2640 

atttcaagtg tggctcacta ggcacttcag 
2700 

cctctgcttt tcttagtagg tcattggttt 
2760 

aggactatta tattatataa ttcactttgt 
2820 

taagcaaata cattttaaaa aatttttctg 
2880 

tgaaaccaag cttaattata ctatgccatt 
2940 



agccatctcc aggaggacaa gccaagcccg 
ccacagtcga aaatcacagc tggcctggag 
aggagaaggt ggggtcttat ttccaggtca 
gatgacttgg atttcagtcc atccctcagc 
agtgatgaca ctctctgcag gtttgagagt 
ggcacaggaa acagtgcccc cacccagacg 
agatctgcag ccaagcagca ctatttgaag 
agaaatggca tactctcgaa tccaggcaag 
tctggcttgt ctggaaaatc ttcagggaca 
ggttccagct ctacaagttc tagtggactg 
aaagaaatcg gttctgctat gcagagggta 
ggttattcct ccctgaaggc catgagacct 
cctagaagca ctcctgggtt gataccacgg 
acagactggg cttccaagta cgcatctcgg 
ttcctaggga gaagcaggat actttccctc 
cagagggcat aaaagcaaat caacacttta 
tattcttttt taaagttttt ttttaaaata 
aaaattattt tattctaaaa ctgggtccca 
tatggattat gttttagcat tttatacagt 
ttgattttcc tttggggttc cagataatat 
ttaatgcagt attgcaacag gggtgcaatt 
agtgtgtgca gatatttatg aagtggtgaa 
gccttcttgg actgttgtta gaaaagtgat 
gatttttgga taccactctg ctgttctaaa 
tttacttttg ttccccagat gaaagaactc 
acacccttta atgtggttgc agatctcaga 
atattctaat ttattccatt tttgaaatca 
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agttgtatgt gtaccaataa aagagatttc 
3000 

acacagtcaa tcaaacttac attcctgcca 
3060 

gcagcagaag gtttttgatt atagtaactg 
3120 

cagatctggc taggagcagt caatgactaa 
3180 

tttggggagc agaaagagtt atggcagagg 
3240 

gccacatctg atctcctaac cctggtgtag 
3300 

gggcagaggc tgttccattg agaggaatgt 
3360 

tttggagaca gaaaaagaca aaaggtccag 
3420 

tcacttatgg ttgccttaaa ggcaagaggg 
3480 

tcaacagtgt attgattcat attctcctag 
3540 

taatgacaaa ttgaaccata tgtaagtaat 
3600 

agtctcactc tgtcacccag gctggagtgc 
3660 

tgcctcccag gttcaagcct cctgagtaac 
3720 

gctaattttt tgtattttta gtagagacgg 
3780 

atctcctgac ctcgtgatcc accctcctcc 
3840 

agccactgca cccagccaag tgatcatttt 
3900 

tagacacttt catatggttc aacctaatga 
3960 

aatatgttgc attctgaaca aataaccatg 
4020 

gagtaattta tgctttggag aatttggctc 
4080 

ctaggggcat gagaaaagca cataatggat 
4140 

acaagctggc agcaaagctt cagaaaatat 
4200 

tttctgtatt atattctcaa ctcgttatct 
4260 

agtcctttac tataaggtta atatttattt 
4320 

Ctaatgtgaa acctggccca gcttgctgga 
4380 

gaggagcaaa tggattgttt aataccatag 
4440 

acatttttta actgaaaaac ctagttacct 
4500 

aatactttat agggcccaac ttcagaaaat 
4560 



tgcttcaaaa ggctctcaac atgaaggtta 

agatgcatgg ccaaaaaact aagtatcaaa 

agatggaatt ttgtgcctag ctcagttctc 

tgttctgtcc tagccaaatc ctcaggacaa 

ttccactcat ctacaaagtc acagtcacat 

Cttctttcaa gagtgagaac tttatttgtt 

ttacagcagt ttcaaaaatg acaaagtcag 

tctcatccat ctctatatgg tacatttgcc 

aaggtcacca tcagtgaacg caatgcaatc 

ggctcaaact actctctatt ggttccagga 

cttttatctt ttattttttt tttgagacag 

agtggcgcga tcttagctct ctgcaacctc 

tgggactaca ggcgcccgcc accacgccca 

ggtttcactg tgttagccag gacggcctcg 

acctcccaaa gtactgggat tacaggcatg 

tataggttaa aatgataggt gaaatgaata 

cttggtaaat tattgccttg gtgtattaat 

gcttccaaag ggccctaacc taaaatcgga 

aaatatatac ttgaccaagc accatgatcc 

gtggatgtga taggtggtct tttcctgtta 

atatgcaagc acaacttgaa gctgaattca 

aaagcatcag aacatgtgtt ttcagagatg 

tcattttctg tattatatat gaaaagtaaa 

aagcaggttt taaattgtaa atattcctta 

tctcagtaat ctagcttata taaggtcatt 

gattattgca cattataaaa ttgtttttct 

acttcgcttt tttcttttta tgctttcgtt 
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tgtttaccag caagcaactt ccctggggaa 
4620 

tagctgatgt gcagttgaga aaactagagg 
4680 

ctgtgaatta ctcttcctcc ccttctctga 
4740 

cctatgcact atagaaggga atagtaacca 
4800 

tgagaacctg cagccatttc ttgttacatg 
4860 

tttgttacta tacaattatg aaatgtaatg 
4920 

actgtaccta tcaggactat acctcattta 
4980 

atgatacagg gttggttctc atttcgtgcc 
5040 

gcgttgtagg ggtattgatg tgccccaggt 
5100 

gcataaaaac tactcttgac atgattgttc 
5160 

gccctcaccc agcccatgtg tgataggatt 
5220 

ttttttaaat gtatctcttg cctaaaggac 
5280 

atcttctgga gttatcaaaa attgtataca 
5340 

tgagtgcaaa tacaggtact gttggagttg 
5400 

tttccctacc atcaagccat tgttttgtgc 
5460 

ctgtacattt cagttcagtg tatgaccaaa 
5520 

tactaattat tttatatcat ttaaaccata 
5580 

gtagaattat ttttacgatt tccaaacaaa 
5640 

ggaccttctc atggaagcca ttaggaaaac 
S700 

attatcaatt tctcatagac actgtgctaa 
5760 

tctgatctca gataactcag tacagatagc 
5820 

taaccgacaa tatatttatt tataaagcac 
5880 

accacttaag caagaccctt ctgaaataaa 
5940 

ggtgtttaaa acatgtcaac cttatgtaag 
6000 

gtttaagaaa aattg 
6015 

<210> 2972 
<211> 632 
<212> PRT 



gccaaacaca tattcataaa aaaaatcaag 
actgaaaaaa caaattttaa ctagcaaatg 
aatgggtaaa ggacaaattg tgtaaaaaaa 
tttcttttgt ctctctgttt ctgttctgac 
aaaacaaaat gctacttgtt acctctattt 
taagacacca acagaaatga tatacctgta 
cagtcagaaa gcttactggg atgtcaggaa 
gaaatgagac agaaattcag tgacgaaggt 
agtgccagca gagtagggaa aactgcattt 
attttacaaa aaaattccat taattaccaa 
tatgtaggaa gaaacttgat tttcaaataa 
tatatacatc taataaagta acactgtgtc 
atcaagacaa cacaagaatt attttatttt 
atgggcacca tgctttctca tgaagtagca 
cattcaggag aggaaaaaaa ggaatttatg 
agcaatatgc ttataagaag atgtttgaca 
ctgtagcaac ataatatatg gagctaatct 
tgtactgtac tgttatataa tttattgtga 
aaactagagg taaatatcac attaatctgt 
tgtgaatttt aaatgacctg catcaagtct 
aattagtcag ctgatttgat tacaatggag 
atattcataa taacgagaag aattcagaaa 
aaatgttgct ttttaaatag tttgtcctaa 
gaaaaatttc ctggtccaaa taaagttgaa 
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<213> Homo sapiens 



<400> 2972 



Met Asn Arg Tyr Thr Thr lie Arg 


Gin 


Leu 


Gly 


Asp 


Gly 


Thr 


Tyr 


Gly 


1 


S 




10 










15 




Ser Val 


Leu Leu Gly Arg Ser He 


Glu 


Ser 


Gly 


Glu 


Leu 


He 


Ala 


He 




20 


25 










30 






Lys Lys 


Met Lys Arg Lys Phe Tyr 


Ser 


Trp 


Glu 


Glu 


Cys 


Met 


Asn 


Leu 




35 40 










45 








Arg Glu 


Val Lys Ser Leu Lys Lys 


Leu 


Asn 


His 


Ala 


Asn 


Val 


val 


Lys 


50 


55 








60 










Leu Lys 


Glu Val He Arg Glu Asn 


Asp 


His 


Leu 


Tyr 


Phe 


He 


Phe 


Glu 


65 


70 






75 










80 


Tyr Met 


Lys Glu Asn Leu Tyr Gin 


Leu 


He 


Lys 


Glu 


Arg 


Asn 


Lys 


Leu 




85 




90 










95 




Phe Pro 


Glu Ser Ala He Arg Asn 


He 


Met 


Tyr 


Gin 


He 


Leu 


Gin 


Gly 




100 


105 










110 






Leu Ala Phe He His Lys His Gly 


Phe 


Phe 


His 


Arg 


Asp 


Leu 


Lys 


Pro 




115 120 










125 








Glu Asn Leu Leu Cys Met Gly Pro 


Glu 


Leu 


Val 


Lys 


He 


Ala 


Asp 


Phe 


130 


135 








140 










Gly Leu Ala Arg Glu He Arg Ser 


Lys 


Pro 


Pro 


Tyr 


Thr 


Asp 


Tyr 


Val 


145 


150 






155 










160 


Ser Thr Arg Tip Tyr Arg Ala Pro 


Glu 


val 


Leu 


Leu 


Arg 


Ser 


Thr 


Asn 




165 




170 










175 




Tyr Ser 


Ser Pro He Asp Val Trp 


Ala 


Val 


Gly 


Cys 


He 


Met 


Ala 


Glu 




180 


185 










190 






Val Tyr 


Thr Leu Arg Pro Leu Phe 


Pro 


Gly 


Ala 


Ser 


Glu 


He 


Asp 


Thr 




195 200 










205 








He Phe 


Lys He Cys Gin Val Leu 


Gly 


Thr 


Pro 


Lys 


Lys 


Thr 


Asp 


Trp 


210 


215 








220 










Pro Glu Gly Tyr Gin Leu Ser Ser 


Ala 


Met 


Asn 


Phe 


Arg 


Trp 


Pro 


Gin 


225 


230 






235 










240 


Cys Val 


Pro Asn Asn Leu Lys Thr 


Leu 


He 


Pro 


Asn 


Ala 


Ser 


Ser 


Glu 


245 




250 










255 




Ala Val 


Gin Leu Leu Arg Asp Met 


Leu 


Gin 


Trp 


Asp 


Pro 


Lys 


Lys 


Arg 




260 


265 










270 






Pro Thr 


Ala Ser Gin Ala Leu Arg 


Tyr 


Pro 


Tyr 


Phe 


Gin 


Val 


Gly 


His 




275 280 










295 








Pro Leu 


Gly Ser Thr Thr Gin Asn 


Leu 


Gin 


Asp 


Ser 


Glu 


Lys 


Pro 


Gin 


290 


295 








300 










Lys Gly 


He Leu Glu Lys Ala Gly 


Pro 


Pro 


Pro 


Tyr 


He 


Lys 


Pro 


Val 


305 


310 






315 










320 


Pro Pro 


Ala Gin Pro Pro Ala Lys 


Pro 


His 


Thr 


Arg 


He 


Ser 


Ser 


Arg 




325 




330 










335 




Gin His 


Gin Ala Ser Gin Pro Pro 


Leu 


His 


Leu 


Thr 


Tyr 


Pro 


Tyr 


Lys 




340 


345 










350 






Ala Glu Val Ser Arg Thr Asp His 


Pro 


Ser 


His 


Leu 


Gin 


Glu 


Asp 


Lys 




355 360 










365 








Pro Ser 


Pro Leu Leu Phe Pro Ser 


Leu 


His 


Asn 


Lys 


His 


Pro 


Gin 


Ser 


370 


375 








380 










Lys He 


Thr Ala Gly Leu Glu His 


Lys 


Asn 


Gly 


Glu 


He 


Lys 


Pro 


Lys 


385 


390 






395 










400 


Ser Arg Arg Arg Trp Gly Leu He 


Ser 


Arg 


Ser 


Thr 


Lys 


Asp 


Ser 


Asp 
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405 






410 








415 




Asp 


Trp 


Ala 


Asp 


Leu 


Asp Asp Leu 


Asp 


Phe 


Ser Pro 


Ser 


Leu 


Ser 


Arg 








420 






425 








430 






lie 


Asp 


Leu 


Lys 


Asn 


Lys Lys Arg 


Gin 


Ser 


Asp Asp 


Thr 


Leu 


Cys 


Arg 






435 






440 








445 








Phe 


Glu 


Ser 


Val 


Leu 


Asp Leu Lys 


Pro 


Ser 


Glu Pro 


Val 


Gly 


Thr 


Gly 




450 








455 






460 










Asn 


Ser 


Ala 


Pro 


Thr 


Gin Thr Ser 


Tyr 


Gin 


Arg Arg 


Asp 


Thr 


Pro 


Thr 


465 










470 






475 








480 


Leu 


Arg 


Ser 


Ala 


Ala 


Lys Gin His 


Tyr 


Leu 


Lys His 


Ser 


Arg 


Tyr 


Leu 










485 






490 








495 




Pro 


Gly 


He 


Ser 


He 


Arg Asn Gly He 


Leu 


Ser Asn 


Pro 


Gly 


Lys 


Glu 








500 






505 








510 






Phe 


He 


Pro 


Pro 


Asn 


Pro Trp Ser 


Ser 


Ser 


Gly Leu 


Ser 


Gly 


Lys 


Ser 






515 






520 








525 








Ser 


Gly 


Thr 


Met 


Ser 


Val He Ser 


Lys 


Val 


Asn Ser 


Val 


Gly 


Ser 


Ser 




530 








535 






540 










Ser 


Thr 


Ser 


Ser 


Ser 


Gly Leu Thr Gly 


Asn 


Tyr Val 


Pro 


Ser 


Phe 


Leu 


545 










550 






555 








560 


Lys 


Lys 


Glu 


He 


Gly 


Ser Ala Met 


Gin 


Arg 


Val His 


Leu 


Ala 


Pro 


He 










565 






570 








575 




Pro 


Asp 


Pro 


Ser 


Pro 


Gly Tyr Ser 


Ser 


Leu 


Lys Ala 


Met 


Arg 


Pro 


His 








560 






585 








590 






Pro 


Gly 


Arg 


Pro 


Phe 


Phe His Thr 


Gin 


Pro 


Arg Ser 


Thr 


Pro 


Gly 


Leu 






595 






600 








605 








He 


Pro 


Arg 


Pro 


Pro 


Ala Ala Gin 


Pro 


Val 


His Gly 


Arg 


Thr 


Asp 


Trp 




610 








615 






620 










Ala 


Ser 


Lys 


Tyr 


Ala 


Ser Arg Arg 

















625 630 



<210> 2973 

<211> 858 

<212> DNA 

<213> Homo sapiens 

<400> 2973 

ggctactttt ggttcatggg aagaaccgac gatgtgatca attcttcaag ctaccggatc 
60 

gggcctgttg aagtggaaag tgccctggca gagcatcctg ctgtcctgga gtcggctgtg 
120 

gtcagcagcc cagaccccat caggggagag gtggcaaagg catttatagt ccttactcca 
180 

gcctactcct ctcatgaccc agaggcacta acgcgggaac tccaggagca tgtgaaaagg 
240 

gtgactgctc catacaaaac ccccaggaag gtggcctttg tttcagaact gccaaagacg 
300 

gtttctggaa agatccaaag gagtaaattg cgaagtcagg agtgggggaa atgaggtgca 
360 

ccccaggaag gccctgtaga cctccgaaga ctccacaaga aactaatgga tcactggtca 
420 

gtccccatgg ggagcatcat ctcttcgacc ctaaagatgt caaaggtgtg cagcttccaa 
480 

acggcatccc caggatcact gggcaatgct ggaaagagca aaagaatatc attggccctg 
540 • 
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atcacataga tgctgcgccg cctagcaaat gcttggtggt tcgacttctc cctctgtctg 
600 

ggggcaggct cagcatctgc ccactggtct cactaagagc tttcagattt ccctccatag 
660 

gacaggttac catagacttg gggcacttgt gggtactcat tttctgccag tgggaatgta 
720 

aaggcttcat cctttgtatg taaccatttg gcaaaagtat gcaggaacat aaaataaaat 
780 

atcctttagc tcaaaaattc tatcttcggg agtcaccaca aaagaaaaaa atcaaaatgc 
840 

agaaaatgtg gagtgcac 
858 

<210> 2974 

<211> 117 

<212> PRT 

<213> Homo sapiens 



<400> 2974 




















Gly Tyr 


Phe 


Trp 


Phe Met Gly 


Arg Thr 


Asp 


Asp Val 


He 


Asn 


Ser 


Ser 


1 






5 




10 








15 




Ser Tyr 


Arg 


lie 
20 


Gly Pro Val 


Glu Val 

25 


Glu 


Ser Ala 


Leu 


Ala 
30 


Glu 


His 


Pro Ala 


Val 
35 


Leu 


Glu Ser Ala 


Val Val 
40 


Ser 


Ser Pro 


Asp 
45 


Pro 


He 


Arg 


Gly Glu 


val 


Val 


Lys Ala Phe 


lie Val 


Leu 


Thr Pro 


Ala 


Tyr 


Ser 


Ser 


50 






55 






60 










His Asp 


Pro 


Glu 


Ala Leu Thr 


Arg Glu 


Leu 


Gin Glu 


His 


Val 


Lys 


Arg 


65 






70 






75 








80 


Val Thr 


Ala 


Pro 


Tyr Lys Thr 
85 


Pro Arg 


Lys 
90 


Val Ala 


Phe 


Val 


Ser 
95 


Glu 


Leu Pro 


Lys 


Thr 
100 


Val Ser Gly 


Lys lie 
105 


Gin 


Arg Ser 


Lys 


Leu 
110 


Arg 


Ser 


Gin Glu 


Trp 
115 


Gly 


Lys 

















<210> 2975 

<211> 1425 

<212> DNA 

<213> Homo sapiens 

<400> 2975 

ccctcaacta ccgggaccca ggagttgaag ccggggttgg agggctctct gggggtgggg 
60 

gacacaatgt atacggtcaa tggcgtccac ccactgaccc tgcgctggga agagacccgc 
120 

acaccagaat cccagccaga tactccgcct ggcacccctc tggtgtccca agatgagaag 
180 

agagatgctg agctgccgaa gaagcgtatg gggaagtcaa accccggctg ggagaacttg 
240 

gagaagttgc tagtgttcac cgcagctggg gtgaaaccgg ggnncaaggt ggctggctct 
300 

gatctggacg ggacgctcat caccacacgc tctgggaagg tctttcccac tggccccagt 
360 
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gactggagga tcttgtaccc 
420 

tacaagctgg tgatcttcac 
480 

gagttcaagg ccaaggtgga 
540 

gtggccacgc acgcaggctt 
600 

gagcaggcca acgacggcac 
660 

gccggacgcc cggccaactg 
720 

cgcctgtttg ccctcaacct 
780 

tggccagcag ccggcttcga 
840 

cctctctgcc tccccgagtc 
900 

gtgggattcc ctggggccgg 
960 

tatgtccacg tgacagggac 
1020 

cagccctgaa gcaagggaaa 
1080 

gcgccaggta cgtccagtgt 
1140 

ccgccactct ggagcaggcg 
1200 

atatccccgt gtcagacatg 
1260 

tggctgaagg cttctctgcc 
1320 

tggggcggct gtactgccag 
1380 

aacgctgttt ctccttgaaa 
1425 



agagattccc cgtaagctcc 
caaccagatg agcatcgggc 
ggctgtggcg gagaagctgg 
gtaccggaag ccggtgacgg 
gcccatatcc atcggggaca 
ggccccgggg cggaagaaga 
tggcctgccc ttcgccacgc 
gctcccagcc tttgatccga 
cagggccctc ctgagcgcca 
gaagtccacc tttctcaaga 
acgctaggct cctggcagcg 
cgggtcgcca tcgacaacac 
gcccgagccg cgggcgtccc 
cgccacaaca accggtttcg 
gtcatgtatg gctacaggaa 
atcctggaga tcccgttccg 

« 

ttctccgagg gctgagcccg 
aaaaaaaaaa aaaaaaaaaa 



gagagctgga agccgagggc 
gcgggaagct gccagccgag 
gggtcccctt ccaggtgctg 
gcatgtggga ccatctgcag 
gcatctttgt gggagacgca 
aagacttctc ctgcgccgat 
ctgaggagtt ctttctcaag 
ggactgtctc ccgctcaggg 
gcccggaggt ggttgtcgca 
agcacctcgt gtcggccgga 
ctgtgtgacc acgtgtgaga 
aaacccagac gccgcgagcc 
ctgccgctgc ttcctcttca 
agagatgacg gactcctctc 
gcagttcgag gccccaacgc 
gctatgggtg gagccgaggc 
cccagctccc ctccacaata 
aaaaa 



<210> 2976 

<211> 328 

<212> PRT 

<213> Homo sapiens 



<400> 2976 

Pro Ser Thr Thr Gly Thr Gin Glu 

1 5 
Leu Gly Val Gly Asp Thr Met Tyr 
20 

Thr Leu Arg Trp Glu Glu Thr Arg 

35 40 
Pro Pro Gly Thr Pro Leu Val Ser 

50 55 
Leu Pro Lys Lys Arg Met Gly Lys 
65 70 
Glu Lys Leu Leu Val Phe Thr Ala 



Leu Lys Pro Gly Leu Glu Gly Ser 

10 15 
Thr Val Asn Gly Val His Pro Leu 
2S 30 
Thr Pro Glu Ser Gin Pro Asp Thr 

45 

Gin Asp Glu Lys Arg Asp Ala Glu 
60 

Ser Asn Pro Gly Trp Glu Asn Leu 

75 80 
Ala Gly Val Lys Pro Gly Xaa Lys 
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85 90 95 

Val Ala Gly Phe Asp Leu Asp Gly Thr Leu lie Thr Thr Arg Ser Gly 

100 105 HO 

Lys Val Phe Pro Thr Gly Pro Ser Asp Trp Arg He Leu Tyr Pro Glu 

115 120 125 

He Pro Arg Lys Leu Arg Glu Leu Glu Ala Glu Gly Tyr Lys Leu Val 

130 135 140 

He Phe Thr Asn Gin Met Ser He Gly Arg Gly Lys Leu Pro Ala Glu 
145 150 155 160 

Glu Phe Lys Ala Lys Val Glu Ala Val Val Glu Lys Leu Gly Val Pro 

165 170 175 

Phe Gin Val Leu Val Ala Thr His Ala Gly Leu Tyr Arg Lys Pro Val 

180 185 190 

Thr Gly Met Trp Asp His Leu Gin Glu Gin Ala Asn Asp Gly Thr Pro 

195 200 205 

He Ser He Gly Asp Ser He Phe Val Gly Asp Ala Ala Gly Arg Pro 

210 215 220 

Ala Asn Trp Ala Pro Gly Arg Lys Lys Lys Asp Phe Ser Cys Ala Asp 
225 230 235 240 

Arg Leu Phe Ala Leu Asn Leu Gly Leu Pro Phe Ala Thr Pro Glu Glu 

245 250 255 

Phe Phe Leu Lys Trp Pro Ala Ala Gly Phe Glu Leu Pro Ala Phe Asp 

260 265 270 

Pro Arg Thr Val Ser Arg Ser Gly Pro Leu Cys Leu Pro Glu Ser Arg 

275 280 285 

Ala Leu Leu Ser Ala Ser Pro Glu Val Val Val Ala Val Gly Phe Pro 

290 295 300 

Gly Ala Gly Lys Ser Thr Phe Leu Lys Lys His Leu Val Ser Ala Gly 
305 310 315 320 

Tyr Val His Val Thr Gly Thr Arg 

325 

<210> 2977 
<211> 1420 
<212> DNA 

<213> Homo sapiens 
<400> 2977 

nngtcgaata tccatgcaga gtaccgcatg gtagtagggg gtgcccaggc aggggacgca 
60 

ggcacctacc actgcactgc cgctgagtgg attcaggatc ctgatggcag ctgggcccag 
120 

attgcagaga aaagggccgt cctggcccac gtggatgtgc agacgctgtc cagccagctg 
180 

gcagtgacag tggggcctgg tgaacgtcgg atcggcccag gggagccctt ggaactgctg 
240 

tgcaatgtgt caggggcact tcccccagca ggccgtcatg ctgcatactc tgtaggttgg 
300 

gagatggcac ctgcgggggc acctgggccc ggccgcctgg tagcccagct ggacacagag 
360 

ggtgtgggca gcctgnnggc cctggctatg agggccgacn acattgccat ggagaaggtg 
420 

gcatccagaa cataccggct acggctagag gctgccaggc ctggtgatgc gggcacctac 
480 
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cgctgcctcg 
540 

gcccgttccc 
600 

gcatggctag 
660 

tctgtgcggg 
720 

gaggacggag 
780 

gtggcagagc 
840 

cgaagccatc 
900 

gcccccagcg 
960 

tcagggcctg 
1020 

ctggtgggta 
1080 

tgcttcatga 
1140 

cttttcaggt 
1200 

gcctggacac 
1260 

agaatgggag 
1320 

ttctgttctt 
1380 

tttctaaaat 
1420 



ccaaagccta 
ggcctctccc 
caggaggcac 
gtggcccccc 
agctcagctc 
tgggagtccg 
ggctgagact 
cctgggtgca 
ttacagccta 
caggggtggc 
agaggcttcg 
cttgcaggtg 
cctctccctc 
acgtgcctcc 
gatctcttag 
gtgaataaac 



tgttcgaggg 
tgtacatgtg 
agtgtaccgc 
aggactgcgg 
tgtccctgcc 
gcctggagga 
acacagcttg 
gcatgccgac 
cccctacatg 
cctagtcact 
aaaacggtga 
tcgactgtct 
tgtccactct 
ccttccccac 
ggatcctata 
ttgttttata 



tctgggaccc 
cgggaggaag 
ggggagactg 
ctggccgcca 
cagctggtgg 
ggccctgtca 
gggcccgagg 
tacagctggt 
catgccctgg 
ggtgccaccg 
tcccttactc 
tccggcccag 
tcctttaatt 
tccttccctc 
gggaggccat 
aaaagcaaaa 



ggcttcgtga 
gtgtggtgct 
cctccctgct 
gctggtgggt 
gtggcgtagg 
gcgtagagct 
atgaaggcgt 
accaggcggg 
acaccctatt 
tccttggtac 
cccagcccac 
ctccaagccc 
tatttgacct 
ccaagcccct 
ttcctgtcct 



agcagccagt 
ggaggctgtg 
gtgcaacatc 
ggagcgacca 
ccaggatggt 
ggtggggccc 
gtaccactgt 
cagtgcccgc 
tgtgcctctg 
catcacttgc 
accgggcacc 
tcctctggtt 
cccactaccc 
ccctctggcc 
ggaattagtt 



c210> 2978 

<211> 369 

<212> PRT 

<213> Homo sapiens 



<400> 2978 

Xaa Ser Asn lie His Ala Glu Tyr 

1 5 
Ala Gly Asp Ala Gly Thr Tyr His 
20 

Asp Pro Asp Gly Ser Trp Ala Gin 

35 40 
Ala His Val Asp Val Gin Thr Leu 

50 55 
Gly Pro Gly Glu Arg Arg He Gly 
65 70 
Cys Asn Val Ser Gly Ala Leu Pro 

85 

Ser Val Gly Trp Glu Met Ala Pro 
100 

Leu Val Ala Gin Leu Asp Thr Glu 



Arg 


Met Val 


Val Gly Gly Ala Gin 




10 




15 




Cys 


Thr Ala 


Ala Glu Trp 


He 


Gin 


25 




30 






He 


Ala Glu 


Lys Arg Ala 


Val 


Leu 






45 






Ser 


Ser Gin 


Leu Ala Val 


Thr 


Val 






60 






Pro 


Gly Glu 


Pro Leu Glu 


Leu 


Leu 




75 






80 


Pro 


Ala Gly 


Arg His Ala 


Ala 


Tyr 




90 




95 




Ala 


Gly Ala 


Pro Gly Pro Gly Arg 


105 




110 






Gly 


Val Gly 


Ser Leu Xaa 


Ala 


Leu 
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115 








120 










125 








Ala 


Met 


Arg 


Ala Asp Xaa 


He 


Ala 


Met 


Glu 


Lys 


Val 


Ala 


Ser 


Arg 


Thr 




130 








135 










140 










Tyr 


Arg 


Leu 


Arg Leu 


Glu 


Ala 


Ala 


Arg 


Pro 


Gly 


Asp 


Ala 


Gly 


Thr 


Tyr 


145 








150 










155 










160 


Arg 


Cys 


Leu 


Ala Lys 


Ala 


Tyr 


val 


Arg 


Gly 


Ser 


Gly 


Thr 


Arg 


Leu 


Arg 








165 










170 










175 




Glu 


Ala 


Ala 


Ser Ala 


Arg 


Ser Arg 


Pro 


Leu 


Pro 


val 


His 


Val 


Arg 


Glu 








180 








185 










190 






Glu 


Gly 


Val 


Val Leu 


Glu 


Ala 


Val 


Ala 


Trp 


Leu 


Ala 


Gly 


Gly 


Thr 


Val 






195 








200 










205 








Tyr 


Arg 


Gly 


Glu Thr 


Ala 


Ser 


Leu 


Leu 


Cys 


Asn 


He 


Ser 


Val 


Arg 


Gly 




210 








215 










220 










Gly 


Pro 


Pro 


Gly Leu Arg 


Leu 


Ala 


Ala 


Ser 


Trp 


Trp 


Val 


Glu 


Arg 


Pro 


225 








230 










235 










240 


Glu 


Asp 


Gly 


Glu Leu 


Ser 


Ser 


Val 


Pro 


Ala 


Gin 


Leu 


Val 


Gly 


Gly 


Val 








245 










250 










255 




Gly 


Gin 


Asp 


Gly Val Ala 


Glu 


Leu 


Gly 


Val 


Arg 


Pro 


Gly 


Gly 


Gly 


Pro 








260 








265 










270 






Val 


Ser 


Val 


Glu Leu 


Val 


Gly 


pro 


Arg 


Ser 


His 


Arg 


Leu 


Arg 


Leu 


His 






275 








280 










285 








Ser 


Leu 


Gly 


Pro Glu Asp Glu Gly 


Val 


Tyr 


His 


Cys 


Ala 


Pro 


Ser 


Ala 




290 








295 










300 










Trp 


Val 


Gin 


His Ala 


Asp 


Tyr 


Ser 


Trp 


Tyr 


Gin 


Ala 


Gly 


Ser 


Ala 


Arg 


305 








310 










315 










320 


Ser 


Gly 


Pro 


Val Thr 


Val 


Tyr 


Pro 


Tyr 


Met 


His 


Ala 


Leu 


Asp 


Thr 


Leu 








325 










330 










335 




Phe 


Val 


Pro 


Leu Leu 


Val 


Gly 


Thr 


Gly 


Val 


Ala 


Leu 


Val 


Thr 


Gly 


Ala 








340 








345 










350 






Thr 


Val 


Leu 


Gly Thr 


He 


Thr 


Cys 


Cys 


Phe 


Met 


Lys 


Arg 


Leu 


Arg 


Lys 



355 360 365 



Arg 



<210> 2979 

<211> 2191 

<212> DNA 

<213> Homo sapiens 

<400> 2979 

tttttttttt tttttttttt tttttttttt tttttttttt ccttgtcagg gtttatttca 
60 

tcagctaaca ttcattctcg acctagacaa aaacaattag atgattatga cttgcttttc 
120 

catcatcaac tcattttttt gtatgaataa ccaaaaaatt tcttcaacac ttttttttaa 
180 

gaagaagcta taaataaata aagctttaaa caatcctggg ttcaagttaa acagttccag 
240 

ttcccgaaaa gttcacagcc ttgttttgtg ggcagttctg ctgttcctgg cttccccttc 
300 

caggagggga cgtttgcagg tctgggggtc ctggtgacta agctgttagc tccactccct 
360 

gcctgtttcc gtcctcacag ccctgggagg gccccggtgg acagagtcct tacaatttag 
420 
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gagatgctgc tggcaaagga actgttgacc 
480 

ggccggacac ttgggggctg agggcactgc 
540 

cggcgctggc ccgagaggag actgctttcc 
600 

gtgcttccgt gtgagttggg atgcggggca 
660 

acaacctgcg ctcaggcccg cgcacccagg 
720 

gccaggcctc tggctgggtg tccacctcct 
780 

gtgcaagacc tcacaatccc ctgaacgtgt 
840 

catgttgagt gtccgagcag attcccattg 
900 

actaaatccc cttggcactc acttccttag 
960 

gcgcggcgct ggcacgctgt ccaccctgcc 
1020 

gtaaaatggg gccagtgtag gagacctgag 
1080 

tagcgacctc acctgacccc agcttcggct 
1140 

gcccgtggtg acccacgtct ccaccccatg 
1200 

tggggcagga gagaggaccc ccaccaaccc 
1260 

tacctctgag tcagcctgcg gcctgagcac 
1320 

cctgtgtggg ccctcctaga gacaccagct 
1380 

gggcacaggg cacgtgctta caacggatat 
1440 

ccagtgggga aacctgcgcg gctgctggga 
1500 

tggggagcat ggggaaatgc aaggagagcc 
1560 

gggaggccac ctacagctgt tttgccaagg 
1620 

gttcctggcc atacagagcc actgtggtcc 
1680 

tcccatgctc cagccgatgg aagcctgatg 
1740 

gtatttgagc tcttgagtat gtgtttcggt 
1800 

ccagtgggtc agaaaggaga acagaggcag 
1860 

tgagccaggc ctgcctggat ggtcacctcc 
1920 

ggcagcatcc ctggccaaag cctccccact 
1980 

ggcaatgcag ctcgggccta ctacccaaac 
2040 



caaagcaggt ggcctgaatg ggaagtgcca 
cagctgccgc cgcctctgga cacctcagcc 
aaatgcagcg aagagactga gacaagaccc 
taagttaaca catattccaa tatgtacaaa 
aagcccatgg tgaaggtgag gtcaccttga 
gccgggaagc caaggtgccc cacgtggctt 
tcctcctcct ccaaggagtg cacccacccc 
accctgacct ccctttgaaa gaaccacacc 
tgtgatgcat ccacccaggg aggtggccct 
ctgttgacca tcctgtcctt ggaccccaaa 
ggtggggccc ttatgccaga cctccagggg 
tcctgtgctg cagaaggcgc ttgctcccaa 
gtgtggcaac tgtggtggct gagtggaagc 
cagccaggtg gcctgcagag cccactgccc 
accaatctac tctctggggg atccagggtg 
tggcctccta gggcataagg aatggggaca 
gcaacatggc ttttggtagg gccattgcag 
acagagcatg gccagccttt tgccaggggg 
agggtgggga gggctgagtg tctgttgtca 
ctagttgaga atctgaaagc tcgagtccca 
gagggtacgg ctcctgggca ggggctatgg 
aacttaatcc gtacgctggt gggagcagtg 
gatggggctg gggcagcctg ctagcaaatc 
99gagccctc ggtccccagc ccttccagtc 
caagggccag ccgcggactc acgcacaagt 
cctgggctgc cagttggccc gaggaaggcc 
ccctggcaaa aggctggcca tgctctgttc 
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ccagcagccg cgcaggtttc cccactggct gcaatggccc taccaaaagc catgttgcat 
2100 

atccgttgta agcacgtgcc ctgtgccctg tccccattcc ttatgcccta ggaggccaag 
2160 

ctggtgtctc taggagggcc cacacaggca c 
2191 

<210> 2980 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 2980 



Met 


Gly 


Thr Gly 


His Arg Ala 


Arg 


Ala 


Tyr 


Asn Gly 


Tyr 


Ala 


Thr 


Trp 


1 






5 






10 








15 




Leu 


Leu 


Val Gly 


Pro Leu Gin 


Pro 


Val 


Gly 


Lys Pro 


Ala 


Arg 


Leu 


Leu 






20 






25 








30 






Gly Thr 


Glu His 


Gly Gin Pro 


Phe 


Ala 


Arg 


Gly Trp 


Gly 


Ala 


Trp 


Gly 






35 




40 








45 








Asn 


Ala 


Arg Arg 


Ala Arg Val 


Gly 


Arg 


Ala 


Glu Cys 


Leu 


Leu 


Ser 


Gly 




50 




55 








60 










Arg 


Pro 


Pro Thr 


Ala Val Leu 


Pro 


Arg 


Leu 


Val Glu 


Asn 


Leu 


Lys 


Ala 


65 






70 








75 








80 


Arg Val 


Pro Val 


Pro Gly His 


Thr 


Glu 


Pro 


Leu Trp 


Ser 


Glu 


Gly 


Thr 








85 






90 








95 




Ala 


Pro 


Gly Gin 


Gly Leu Tip 


Ser 


His 


Ala 


Pro Ala 


Asp 


Gly 


Ser 


Leu 






100 






105 








110 






Met 


Asn 


Leu lie 


Arg Thr Leu 


Val 


Gly 


Ala 


Val Val 


Phe 


Glu 


Leu 


Leu 






115 




120 






125 








Ser 


Met 


Cys Phe 


Gly Asp Gly 


Ala 


Gly 


Ala 


Ala Cys 












130 




135 








140 











<210> 2981 

c211> 617 

<212> DNA 

<213> Homo sapiens 

<400> 2981 

nngaattccc cttcacggac ctgaagccta 
60 

agacaacagc ctcccatgag tggtcagaaa 
120 

ataaacacga tgaacttgaa gctccctcaa 
180 

ccatcttcag ctgcatctcc atccttctcc 
240 

gcangccagc acagttcatc atctgaggaa 
300 

ccggagcagg aggctgccga ggcagattta 
360 

gcagaccccc aaggagtgac ctatgctgag 
420 

tcagacacca cccaggagcc cccaggatct 
480 



aggatgctgg 
gcagtgaaca 
tgaaaacaga 
tcttcctctc 
tccaccaaga 
tccaatatgg 
ctaagcacca 
catgaatatg 

2216 



gaggtacttt 
cttgcagctg 
caccagaacc 
agtcttcatc 
gaaccagcca 
aaagggtatc 
gcgccctgtc 
cggcactgaa 



tgtgcctaca 
gtggtcacag 
atctttgtcg 
atctacagat 
ttccaaactt 
tctctcgacg 
tgaggcagct 
agtgtagcaa 
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gaagacagcc ctggccacta aaagaggggg gatcgtgctg gccaaggtta ccggaaatct 
540 

ggagatgcag atactgtgtt tccttgctct tcgtccatat caataaaatt aagtttctcg 
600 

tcttaaaaaa aaaaaaa 
617 

c210> 2982 
<211> 107 
<212> PRT 

<2i3> Homo sapiens 
<400> 2982 



Lys 


Gin 


Thr 


Pro 


Glu 


Pro 


Ser 


Leu 


Ser 


Pro 


Ser 


Ser 


Ala 


Ala 


Ser 


Pro 


1 








5 










10 










15 




Ser 


Phe 


Ser 


Ser 


Ser 


Ser 


Gin 


Ser 


Ser 


Ser 


Ser 


Thr 


Asp 


Ala 


Xaa 


Gin 








20 










25 










30 






His 


Ser 


Ser 


Ser 


Ser 


Glu 


Glu 


Ser 


Thr 


Lys 


Arg 


Thr 


Ser 


His 


Ser 


Lys 






35 










40 










45 








Leu 


Pro 


Glu 


Gin 


Glu 


Ala 


Ala 


Glu 


Ala 


Asp 


Leu 


Ser 


Asn 


Met 


Glu 


Arg 




50 










55 










60 










Val 


Ser 


Leu 


Ser 


Thr 


Ala 


Asp 


Pro 


Gin 


Gly 


Val 


Thr 


Tyr 


Ala 


Glu 


Leu 


65 










70 










7S 










80 


Ser 


Thr 


Ser 


Ala 


Leu 


Ser 


Glu 


Ala 


Ala 


Ser 


Asp 


Thr 


Thr 


Gin 


Glu 


Pro 










85 










90 










95 




Pro Gly 


Ser 


His 


Glu Tyr Ala Ala 


Leu 


Lys 


Val 













100 105 



<210> 2983 
<211> 614 
<212> DNA 

<213> Homo sapiens 
<400> 2983 

cggccgctca gcatgtccgg gcactttctg ctcgcaccca tccccgagtc ctcctcggac 
60 

cacctactgc ccaaggacat caaactggcg gtgctgggcg ccggccgcgt gggcaagagc 
120 

gcaatgatcg tgcgcttcct gaccaagaga ttcattggag actatgaacc gaatacaggc 
180 

aagctgtatc cacggctggt ctatgtcgag ggggaccagc tctccctgca gatccaggat 

240 

actcccgggg gcgtccagat ccaagacagc ctcccccagg tcgtcgattc cctgcaaatg 
300 

cgtgcagtgg ccgagggttt tctgctggtc tattccatca cagactatga cagctacttg 
360 

tccatccgac ccctttatca gcacatccgg aaggtccacc ctgactctaa agcccctgtc 
420 

atcatcgtgg gcaacaaggg ggaccttttg catgcccggc aggtgcagac acaggacggt 
480 

attcagctag ccaatgagct gggcagcctg ttccttgaaa tttccactag cgaaaactac 
540 

gaagatgtct gtgatgtgtt tcagcatctc tgcaaagaag tgagcaagat gcacggcctc 
600 
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agtggggaaa gaag 
€14 

<210> 2984 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 2984 

Arg Pro Leu Ser Met Ser Gly His Phe Leu Leu Ala Pro He Pro Glu 

15 10 15 

Ser Ser Ser Asp Tyr Leu Leu Pro Lys Asp He Lys Leu Ala Val Leu 

20 25 30 

Gly Ala Gly Arg Val Gly Lys Ser Ala Met He Val Arg Phe Leu Thr 

35 40 45 

Lys Arg Phe He Gly Asp Tyr Glu Pro Asn Thr Gly Lys Leu Tyr Ser 

50 55 60 

Arg Leu Val Tyr Val Glu Gly Asp Gin Leu Ser Leu Gin He Gin Asp 
65 70 75 80 

Thr Pro Gly Gly Val Gin He Gin Asp Ser Leu Pro Gin Val Val Asp 

85 90 95 

Ser Leu Gin Met Arg Ala Val Ala Glu Gly Phe Leu Leu Val Tyr Ser 

100 105 110 

He Thr Asp Tyr Asp Ser Tyr Leu Ser He Arg Pro Leu Tyr Gin His 

115 120 125 

He Arg Lys Val His Pro Asp Ser Lys Ala Pro Val He He Val Gly 

130 135 140 

Asn Lys Gly Asp Leu Leu His Ala Arg Gin Val Gin Thr Gin Asp Gly 
145 150 155 160 

He Gin Leu Ala Asn Glu Leu Gly Ser Leu Phe Leu Glu He Ser Thr 

165 170 175 

Ser Glu Asn Tyr Glu Asp Val Cys Asp Val Phe Gin His Leu Cys Lys 

180 185 190 

Glu Val Ser Lys Met His Gly Leu Ser Gly Glu Arg 
195 200 

<210> 2985 

<211> 4547 

<212> DNA 

<213> Homo sapiens 

<400> 2985 

nggcatcgct gggaggcggc tgcccgcgac cggagacggc agtgttggcg gtagtggtgg 
60 

gtggcagggg cctgtgaccg ggagctgccc ccggacccgg gcaccatgag ccaaggcccc 
120 

cccacagggg agagcagcga gcccgaagca aaagtcctcc acactaagcg gctttaccgg 
180 

gctgtggtgg aggctgtgca tcgacttgac ctcatccttt gcaacaaaac tgcttatcaa 
240 

gaagtattca aaccagaaaa cattagcctg aggaacaagc tgcgtgagct ctgcgtcaag 
300 

cttatgttcc tgcacccagt ggactatggg agaaaggctg aggagctgct gtggagaaag 
360 
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gtatactatg aagttatcca 
420 

actttggaat gtgcctacag 
480 

cttctctata tccagtccca 
540 

gtcactgacc ccctcatagg 
600 

tgggcacaga tggcatgtca 
660 

aatgaattag ctggcgtaga 
720 

tcagtagctc ctcagattgg 
780 

tactataatg tggaagccat 
840 

gagggagcct atgggaacct 
900 

ctgaagaagt gtgagactcg 
960 

aggttgctag tgaactttat 
1020 

gactcagagc tgacctcact 
1080 

tacctgccct cctcacccaa 
1140 

ggatatgctt tcctcccgga 
1200 

gtgcacagct tggagagagc 
1260 

gccctctttt cccacctcgt 
1320 

ggcgagaatc ccgtcccggc 
1380 

cctgtggaga aagaggagga 

14 4 0 

gagggcagaa agagccgtaa 
1500 

cccaaagttg gtgatgacag 
1560 

tcagcccggg ccagtgaggg 
1620 

acggcctttg atgctgaaac 
1680 

gaagatatgg aggaagagga 
1740 

tcagaggctc ccgattccct 
1800 

aatctacaag ccatgtccac 
1860 

acctttagca acctgctcct 
1920 

ccttgcgtca atggggatgt 
1980 



gcttatcaag actaacaaaa 
gacgcacctg gttgctggta 
ctaccagctg gaactgcagt 
atgcaagaag ccagtgtctg 
ccgatgtctg gtgtatctgg 
taccgagctg ctagccgaga 
aatgcccttc aatcagctgg 
gtattgctac ctgcgctgca 
caagcggctg tatgacaagg 
gaaactgtct cctggcaaaa 
gtatctgcaa agcctcctac 
ttgccagtca gtcctggagg 
cctcagcctg gccagtgagg 
ccttctcatc tttcaaatgg 
aggatccaag cagtacagtg 
caatcatgtc aacatacggc 
attccagagt gatggcacag 
gccagatcct gagcctcctc 
gttctctcgc ctctcctgtc 
tgacctgagt gaaggctttg 
ctcagacagt ggctctgaca 
agactcggaa atgaatagcc 
ggggacacgg tcaccaaccc 
caatggccca ctgggcccca 
ccagacgttc cagactaagc 
ccagcccacc accaaccctc 
agacaagcct tcagagccag 



agcacatcca cagccggagc 
ttggcttcta ccagcatctc 
gctgcatcga ctggacccat 
cctcagggaa ggagatggat 
gggatttgtc ccgatatcag 
gattttacta ccaagccctg 
gcaccctggc aggcagcaag 
tccagtcaga agtgtccttt 
cagccaaaat gtaccaccaa 
agcgatgtaa agacattaaa 
agcccaaaag cagctccgtg 
acttcaacct ctgcctcttc 
atgaggagga gtatgagagt 
tcatcatctg ccttatgtgt 
cagccattgc cttcaccctg 
tgcaggctga gctggaagag 
atgaaccaga gtccaaggaa 
ctgtaacacc ccaagtgggt 
tccgccgtcg ccgccaccca 
aatcggactc aagccatgac 
agagtcttga aggtggggga 
aggagtcccg atcagacttg 
tggagccccc tcggggcaga 
gtgaggctag cattgccagc 
gctgcttccg actggccccc 
atacctcggc cagccacagg 
cctctgagga gggctctgag 
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tcgqaqqqqa 

""3 3 3 333 


gtgagtccag 


2040 




cttcaggtcc 


tgatggccga 


2100 




cqqaccaacc 


ccgacctcat 


2160 




ctgtctgtgt 


tgetgaatet 


2220 




ttqtatcctq 


aggtccaaga 


2280 




Ctt CtQC tCC 


cacraQQacat 


2340 




CQCtttaact 


ttQacacooa 


2400 




atctactaca 




2460 




ttcaacccao 


a era t tacrcat 


^ J ^ u 






aacrcacaatt 








ctcacrctaccr 


2640 




caacccaaaa 

w ** 3 ^ ^ J J 


cccaotcaac 


2700 




caccatctcc 


ctotcatcco 


2760 






tcaatoacct 


2820 




at t ccjert acc 


tcrcracracaaa 


2880 




otaaciaaaaa 


ac 1 1 tcracfCQ 


2940 




tataagatcc 


taqacaactq 


3000 

J V V V 




ccqaqtqqca 

vw 3 3 -33 


tggtgaccat 


3060 

J V V V 




qqccccatqc 


aqqcaqccct 


3120 




ctggacttct 


acaaqcaqtq 


11 OA 




gggctgactc 


cagatctctc 


3240 




ccaccacacg 


cagactcatg 


3300 




gggagggece 


aggagcegge 


3360 




gcgaggaaag 


tgcttggatt 


3420 




gctcccctgc 


tgtctccagg 


3480 




ggttcttgga 


tctctgaggg 


3540 




gcagggtggt 


c 9*95*9 ccaqg 


3600 





tggacgctcc tgtcggaatg 
aggtctgett cctgctgtga 
catcgtgtgt gegcagaget 
gttgectget gctggtgaac 
tcttcttgaa ggttgtgaac 
ggctcttcgt aacctgcccc 
tcggcccctg ctcagcacct 
tggtcatttc atcgcccgcc 
cttcgtcagc attgeccagt 
ccgaatggca caggaggaag 
acttcagctc gaagtgtctc 
catgtctccc tacctcgtcc 
ccaactggcc accagtggcc 
ggatttgctg aagaaggaac 
gtttaaaaaa ggaaacaggt 
gcataagctg aagaggcagg 
caaacagctg actctggccc 
catcacaggc cttccactgg 
gcaggccgct gcccacgcca 
gaaggaaatt ggttgatact 
ctgccctccc tggcagccag 
cacgcacaca ggagggaggc 
tgggagggtg gggtcccttt 
aggagagtct tgtgggcccc 
ggcaggtggt aggcatgggt 
gaaggaacag caaaagaggc 
agtttggacc ctctaggtct 



agegcagcat ccaggagaag 
aagtcttcct ggactggctt 
ctcaaagtct gtggaaccgc 
tccaggagtc tggcctggcc 
tgcctgacct cccctctagc 
cgctccgagc tgcccacaga 
tagaggagtc agtggcgcgc 
tgcaaggcag catcctgcag 
ctgagcagga gagectgetg 
ctegteggaa caggctcatg 
agctggaggg cagcctgcag 
ctgacaccca ggccctctgc 
gcttcattgt catcatccca 
acccaggggc ccgggatggg 
acattegctg ccagaaagag 
atgcagatgc ctggactctc 
agggggcagg tgaggaggat 
acaaccccag cgtgctttca 
gtgtggacat caagaatgtt 
gacccccagg ccctgcagtg 
gaccagcacc tgtagtcacc 
ctagctgctc agaggctgea 
gttgecaaga cgttaggaaa 
tggccagcct tcctgcctca 
acctgeattt cactggaatg 
ccttcttcct cacccaagat 
tgggggaaga gctgggtaat 



2220 



WO 00/58473 



PCT/US00/08621 



acctggtgtc 
3660 

tttcagcccc 
3720 

agcaaggcct 
3780 

tgctgcaggg 

3840 

ttccagggca 
3900 

gtctcctgtg 
3960 

gacagaatgg 
4020 

tcctatctaa 
4080 

ggctccttga 
4140 

aagacctgaa 
4200 

aatagctcag 
4260 

aggattgcct 
4320 

tggagggtct 
4380 

ttagaggata 
4440 

ggtgagtgga 
4500 

ataaaccccc 
4547 



tgagtgattc 
ctttatgggg 
ggagtggcct 
gctgcacatc 
gggagcaggc 
cccaccagcc 
gatgccagga 
gggagggctg 
agctgctcag 
ggggctggct 
ggcagtgaat 
cagctcctcc 
cagctctgct 
gttggcttcc 
gtcaccccac 
caagcccaaa 



tctgcagacc 
accaggcagc 
gcaccgagta 
ccattgcccc 
cccacctagg 
ccacaggtgc 
agagaagaaa 
aagacaaggg 
tcagaggccc 
tttggagtgt 
ggcgcaccaa 
ccctcaggct 
gcccccaccc 
tgcctctctc 
tcccagttgc 
aaaaaaaaaa 



cttcccctcc 
tctggagcca 
gcagggtcag 
acttctgctt 
gctgcaggca 
tgtgctttgt 

gggggtgcag 

gccggcattc 
ccgtccctcc 
tgaggtgaat 
gagcagggct 
gggaggatag 
cagtactagc 
ctctaaaata 
tggcagagac 
aaaaaaaaaa 



tcaaggacca 
gccacagggg 
ggttcgtgtg 
tgtgtctccc 
gtctggcctg 
gctcttggct 
tctgaggcca 
agtgggcagc 
ttttgccttc 
atctgggagc 
gtgtgtggga 
cacaggctag 
ctagcttccc 
gcaagtctgg 
tgagactaaa 
aaaaaaa 



cccatcctcc 
ctgttagaga 
ctcctcctcc 
tctgtctagc 
tgccagcacg 
gctgtgctgg 
ccacccccct 
agaaaggaga 
cgcaggactg 
agagatcatg 
ggctgcagcc 
gggctcgggg 
aagctgtggc 
gaaatcctgg 
gcatcactta 



<210> 2986 
<211> 988 
<212> PRT 

<213> Homo sapiens 
<400> 29B6 

Glu Ala Val His Arg Leu Asp Leu lie Leu Cys Asn Lys Thr Ala Tyr 

15 10 15 

Gin Glu Val Phe Lys Pro Glu Asn lie Ser Leu Arg Asn Lys Leu Arg 

20 25 30 

Glu Leu Cys Val Lys Leu Met Phe Leu His Pro Val Asp Tyr Gly Arg 

35 40 45 

Lys Ala Glu Glu Leu Leu Trp Arg Lys Val Tyr Tyr Glu Val lie Gin 

50 55 60 

Leu lie Lys Thr Asn Lys Lys His lie His Ser Arg Ser Thr Leu Glu 
65 70 75- 80 

Cys Ala Tyr Arg Thr His Leu Val Ala Gly lie Gly Phe Tyr Gin His 

85 90 95 

Leu Leu Leu Tyr lie Gin Ser His Tyr Gin Leu Glu Leu Gin Cys Cys 

100 105 110 

lie Asp Trp Thr His Val Thr Asp Pro Leu lie Gly Cys Lys Lys Pro 
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115 










120 


Val 


Ser 


Ala 


Ser Gly 


Lys 


Glu 


Met 




130 










135 




Arg 


Cys 


Leu 


Val 


Tyr 


Leu Gly Asp 


14 5 










150 






Ala 


Gly 


val 


Asp 


Thr 


Glu 


Leu 


Leu 










165 








Leu 


Ser 


Val 


Ala 


Pro 


Gin 


He 


Gly 








180 










Leu 


Ala 


Gly 


Ser 


Lys 


Tyr 


Tyr 


Asn 






195 










200 


Arg 


Cys 


He 


Gin 


Ser 


Glu 


Val 


Ser 




210 










215 




Lys 


Arg 


Leu 


Tyr 


Asp 


Lys 


Ala 


Ala 


225 










230 






Cys 


Glu 


Thr 


Arg 


Lys 


Leu 


Ser 


Pro 










245 








Lys 


Arg 


Leu 


Leu 


Val 


Asn 


Phe 


Met 








260 










Lys 


Ser 


Ser 


Ser 


Val 


Asp 


Ser 


Glu 






275 










280 


Leu 


Glu 


Asp 


Phe 


Asn 


Leu 


Cys 


Leu 




290 










295 




Leu 


Ser 


Leu 


Ala 


Ser 


Glu Asp Glu 


305 










310 






Phe 


Leu 


Pro 


Asp 


Leu 


Leu 


He 


Phe 










325 








Cys 


val 


His 


Ser 


Leu 


Glu Arg Ala 








340 










lie 


Ala 


Phe 


Thr 


Leu 


Ala 


Leu 


Phe 






355 










360 


He 


Arg 


Leu 


Gin 


Ala 


Glu 


Leu 


Glu 




370 










375 




Phe 


Gin 


Ser 


Asp Gly 


Thr 


Asp 


Glu 


385 










390 






Lys 


Glu 


Glu 


Glu 


Pro 


Asp 


Pro 


Glu 










405 








Gly 


Glu 


Gly 


Arg 


Lys 


Ser 


Arg 


Lys 








420 










Arg 


Arg 


Arg 


His 


Pro 


Pro 


Lys 


Val 






435 










440 


Gly 


Phe 


Glu 


Ser Asp 


Ser 


Ser 


His 




450 










455 




Ser 


Asp 


Ser 


Gly Ser 


Asp 


Lys 


Ser 


465 










470 






Asp 


Ala 


Glu 


Thr Asp 


Ser 


Glu 


Met 










485 








Leu 


Glu 


Asp 


Met 


Glu 


Glu 


Glu 


Glu 








500 










Pro 


Pro 


Arg 


Gly Arg 


Ser 


Glu 


Ala 






515 










520 


Gly 


Pro 


Ser 


Glu 


Ala 


Ser 


He 


Ala 




530 










535 




Gin 


Met 


Phe 


Gin 


Thr 


Lys 


Arg 


Cys 



125 



Asp 


Trp Ala Gin Met 


Ala 


Cys 


His 






140 








Leu 


Ser Arg Tyr Gin 


Asn 


Glu 


Leu 






1S5 






160 


Ala 


Glu 


Arg Phe Tyr 


Tyr 


Gin 


Ala 




170 






175 




Met 


Pro 


Phe Asn Gin 


Leu Gly 


Thr 


185 






190 






Val 


Glu 


Ala Met Tyr 


Cys 


Tyr 


Leu 






205 








Phe 


Glu Gly Ala Tyr 


Gly Asn 


Leu 






220 








Lys 


Met Tyr His Gin 


Leu Lys 


Lys 






235 






240 


Gly 


Lys 


Lys Arg Cys 


Lys 


Asp 


He 




250 






255 




Tyr 


Leu 


Gin Ser Leu 


Leu 


Gin 


Pro 


265 






270 






Leu 


Thr 


Ser Leu Cys 


Gin 


Ser 


Val 






285 








Phe 


Tyr 


Leu Pro Ser 


Ser 


Pro 


Asn 






300 






- 


Glu 


Glu 


Tyr Glu Ser 


Gly Tyr 


Ala 






315 






320 


Gin 


Met 


Val He He 


Cys 


Leu 


Met 




330 






335 




Gly 


Ser 


Lys Gin Tyr 


Ser 


Ala 


Ala 


345 






3 50 






Ser 


His 


Leu Val Asn 


His 


val 


Asn 






365 








Glu 


Gly Glu Asn Pro 


Val 


Pro 


Ala 






380 








Pro 


Glu 


Ser Lys Glu 


Pro 


Val 


Glu 






395 






400 


Pro 


Pro 


Pro Val Thr 


Pro 


Gin 


Val 




410 






415 




Phe 


Ser 


Arg Leu Ser 


Cys 


Leu 


Arg 


425 






430 






Gly 


Asp Asp Ser Asp 


Leu 


Ser 


Glu 






445 








ASp 


Ser 


Ala Arg Ala 


Ser 


Glu 


Gly 






460 








Leu 


Glu Gly Gly Gly 


Thr 


Ala 


Phe 






475 






480 


Asn 


Ser 


Gin Glu Ser 


Arg 


Ser 


Asp 




490 






495 




Gly 


Thr Arg Ser Pro 


Thr 


Leu 


Glu 


505 






S10 






Pro 


Asp 


Ser Leu Asn 


Gly Pro 


Leu 






525 








Ser 


Asn 


Leu Gin Ala 


Met 


Ser 


Thr 






540 








Phe 


Arg 


Leu Ala Pro 


Thr 


Phe 


Ser 
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545 550 555 560 

Asn Leu Leu Leu Gin Pro Thr Thr Asn Pro His Thr Ser Ala Ser His 

565 570 575 

Arg Pro Cys Val Asn Gly Asp Val Asp Lys Pro Ser Glu Pro Ala Ser 

580 565 590 

Glu Glu Gly Ser Glu Ser Glu Gly Ser Glu Ser Ser Gly Arg Ser Cys 

595 600 60S 

Arg Asn Glu Arg Ser He Gin Glu Lys Leu Gin Val Leu Met Ala Glu 

610 615 620 

Gly Leu Leu Pro Ala Val Lys Val Phe Leu Asp Trp Leu Arg Thr Asn 
625 630 635 640 

Pro Asp Leu He He Val Cys Ala Gin Ser Ser Gin Ser Leu Trp Asn 

645 650 655 

Arg Leu Ser Val Leu Leu Asn Leu Leu Pro Ala Ala Gly Glu Leu Gin 

660 665 670 

Glu Ser Gly Leu Ala Leu Cys Pro Glu Val Gin Asp Leu Leu Glu Gly 

675 680 685 

Cys Glu Leu Pro Asp Leu Pro Ser Ser Leu Leu Leu Pro Glu Asp Met 

690 695 700 

Ala Leu Arg Asn Leu Pro Pro Leu Arg Ala Ala His Arg Arg Phe Asn 
70S 710 715 720 

Phe Asp Thr Asp Arg Pro Leu Leu Ser Thr Leu Glu Glu Ser Val Val 

725 730 735 

Arg He Cys Cys He Arg Ser Phe Gly His Phe He Ala Arg Leu Gin 

740 745 750 

Gly Ser He Leu Gin Phe Asn Pro Glu Val Gly He Phe Val Ser He 

755 760 765 

Ala Gin Ser Glu Gin Glu Ser Leu Leu Gin Gin Ala Gin Ala Gin Phe 

770 775 780 

Arg Met Ala Gin Glu Glu Ala Arg Arg Asn Arg Leu Met Arg Asp Met 
785 790 795 ' 800 

Ala Gin Leu Arg Leu Gin Leu Glu Val Ser Gin Leu Glu Gly Ser Leu 

805 810 815 

Gin Gin Pro Lys Ala Gin Ser Ala Met Ser Pro Tyr Leu Val Pro Asp 

820 825 830 

Thr Gin Ala Leu Cys His His Leu Pro Val He Arg Gin Leu Ala Thr 

835 840 845 

Ser Gly Arg Phe He Val He He Pro Arg Thr Val He Asp Gly Leu 

850 855 860 

Asp Leu Leu Lys Lys Glu His Pro Gly Ala Arg Asp Gly He Arg Tyr 
865 870 875 880 

Leu Glu Ala Glu Phe Lys Lys Gly Asn Arg Tyr He Arg Cys Gin Lys 

885 890 895 

Glu Val Gly Lys Ser Phe Glu Arg His Lys Leu Lys Arg Gin Asp Ala 

900 905 910 

Asp Ala Trp Thr Leu Tyr Lys He Leu Asp Ser Cys Lys Gin Leu Thr 

915 920 925 

Leu Ala Gin Gly Ala Gly Glu Glu Asp Pro Ser Gly Met Val Thr He 

930 935 940 

He Thr Gly Leu Pro Leu Asp Asn Pro Ser Val Leu Ser Gly Pro Met 
945 950 955 960 

Gin Ala Ala Leu Gin Ala Ala Ala His Ala Ser Val Asp He Lys Asn 

965 970 975 

Val Leu Asp Phe Tyr Lys Gin Trp Lys Glu He Gly 
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980 985 

<210> 2987 
<2U> 1016 
<212> DNA 

<213> Homo sapiens 
<400> 2987 

ngtcgacaag gtgggaaggt aaccgatgga tgggggggga aggttgtggt gctcacggcc 
60 

acatcaataa ggcccaatac attccttggg gacaggaaga agaaattcaa ctagtttctt 
120 

gaaaggcggt cctgaaattc acaggggaga gcggatattc caggaggcag tctaagttat 
180 

ctgaggcgtg caactcaccc agtgagacca agttactgta gttctccagc atcacgtccc 
240 

agtacaggtc cctctgagcg tcatccaggt cctgccactc ctcccaggtg aagtgcacag 
300 

ctacctcctc aaaggacacc aactcctgta atgataccag gctgttgtag gtctccagca 
360 

tcacgttcct gtacagggtc ctctaagcat catccacgtc ctgccactct tcccaggtga 
420 

agtgcacagc cacatcttca aaggacacca accccagaga tctattcctt tcttgtagct 
480 

gggccggctt ggggcttggt tctatgtccc tgcgggtcgg tgcgagggcg aagaggaacc 
540 

cgtgggcccg ggggatcccg gggggccgga ccagtgttcc ccagttgtgg gagcagacgc 
600 

gtgggcgcat cacgggcggg cagggctgaa gtgcagctat gtttccagtg tcctctgggt 
660 

gtttccaaga gcaacaggaa acgaataaat ctccgatgga gtctcactct gtcacccagg 
720 

ctggagtgca gtggcacgat ctccgctcac tgcaagctcc acctcccagg ttcacaccat 
780 

cctcctgcct cagcctcccg agttgcaggg actacaggca cccgccacaa tgcccggcta 
840 

ttttttgtgt ttttagtaga gatggggttt cactatgtta gccaggatgg tcttgatctc 
900 

ctgacctcac cacccgccng actccggctc ccaaagtgct ggaattacna gcgtgagaca 
960 

ccgcgcctgg tctccatcaa atgacttttt aaataaaata cggttctcac ctaaca 
1016 

<210> 2988 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 2988 

Trp Ser Leu Thr Leu Ser Pro Arg Leu Glu Cys Ser Gly Thr lie Ser 

15 10 15 

Ala His Cys Lys Leu His Leu Pro Gly Ser His His Pro Pro Ala Ser 

20 25 30 

Ala Ser Arg Val Ala Gly Thr Thr Gly Thr Arg His Asn Ala Arg Leu 
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35 40 45 

Phe Phe Val Phe Leu Val Glu Met Gly Phe His Tyr Val Ser Gin Asp 

SO 55 60 

Gly Leu Asp Leu Leu Thr Ser Leu Leu Ala Xaa Leu Arg Leu Pro Lys 
65 70 75 80 

Cys Trp Asn Tyr xaa Arg Glu Thr Pro Arg Leu Val Ser lie Lys 

85 90 95 

<210> 2989 
<211> 1185 
<212> DMA 

<213> Homo sapiens 
<400> 2989 

nnagtgcggc acccagaggc ggtcctgtag ctgggccggc ttggggcttg gtcctgcggg 
60 

tcggtgcgag ggcgaagagg aacccgtggg cccgggggat cccggggggc cggaccagtg 
120 

ttccccagtt gtgggagcag acgcgtgggc gcatcgcggg cgggcagggc ctgaagtgca 
180 

gctatgtttc cagtgttctc tggctgtttc caagagctac aagaaaagaa taaatctctg 
240 

gagttggtgt cctttgagga ggtagctgtg cacttcacct gggaggagtg gcaggacctg 
300 

gatgacgctc agaggaccct gtacagggac gtgatgctgg agacctacag cagcctggta 
360 

tcattggggc attgcattac caaacctgag atgatcttca agctagagca aggagcagag 
420 

ccatggatag tagaagaaac cctaaacctg agactttcag gtggaagcaa gaagcaagtt 
460 

ttctcaggta tttgccacag gagcctggtg gagctccagg aggtttgatc tctcttgtga 
540 

actctggaac tgtattccca attgtcaatt ggacatccct acgtatggga cctcagatat 
600 

ttcaaacatg atgtgtccaa gtctgtatca cttctggcca tcatattgtt cttttatttt 
660 

tccaaatttc acatcaccag taacaaacta gctgtgatca tggcagatag cctggaaata 
720 

aaactcccct ttttaccctt tgcacagcaa attgacatca aatcctgttt ctactttttt 
780 

ttttttaact attgcttccc tattctgtat tctcactgct ccatctcctg atgtaggagg 
84 0 

tcatctgttt tcctcttttc ctctcctctg actcttaagc cctttcccat tctctttctc 
900 

aggaatggct gttaaaatgc caatatggtc ttgtaacttt cctgtactta gtgaacctcc 
960 

ttatttacac cctgtttgtg aagtggctgt gttcaccctg ggtggacacg gaatgttttt 
1020 

ggcatgtaca aagagaattt tatgctgcct gtgtacagtt attaatttgt aagtacactc 
1080 

agctttttgt atctgtaggt ttaatatctg tgtatgtaag caaacttgga tgcaaaatat 
1140 

ttgaaataaa atcagatgct tgcatctgta gtgaacataa aaaaa 
1185 
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<210> 2990 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 2990 
Met Phe Pro Val 
1 

Lys Ser Leu Glu 
20 

Trp Glu Glu Trp 
35 

Asp Val Met Leu 
50 

lie Thr Lys Pro 
65 

Trp He Val Glu 

Lys Gin Val Phe 
100 

Glu Val 



Phe Ser Gly Cys 
5 

Leu Val Ser Phe 

Gin Asp Leu Asp 
40 

Glu Thr Tyr Ser 
55 

Glu Met He Phe 
70 

Glu Thr Leu Asn 
85 

Ser Gly He Cys 



Phe Gin Glu Leu 
10 

Glu Glu Val Ala 
25 

Asp Ala Gin Arg 

Ser Leu Val Ser 
60 

Lys Leu Glu Gin 
75 

Leu Arg Leu Ser 
90 

His Arg Ser Leu 
105 



Gin Glu Lys Asn 
IS 

Val His Phe Thr 
30 

Thr Leu Tyr Arg 
4S 

Leu Gly His Cys 

Gly Ala Glu Pro 
90 

Gly Gly Ser Lys 
95 

Val Glu Leu Gin 
110 



<210> 2991 

<211> 980 

<212> DNA 

<213> Homo sapiens 



<400> 2991 

ntttatttgt caatgtgcaa tatttttaca 
60 

atctagaata taaaggttgc tggtcctgat 
120 

ttggtgggct ccagctgacc cctccagagc 
180 

tcagcagcag cagacgtcac ccgtcataca 
240 

cttggttggc cagtcctctg ctcgggactg 
300 

gcctctgcag tctcgggaca ctcctctgcg 
360 

agtttccctt cctcactttt gaagaccgca 
420 

agcgtttcct tcatgccgcc attcatcact 
460 

tcctcctctc cgtcagagct ggcttccatg 
540 

gccagggcag ccgcactggg agtcagaggg 
600 

actggagaat tactccttaa agaatctttt 
660 

aaagaagccc agcccgtctc tttagttggc 

720 



cttctgaatt tctctgtaca atgtcttaga 
cccttgcaga gtgagtgcag cagtgacagc 
ccctgagtgg tggcggtctg cagtcctcag 
gggccattca ctgaagtgtc acctggtgcg 
ctgctgggag gcctgggcgc cgcgcacttc 
tctttacaag cagcatcttg agaggtagac 
gtctctgtct tggcatctac agtgaggctg 
gtctcagtta ccttgtctgt actttctgca 
gccacactgc ctgccgcttc tggctgcact 
tccatgggtt cagtgctggt ttccatttcc 
gtgctttctc agggaagagt gaactctgaa 
atcggctcct ctgtgctcca gacatcagat 
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cccacagaat ccaatggagc 
780 

cagttgggtg gttcactcag 
840 

tcaaacaagt cttgctttgc 
900 

gtactccccg agctggatcg 
960 

catatatctt cctcatcaga 
980 



accgtgggtt gtttccattg 
gtccacctcc attttatcct 
tccatcttct tcttcagagt 
tctttgggat tctggtgtga 



ggacatcaaa gttagctgac 
ccgtgttggc actgctgggt 
ctgcactttc ctcactgtct 
atgcgatgtg cttttcctcc 



<210> 2992 

<211> 64 

<212> PRT 

<213> Homo sapiens 



<400> 2992 

val val Ala Val Cys Ser Pro Gin 

1 5 
His Thr Gly Pro Phe Thr Glu Val 
20 

Val Leu Cys Ser Gly Leu Leu Leu 

35 40 
Ala Ser Ala Val Ser Gly His Ser 
50 55 



Ser Ala Ala Ala Asp Val Thr Arg 

10 15 
Ser Pro Gly Ala Leu Gly Trp Pro 
25 30 
Gly Gly Leu Gly Ala Ala His Phe 

45 

Ser Ala Ser Leu Gin Ala Ala Ser 
60 



<210> 2993 

<211> 687 

<212> DNA 

<213> Homo sapiens 



<400> 2993 
nnatgcccgc 
60 

cgggagcagg 
120 

cgatacctca 
180 

ctagacaccg 
240 

agagctgagc 
300 

aacatcgtcc 
360 

ctggtcaccg 
420 

atgaagccgc 
480 

cactcccggg 
540 

ggacctactg 
600 

tttgccaaga 
660 



ggtccaggga 
aagaaaagga 
agtttgacat 
acaccacagt 
ggcagcgctt 
gcttctatga 
aactcatgac 
gggtccttca 
ttcctcccat 
gctctgtcaa 
gtgtcatcgg 



gccgctgatg 
ggacatggag 
cgagattgga 
ggaggtggcc 
ctcagaggag 
ttcgtggaag 
ctcgggcacg 
gcgctggagc 
cctgcaccgg 
aatcggggac 
gaccccggaa 



gtcactgaag 
acccaggctg 
cgtggctcct 
tggtgtgagc 
gtggagatgc 
tcggtgctga 
ctcaagacgt 
cgccaaatcc 
gatctcaagt 
ctgggcctgg 
ttcatggccc 



ccgtggccct 
tggcaacgtc 
tcaagacggt 
tgcagactcg 
tcaaggggct 
ggggccaggt 
acctgaggcg 
tgcggggact 
gcgacaatgt 
ccacgctcaa 
ccgagatgta 



agagcggcgg 
ccccgatggc 
gtatcgaggg 
gaaactgtct 
gcagcacccc 
ttgcatcgtg 
gttccgggag 
tcatttccta 
ctttatcacg 
gcgcgcctcc 
cgaggaaaag 
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tacgatgagg ccgtggacgt gtacgcg 
687 

<210> 2994 
<211> 229 
<212> PRT 

<213> Homo sapiens 



<400> 2994 








Xaa 


Cys 


Pro Arg Ser 


Arg Glu Pro Leu 


Met Val Thr Glu 


Ala Val Ala 


1 




5 




10 


15 


Leu 


Glu 


Arg Arg Arg 


Glu Gin Glu Glu Lys Glu Asp Met 


Glu Thr Gin 






20 


25 




30 


Ala 


Val 


Ala Thr Ser 


Pro Asp Gly Arg Tyr Leu Lys Phe 


Asp He Glu 






35 


40 


45 




He 


Gly 


Arg Gly Ser 


Phe Lys Thr Val 


Tyr Arg Gly Leu 


Asp Thr Asp 




50 




55 


60 




Thr 


Thr 


Val Glu Val 


Ala Trp Cys Glu Leu Gin Thr Arg 


Lys Leu Ser 


65 






70 


75 


80 


Arg 


Ala 


Glu Arg Gin 


Arg Phe Ser Glu 


Glu Val Glu Met 


Leu Lys Gly 






65 




90 


95 


Leu 


Gin 


His Pro Asn 


He Val Arg Phe 


Tyr Asp Ser Trp 


Lys Ser Val 






100 


105 




110 


Leu 


Arg 


Gly Gin Val 


Cys He Val Leu 


Val Thr Glu Leu 


Met Thr Ser 






115 


120 


125 




Gly 


Thr 


Leu Lys Thr 


Tyr Leu Arg Arg 


Phe Arg Glu Met 


Lys Pro Arg 




130 




135 


140 




Val 


Leu 


Gin Arg Trp 


Ser Arg Gin lie 


Leu Arg Gly Leu 


His Phe Leu 


145 






150 


155 


160 


His 


Ser 


Arg Val Pro 


Pro He Leu His 


Arg Asp Leu Lys 


Cys Asp Asn 






165 




170 


175 


Val 


Phe 


lie Thr Gly 


Pro Thr Gly Ser 


Val Lys He Gly 


Asp Leu Gly 






180 


185 




190 


Leu 


Ala 


Thr Leu Lys 


Arg Ala Ser Phe 


Ala Lys Ser Val 


He Gly Thr 






195 


200 


205 




Pro 


Glu 


Phe Met Ala 


Pro Glu Met Tyr 


Glu Glu Lys Tyr 


Asp Glu Ala 




210 




215 


220 




Val 


Asp 


Val Tyr Ala 








225 













<210> 2995 
<211> 1879 
<212> DNA 

<213> Homo sapiens 
<400> 2995 

ntttagtagt agtattacat tgtgaatttt attttcaaat ttgatcaata aagatgaaaa 
60 

taataaaatt aagcagtcaa aagaagtagc aaaaacaaga tagtcattca tatatacaga 
120 

acatatagat tcatttctag ttgattcaat cctatttatg tatttaaaat acaaaataat 
180 

ggccatctgg ctagttccaa cggtagagca tgagactctt aaaatacaaa atacatctta 
240 
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atgtgtcaag aagaccacag ttagcaccag 
300 

ttttttactt ttatttttac tttattatta 
360 

ctgntcaccc aggctggaat acagtggtgt 
420 

aggttcaagc gattctcctg cctcagcctc 
480 

ccaccacacc cgggtgattt ctgtattttt 
540 

ggctggtctc gaactcccga cctcaagtga 
600 

gattacaggt gtgagccact gcacccagcc 
660 

aggttttagc ttaataatcc tcattagttt 
720 

tattttgcct tagtgggcct aaacagaata 
780 

tagagtataa atgggtttct cactccttag 
840 

acacaggtga atgtccctgg ttatccctga 
900 

ctgaggccaa agtctgtggt ttgatcatct 
960 

ctttgtctcc aaattctttt tctcggtgct 
1020 

ccacgaaaac tcccccaagg atgaagcctt 
1080 

tccaggctcg gaagaagttg taccacactc 
1140 

tccgcctttg tggaccatag aactttttct 
1200 

aaggctggaa atccttcact tcagtcctga 
126.0 

cgcccagctg gtccaacatg cttttcaggg 
1320 

ggaaacagcc tggcctccgc acggccataa 
1380 

ttgctttgaa agtccttggc tccttctcca 
1440 

ccagggccgc tttctggggc ttggacagaa 
1500 

aggcagcagc ccccagggct cctgcaccaa 
1560 

ggtcctggag gaaagacatt tctcaagtgc 
1620 

cgcccgggcg ctaaggggcc aaaccgcccg 
1680 

gtacctggag gatatagacc tgaaaacact 
1740 

ggagctatgg gaaaaaaatg gagctgtgat 
1800 

ctgtcgagag gaagctgcgg atctgtcctc 
1860 



gaaaggaact ttactttagc ttctgattac 
ttattattat ttttgagatg gagtctcact 
gatctcagct cactgcaacc tccacctccc 
ctgagtagct gggactctga tagatgcctg 
agtagagacg gggtttcgcc atgttgctca 
cttgctcacc ttggcctccc aaagtgctgg 
tggcagtcaa ttttaagcct cctatttccc 
ttcagatttt tgtcagtctt gttttggggc 
ttaaaataca ttaataatcc atactgagag 
ggacacgagt ggaaacaata catcccatga 
gctgggcagt ttcacacaat cattttttct 
tagcagcttc cagaacagaa agtaggttta 
caagaagaat gccctgcttt cctgatccca 
ctccttccag gtttccagag aagcctccgt 
ccagacggat aaatcccata aacatcatct 
tttcatccag gaagatttct cctttgaaat 
tgtgctcctt taccactgca tagaggggga 
aggacagatc cgcagcttcc tctcgacaga 
tcacagctcc atttttttcc catagctcct 
gtgttttcag gtctatatcc tccaggtact 
acacgtctgt gttggcaagc agcaatgcca 
tggaccacat ccccatggtg aagaaacttg 
ctcccttctg ccggcctttt accgccccga 
gcccggaggg tcccaggggc gggccccgga 
ggagaaggaa ccaaggactt tcaaagcaaa 
tatggccgtg cggaggccag gctgtttcct 
cctgaaaagc atgttggacc agctgggcgt 
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ccccctccat gcagtggta 
1879 

<210> 2996 
<211> 10X 
<212> PRT 

<213> Homo sapiens 



<400> 2996 
His Gin Glu Arg 
1 

lie Phe Thr Leu 
20 

Leu Xaa Thr Gin 
35 

Pro Pro Pro Pro 
50 

Ser Trp Asp Ser 
65 

lie Phe Ser Arg 

Thr Pro Asp Leu 
100 



Asn Phe Thr Leu 

5 

Leu Leu Leu Leu 

Ala Gly He Gin 
40 

Arg Phe Lys Arg 
55 

Asp Arg Cys Leu 
70 

Asp Gly Val Ser 

85 

Lys 



Ala Ser Asp Tyr 
10 

Leu Phe Leu Arg 
25 

Trp Cys Asp Leu 

Phe Ser Cys Leu 
60 

Pro Pro His Pro 
75 

Pro Cys Cys Ser 
90 



Phe Phe He Phe 
15 

Trp Ser Leu Thr 
30 

Ser Ser Leu Gin 
45 

Ser Leu Leu Ser 

Gly Asp Phe Cys 
80 

Gly Trp Ser Arg 
95 



<210> 2997 

<211> 800 

<212> DNA 

<213> Homo sapiens 



<400> 2997 
actcagatgg 
60 

gagccatcca 
120 

acaaccatac 
180 

acccccacac 
240 

actgttcctt 
300 

tcctctagca 
360 

gtgatcacca 
420 

acccaaacag 
480 

acttttatgt 
540 

gctcttatga 
S00 

cccgcctctg 
660 

gcccattccc 
720 



gcaccatcag 
aagtgacatc 
ctgcttcctc 
caagggagac 
acaaggcact 
gaggacctag 
ggctctctac 
ggtctcctgg 
cagggaccca 
gtagaactcc 
cctctttctc 
aaaaacctcc 



cgctagacaa 
tccagtggtc 
tgagataaca 
cagcacctcc 
cactagtgcc 
ccctgatcag 
ctcccccatc 
ggctacatca 
ctcaactgca 
tggagatgtg 
actggcttca 
accttttttg 



gaattctatt 
acctcttcca 
agaattgaga 
caggagatcc 
acgattgagg 
tccacaatgt 
aagacagaat 
aggggtaccc 
tctcaaagat 
ccatggctaa 
cctgtcttga 
gtccctgggc 



cctcttatcc 
ccataaaaga 
tggagtcaac 
actcagccac 
actccatgac 
cacaagacat 
ctacagaaat 
Ctaccttgga 
tttcacactc 
cccatccctc 
cctcatcttt 
aaactttttc 



aggcctccca 
cattgtttct 
atccaccctg 
aaagccaagc 
acaagtcatg 
atccactgaa 
gaccattacc 
cacttcaaca 
acagatgacc 
tggggaagag 
ttcgtttttt 
cctagggctg 
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gggaaaccca aaatgtgggg ccaacccaga actgaaacat tccccccaat ggacaacctt 
780 

tttgaaaagg gcccctttgc 
800 

<210> 2998 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 2998 

Thr Gin Met Gly Thr lie Ser Ala Arg Gin Glu Phe Tyr Ser Ser Tyr 

15 10 15 

Pro Gly Leu Pro Glu Pro Ser Lys Val Thr Ser Pro Val Val Thr Ser 

20 25 30 

Ser Thr He Lys Asp He Val Ser Thr Thr He Pro Ala Ser Ser Glu 

3S 40 45 

lie Thr Arg He Glu Met Glu Ser Thr Ser Thr Leu Thr Pro Thr Pro 

50 55 60 

Arg Glu Thr Ser Thr Ser Gin Glu He His Ser Ala Thr Lys Pro Ser 
65 70 75 80 

Thr Val Pro Tyr Lys Ala Leu Thr Ser Ala Thr He Glu Asp Ser Met 

85 90 95 

Thr Gin Val Met Ser Ser Ser Arg Gly Pro Ser Pro Asp Gin Ser Thr 

100 105 110 

Met Ser Gin Asp He Ser Thr Glu Val He Thr Arg Leu Ser Thr Ser 

115 120 125 

Pro He Lys Thr Glu Ser Thr Glu Met Thr He Thr Thr Gin Thr Gly 

130 13S 140 

Ser Pro Gly Ala Thr Ser Arg Gly Thr Leu Thr Leu Asp Thr Ser Thr 
145 ISO 155 160 

Thr Phe Met Ser Gly Thr His Ser Thr Ala Ser Gin Arg Phe Ser His 

165 170 175 

Ser Gin Met Thr Ala Leu Met Ser Arg Thr Pro Gly Asp Val Pro Trp 

180 185 190 

Leu Thr His Pro Ser Gly Glu Glu Pro Ala Ser Ala Ser Phe Ser Leu 

195 200 205 

Ala Ser Pro Val Leu Thr Ser Phe Phe Ser Phe Phe Ala His Ser Gin 

210 215 220 

Lys Pro Pro Pro Phe Leu Val Pro Gly Gin Thr Phe Ser Leu Gly Leu 
225 230 235 240 

Gly Lys Pro Lys Met Trp Gly Gin Pro Arg Thr Glu Thr Phe Pro Pro 

245 250 255 

Met Asp Asn Leu Phe Glu Lys Gly Pro Phe 
260 265 

<210> 2999 
<211> 550 
<212> DNA 

<213> Homo sapiens 
<400> 2999 

cccgggagct gtcacagccc agctgagtgt gcacatgctc ggggtagtgc tgacatgcca 
60 
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acccccttgc cactttggcc ccctccaggc tttgggcact gacaagcatg ggaaggaggc 
120 

tgaggggtgc actgaggaca gcccagtgct ggcctgcagg caccccttaa catgaacagc 
180 

ctggtcacca tgaacagcag caggaggcag acaggctcct gggtggaaag aagctggtcc 
240 

acagtgaaga cccacctcca agccagggaa agcctgaagc ctgggggatg ggtcgccagt 
300 

cccagaaacc gcaagggcaa cttgtggtgc ttttccctgg gcccacccat ggccgcccat 
360 

ggacgaattg gcatgcactt tctcccctct gaggcccata aaagcccctg ggctcagcca 
420 

gagctgagcg gatatcagga cgacaagctg cacagaggta ctacccacac caaggcctcc 
480 

tctctgctga gagctgcaca tacaatggaa tgacctgcct gtagagagag cttcccactc 
540 

cagggtctcc 
550 

<210> 3000 
<211> 167 
<212> PRT 

<213> Homo sapiens 



<400> 3000 



Met 


Cys 


Ser Ser 


Gin Gin 


Arg 


Gly Gly 


Leu 


Gly 


Met 


Gly 


Ser 


Thr 


Ser 


l 






5 






10 










15 




Val 


Gin 


Leu Val 


Val Leu 


He 


Ser Ala 


Gin 


Leu 


Trp 


Leu 


Ser 


Pro 


Gly 






20 






25 










30 






Ala 


Phe 


Met Gly 


Leu Arg Gly 


Glu Lys 


Val 


His 


Ala 


Asn 


Ser 


Ser 


Met 






35 






40 








45 








Gly 


Gly 


His Gly 


Trp Ala Gin 


Gly Lys 


Ala 


Pro 


Gin 


Val 


Ala 


Leu 


Ala 




SO 






55 








60 










Val 


Ser 


Gly Thr 


Gly Asp 


Pro 


Ser Pro 


Arg 


Leu 


Gin 


Ala 


Phe 


Pro 


Gly 


65 






70 








75 










80 


Leu 


Glu 


Val Gly 


Leu His 


Cys 


Gly Pro 


Ala 


Ser 


Phe 


His 


Pro 


Gly 


Ala 








85 






90 










95 




Cys 


Leu 


Pro Pro 


Ala Ala 


Val 


His Gly 


Asp 


Gin 


Ala 


Val 


His 


Val 


Lys 






100 






105 










110 






Gly 


Cys 


Leu Gin 


Ala Ser 


Thr 


Gly Leu 


Ser 


Ser 


Val 


His 


Pro 


Ser 


Ala 






115 






120 








125 








Ser 


Phe 


Pro Cys 


Leu Ser 


Val 


Pro Lys 


Ala 


Trp 


Arg 


Gly 


Pro 


Lys 


Trp 




130 






135 








140 










Gin 


Gly 


Gly Trp 


His Val 


Ser 


Thr Thr 


Pro 


Ser 


Met 


Cys 


Thr 


Leu 


Ser 


145 






150 








155 










160 


Trp 


Ala 


val Thr 


Ala Pro Gly 



















165 



<210> 3001 

<211> 1092 

<212> DNA 

<213> Homo sapiens 

<400> 3001 
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agatctttgt 
60 

aatagctctg 
120 

gaagtacaga 
180 

ccttgctcag 
240 

actgaggcat 
300 

ggcaagggat 
360 

gagagaagct 
420 

tcgtgtgtgc 
480 

atgagggcaa 
540 

cttcctcccc 
600 

actccatcac 
660 

gctacaagtg 
720 

tcaagagggg 
780 

tctggagcaa 
840 

ccttcaatag 
900 

agagagatgc 
960 

cctgctgtcc 
1020 

ccaggcacac 
1080 

aaaatcaaaa 
1092 



gaggcctgaa 
cctggctgag 
ggttgagccc 
ctcaccagtg 
ccagcccagc 
acagaacaca 
gaggcggaac 
agacaaagag 
gtgggacaac 
agagaacact 
atcccaggac 
cgtggcctgc 
cttcagggag 
ggagcagaag 
tcctgctgaa 
caataaagtt 
ttcccagaac 
accctcccct 
aa 



tgaaatggcc 
tttgaaaggt 
ctatgtatgc 
tttcttctat 
tcaggccctg 
gtgctctcac 
tgcactatct 
agccagctgg 
tgcctttctg 
tgccctcgag 
atcctaatgg 
tgccgcatgt 
ggcttcagct 
gcccggctgg 
caccttaggc 
agtcacagcc 
ccggctctca 
ttctctcttt 



ccattcagaa 
cactgttctg 
ctgggggagt 
aacccagaca 
ccacccnnca 
cagactgcag 
accggccctg 
aggcctatga 
aggacatggc 
aagccaccaa 
cttccaggtg 
accccaccct 
gcaaggtgta 
gagacaggct 
aaattggcgg 
ttctgtecag 
tcacctttgg 
taaaaataaa 



ttccccagga 
tttcagcgtt 
cccagaaagt 
ttgcaaagac 
gtaccaaagc 
cttgggggac 
gttctccccc 
cttcccagag 
tgagaacatc 
gaaatccagg 
gcacccagca 
ggacttcctc 
ctaccgcaag 
ctcctccggc 
tgaagcctac 
tctgaggtca 
ctaatggttg 
gacaatactt 



tgtcatccat 
gagatgcctt 
ggaatcccaa 
agcagtaccc 
atcattgtca 
acccagcacg 
tacagctact 
gtgcagcagg 
tgttcgtcct 
catggcctgg 
cagcagaatg 
aagagccaca 
ctcaaagccc 
agctgccagg 
ttatgtctct 
ccccgcacag 
cctagcaaca 
gaagtttggg 



<210> 3002 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 3002 

Met Ala Pro Phe Arg He Pro Gin 

1 5 
Trp Leu Ser Leu Lys Gly His Cys 
20 

Glu Val Gin Arg Leu Ser Pro Tyr 

35 40 
Val Glu Ser Gin Pro Cys Ser Ala 

50 55 
Asp He Ala Lys Thr Ala Val Pro 



Asp Val He His Asn Ser Ser Ala 

10 15 
Ser Val Ser Ala Leu Arg Cys Leu 
25 30 
Val Cys Leu Gly Glu Ser Gin Lys 

45 

His Gin Cys Phe Phe Tyr Asn Pro 
60 

Thr Glu Ala Ser Ser Pro Ala Gin 
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